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NUCLEIC ACID-BASED TREATMENT OF DISEASES OR CONDITIONS RELATED TO 



WEST NILE VIRUS INFECTION 



TECHNICAL FIELD OF INVENTION 

This invention relates to compositions, reagents and methods for the treatment of 
diseases or conditions relating to West Nile Virus (WNV) infection. 

The Sequence Listing file named "MBHB001 1 09- ASequenceListing^ (8,067,027 
bytes in size) submitted on Compact Disc-Recordable (CD-R) medium ("011019_1245") is 
incorporated herein by reference. 

BACKGROUND OF THE INVENTION 

The following is a discussion of relevant art, none of which is admitted as prior art to 
the present invention. 

West Nile Virus (WNV) is a Class IV virus, specifically a flavivirus, identified as a 
member of the Japanese encephalitis virus antigenic complex. WNV is a spherical, 
enveloped virus containing a positive single-stranded RNA genome. Flaviviridae group also 
includes such pathogens as hepatitis C virus, Kunjin virus, and viruses responsible for yellow 
fever, dengue fever, and St. Louis encephalitis. West Nile Virus subtypes are distinguishable 
by antigenic variations in the envelope (E) protein and by the presence of an N-glycosylation 
site (Asn-Tyr-Ser) at amino acids 154-156 (Jia, 1999, Lancet 354;1971-2). 

The genome of WNV is composed of 10,960 nucleotides. The S'-terminus of the 
WNV genome contains a type 1 cap structure that is synthesized by RNA triphosphatase, 
guanylyltransferase and methyltransferase (Wengler and Wengler, 1993, Virology, 197m; 
265-273). A conserved 3'-teiminal stem loop of the viral genomic RNA has been shown to 
bind to translation elongation factor-1 -alpha prior to replication (Blackweil and Brinton, 
1997, J. Virol, 71, 6433-6444). At least nine WNV encoded proteins have been identified, 
including the non-structural proteins NS 1, NS 2a, NS 2b, NS 3, NS 4b, and NS 5, along with 
C, M, and E structural proteins. The NS 3 protein has been shown to have RNA 
triphosphatase activity (Wengler and Wengler, supra), The WNV NS 5 protein has been 
shown to possess RNA-dependent RNA polymerase activity in vitro (Steffens et ah, 1999, J. 
Gen. Virol, 80,2583-2590). 
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WNV can be transmitted to humans and domestic animals through mosquitoes and 
migratory birds, that serve as amplifying hosts. Although WNV infection is generally 
asymptomatic in areas of the world where the virus is endemic, infected humans can incur a 
mild fever, rash, nausea, headache, disorientation and back pain. More serious complications 
from WNV infection include hepatitis, pancreatitis, encephalitis, myocarditis, meningitis, 
neurologic infection, and death, especially in the very young, sick, or elderly. 

Virulence of different WNV strains can vary, and certain characteristics of the WNV 
can dictate susceptibility to CNS infection. One study of WNV infectivity in mice found 
decreased neuroinvasiveness in strain variants with glycosylated envelope proteins and 
among those strains with amino acid substitutions at residue 307 (Chambers et al, 1998, J. 
Gen Virol 79:2375). Experimentally infected monkeys have demonstrated persistent 
neurologic infection (Pogodina et al, 1983, Arch. Virol, 75:71). Furthermore, human 
subjects who were subjected to WNV as an experimental cancer treatment and who died 
within approximately four weeks after such treatment showed viral infiltration of the spleen, 
lymph nodes, liver, and lungs, indicating disseminated infection by WNV in humans 
(Southam and Moore, 1951, Am. J. Trop. Med., 31:724; Southam and Moore, 1954, Am. J. 
Trop. Med. Hyg., 3:19). 

The WNV incubation period manifests typically from 3 to 15 days, and the diagnosis 
of WNV has been confirmed by an enzyme immunoassay through IgM and IgG antibody 
detection (Tsai et al, 1998, Lancet, 352:767). WNV has also been diagnosed by reverse 
transcriptase polymerase chain reaction (rtPCR) testing of CSF (Puri et al, 1994, Arch. 
Virol, 134:29). 

The WNV infection has been reported in Africa, the Middle East, parts of Europe, the 
Soviet Union, South Asia and Australia (Savage et al, 1999, Am J Trop Med Hyg., 61:600). 
In one study involving 915 Egyptians, 6 percent of school children and 40 percent of young 
adults had antibodies to the WNV following a widespread fever outbreak in the general 
population (Corwin et al, 1993, Am J Trop Med Hyg., 48:776). Epidemics have also been 
reported in Israel, South Africa and parts of Europe. In a European outbreak in Romania in 
1996, more than 500 cases were reported with a mortality rate of nearly 10 percent (Tsai et 
al, 1998, Lancet., 352:767 and Hubalek et al, 1999, Emerg Infect Dis., 5:643). Clinical 
manifestations of the virus in these Romanian patients included meningoencephalitis (44 
percent), meningitis (40 percent), and encephalitis (16 percent). In addition, the symptoms 
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included fever (91 percent), headache (77 percent), neck stiffness (57 percent), vomiting (53 
percent), confusion (34 percent) and coma (13 percent) (Tsai et aL, 1998, Lancet, 532:767). 
The largest outbreak of the WNV to date occurred in 1974 in South Africa where nearly 
3,000 cases were reported (Mcintosh et aL, 1976, South African Journal of Science., 72:295- 
300). 

Outbreaks of WNV were not very common in the United States until 1999 when the 
virus caused seven deaths and 62 cases of encephalitis in New York. The outbreak of 
encephalitis in humans in the New York area in 1999 coincided with the death of several 
crows due to viscerotropic WNV infection. These avian infections were present in crows as 
far south as Baltimore (Anderson et aL, 1999, Science., 286:2331). Recent reports indicate 
that WNV is spreading to other areas of the country as well. 

Cloned from the human brain by reverse-transcriptase polymerase chain reaction, the 
genome of the WNV responsible for the 1999 New York outbreak was found as a lineage 
type I West Nile Virus. This particular strain of West Nile Virus (WNV; WNV-NY 1999) is 
closely related to strains previously isolated in the Middle East (Jia, 1999, The Lancet, 
354:1971-1972). 

Nearly the same time as the 1999 United States outbreak, an outbreak of 
meningoencephalitis caused by WNV infection occurred in Russia. This late summer 
outbreak was responsible for over 40 deaths out of about 1,000 reported cases. Analysis of 
brain tissue from five victims of this epidemic by reverse trasnscriptase-polymerase chain 
reaction confirmed the presence of WNV, as well as other flavi viruses, in each sample (Lvov 
et aL, 2000, Emerging Infectious Diseases. , 6:4). 

After the outbreak of WNV in the United States in 1999, surveillance programs have 
detected increased transmission of the virus in birds and mosquitoes. In one recent case a 
person 78 years of age was hospitalized in Richmond County, New York for viral 
encephalitis and tested positive for WNV. Immunosorbent assay confirmed the presence of 
the IgM antibody in cerebrospinal fluid and serum samples of the individual (Novello et aL, 
2000, MMWR y 49,31:714-717). 

The elderly are particularly susceptible to encephalitis due to WNV infection. Other 
risk factors related to exposure to the virus include spending increased amounts of time 



3 



WO 02/068637 



PCT/US01/48350 



outdoors and being in the presence of a flooded areas, both places whore increased contact 
with mosquitoes is likely (Han et cd. t 1999, J Infect £fa., 179:230). 

In an attempt to prevent the spread of WNV through control of larval and adult 
mosquitoes, mapping, spraying and removal of breeding sites has been initiated in parts of 
New York and Connecticut (Morb Mortal WJdy Rep. 1999; 48:944). hi addition, education 
programs have been suggested to make the public aware of WNV and if s risk factors. 
Despite these efforts, WNV remains a threat due to its mode of transmission. At present, 
there is no vaccine or other known treatment for WNV infection. Accordingly there remains 
an unmet need for reagents and methods for the diagnosis of WNV infection. Further, there 
rem ains a need for reagents and methods for the treatment of WNV infection. 



BRIEF SUMMARY OF THE INVENTION 

The invention features novel nucleic acid-based molecules and techniques (e.g., 
enzymatic nucleic acid molecules (such as ribozymes, DNAzymes or allozymes), antisense 
nucleic acids, 2-5A antisense chimeras, triplex forming oligonucleotides, antisense nucleic 
acids containing RNA cleaving chemical groups, dsRNA and decoys) as well as methods for 
their use to detect and modulate the replication of WNV and WNV gene expression. In 
particular, enzymatic nucleic acid molecules capable of specifically cleaving WNV RNA are 
described. Also described are antisense nucleic acid molecules that specifically modulate 
the replication of WNV and the expression of the WNV genome. Such enzymatic and 
antisense nucleic acids can be used to diagnose and treat diseases associated with WNV 
infection, such as pancreatitis, encephalitis, myocarditis, meningitis, neurologic infection, 
hepatitis, liver failure, hepatocellular carcinoma, and cirrhosis. 

The invention features the use of one or more of the nucleic acid-based molecules and 
techniques independently or in combination to modulate the replication of WNV and/or the 
expression of the genes encoded by the WNV genome. In one embodiment the invention 
features the use of nucleic acid-based molecules and techniques to inhibit the function of the 
West Nile Virus genome (GenBank accession Nos. AF196835, AF260969, AF260968, 
AF260967, NC_001563, AF206518, and AF202541). 

The present invention features a nucleic acid molecule that modulates the replication 
of the West Nile Virus. In one embodiment, the nucleic acid molecule modulates the 
expression and/or function of RNA derived from the WNV. In a preferred embodiment, the 
nucleic acid molecule of the present invention is selected from the group consisting of 
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enzymatic nucleic acid, antisense nucleic acid, 2\5*-A nucleic acid, triplex forming nucleic 
acid, and decoy nucleic acid molecules. 

In one embodiment, the nucleic acid molecule of the invention antisense or 
enzymatic nucleic acid molecule) comprises between 12 and 100 bases complementary to 
RNA of the WNV genome. In another embodiment, die nucleic acid molecule comprises 
between 14 and 24 bases complementary to RNA of the WNV genome. The nucleic acid 
molecule of the invention can be synthesized either enzymatically or chemically using 
methods described herein and other methods known in the art. 

In yet another embodiment, the nucleic acid molecule of the invention can further 
comprise at least one sugar modification, nucleic acid base modification, phosphate backbone 
modification, or a combination thereof. The nucleic acid molecule of the invention can also 
comprise a cap structure, wherein the cap structure is at the 5'-end or 3'-end, or at both the 5'- 
end and the 3'-end of the nucleic acid molecule. 

In one embodiment of the invention, the nucleic acid molecule is an enzymatic nucleic 
acid molecule. The enzymatic nucleic acid molecules of the invention are designed to cleave 
either the plus strand or the minus strand of WNV. The enzymatic nucleic acid molecules are 
also designed to cleave RNA derived from various genes encoding WNV proteins. The 
enzymatic nucleic acid of the invention contains one or more binding arms that comprise a 
sequence or sequences complementary to any sequence of WNV. In another embodiment, the 
enzymatic nucleic acid of the invention contains one or more binding arms that comprise a 
sequence or sequences complementary to any sequence(s) of SEQ ID NOs 1-7,372; 16,410- 
24,320; and 35,592-35,616. Examples of enzymatic nucleic acid molecules of the invention 
comprise the sequence of SEQ ID NOs 7,373-16,409; 24,321-35,591; or 35,617-35,641. 

The enzymatic nucleic acid molecule of the invention can be in a hammerhead (HH), 
hairpin, hepatitis Delta virus, group I intron, VS nucleic acid, or RNAse P nucleic acid 
configuration. The enzymatic nucleic acid molecule can also be in an Inozyme, G-cleaver, 
Zinzyme, or an Amberzyme configuration. The enzymatic nucleic acid molecule of the 
invention can also be a DNAzyme. 

In one embodiment, the DNAzyme of the instant invention comprises at least ten 2 1 - 
0-methyl modifications. In another embodiment, the DNAzyme further comprises 
phosphorothioate linkages on at least one of the 5 f terminal nucleotides. Said linkages are 
useful to improve nuclease stability. In another embodiment, the DNAzyme comprises a 3*- 
end modification (e.g., 3', 3 '-inverted abasic and/or one or more phosphorothioate 
modifications). In another embodiment, the DNAzyme comprises at least ten 2'-0-methyl 
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modifications, phosphorothioate linkages on at least one of the 5* terminal nucleotides, and a 
3 '-end modification. 

In another embodiment, the enzymatic nucleic acid molecule of the invention is a 
Hammerhead motif comprising at least one sequence complementary to any of the sequences 
shown as Substrate sequence in Tables III and VIII. In yet another embodiment, the enzymatic 
nucleic acid molecule of the invention is an Inozyme motif comprising at least one sequence 
complementary to any of the sequences shown as substrate sequence in Tables IV and DC In 
another embodiment, the enzymatic nucleic acid molecule of the invention is a DNAzyme 
comprising at least one sequence complementary to any of the sequences shown as substrate 
sequences in Tables VI and XL In another embodiment, the enzymatic nucleic acid molecule 
of the invention is a Zinzyme comprising at least one sequence complementary to any of the 
sequences shown as substrate sequence in Tables V and X. In another embodiment, the 
enzymatic nucleic acid molecule of the invention is an Amberzyme comprising at least one 
sequences complementary to any of the sequences shown as substrate sequences in Tables VII 
and XII. 

In one embodiment, the enzymatic nucleic acid molecule contemplated by the instant 
invention comprises at least five ribose residues, at least ten 2-0-methyl modifications, and a 
3'- end modification (e.g., 3', 3 '-inverted abasic moiety, phosphorothioate, 
phosphorodithioate). In another embodiment, the enzymatic nucleic acid further comprises 
phosphorothioate modifications at the 5 '-end (for example having 1, 2, 3, 4 or 5 
phosphorothioates). In another embodiment the invention features an enzymatic nucleic acid 
molecule that does not require the presence of a ribonucleotide to be functional, for example, 
to cleave WNVRNA. 

In another aspect of the invention, the nucleic acid molecule of the invention is an 
antisense nucleic acid molecule. The antisense nucleic acid molecule is designed to modulate 
either the plus strand or the minus strand of WNV. The antisense nucleic acid molecule are 
also designed to modulate RNA derived from various genes encoding WNV proteins. The 
antisense nucleic acid of the invention comprises a sequence complementary to any WNV 
sequence. For example, in some embodiments, the antisense nucleic acid of the invention 
comprises a sequence complementary to any of the sequences of SEQ ID NOs 1-7,372; 
16,410-24,320; and 35,592-35,616. 

In one embodiment, the antisense nucleic acid molecule of the instant invention 
comprises a phosphorothioate core with both 3' and 5 f -end modifications. In one aspect of 
tins embodiment, the 3' and/or 5'- end modification contemplated by the instant invention is 
a 3\3 '-inverted abasic moiety and/or a 5 *,5 '-inverted abasic moiety^espectively. 
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The invention also provides a method for modulating the replication of WNV in a cell 
comprising the step of contacting said cell with the nucleic acid molecule of claim 1 under 
conditions suitable for said down regulation of WNV replication. In addition the invention 
provides a method for down regulating the replication of WNV in a mammal comprising the 
step of administering to said infected mammal a nucleic acid of claim L In one embodiment 
of the disclosed methods, the modulation of replication of WNV in a cell or mammal results 
in the down-regulation of WNV replication in the cell or mammal. 

In one embodiment, the invention features a method of modulating WNV activity in a 
cell, comprising the step of contacting the cell with the nucleic acid molecule of the 
invention, under conditions suitable for the modulation of WNV activity, hi one 
embodiment, the modulation results in the reduction of WNV activity. In a further 
embodiment, the invention features a method of treating a patient having a condition 
associated with the level of WNV, comprising contacting cells of the patient with the nucleic 
acid molecule of the invention, under conditions suitable for the treatment. In one 
embodiment, the method of treating a patient having a condition associated with the level of 
WNV comprises the use of one or more therapies under conditions suitable for the treatment, 
in conjunction with the nucleic acid molecule. 

In another embodiment, the method for treating a patent having a condition associated 
with the level of WNV comprises administering to the patient a nucleic acid molecule that 
modulates expression of RNA derived from the WNV genome in conjunction with one or 
more of other therapies, such as antiviral agents and interferons. In one embodiment of the 
described method, the WNV RNA expression is down-regulated. 

The invention further relates to a method of cleaving WNV RNA, comprising 
contacting the nucleic acid molecule of the invention with WNV RNA under conditions 
suitable for the cleavage of WNV RNA. In another embodiment, the method of cleaving 
WNV RNA is carried out in the presence of a divalent cation. In one embodiment, for 
example, the divalent cation is Mg 2+ . 

The invention also contemplates a pharmaceutical composition comprising a nucleic 
acid molecule of the invention and a pharmaceutically acceptable carrier. In one 
embodiment, the invention features a kit for the treatment of a patient having a condition 
associated with the level of WNV, comprising the nucleic acid molecule of the invention. 
The invention also features a kit for detecting a level of WNV in a system, comprising the 
nucleic acid molecule of the invention. 

The invention also features an expression vector comprising a nucleic acid sequence 
encoding one or more nucleic acid molecule (e.g, 1, 2, 3, 4 nucleic acid molecules) that can 
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be the same or different, of the invention (e.g., enzymatic nucleic acid and/or antisense), in a 
manner that allows expression of that nucleic acid molecule(s). 

The nucleic acid-based molecules of the present invention are useful, alone or in 
combination with other therapies, for the prevention and/or treatment of diseases and 
conditions associated with WNV infection, such as pancreatitis, encephalitis, myocarditis, 
meningitis, neurologic infection, hepatitis, liver failure, hepatocellular carcinoma, cirrhosis, 
and any other diseases or conditions that are related to or respond to the levels of WNV in a 
cell or tissue. 

The nucleic acid-based molecules of the invention can be added directly, or can be 
complexed with a delivery agent, such as a lipid, phospholipid, cationic lipid, packaged 
within a liposome(s), or otherwise delivered to target cells or tissues using the methods 
described herein and known in the art. The nucleic acid or nucleic acid complexes can be 
locally administered to relevant tissues ex vivo or in vivo through injection, infusion pump or 
stent, with or without their incorporation in biopolymers. In one embodiment, the enzymatic 
nucleic acid molecule comprises one or more sequences that are complementary to the 
substrate sequences in Tables HI to XIIL Examples of the inventive enzymatic nucleic acid 
molecules comprise sequences which are also shown in Tables HI to XIII. 

In one embodiment, the invention features a method of administering to a cell, for 
example a mammalian cell or human cell, an enzymatic nucleic acid molecule of the 
invention comprising contacting the cell with the enzymatic nucleic acid molecule under 
conditions suitable for administration. The method of administration can be in the presence 
of a delivery reagent, for example, a lipid, cationic lipid, phospholipid, or liposome. In 
another embodiment, the invention features a method of administering to a cell an expression 
vector comprising a nucleic acid sequence encoding one or more nucleic acid molecules of 
the invention comprising contacting the cell with said vector under conditions suitable for 
administration. 

Other features and advantages of the invention will be apparent from the following 
description of the preferred embodiments thereof, and from the claims. 

BRIEF DESCRIPTION OF THE FIGURES 

Figure 1 shows examples of chemically stabilized enzymatic nucleic acid motifs. 
"HH" represents hammerhead enzymatic nucleic acid motif (Usman et ai, 1996, Curr. Op. 
Struct. Bio., 1, 527); "NCEP represents the NCH enzymatic nucleic acid motif (Ludwig & 
Sproat, International PCT Publication No. WO 98/58058); "G-Cleaver" represents G-cleaver 
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enzymatic nucleic acid motif (Koreef a/., 1998, Nucleic Acids Research 26, 4116-4120). "TT 
or "n" represent independently a nucleotide that can be same or different and have 
complementarity to each other, "rF, represents ribo-Inosine nucleotide; arrow indicates the 
site of cleavage within the target. Position 4 of the HH Rz and the NCH Rz is shown as 
having 2'-C-allyl modification, but those skilled in the art will recognize that this position can 
be modified with other modifications well known in the ait, so long as such modifications do 
not significantly inhibit the activity of the enzymatic nucleic acid. 

Figure 2 shows an example of the Amberzyme enzymatic nucleic acid molecule motif 
that is chemically stabilized (see for example Beigelman et al, International PCT publication 
No. WO 99/55857). The Amberzyme motif is a class of enzymatic nucleic molecules that do 
not require the presence of a ribonucleotide (2 , -OH) group for its activity. 

Figure 3 shows an example of the Zinzyme A enzymatic nucleic acid molecule motif 
that is chemically stabilized (see for example Beigelman et al, Beigelman et al., International 
PCT publication No. WO 99/55857). The Zinzyme motif is a class of enzymatic nucleic 
molecules that do not require the presence of a ribonucleotide (2'-OH) group for its activity. 

Figure 4 shows an example of a DNAzyme motif (e.g., "10-23") described by Santoro 
etal, 1997, PNAS, 94, 4262. 

DETAILED DESCRIPTION OF THE INVENTION 

Due to sequence variability of the WNV genome, it is preferable to target the 
conserved regions of the WNV genome with the nucleic acid molecules of the instant 
invention. Accordingly, the present invention describes nucleic acid molecules targeting the 
conserved regions of the WNV genome. Conserved regions of the WNV genome include the 
39-UTR, E, NS3, and NS5 regions. Nucleic acid molecules designed against these and other 
conserved regions of various WNV isolates enable, for example the down regulation of WNV 
replication in diverse patient populations, as well as ensure the effectiveness of the nucleic 
acid molecules against WNV quasi species that evolve due to mutations in the non-conserved 
regions of the WNV genome. For instance, a single nucleic acid molecule (such as an 
enzymatic nucleic acid molecule) can be targeted to inhibit all known strains and variants of 
WNV by targeting the nucleic acid to a conserved sequence present in all WNV genomes. 

The present invention relates to a nucleic acid molecule that modulates the replication 
of WNV. For example, the nucleic acid molecule can be an enzymatic nucleic acid, an 
allozyme, an antisense nucleic acid, a 2\ 5'-A nucleic acid, triplex forming nucleic acid, 
dsRNA, siKNA or decoy nucleic acid molecule. 
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la one embodiment of the present invention, a nucleic acid molecule of the instant 
invention can be between 12 and 100 nucleotides in length. Exemplary enzymatic nucleic 
acid molecules of the invention are shown in Table ni-XHI. For example, enzymatic nucleic 
acid molecules of the invention can be between 15 and 50 nucleotides in length, and in 
another embodiment between 25 and 40 nucleotides in length, e.g, 34, 36, or 38 nucleotides 
in length (for example see Jarvis et al, 1996, J. Biol Chem., 271, 29107-29112). Exemplary 
DNAzymes of the invention are can between 15 and 40 nucleotides in length, and in one 
embodiment, between 25 and 35 nucleotides in length, e.g., 29, 30, 31, or 32 nucleotides in 
length (see, e.g., Santoro et al, 1998, Biochemistry, 37, 1333043342; Chartrand et al, 1995, 
Nucleic Acids Research, 23, 4092-4096). Exemplary antisense molecules of the invention 
can be between 15 and 75 nucleotides in length, and in one embodiment between 20 and 35 
nucleotides in length, e.g., 25, 26, 27, or 28 nucleotides in length (see for example Woolf et 
al, 1992, PNASL, 89, 7305-7309; Milner et al, 1997, Nature Biotechnology, 15, 537-541). 
Exemplary triplex forming oligonucleotide molecules of the invention are between 10 and 40 
nucleotides in length, and in one embodiment are between 12 and 25 nucleotides in length, 
e.g., 18, 19, 20, or 21 nucleotides in length (see for example Maher et al, 1990, Biochemistry, 
29, 8820-8826; Strobel and Dervan, 1990, Science, 249, 73-75). Those skilled in the art will 
recognize that all that is required is for the nucleic acid molecule to be of length and 
conformation sufficient and suitable for the nucleic acid molecule to catalyze a reaction 
contemplated herein. The length of the nucleic acid molecules of the instant invention are not 
limiting within the general limits stated. 

The invention relates to a class of nucleic acid-based molecules that exhibit a high 
degree of specificity for the RNA of a desired target, such as WNV RNA. In one 
embodiment, the enzymatic nucleic acid molecule is targeted to a highly conserved sequence 
region of RNA encoding the WNV genome and/or proteins, such that specific treatment of a 
disease or condition associated with WNV is provided using one or more nucleic acid 
molecules of the invention. In addition, the nucleic acid based molecule can be targeted to 
RNAs that share homology with the WNV gene. The nucleic acid molecules of the invention 
can be delivered exogenously to specific tissue or cellular targets as required. Alternatively, 
the nucleic acid molecules (e.g., enzymatic nucleic acids and antisense) can be expressed 
from DNA and/or RNA vectors that are delivered to specific cells. 

In yet another embodiment, the invention features antisense nucleic acid molecules, 
dsRNA, and 2-5A chimera including sequences complementary to the substrate sequences 
shown in Tables HE to XTTT. Such nucleic acid molecules can include sequences as shown 
for the binding arms of the enzymatic nucleic acid molecules in Tables in to XTTT, 
Similarly, triplex molecules targeted to the corresponding DNA target regions, and containing 
the DNA equivalent of a target sequence or a sequence complementary to the specified target 
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(substrate) sequence are provided. Typically, antisense molecules are complementary to a 
target sequence along a single contiguous sequence of the antisense molecule. However, in 
certain embodiments, the antisense molecule can bind to substrate such that the substrate 
molecule forms a loop, and/or the antisense molecule binds such that the antisense molecule 
forms a loop. Thus, the antisense molecule can be complementary to two or more non- 
contiguous substrate sequences, or two or more non-contiguous sequence portions of an 
antisense molecule can be complementary to a target sequence, or both. 

The nucleic acid molecules of the present invention can be expressed from 
transcription units inserted into DNA or RNA vectors. The recombinant vectors can be DNA 
plasmids or viral vectors. Enzymatic nucleic acid or antisense expressing viral vectors can be 
constructed based on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or 
alphavirus. In one embodiment, the recombinant vectors capable of expressing the enzymatic 
nucleic acids or antisense are delivered as described herein, and persist in target cells. 
Alternatively, viral vectors can be used that provide for transient expression of enzymatic 
nucleic acids or antisense. Such vectors can be repeatedly administered as necessary. Once 
expressed, the enzymatic nucleic acids or antisense bind to the target RNA and modulate its 
function or expression. Delivery of enzymatic nucleic acid or antisense expressing vectors can 
be systemic, such as by intravenous or intramuscular administration, by administration to 
target cells ex-planted from the patient followed by reintroduction into the patient, or by any 
other means that would allow for introduction into the desired target cell. Antisense DNA or 
DNAzymes can be expressed endogenously via the use of a single stranded DNA intracellular 
expression vector. 

The nucleic acid molecules of the instant invention, individually, or in combination or 
in conjunction with other drugs, can be used to treat diseases or conditions discussed herein. 
For example, to treat a disease or condition associated with the levels of WNV, the nucleic 
acid molecules can be administered to a patient or can be administered to other appropriate 
cells evident to those skilled in the art, individually or in combination with one or more drugs 
under conditions suitable for the treatment. 

In a further embodiment, the described molecules, such as antisense or enzymatic 
nucleic acids, can be used in combination with other known treatments to treat conditions. 
For example, the described molecules can be used in combination with one or more known 
therapeutic agents to treat WNV infection, pancreatitis, encephalitis, myocarditis, meningitis, 
neurologic infection, hepatitis, liver failure, hepatocellular carcinoma, cirrhosis, and/or other 
disease states associated with WNV infection. 

In another embodiment, the invention features nucleic acid-based inhibitors (e.g„ 
enzymatic nucleic acid molecules, antisense nucleic acids, 2-5A antisense chimeras, triplex 
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forming oligonucleotides, antisense nucleic acids containing RNA cleaving chemical groups) 
and methods for their use to down regulate or inhibit the expression of genes (e.g., WNV) 
capable of progression and/or maintenance of WNV infection, pancreatitis, encephalitis, 
myocarditis, meningitis, neurologic infection, hepatitis, liver failure, hepatocellular 
carcinoma, cirrhosis, and/or other disease states; associated with WNV infection. Such genes 
can be cellular genes that are involved, and/or essential for the replication and/or propagation 
of WNV. Nucleic acid molecules targeting such cellular gene expression is useful in the 
modulation of WNV replication and/or propagation. 

By "modulate" is meant that the expression of the gene, or level of RNA molcules or 
equivalent RNA molecules encoding one or more WNV protein or WNV protein subunits, or 
activity of one or more WNV protein or WNV protein subunits is up-regulated or down- 
regulated, such that the expression, level, or activity is greater than or less than that observed 
in the absence of a nucleic acid molecule of the invention. 

By "inhibit 5 *, "down-regulate", or "reduce", it is meant that the expression of the gene, 
or level of RNA molecules or equivalent RNA molecules encoding one or more proteins or 
protein subunits, or activity of one or more proteins or protein subunits, such as WNV 
proteins or WNV subunit(s), is reduced below that observed in the absence of the nucleic acid 
molecules of the invention. In one embodiment, inhibition, down-regulation or reduction with 
an enzymatic nucleic acid molecule is below that level observed in the presence of an 
enzymatically inactive or attenuated molecule that is able to bind to the same site on the target 
RNA molecule, but is unable to cleave that RNA molecule. In another embodiment, 
inhibition, down-regulation, or reduction with antisense oligonucleotides is below that level 
observed in the presence of, for example, an oligonucleotide with scrambled sequence or with 
mismatches. In another embodiment, inhibition, down-regulation, or reduction of WNV with 
a nucleic acid molecule of the instant invention is greater in the presence of the nucleic acid 
molecule than in its absence. 

By "up-regulate" is meant that the expression of a gene, or level of RNA molecules or 
equivalent RNA molecules encoding one or more proteins, protein subunits, or activity of one 
or more proteins or protein subunits, such WNV proteins or WNV subunits, is greater than 
that observed in the absence of the nucleic acid molecules of the invention. For example, the 
expression of a gene, such as a WNV gene, can be increased in order to treat, prevent, 
ameliorate, or modulate a pathological condition caused or exacerbated by an absence or low 
level of gene expression. 

By "enzymatic nucleic acid molecule" it is meant a nucleic acid molecule that has 
complementarity in a substrate binding region to a specified gene target, and also has an 
enzymatic activity that is active to specifically cleave target a RNA molecule. That is, the 
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enzymatic nucleic acid molecule is able to intennolecularly cleave a RNA molecule and 
thereby inactivate a target RNA molecule. These complementary regions allow sufficient 
hybridization of an enzymatic nucleic acid molecule to a target RNA molecule and thus 
permit cleavage. One hundred percent complementarity is preferred, but complementarity as 
low as 50-75% can also be useful in this invention (see for example Werner and Uhlenbeck, 
1995, Nucleic Acids Research, 23, 2092-2096; Hammann et al, 1999, Antisense and Nucleic 
Acid Drug Dev., 9, 25-31). The nucleic acids can be modified at the base, sugar, and/or 
phosphate groups. The term enzymatic nucleic acid is used interchangeably with phrases such 
as ribozymes, catalytic RNA, enzymatic RNA, catalytic DNA, aptazyme or aptamer-binding 
ribozyme, regulatable ribozyme, catalytic oligonucleotides, nucleozyme, DNAzyme, RNA 
enzyme, endoribonuclease, endonuclease, minizyme, leadzyme, oligozyme or DNA enzyme. 
All of these terminologies describe nucleic acid molecules with enzymatic activity. The 
specific enzymatic nucleic acid molecules described in the instant application are not limiting 
in the invention and those skilled in the art will recognize that all that is important in an 
enzymatic nucleic acid molecule of this invention is that it has a specific substrate binding 
site that is complementary to one or more of the target nucleic acid regions, and that it have 
nucleotide sequences within or surrounding that substrate binding site which impart a nucleic 
acid cleaving and/or ligation activity to the molecule (Cech et al, U.S. Patent No. 4,987,071; 
Cech et al, 1988, 260 JAMA 3030). 

By "nucleic acid molecule" as used herein is meant a molecule comprising 
nucleotides. The nucleic acid can be single, double, or multiple stranded and can comprise 
modified or unmodified nucleotides or non-nucleotides or various mixtures and combinations 
thereof. 

By "enzymatic portion" or "catalytic domain" is meant that portion/region of the 
enzymatic nucleic acid molecule essential for cleavage of a nucleic acid substrate (for 
example, see Figures 1-4). 

By "substrate binding arm" or "substrate binding domain" is meant that portion/region 
of a enzymatic nucleic acid that is able to interact, for example, via complementarity (i.e., 
able to base-pair with), with a portion of its substrate. Such complementarity can be 100%, 
but can be less if desired. For example, as few as 10 bases out of 14 can be base-paired (see 
for example Werner and Uhlenbeck, 1995, Nucleic Acids Research, 23, 2092-2096; 
Hammann et al, 1999, Antisense and Nucleic Acid Drug Dev., 9, 25-31). Examples of such 
arms are shown generally in Figures 1-4. That is, these arms contain sequences within a 
enzymatic nucleic acid that are intended to bring enzymatic nucleic acid and target RNA 
together through complementary base-pairing interactions. The enzymatic nucleic acid of the 
invention can have binding arms that are contiguous or non-contiguous and can be of varying 
lengths. The length of the binding arm(s) can be greater than or equal to four nucleotides and 
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of sufficient length to stably interact with a target RNA; in one embodiment they can be 12- 
100 nucleotides; in another embodiment they can be 14-24 nucleotides long (see for example 
Werner and Uhlenbeck, supra; Hamman et al, supra; Hampel et al, EP0360257; Berzal- 
Heiranze et al, 1993, EMBO J., 12, 2567-73) or between 8 and 14 nucleotides long. If two 
binding arms are chosen, the design is such that the length of the binding aims are 
symmetrical (Le„ each of the binding arms is of the same length; e.g., four and four, five and 
five nucleotides, or six and six nucleotides, or seven and seven nucleotides long) or 
asymmetrical (i.e., the binding arms are of different length; e.g., three and five, six and three 
nucleotides; three and six nucleotides long; four and five nucleotides long; four and six 
nucleotides long; four and seven nucleotides long; and the like). 

By "Inozyme" or <C NCH" motif or configuration is meant, an enzymatic nucleic acid 
molecule comprising a motif as is generally described as NCH Rz in Figure 2. Inozymes 
possess endonuclease activity to cleave RNA substrates having a cleavage triplet NCH/, 
where N is a nucleotide, C is cytidine and H is adenosine, uridine or cytidine, and / represents 
the cleavage site. H is used interchangeably with X. Inozymes can also possess endonuclease 
activity to cleave RNA substrates having a cleavage triplet NCN/, where N is a nucleotide, C 
is cytidine, and / represents the cleavage site. *T* in Figure 2 represents an Inosine 
nucleotide, including a ribo-Inosine or xylo-Inosine nucleoside. 

By "G-cleaver" motif or configuration is meant, an enzymatic nucleic acid molecule 
comprising a motif as is generally described as G-cleaver Rz in Figure 2. G-cleavers possess 
endonuclease activity to cleave RNA substrates having a cleavage triplet NYN/, where N is a 
nucleotide, Y is uridine or cytidine and / represents the cleavage site. G-cleavers can be 
chemically modified as is generally shown in Figure 2. 

By "zmzyme" motif or configuration is meant, an enzymatic nucleic acid molecule 
comprising a motif as is generally described in Figure 4. Zinzymes possess endonuclease 
activity to cleave RNA substrates having a cleavage triplet including but not limited to, 
YG/Y, where Y is uridine or cytidine, and G is guanosine and / represents the cleavage site. 
Zinzymes can be chemically modified to increase nuclease stability through substitutions as 
are generally shown in Figure 4, including substituting 2 , -0-methyl guanosine nucleotides 
for guanosine nucleotides. In addition, differing nucleotide and/or non-nucleotide linkers can 
be used to substitute the 5'-gaaa-2* loop shown in the figure. Zinzymes represent a non- 
limiting example of an enzymatic nucleic acid molecule that does not require a ribonucleotide 
(2*-OH) group within its own nucleic acid sequence for activity. 

By "amberzyme" motif or configuration is meant, an enzymatic nucleic acid molecule 
comprising a motif as is generally described in Figure 3. Amberzymes possess endonuclease 
activity to cleave RNA substrates having a cleavage triplet NG/N, where N is a nucleotide, G 
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is guanosine, and / represents the cleavage site. Amberzymes can be chemically modified to 
increase nuclease stability through substitutions as are generally shown in Figure 3. In 
addition, differing nucleoside and/or non-nucleoside linkers can be used to substitute the 5'- 
gaaa-3' loops shown in the figure. Amberzymes represent a non-limiting example of an 
enzymatic nucleic acid molecule that does not require a ribonucleotide (2' -OH) group within 
its own nucleic acid sequence for activity. 

By 'DNAzyme' is meant, an enzymatic nucleic acid molecule that does not require the 
presence of a 2'-OH group within its own nucleic acid sequence for activity, hi particular 
embodiments, the enzymatic nucleic acid molecule can have an attached linker or linkers or 
other attached or associated groups, moieties, or chains containing one or more nucleotides 
with 2'-OH groups. DNAzymes can be synthesized chemically or expressed endogenously in 
vivo, by means of a single stranded DNA vector or equivalent thereof. An example of a 
DNAzyme is shown in Figure 5 and is generally reviewed in Usman et al, US patent No., 
6,159,714; Chartrand et al, 1995, NAR 23, 4092; Breaker et al, 1995, Chem. Bio. 2, 655; 
Santoro et al, 1997, PNAS 94, 4262; Breaker, 1999, Nature Biotechnology, 17, 422-423; and 
Santoro et. al., 2000, J. Am. Chem. Soc, 122, 2433-39. The "10-23" DNAzyme motif is one 
particular type of DNAzyme that was evolved using in vitro selection (see Santoro et al, 
supra). Additional DNAzyme motifs can be selected for using techniques similar to those 
described in these references, and hence, are within the scope of the present invention. 

By "sufficient length" is meant an oligonucleotide of greater than or equal to 3 
nucleotides in length and long enough to provide the intended function (such as binding) 
under the expected condition. For example, for binding arms of enzymatic nucleic acid 
"sufficient length" means that the binding arm sequence is long enough to provide stable 
binding to a target site under the expected reaction conditions and environment. The binding 
arms are not so long as to prevent useful turnover of the nucleic acid molecule. 

By "stably interact" is meant interaction of the oligonucleotides with target nucleic 
acid (e.g., by forming hydrogen bonds with complementary nucleotides in the target under 
physiological conditions) that is sufficient for the intended purpose (e.g., cleavage of target 
RNA by an enzyme). 

By RNA "equivalent" to WNV is meant to include any naturally occurring RNA 
molecule having a degree of homology (partial or complete, for example 70% to 100% 
homology) with an RNA molecule encoding a WNV protein or an RNA encoding aprotein 
with similar function as a WNV protein in various organisms, including, for example, human, 
birds, rodent, primate, and other organisms and parasites. The equivalent RNA sequence can 
include in addition to the coding region, regions such as 5'-untranslated region, 3*- 
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untranslated region, introns, intron-exon junction and the like. By *liomolog/* or "degree of 
homology" is meant the degree to which the nucleotide sequence of two or more nucleic acid 
molecules that are partially or completely identical. 

By "antisense nucleic acid", it is meant a non-enzymatic nucleic acid molecule that 
binds to target RNA by means of RNA-RNA or RNA-DNA or RNA-PNA (protein nucleic 
acid; Egholm et al, 1993 Nature 365, 566) interactions and alters the activity of the target 
RNA (for a review, see Stein and Cheng, 1993 Science 261, 1004 and Woolf et al, US patent 
No. 5,849,902). Typically, antisense molecules are complementary to a target sequence along 
a single contiguous sequence of the antisense molecule. However, in certain embodiments, 
an antisense molecule can bind to substrate such that the substrate molecule forms a loop, 
and/or an antisense molecule can bind such that the antisense molecule forms a loop. Thus, 
the antisense molecule can be complementary to two or more non-contiguous substrate 
sequences or two or more non-contiguous sequence portions of an antisense molecule can be 
complementary to a target sequence, or both. For a review of current antisense strategies, see 
Schmajuk et al, 1999, J. Biol Chem., 274, 21783-21789, Delihas et al, 1997, Nature, 15, 
751-753, Stein et al, 1997, Antisense N. A. Drug Dev., 7, 151, Crooke, 2000, Methods 
Enzymol, 313, 3-45; Crooke, 1998, Biotech. Genet. Eng. Rev., 15, 121-157, Crooke, 1997, 
Ad. Pharmacol, 40, 1-49. In addition, antisense DNA can be used to target RNA by means 
of DNA-RNA interactions, thereby activating RNase H, that digests the target RNA in the 
duplex. The antisense oligonucleotides can comprise one or more RNAse H activating region 
that is capable of activating RNAse H cleavage of a target RNA. Antisense DNA can be 
synthesized chemically or expressed via the use of a single stranded DNA expression vector 
or equivalent thereof. 

By "RNase H activating region" is meant a region (generally greater than or equal to 
4-25 nucleotides in length, and in one embodiment from 5-11 nucleotides in length) of a 
nucleic acid molecule capable of binding to a target RNA to form a non-covalent complex 
that is recognized by cellular RNase H enzyme (see for example Arrow et al., US 5,849,902; 
Arrow et al, US 5,989,912). The RNase H enzyme binds to the nucleic acid molecule-target 
RNA complex and cleaves the target RNA sequence. The RNase H activating region 
comprises, for example, phosphodiester, phosphorothioate (for example, at least four of the 
nucleotides are phosphorothiote substitutions; and in another embodiment, 4-11 of the 
nucleotides are phosphorothiote substitutions); phosphorodithioate, S'-thiophosphate, or 
methylphosphonate backbone chemistry or a combination thereof. In addition to one or more 
backbone chemistries described above, the RNase H activating region can also comprise a 
variety of sugar chemistries. For example, the RNase H activating region can comprise 
deoxyribose, arabino, fluoroarabino or a combination thereof nucleotide sugar chemistry. 
Those skilled in the art will recognize that the foregoing are non-limiting examples and that 
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any combination of phosphate, sugar and base chemistry of a nucleic acid that supports the 
activity of RNase H enzyme is within the scope of the definition of the RNase H activating 
region and the instant invention. 

By "2-5A antisense chimera" is meant an antisense oligonucleotide containing a 5- 
phosphorylated 2 , -5'-linked adenylate residue. These chimeras bind to target RNA in a 
sequence-specific manner and activate a cellular 2-5A-dependent ribonuclease that, in turn, 
cleaves the target KNA (Torrence et al, 1993 Proa Natl. Acad. Sci. USA 90, 1300; Silverman 
et al, 2000, Methods Enzymol, 313, 522-533; Player and Torrence, 1998, Pharmacol Ther., 
78,55-113). 

By "triplex forming oligonucleotides" is meant an oligonucleotide that can bind to a 
double-stranded DNA in a sequence-specific manner to form a triple-strand helix. Formation 
of such triple helix structure has been shown to inhibit transcription of the targeted gene 
(Duval-Valentin et al, 1992 Proc. Natl Acad. Scl USA 89, 504; Fox, 2000, Curr. Med. 
Chem., 7, 17-37; Praseuth et. al, 2000, Biochim. Biophys. Acta, 1489, 181-206). 

By "gene" it is meant a nucleic acid that encodes an RNA, for example, nucleic acid 
sequences including, but not limited to, structural genes encoding a polypeptide. 

By "WNV proteins" is meant, a protein or a mutant protein derivative thereof, 
comprising a protein/peptide encoded by WNV RNA. 

"Complementarity" refers to the ability of a nucleic acid to form hydrogen bond(s) 
with another RNA molecule by either traditional Watson-Crick or other non-traditional types. 
In reference to the nucleic molecules of the present invention, the binding free energy for a 
nucleic acid molecule with its target or complementary sequence is sufficient to allow the 
relevant function of the nucleic acid to proceed, e.g., enzymatic nucleic acid cleavage, 
antisense or triple helix inhibition. Determination of binding free energies for nucleic acid 
molecules is well known in the art (see, e.g., Turner et al., 1987, CSHSymp. Quant Biol LH 
pp.123-133; Frier et al, 1986, Proc. Nat. Acad. Set USA 83:9373-9377; Turner et al, 1987, 
J. Am. Chem. Soc. 109:3783-3785). A percent complementarity indicates the percentage of 
contiguous residues in a nucleic acid molecule that can form hydrogen bonds (e.g., Watson- 
Crick base pairing) with a second nucleic acid sequence (e.g., 5, 6, 7, 8, 9, 10 out of 10 being 
50%, 60%, 70%, 80%, 90%, and 100% complementary). 'Terfectly complementary" means 
that all the contiguous residues of a nucleic acid sequence will hydrogen bond with the same 
number of contiguous residues in a second nucleic acid sequence. 

By "RNA" is meant a molecule comprising at least one ribonucleotide residue. By 
'"ribonucleotide" or '^'-OH" is meant a nucleotide with a hydroxyl group at the 2' position of 
a p-D-ribo-furanose moiety. 
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By "decoy RNA" is meant a RNA molecule that mimics the natural binding domain 
for a ligand. The decoy RNA therefore competes with natural binding target for the binding of 
a specific ligand. For example, it has been shown that over-expression of HIV trans-activation 
response (TAR) RNA can act as a "decoy 11 and efficiently binds HIV tat protein, thereby 
preventing it from binding to TAR sequences encoded in the HIV RNA (Sullenger et aL, 
1990, Cell, 63, 601-608). This is but a specific example and those in the art will recognize 
that other embodiments can be readily generated using techniques generally known in the art, 
see for example Gold et aL, 1995, Annu. Rev. Biochem., 64, 763; Brody and Gold, 2000, /. 
BiotechnoL, 74, 5; Sun, 2000, Curr. Opin. MoL Ther., 2, 100; Kusser, 2000, J. BiotechnoL, 
74, 27; Hermann and Patel, 2000, Science, 287, 820; and Jayasena, 1999, Clinical Chemistry, 
45, 1628. 

The term "double stranded RNA" or "dsRNA" as used herein refers to a double 
stranded RNA molecule capable of RNA interference, including short interfering RNA 
"siRNA" (see, e.g., Bass, 2001, Nature, 411, 428-429; Elbashir et aL, 2001, Nature, 411, 
494-498). 

The term "allozyme" as used herein refers to an allosteric enzymatic nucleic acid 
molecule, see, e.g., George et aL, US Patent Nos. 5,834,186 and 5,741,679, Shih et aL, US 
Patent No. 5,589,332, Nathan et aL, US Patent No 5,871,914, Nathan and Ellington, 
International PCT publication No. WO 00/24931, Breaker et aL, International PCT 
Publication Nos. WO 00/26226 and 98/27104, and Sullenger et aL, International PCT 
publication No. WO 99/29842. The term "2-5A chimera" as used herein refers to an 
oligonucleotide containing a 5-phosphorylated 2-5-linked adenylate residue. These 
chimeras bind to target RNA in a sequence-specific manner and activate a cellular 2-5A- 
dependent ribonuclease which, in turn, cleaves the target RNA CTorrence et aL, 1993 Proc. 
NatL Acad. Set USA 90, 1300; Silverman et aL, 2000, Methods EnzymoL, 313, 522-533; 
Player and Torrence, 1998, Pharmacol. Ther., 78, 55-113). 

The term "triplex forming oligonucleotides" as used herein refers to an oligonucleotide 
that can bind to a double-stranded DNA in a sequence-specific manner to form a triple-strand 
helix. Formation of such triple helix structure has been shown to inhibit transcription of the 
targeted gene (Duval-Valentin et aL, 1992 Proc. NatL Acad. Set USA 89, 504; Fox, 2000, 
Curr. Med. Chem., 7, 17-37; Praseuthe*. aL, 2000, Biochim. Biophys. Acta, 1489, 181-206). 

By 'Vectors" is meant any nucleic acid and/or viral-based molecule used to deliver a 
desired nucleic acid. 

By ,l patient" is meant an organism that is a donor or recipient of explanted cells or the 
cells themselves. "Patient" also refers to an organism to that the nucleic acid molecules of the 
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invention can be administered In one embodiment, a patient can be a mammal or 
mammalian cells. In another embodiment, a patient is a human or human cells. 

By "enhanced enzymatic activity" is meant to include activity measured in vitro and/or 
in vivo where the activity is a reflection of both the catalytic activity and the stability of the 
nucleic acid molecules of the invention. In this invention, the product of these activities can 
be increased in vitro and/or in vivo compared to an all RNA enzymatic nucleic acid or an all 
DNA enzyme. In some cases, the activity or stability of the nucleic acid molecule can be 
decreased (i.e., less than ten-fold), but the overall activity of the nucleic acid molecule is 
enhanced, in vitro and/or in vivo. 

By "cap structure" is meant chemical modifications that have been incorporated at 
either terminus of the oligonucleotide (see for example Wincott et al, WO 97/26270, 
incorporated by reference herein). These terminal modifications protect the nucleic acid 
molecule from exonuclease degradation, and can help in delivery and/or localization within a 
cell. The cap can be present at the 5 '-terminus (5 '-cap) or at the 3 '-terminus (3 '-cap) or can 
be present on both terminus. In non-limiting examples, the 5 '-cap is selected from the group 
consisting of inverted abasic residue (moiety), 4 , ,5 , -methylene nucleotide; l-(beta-D- 
erythrofiiranosyl) nucleotide, 4 r -thio nucleotide, carbocyclic nucleotide; 1,5-anhydrohexitol 
nucleotide; L-nucleotides; alpha-nucleotides; modified base nucleotide; phosphorodithioate 
linkage; fAreopentofuranosyl nucleotide; acyclic 3 f ,4 -seco nucleotide; acyclic 3,4- 
dihydroxybutyl nucleotide; acyclic 3,5-dihydroxypentyl nucleotide, 3-3-inverted nucleotide 
moiety; 3-3-inverted abasic moiety; 3 f -2 f -inverted nucleotide moiety; 3 ! -2 f -inverted abasic 
moiety, 1,4-butanediol phosphate; 3-phosphoramidate; hexylphosphate; aminohexyl 
phosphate; 3 -phosphate; 3-phosphorothioate; phosphorodithioate; or bridging or non- 
bridging methylphosphonate moiety (for more details see Wincott et al, International PCT 
publication No. WO 97/26270, incorporated by reference herein). In yet another preferred 
embodiment the 3 '-cap is selected from a group comprising, 4 f ,5 f -methylene nucleotide; 1- 
(beta-D-erythrofuranosyl) nucleotide; 4-thio nucleotide, carbocyclic nucleotide; S'-amino- 
alkyi phosphate; l,3-diamino-2-propyl phosphate, 3-aminopropyl phosphate; 6-aminohexyI 
phosphate; 1,2-aminododecyl phosphate; hydroxypropyl phosphate; 1,5-anhydrohexitol 
nucleotide; L-nucleotide; alpha-nucleotide; modified base nucleotide; phosphorodithioate; 
fAreo-pentofiiranosyl nucleotide; acyclic 3',4-seco nucleotide; 3,4-dihydroxybutyl nucleotide; 
3,5-dihydroxypentyl nucleotide, 5-5 f -inverted nucleotide moiety; 5'-5 f -inverted abasic moiety; 
5-phosphoramidate; 5-phosphorothioate; 1,4-butanediol phosphate; 5-amino; bridging 



19 



WO 02/068637 



PCTAJS01/48350 



and/or non-bridging 5-phosphoramidate, phosphorothioate and/or phosphorodithioate, 
bridging or non bridging methyiphosphonate and 5-mercapto moieties (see Beaucage and 
Iyer, 1993, Tetrahedron 49, 1925; incorporated by reference herein). 

An "alkyl" group refers to a saturated aliphatic hydrocarbon, including straight-chain, 
branched-chain, and cyclic alkyl groups. The alkyl group can have, for example, 1 to 12 
carbons. In one embodiment of the invention, the alkyl group is a lower alkyl of from 1 to 7 
carbons. In another embodiment the alkyl group is 1 to 4 carbons. The alkyl group can be 
substituted or unsubstituted. When substituted the substituted group(s) can be hydroxyl, 
cyano, alkoxy, =0, =S, NO2 or N(CH3>2, amino, or SH. The term also includes alkenyl 
groups which are unsaturated hydrocarbon groups containing at least one carbon-carbon 
double bond, including straight-chain, branched-chain, and cyclic groups. The alkenyl group 
can have, for example, 1 to 12 carbons. In one embodiment of the invention the alkenyl 
group can be a lower alkenyl of from 1 to 7 carbons. In another embodiment the alkenyl 
group can be 1 to 4 carbons. The alkenyl group can be substituted or unsubstituted. When 
substituted the substituted group(s) can be, for example, hydroxyl, cyano, alkoxy, =0, =S, 
N0 2 , halogen, N(CH 3 )2, amino, or SH. The term "alkyl" also includes alkynyl groups which 
have an unsaturated hydrocarbon group containing at least one carbon-carbon triple bond, 
including straight-chain, branched-chain, and cyclic groups. , The alkynyl group can have, for 
example, 1 to 12 carbons. In one embodiment of the invention, the alkynyl group is a lower 
alkynyl of from 1 to 7 carbons. In another embodiment of the invention, the alkynyl group is 
1 to 4 carbons. The alkynyl group can be substituted or unsubstituted. When substituted the 
substituted group(s) can be, for example, hydroxyl, cyano, alkoxy, =0, =S, N0 2 or N(CH3)2, 
amino or SH. 

Such alkyl groups can also include aryl, alkylaryl, carbocyclic aryl, heterocyclic aryl, 
amide and ester groups. An "aryl" group refers to an aromatic group that has at least one ring 
having a conjugated p electron system and includes carbocyclic aryl, heterocyclic aryl and 
biaryl groups, all of that can be optionally substituted. The preferred substituent(s) of aryl 
groups are halogen, trihalomethyl, hydroxyl, SH, OH, cyano, alkoxy, alkyl, alkenyl, alkynyl, 
and amino groups. An "alkylaryl" group refers to an alkyl group (as described above) 
covalently joined to an aryl group (as described above). Carbocyclic aryl groups are groups 
wherein the ring atoms on the aromatic ring are all carbon atoms. The carbon atoms are 
optionally substituted. Heterocyclic aryl groups are groups having from 1 to 3 heteroatoms as 
ring atoms in the aromatic ring and the remainder of the ring atoms are carbon atoms. 
Suitable heteroatoms include oxygen, sulfur, and nitrogen, and include furanyl, thienyl, 
pyridyl, pyrrolyl, N-lower alkyl pynolo, pyrimidyl, pyrazinyl, imidazolyi and the like, all 
optionally substituted An "amide" refers to an -C(0)-NH-R, where R is either alkyl, aryl, 
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alkylaryl or hydrogen. An "ester" refers to an -C(0>OR r , where R is either alkyl, aryl, 
alkylaryl or hydrogen. 

By "nucleotide" is meant a heterocyclic nitrogenous base in N-glycosidic linkage with 
a phosphorylated sugar. Nucleotides are recognized in the art to include natural bases 
(standard), and modified bases well known in the art. Such bases are generally located at the 
T position of a nucleotide sugar moiety. Nucleotides generally comprise a base, sugar and a 
phosphate group. The nucleotides can be unmodified or modified at the sugar, phosphate 
and/or base moiety, (also referred to interchangeably as nucleotide analogs, modified 
nucleotides, non-natural nucleotides, non-standard nucleotides and other, see for example, 
Usman and McSwiggen, supra; Eckstein et al> International PCT Publication No. WO 
92/07065; Usman et ai, International PCT Publication No. WO 93/15187; Uhlman & 
Peyman, supra all are hereby incorporated by reference herein). There are several examples 
of modified nucleic acid bases known in the art as summarized by Limbach et al, 1994, 
Nucleic Acids Res. 22, 2183. Some of the non-limiting examples of chemically modified and 
other natural nucleic acid bases that can be introduced into nucleic acids include, for example, 
inosine, purine, pyridin-4-one, pyridin-2-one, phenyl, pseudouracil, 2, 4, 6-trimethoxy 
benzene, 3-methyl uracil, dihydrouridine, naphthyl, aminophenyl, 5-alkylcytidines (e.g., 
5-methylcytidine), 5-alkyluridines (e.g., ribothymidine), 5-halouridine (e.g., 5-bromouridine) 
or 6-azapyrimidines or 6-alkylpyrimidines (e.g. 6-methyluridine), propyne, quesosine, 2- 
thiouridine, 4-thiouridine, wybutosine, wybutoxosine, 4-acetylcytidine, 5- 
(caiboxyhydroxymethyl)uridine, 5 '-carboxymethylaininomethyl-2-thiouridine, 5- 
caiboxymethylaminomethyluridine, beta-D-galactosylqueosine, 1-methyladenosine, 1- 
methylinosine, 2,2-dimethylguanosine, 3-methylcytidine, 2-methyladenosine, 2- 
methylguanosine, N6-methyladenosine, 7-methylguanosine, 5 -methoxyaminomethyl-2- 
thiouridine, 5-methylaminomethyluridine, 5-methylcarbonylmethyluridine, 5- 
methyloxyuridine, 5-methyl-2-thiouridine, 2-methylthio-N6-isopentenyladenosine, beta-D- 
maimosylqueosine, uridine-5-oxyacetic acid, 2-thiocytidine, threonine derivatives and others 
(Burgin et al t 1996, Biochemistry, 35, 14090; Uhlman & Peyman, supra). By "modified 
bases" in this aspect is meant nucleotide bases other than adenine, guanine, cytosine and 
uracil at l 1 position or their equivalents; such bases can be used at any position, for example, 
within the catalytic core of an enzymatic nucleic acid molecule and/or in the substrate-binding 
regions of the nucleic acid molecule. 

By "nucleoside" is meant a heterocyclic nitrogenous base in N-glycosidic linkage with 
a sugar. Nucleosides are recognized in the art to include natural bases (standard), and 
modified bases well known in the art Such bases are generally located at the V position of a 
nucleoside sugar moiety. Nucleosides generally comprise a base and sugar group. The 
nucleosides can be unmodified or modified at the sugar, and/or base moiety, (also referred to 
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interchangeably as nucleoside analogs, modified nucleosides, non-natural nucleosides, non- 
standard nucleosides and other; see for example, Usman and McSwiggen, supra; Eckstein et 
aL, International PCT Publication No. WO 92/07065; Usman et aL, International PCT 
Publication No. WO 93/15187; Uhlman & Peyman, supra all are hereby incorporated by 
reference herein). There are several examples of modified nucleic acid bases known in the art 
as summarized by limbach et aL, 1994, Nucleic Acids Res. 22, 2183. Some of the non- 
limiting examples of chemically modified and other natural nucleic acid bases that can be 
introduced into nucleic acids include, inosine, purine, pyridin-4-one, pyridin-2-one, phenyl, 
pseudouracil, 2, 4, 6-trimethoxy benzene, 3-methyl uracil, dihydrouridine, naphthyl, 
aminophenyl, 5-alkylcytidines (e.g., 5-methylcytidine), 5-alkyluridines (e.g., ribothymidine), 
5-halouridine (e.g., 5-bromouridine) or 6-azapyrimi dines or 6-alkylpyrimidines (e.g. 6- 
methyluridine), propyne, quesosine, 2-thiouridine, 4-thiouridine, wybutosine, wybutoxosine, 
4-acetylcytidine, 5-(carboxyhydroxymethyl)uridine, 5'-carboxymethylaminomethyl-2- 
thiouridine, 5-carboxymethylaminomethyluridine, beta-D-galactosylqueosine, 1- 
methyladenosine, 1-methylinosine, 2,2-dimethylguanosine, 3-methylcytidine, 2- 
methyladenosine, 2-methylguanosine, N6-methyladenosine, 7-methylguanosine, 5- 
methoxyaminomethyl-2-thiouridine, 5-methylaminomethyluridine, 5- 

methylcarbonylmethyluridine, 5-methyloxyuridine, 5-methyl-2-thiouridine, 2-methylthio-N6- 
isopentenyladenosine, beta-D-mannosylqueosine, uridine-5-oxyacetic acid, 2-thiocytidine, 
threonine derivatives and others (Burgin et al, 1996, Biochemistry, 35, 14090; Uhlman & 
Peyman, supra). By "modified bases" in this aspect is meant nucleoside bases other than 
adenine, guanine, cytosine and uracil at l 1 position or their equivalents; such bases can be 
used at any position, for example, within the catalytic core of an enzymatic nucleic acid 
molecule and/or in the substrate-binding regions of the nucleic acid molecule. 

By "abasic" or "abasic nucleotide" is meant sugar moieties lacking a base or having 
other chemical groups in place of a base at the V position, (for more details see Wincott et aL, 
International PCT publication No. WO 97/26270). 

By "unmodified nucleoside" is meant one of the bases adenine, cytosine, guanine, 
thymine, uracil joined to the V carbon of p-D-ribo-furanose. 

By "modified nucleoside" is meant any nucleoside base that contains a modification in 
the chemical structure of an unmodified nucleoside base or sugar. 

By "modified nucleotide" is meant any nucleoside base that contains a modification in 
the chemical structure of an unmodified nucleoside base, sugar and/or phosphate. 
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By "consists essentially of is meant that the active nucleic acid molecule of the 
invention, for example, an enzymatic nucleic acid molecule, contains an enzymatic center or 
core equivalent to those in the examples, and binding arms able to bind RNA such that 
cleavage at the target site occurs. Other sequences can be present that do not interfere with 
such cleavage. Thus, a core region can, for example, include one or more loop, stem-loop 
structure, or linker that does not prevent enzymatic activity. Thus, the underlined regions in 
the sequences in Tables IDE, IV, Vm and IX can be such a loop, stem-loop, nucleotide 
linker, and/or non-nucleotide linker and can be represented generally as sequence "X". For 
example, a core sequence for a hammerhead enzymatic nucleic acid can comprise a conserved 
sequence, such as 5'-CUGAUGAG-3' and 5'-CGAA-3' connected by "X", where X is 5'- 
GCCGUUAGGC -3' (SEQ ID NO 37055), or any other Stem II region known in the art, or a 
nucleotide and/or non-nucleotide linker. Similarly, for other nucleic acid molecules of the 
instant invention, such as Inozyme, G-cleaver, amberzyme, zinzyme, DNAzyme, antisense, 2- 
5A antisense, triplex forming nucleic acid, and decoy nucleic acids, other sequences or non- 
nucleotide linkers can be present that do not interfere with the function of the nucleic acid 
molecule. 

Sequence X can be a linker of > 2 nucleotides in length, for example 3, 4, 5, 6, 7, 8, 9, 
10, 15, 20, 26, 30, where the nucleotides can be internally base-paired to form a stem of about 
> 2 base pairs. Alternatively or in addition, sequence X can be a non-nucleotide linker. In yet 
another embodiment, the nucleotide linker X can be a nucleic acid aptamer, such as an ATP 
aptamer, HIV Rev aptamer (RRE), HIV Tat aptamer (TAR) and others (for a review see Gold 
et al, 1995, Annu. Rev. Biochem., 64, 763; and Szostak & Ellington, 1993, in The RNA 
World, ed. Gesteland and Atkins, pp. 511, CSH Laboratory Press). A "nucleic acid aptamer" 
as used herein is meant to indicate a nucleic acid sequence capable of interacting with a 
ligand. The ligand can be any natural or a synthetic molecule, including but not limited to a 
resin, metabolites, nucleosides, nucleotides, drugs, toxins, transition state analogs, peptides, 
lipids, proteins, amino acids, nucleic acid molecules, hormones, carbohydrates, receptors, 
cells, viruses, bacteria and others. 

In yet another embodiment, the non-nucleotide linker X is as defined herein. The term 
"non-nucleotide" as used herein include either abasic nucleotide, polyether, polyamine, 
polyamide, peptide, carbohydrate, lipid, or polyhydrocarbon compounds. Specific examples 
include those described by Seela and Kaiser, Nucleic Acids Res. 1990, 75:6353 and Nucleic 
Acids Res. 1987, 75:3113; Cload and Schepartz, 1 Am. Chem. Soc. 1991, 775:6324; 
Richardson and Schepartz, J. Am. Chem. Soc. 1991, 775:5109; Ma et al., Nucleic Acids Res. 
1993, 27:2585 and Biochemistry 1993, 52:1751; Durand et al., Nucleic Acids Res. 1990, 
75:6353; McCurdy et al, Nucleosides & Nucleotides 1991, 70:287; Jschke et al, 
Tetrahedron Lett. 1993, 54:301; Ono et al, Biochemistry 1991, 50:9914; Arnold et al, 
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International Publication No. WO 89/02439; Usman et at., International Publication No. WO 
95/06731; Dudycz et al, International Publication No. WO 95/11910 and Ferentz and 
Verdine, J. Am. Chem. Soc. 1991, 773:4000, all hereby incorporated by reference herein. A 
"non-nucleotide" further means any group or compound that can be incorporated into a 
nucleic acid chain in the place of one or more nucleotide units, including either sugar and/or 
phosphate substitutions, and allows the remaining bases to exhibit their enzymatic activity. 
The group or compound can be abasic in that it does not contain a commonly recognized 
nucleotide base, such as adenosine, guanine, cytosine, uracil or thymine. Thus, in one 
embodiment, the invention features an enzymatic nucleic acid molecule having one or more 
non-nucleotide moieties, and having enzymatic activity to cleave an RNA or DNA molecule. 

Enzymatic Nucleic Acid Molecules 

There are several known classes of enzymatic nucleic acid molecules capable of 
cleaving target RNA. In addition, several in vitro selection (evolution) strategies (Orgel, 
1979, Proc. R. Soc. London, B 205, 435) have been used to evolve new nucleic acid catalysts 
capable of catalyzing cleavage and ligation of phosphodiester linkages (Joyce, 1989, Gene, 
82, 83-87; Beaudry et al., 1992, Science 257, 635-641; Joyce, 1992, Scientific American 267 
90-97; Breaker et al, 1994, TIBTECH 12, 268; Bartel et a/.,1993, Science 261:1411-1418; 
Szostak, 1993, TIBS 17, 89-93; Kumar et al, 1995, FASEB £, 9, 1183; Breaker, 1996, Curr. 
Op. Biotech., 7, 442; Santoro et al, 1997, Proc. Natl Acad. Sci., 94, 4262; Tang et al., 1997, 
RNA 3, 914; Nakacane & Eckstein, 1994, supra; Long & Uhlenbeck, 1994, supra; Ishizaka et 
al., 1995, supra; Vaish et al, 1997, Biochemistry 36, 6495; all of these are incorporated by 
reference herein). Each can catalyze a series of reactions including the hydrolysis of 
phosphodiester bonds in trans (and thus can cleave other RNA molecules) under 
physiological conditions. Table I summarizes some of the characteristics of some of these 
enzymatic nucleic acids. In general, enzymatic nucleic acids act by first binding to a target 
RNA. Such binding occurs through the target binding portion of an enzymatic nucleic acid 
that is held in close proximity to an enzymatic portion of the molecule that acts to cleave the 
target RNA Thus, the enzymatic nucleic acid first recognizes and then binds a target RNA 
through complementary base-pairing, and once bound to the correct site, acts enzymatically to 
cut the target RNA. Strategic cleavage of such a target RNA will destroy its ability to direct 
synthesis of an encoded protein. After an enzymatic nucleic acid has bound and cleaved its 
RNA target, it is released from that RNA to search for another target and can repeatedly bind 
and cleave new targets. 
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The enzymatic nature of a enzymatic nucleic acid is advantageous over other 
technologies, since the concentration of enzymatic nucleic acid necessary to affect a 
therapeutic treatment is lower. This advantage reflects the ability of the enzymatic nucleic 
acid to act enzymatically. Thus, a single enzymatic nucleic acid molecule is able to cleave 
many molecules of target RNA. In addition, the enzymatic nucleic acid is a highly specific 
inhibitor, with the specificity of inhibition depending not only on the base-pairing mechanism 
of binding to the target RNA, but also on the mechanism of target RNA cleavage. Single 
mismatches, or base-substitutions, near the site of cleavage can be chosen to completely 
eliminate catalytic activity of a enzymatic nucleic acid. 

Nucleic acid molecules having an endonuclease enzymatic activity are able to 
repeatedly cleave other separate RNA molecules in a nucleotide base sequence-specific 
manner. With proper deisgn and construction, such enzymatic nucleic acid molecules can be 
targeted to any RNA transcript, and efficient cleavage achieved in vitro (Zaug et al, 324, 
Nature 429 1986 ; Uhlenbeck, 1987 Nature 328, 596; Kim et al., 84 Proc Natl Acad. Sci. 
USA 8788, 1987; Dreyfus, 1988, Einstein Quart. J. Bio. Med., 6, 92; Haseloff and Gerlach, 
334 Nature 585, 1988; Cech, 260 JAMA 3030, 1988; and Jefferies et al., 17 Nucleic Acids 
Research 1371, 1989; Chartrand et al, 1995, Nucleic Acids Research 23, 4092; Santoro et al, 
1997, PNAS 94, 4262). 

Because of their sequence-specificity, frans-cleaving enzymatic nucleic acid molecules 
show promise as therapeutic agents for human disease (Usman & McSwiggen, 1995 Ann. 
Rep. Med. Chem. 30, 285-294; Christofifersen and Marr, 1995 J. Med. Chem. 38, 2023- 
2037). Enzymatic nucleic acid molecules can be designed to cleave specific RNA targets 
within the background of cellular RNA. Such a cleavage event renders the RNA non- 
functional and abrogates protein expression from that RNA. In this manner, synthesis of a 
protein associated with a disease state can be selectively inhibited. 

Enzymatic nucleic acid molecules that cleave the specified sites in WNV-specific 
RNAs represent a novel therapeutic approach to treat WNV infection, pancreatitis, 
encephalitis, myocarditis, meningitis, neurologic infection, hepatitis, liver failure, 
hepatocellular carcinoma, cirrhosis, and/or other disease states associated with WNV 
infection. The enzymatic nucleic acid molecules of the present invention can modulate, for 
example, down-regulate th activity of WNV via their catalytic activity. Those of ordinary 
skill in the art would realize that other enzymatic nucleic acid molecules that cleave WNV 
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RNAs can be designed using the techniques and other teachings described herein and thus are 
within the scope of the invention. 

In one embodiment, the invention features the use of an enzymatic nucleic acid 
molecule, which can be in the hammerhead, NCH (Ihozyme), G-cleaver, amberzyme, 
zinzyme and/or DNAzyme motif, to modulate the expression of a WNV gene or genes. In 
one particular embodiment, the enzymatic nucleic acid molecule is used to down-regulate the 
expression of a WNV gene or genes. 

In one of the preferred embodiments of the inventions described herein, the enzymatic 
nucleic acid molecule is formed in a hammerhead or hairpin motif, but can also be formed in 
the motif of a hepatitis delta virus, group I intron, group II intron or RNase P RNA (in 
association with an RNA guide sequence), DNAzymes, NCH cleaving motifs (inozymes), or 
G-cleavers. Examples of such hammerhead motifs (Figure la) are described in Dreyfus, 
supra, Rossi et al, 1992, AIDS Research and Human Retroviruses 8, 183. Examples of 
hairpin motifs are described in Hampel et al., EP0360257, Hampel and Tritz, 1989 
Biochemistry 28, 4929, Feldstein et al, 1989, Gene 82, 53, Haseloff and Gerlach, 1989, 
Gene, 82, 43, Hampel et al, 1990 Nucleic Acids Res. 18, 299; Chowrira & McSwiggen, US. 
Patent No. 5,631,359. The hepatitis delta virus motif is generally described in Perrotta and 
Been, 1992 Biochemistry 31,16. The RNase P motif is generally described in Guerrier- 
Takada et al, 1983 Cell 35, 849; Forster and Altaian, 1990, Science 249, 783; Li and Altaian, 
1996, Nucleic Acids Res. 24, 835. Examples of group II introns are generally described in 
Griffin et al, 1995, Chem. Biol 2, 761 ; Michels and Pyle, 1995, Biochemistry 34, 2965; Pyle 
et al, International PCT Publication No. WO 96/22689. The Group I intron is generally 
described in Cech et al, U.S. Patent 4,987,071. DNAzymes (Figure 4) are generally 
described in Usman et al, International PCT Publication No. WO 95/1 1304; Chartrand et al, 
1995, NAR 23, 4092; Breaker et al, 1995, Chem. Bio. 2, 655; Santoro et al, 1997, PNAS 94, 
4262; Breaker, 1999, Nature Biotechnology, 17, 422-423; Santoro et. al, 2000, /. Am. Chem. 
Soc, 122, 2433-39). NCH cleaving motifs (Figure lb) are generally described in Ludwig & 
Sproat, International PCT Publication No. WO 98/58058; and G-cleavers (Figure lc) are 
generally described in Kore et al, 1998, Nucleic Acids Research 26, 41 16-4120 and Eckstein 
et al, International PCT Publication No. WO 99/16871. Additional motifs contemplated by 
the instant invention include the Allozyme (Breaker et al., WO 98/43993, Shih et al, U.S. 
Patent 5,589,332, George et al, U.S. Patent 5,741,679), Amberzyme (Figure 2, Class I motif 
in Beigelman et al, International PCT publication No. WO 99/55857) and Zinzyme (Figure 
3, Class H motif in Beigelman et al, International PCT publication No. WO 99/55857), all 
these references are incorporated by reference herein in their totalities, including drawings 
and can also be used in the present invention. These specific motifs are not limiting in the 
invention. Those skilled in the art will recognize that all that is important is that the 
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enzymatic molecule have a specific substrate binding site that is complementary to one or 
more of the target gene RNA regions, and that it have nucleotide sequences within or 
surrounding that substrate binding site that impart an RNA cleaving activity to the molecule 
(Cech et al, U.S. Patent No. 4,987,071). 

Enzymatic nucleic acid molecules of the invention that are allostericaily regulated 
("allozymes") can be used to modulate, for example down-regulate, WNV expression. These 
allosteric enzymatic nucleic acids or allozymes (see for example George et al, US Patent 
Nos. 5,834,186 and 5,741,679, Shih et al, US Patent No. 5,589,332, Nathan et al, US Patent 
No 5,871,914, Nathan and Ellington, International PCT publication No. WO 00/24931, 
Breaker et al, International PCT Publication Nos. WO 00/26226 and 98/27104, and 
Sullenger et al, International PCT publication No. WO 99/29842) are designed to respond to 
a signaling agent, for example a WNV proteins, WNV RNA, other proteins and/or RNAs 
involved in WNV activity, compounds, metals, polymers, molecules and/or drugs that are 
targeted to WNV infected cells etc., that in turn modulates the activity of the enzymatic 
nucleic acid molecule. In response to interaction with a predetermined signaling agent, the 
activity of the allosteric enzymatic nucleic acid is activated or inhibited such that the 
expression of a particular target is selectively modulated. The target can comprise WNV 
proteins, WNV RNA, and/or a predetermined cellular component that modulates WNV 
activity. In a specific example, allosteric enzymatic nucleic acid molecules that are activated 
by interaction with an RNA encoding a WNV protein are used as therapeutic agents in vivo to 
down-regulate WNV expression. The presence of the WNV RNA activates the allosteric 
enzymatic nucleic acid molecule, which subsequently cleaves the WNV RNA resulting in the 
inhibition of WNV protein expression. In this manner, cells that express the WNV protein 
are selectively targeted. 

In another non-limiting example, an allozyme can be activated by a WNV protein, 
peptide, or mutant polypeptide that cause the allozyme to inhibit the expression of WNV 
genes, by, for example, cleaving RNA encoded by the WNV gene. In this non-limiting 
example, the allozyme acts as a decoy to inhibit the function of WNV and also inhibit the 
expression of WNV once activated by the WNV protein. 

Target sites 

Targets for useful nucleic acid molecules can be determined as disclosed in Draper et 
al, WO 93/23569; Sullivan et al, WO 93/23057; Thompson et aL. WO 94/02595; Draper et 
al, WO 95/04818; McSwiggen et al, US Patent No. 5,525,468 and hereby incorporated by 
reference herein in totality. Rather than repeat the guidance provided in those documents 
here, below are provided specific examples of such methods, not limiting to those in the art. 



27 



WO 02/068637 



PCT/US01/48350 



Nucleic acid molecules to such targets are designed as described in those applications and 
synthesized for testing in vitro and in vrw, as also described. Such nucleic acid molecules 
can also be optimized and delivered as described therein. 

The sequence of WNV RNAs were screened for optimal nucleic acid target sites using a 
computer folding algorithm. Enzymatic nucleic acid cleavage sites were identified These 
sites are shown in Tables EH-XHI (All sequences are 5' to 3' in the tables, underlined 
regions can be any sequence "X" or linker X, the actual sequence is not relevant). The 
nucleotide base position is noted in the tables as that site designed for cleavage by the 
designated type of enzymatic nucleic acid. The nucleotide base position is noted in the tables 
as that site designed for cleavage by the designated type of enzymatic nucleic acid molecules. 

Because WNV RNAs are highly homologous in certain regions, for example, the 39- 
UTR, nucleic acid molecule target sites in such regions are also homologous. In such 
instances, a specific nucleic acid molecule can target different classes sub-types, and variants 
of WNV RNA. The advantage of a nucleic acid molecule that targets several classes, sub- 
types or variants of WNV RNA is clear, especially in cases where one or more of these RNAs 
contribute to the disease state. 

Enzymatic nucleic acid molecules were designed that could bind to target sequences 
and were individually analyzed by computer folding (Jaeger et aL> 1989 Proa Natl. Acad 
ScL USA, 86, 7706) to assess whether the enzymatic nucleic acid sequences fold into the 
appropriate secondary structure. Those enzymatic nucleic acid molecules with unfavorable 
intramolecular interactions between the binding arms and the catalytic core are eliminated 
from consideration. Varying binding arm lengths can be chosen to optimize activity. 
Generally, at least 5 bases on each arm are able to bind to, or otherwise interact with, the 
target RNA. Enzymatic nucleic acid molecules of the different motifs were designed to 
anneal to various sites in the mRNA message. The binding arms are complementary to the 
target site sequences described above. 

Synthesis of Nucleic Acid Molecules 

Synthesis of nucleic acids greater th?m 100 nucleotides in length is difficult using 
automated methods, and the therapeutic cost of such molecules is prohibitive. In this 
invention, small nucleic acid motifs ("small" refers to nucleic acid motifs less than about 100 
nucleotides in length, and in one embodiment, less than about 80 nucleotides in length, and in 
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another embodiment, less than about 50 nucleotides in length; e.g., antisense 
oligonucleotides, hammerhead or the NCH ribozymes) can be used for exogenous delivery. 
The simple structure of these molecules increases the ability of the nucleic acid to invade 
targeted regions of RNA structure. Exemplary molecules of the instant invention are 
chemically synthesized, and others can similarly be synthesized 

Oligonucleotides (e.g., antisense GeneBlocs) are synthesized using protocols known 
in the art, for example, as described in Caruthers et a/., 1992, Methods in Enzymology 211, 3- 
19, Thompson et al, International PCT Publication No. WO 99/54459, Wincott et al t 1995, 
Nucleic Acids Res. 23, 2677-2684, Wincott et al, 1997, Methods Mol Bio., 74, 59, Brennan 
et al, 1998, Biotechnol Bioeng., 61, 33-45, and Brennan, US patent No. 6,001,311. All of 
these references are incorporated herein by reference. The synthesis of oligonucleotides 
makes use of common nucleic acid protecting and coupling groups, such as dimethoxytrityl at 
the 5 f -end, and phosphoramidites at the 3-end. In a non-limiting example, small scale 
syntheses are conducted on a 394 Applied Biosystems, Inc. synthesizer using a 0.2 fimol scale 
protocol with a 2.5 min coupling step for 2 , -0-methylated nucleotides and a 45 sec coupling 
step for 2'-deoxy nucleotides. Table n outlines the amounts and the contact times of the 
reagents used in the synthesis cycle. Alternatively, syntheses at the 0.2 pmol scale can be 
performed on a 96-well plate synthesizer, such as the instrument produced by Protogene (Palo 
Alto, CA) with minimal modification to the cycle. A 33-fold excess (60 (iL of 0.11 M = 6.6 
pmol) of 2'-0-rnethyl phosphoramidite and a 105-fold excess of S-ethyl tetrazole (60 yiL of 
0.25 M = 15 jimol) can be used in each coupling cycle of 2'-0-methyl residues relative to 
polymer-bound S'-hydroxyl. A 22-fold excess (40 \xL of 0.11 M = 4.4 fimol) of deoxy 
phosphoramidite and a 70-fold excess of S-ethyl tetrazole (40 \iL of 0.25 M = 10 jimol) can 
be used in each coupling cycle of deoxy residues relative to polymer-bound S'-hydroxyl. 
Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, determined by 
colorimetric quantitation of the trityl fractions, are typically 97.5-99%. Other oligonucleotide 
synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer include; detritylation 
solution is 3% TCA in methylene chloride (ABI); capping is performed with 16% iV-methyl 
imidazole in THF (ABI) and 10% acetic anhydride/10% 2,6-lutidine in THF (ABI); and 
oxidation solution is 16.9 mM fe, 49 mM pyridine, 9% water in THF (PERSEPTIVE™). 
Burdick & Jackson Synthesis Grade acetonitrile is used directly from the reagent bottle. S- 
Ethyltetrazole solution (0.25 M in acetonitrile) is made up from the solid obtained from 
American International Chemical, Inc. Alternately, for the introduction of phosphorothioate 
linkages, Beaucage reagent (3H-l,2-Benzodithiol-3-one 1,1-dioxide, 0.05 M in acetonitrile) is 
used. 

Deprotection of the antisense oligonucleotides is performed as follows: the polymer- 
bound trityl-on oligoribonucleotide is transferred to a 4 mL glass screw top vial and 
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suspended in a solution of 40% aq. methylamine (1 mL) at 65 °C for 10 min. After cooling to 
-20 °C, the supernatant is removed from the polymer support The support is washed three 
times with 1.0 mL of EtOH:MeCN:H20/3:l:l, vortexed and the supernatant is then added to 
the first supernatant. The combined supernatants, containing the oligoribonucleotide, are 
dried to a white powder. 

The method of synthesis used for normal RNA including certain enzymatic nucleic 
acid molecules follows the procedure as described in Usman et al, 1987, J. Am. Cherru Soc, 
109, 7845; Scaringe et al, 1990, Nucleic Acids Res., 18, 5433; and Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684 Wincott et al, 1997, Methods Mol Bio., 74, 59, and 
makes use of common nucleic acid protecting and coupling groups, such as dimethoxytrityl at 
the 5-end, and phosphoramidites at the 3'-end. In a non-limiting example, small scale 
syntheses are conducted on a 394 Applied Biosystems, Inc. synthesizer using a 0.2 nmol scale 
protocol with a 7.5 min coupling step for alkylsilyl protected nucleotides and a 2.5 min 
coupling step for 2*-Omethylated nucleotides. Table II outlines the amounts and the contact 
times of the reagents used in the synthesis cycle. Alternatively, syntheses at the 0.2 nmol 
scale can be done on a 96-well plate synthesizer, such as the instrument produced by 
Protogene (Palo Alto, CA) with minimal modification to the cycle. A 33-fold excess (60 
of 0.11 M = 6.6 fimol) of 2'-Omethyl phosphoramidite and a 75-fold excess of S-ethyl 
tetrazole (60 nL of 0.25 M = 15 jimol) can be used in each coupling cycle of 2'-0-methyl 
residues relative to polymer-bound 5'-hydroxyl. A 66-fold excess (120 ^iL of 0.11 M = 13.2 
Hmol) of alkylsilyl (ribo) protected phosphoramidite and a 150-fold excess of S-ethyl 
tetrazole (120 nL of 0.25 M = 30 jimol) can be used in each coupling cycle of ribo residues 
relative to polymer-bound 5'-hydroxyl. Average coupling yields on the 394 Applied 
Biosystems, Inc. synthesizer, determined by colorimetric quantitation of the trityl fractions, 
are typically 97.5-99%. Other oligonucleotide synthesis reagents for the 394 Applied 
Biosystems, Inc. synthesizer include; detritylation solution is 3% TCA in methylene chloride 
(ABI); capping is performed with 16% iV-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); oxidation solution is 16.9 mM I2, 49 mM pyridine, 
9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade acetonitrile is used 
directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in acetonitrile) is made up 
from the solid obtained from American International Chemical, Inc. Alternately, for the 
introduction of phosphorothioate linkages, Beaucage reagent (3H-l,2-Benzodithiol-3-one 1,1- 
dioxide0.05 M in acetonitrile) is used. 

Deprotection of the RNA is performed using either a two-pot or one-pot protocol. For 
the two-pot protocol, the polymer-bound trityl-on oligoribonucleotide is transferred to a 4 mL 
glass screw top vial and suspended in a solution of 40% aq. methylamine (1 mL) at 65 °C for 
10 min. After cooling to -20 °C, the supernatant is removed from the polymer support. The 
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support is washed three times with 1.0 mL of EtOH:MeCN:H20/3:l:l, vortexed and the 
supernatant is then added to the first supernatant The combined supernatants, containing the 
oligoribonucleotide, are dried to a white powder. The base deprotected oligoribonucleotide is 
resusp ended in anhydrous TEA/HF/NMP solution (300 jiL of a solution of 1.5 mL N- 
methylpynrohdinone, 750 ^iL TEA and 1 mL TEA*3HF to provide a 1.4 M HF concentration) 
and heated to 65 °C. After 1.5 h, the oligomer is quenched with 1.5 M NH4HCO3. 

Alternatively, for the one-pot protocol, the polymer-bound trityl-on 
oligoribonucleotide is transferred to a 4 mL glass screw top vial and suspended in a solution 
of 33% ethanolic methylamine/DMSO: 1/1 (0.8 mL) at 65 °C for 15 min. The vial is brought 
to r.t. TEA-3HF (0.1 mL) is added and the vial is heated at 65 °C for 15 min. The sample is 
cooled at -20 °C and then quenched with 1.5 M NH4HCO3. 

For purification of the trityl-on oligomers, the quenched NH4HCO3 solution is loaded 
onto a C-18 containing cartridge that had been prewashed with acetonitrile followed by 50 
mM TEAA. After washing the loaded cartridge with water, the RNA is detritylated with 
0.5% TFA for 13 min. The cartridge is then washed again with water, salt exchanged with 1 
M NaCl and washed with water again. The oligonucleotide is then eluted with 30% 
acetonitrile. 

Inactive hammerhead ribozymes or binding attenuated control (BAC) oligonucleotides 
are synthesized by substituting a U for G5 and a U for A14 (numbering from Hertel, K. J., et 

al t 1992, Nucleic Acids Res,, 20, 3252). Similarly, one or more nucleotide substitutions can 
be introduced in other enzymatic nucleic acid molecules to inactivate the molecule and such 
molecules can serve as a negative control. 

The average stepwise coupling yields are typically >98% (Wincott et aL, 1995 Nucleic 
Acids Res. 23, 2677-2684). Those of ordinary skill in the art will recognize that the scale of 
synthesis can be adapted to be larger or smaller than the example described above including 
but not limited to 96 well format, all that is important is the ratio of chemicals used in the 
reaction. 

Alternatively, the nucleic acid molecules of the present invention can be synthesized 
separately and joined together post-synthetically, for example by ligation (Moore et aL, 1992, 
Science 256, 9923; Draper et aL, International PCT publication No. WO 93/23569; 
Shabarovae**/., 1991, Nucleic Acids Research 19, 4247; Bellon etaL, 1997 Nucleosides & 
Nucleotides, 16, 951; Bellon et aL, 1997 \ Bioconjugate Chem. 8, 204). 

The nucleic acid molecules of the present invention can be modified extensively to 
enhance stability by modification with nuclease resistant groups, for example, 2-amino, T-C- 
allyl, 2Vflouro, 2'-0-methyl, 2'-H (for a review see Usman and Cedergren, 1992, TIBS 17, 34; 
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Usman et al., 1994, Nucleic Acids Symp. Ser. 31, 163). Ribozymes are purified by gel 
electrophoresis using general methods or are purified by high pressure liquid chromatography 
(HPLC; See Wincott et al, Supra, the totality of that reference is incorporated herein by 
reference) and are re-suspended in water. 

The sequences of the enzymatic nucleic acids that are chemically synthesized, are 
shown in Tables HI to XIII. Those in the art will recognize that these sequences are 
representative only of many more such sequences where the enzymatic portion of the 
enzymatic nucleic acid (all but the binding arms) is altered to affect activity. The enzymatic 
nucleic acid molecule sequences listed in Tables HI to XIII can be formed of ribonucleotides 
or other nucleotides or non-nucleotides. Such nucleic acids with enzymatic activity are 
equivalent to the enzymatic nucleic acid molecules described specifically in the tables. 

Optimizing Activity of the nucleic acid molecules of the invention. 

Chemically synthesizing nucleic acid molecules with modifications (base, sugar 
and/or phosphate) that prevent their degradation by serum ribonucleases, which can increase 
their potency (see e.g., Eckstein et al, International Publication No. WO 92/07065; Perrault 
et al, 1990 Nature 344, 565; Pieken et al., 1991, Science 253, 314; Usman and Cedergren, 
1992, Trends in Biochem. Set 17, 334; Usman et al, International Publication No. WO 
93/15187; and Rossi et al, International Publication No. WO 91/03162; Sproat, US Patent 
No. 5,334,711; and Burgin et al, supra; all of which are incorporated by reference herein). 
All of the above references describe various chemical modifications that can be made to the 
base, phosphate and/or sugar moieties of the nucleic acid molecules described herein. 
Modifications that enhance their efficacy in cells, and removal of bases from nucleic acid 
molecules to shorten oligonucleotide synthesis times and reduce chemical requirements are 
desired. 

There are several examples in the art describing sugar, base and phosphate 
modifications that can be introduced into nucleic acid molecules with significant 
enhancement in their nuclease stability and efficacy. For example, oligonucleotides are 
modified to enhance stability and/or enhance biological activity by modification with 
nuclease resistant groups, for example, 2-amino, 2-C-allyl, 2-flouro, y-O-methyi, 2-H, 
nucleotide base modifications (for a review see Usman and Cedergren, 1992, TIBS. 17, 34; 
Usman et al, 1994, Nucleic Acids Symp. Ser. 31, 163; Burgin et al, 1996, Biochemistry, 35, 
14090). Sugar modification of nucleic acid molecules has been extensively described in the 
art (see Eckstein et al, International Publication PCT No. WO 92/07065; Perrault et al 
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Nature, 1990, 344, 565-568; Pieken et al Science, 1991, 253, 314-317; Usman and 
Cedergren, Trends in Biochem. Sci. , 1992, 17, 334-339; Usman et al International 
Publication PCTNo. WO 93/15187; Sproat, US Patent No. 5,334,711 and Beigelman et ah, 
1995, J. Biol Chem., 270, 25702; Beigelman et al, International PCT publication No. WO 
97/26270; Beigelman et al., US Patent No. 5,716,824; Usman et al., US patent No. 
5,627,053; Woolf et al., International PCT Publication No. WO 98/13526; Thompson et al, 
USSN 60/082,404 that was filed on April 20, 1998; Karpeisky et al, 1998, Tetrahedron Lett., 
39, 1131; Eanishaw and Gait, 1998, Biopolymers (Nucleic acid Sciences), 48, 39-55; Venna 
and Eckstein, 1998, Annu. Rev. Biochenu, 67, 99-134; and Burlina et al, 1997, Bioorg. Med 
Chem., 5, 1999-2010; all of the references are hereby incorporated in their totality by 
reference herein). Such publications describe general methods and strategies to determine the 
location of incorporation of sugar, base and/or phosphate modifications and the like into 
enzymatic nucleic acids without inhibiting catalysis, and are incorporated by reference herein. 
In view of such teachings, similar modifications can be used as described herein to modify the 
nucleic acid molecules of the instant invention. 

In connection with 2 , -modified nucleotides as described for the present invention, by 
"amino" is meant 2'-NH 2 or 2'-0- NH 2 , that can be modified or unmodified. Such modified 
groups are described, for example, in Eckstein et al, U.S. Patent 5,672,695 and Matulic- 
Adamic et al, WO 98/28317, respectively, which are both incorporated by reference in their 
entireties. 

Various modifications to nucleic acid {e.g., antisense and enzymatic nucleic acid) 
structure can be made to enhance the utility of these molecules. Such modifications will 
enhance shelf-life, half-life in vitro, stability, and ease of introduction of such 
oligonucleotides to the target site, e.g. f to enhance penetration of cellular membranes, and 
confer the ability to recognize and bind to targeted cells. 

While chemical modification of oligonucleotide internucleotide linkages with 
phosphorothioate, phosphorothioate, and/or 5*-methylphosphonate linkages improves 
stability, excessive modifications can cause some toxicity. Therefore, when designing nucleic 
acid molecules, the amount of these internucleotide linkages should be minimized The 
reduction in the concentration of these linkages should lower toxicity, resulting in increased 
efficacy and higher specificity of these molecules. 
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Nucleic acid molecules having chemical modifications that maintain or enhance 
activity are provided Such a nucleic acid is also generally more resistant to nucleases than an 
unmodified nucleic acid. Accordingly, the in vitro and/or in vivo activity should not be 
significantly lowered. In cases in which inhibition is the goal, therapeutic nucleic acid 
molecules delivered exogenously should optimally be stable within cells until translation of 
the target RNA has been inhibited long enough to reduce the levels of the undesirable protein. 
This period of time varies between hours to days depending upon the disease state. Clearly, 
nucleic acid molecules must be resistant to nucleases in order to function as effective 
intracellular therapeutic agents. Improvements in the chemical synthesis of RNA and DNA 
(Wincott et al 9 1995 Nucleic Acids Res. 23, 2677; Caruthers et al., 1992, Methods in 
Enzymology 211,3-19 (incorporated by reference herein) have expanded the ability to modify 
nucleic acid molecules by introducing nucleotide modifications to enhance their nuclease 
stability, as described above. 

In one embodiment, nucleic acid molecules of the invention include one or more G- 
clamp nucleotides. A G-clamp nucleotide is a modified cytosine analog wherein the 
modifications confer the ability to hydrogen bond both Watson-Crick and Hoogsteen faces of 
a complementary guanine within a duplex, see for example Lin and Matteucci, 1998, J. Am. 
Chem. Soc, 120, 8531-8532. A single G-clamp analog substation within an oligonucleotide 
can result in substantially enhanced helical thermal stability and mismatch discrimination 
when hybridized to complementary oligonucleotides. The inclusion of such nucleotides in 
nucleic acid molecules of the invention results in both enhanced affinity and specificity to 
nucleic acid targets. 

In another embodiment, the invention features conjugates and/or complexes of nucleic 
acid molecules targeting WNV. Such conjugates and/or complexes can be used to facilitate 
delivery of molecules into a biological system, such as cells. The conjugates and complexes 
provided by the instant invention can impart therapeutic activity by transferring therapeutic 
compounds across cellular membranes, altering the pharmacokinetics, and/or modulating the 
localization of nucleic acid molecules of the invention. The present invention encompasses 
the design and synthesis of novel conjugates and complexes for the delivery of molecules, 
including but not limited to small molecules, lipids, phospholipids, nucleosides, nucleotides, 
nucleic acids, antibodies, toxins, negatively charged polymers and other polymers, for 
example proteins, peptides, hormones, carbohydrates, polyethylene glycols, or polyamines, 
across cellular membranes. In general, the transporters described are designed to be used 
either individually or as part of a multi-component system, with or without degradable 
linkers. These compounds are expected to improve delivery and/or localization of nucleic 
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acid molecules of the invention into a number of cell types originating from different tissues, 
in the presence or absence of serum (see Sullenger and Cech, US 5,854,038). Conjugates of 
the molecules described herein can be attached to biologically active molecules via linkers 
that are biodegradable, such as biodegradable nucleic acid linker molecules. 

The term biodegradable nucleic acid linker molecule" as used herein, refers to a 
nucleic acid molecule that is designed as a biodegradable linker to connect one molecule to 
another molecule, for example, a biologically active molecule. The stability of the 
biodegradable nucleic acid linker molecule can be modulated by using various combinations 
of ribonucleotides, deoxyribonucleotides, and chemically modified nucleotides, for example, 
2'-Omethyl, 2*-fluoro, 2'-amino, 2'-0-amino, 2'-C-allyl, 2'-0-allyl, and other 2'-modified 
or base modified nucleotides. The biodegradable nucleic acid linker molecule can be a dimer, 
trimer, tetramer or longer nucleic acid molecule, for example, an oligonucleotide of about 2, 
3, 4, 5, 6, 7, 8, 9, 10, 11, 12, 13, 14, 15, 16, 17, 18, 19, or 20 nucleotides in length, or can 
comprise a single nucleotide with a phosphorus based linkage, for example, a 
phosphoramidate or phosphodiester linkage. The biodegradable nucleic acid linker molecule 
can also comprise nucleic acid backbone, nucleic acid sugar, or nucleic acid base 
modifications. 

The term biodegradable" as used herein, refers to degradation in a biological system, 
for example enzymatic degradation or chemical degradation. 

The term biologically active molecule" as used herein, refers to compounds or 
molecules that are capable of eliciting or modifying a biological response in a system. Non- 
limiting examples of biologically active molecules contemplated by the instant invention 
include therapeutically active molecules such as antibodies, hormones, antivirals, peptides, 
proteins, chemotherapeutics, small molecules, vitamins, co-factors, nucleosides, nucleotides, 
oligonucleotides, enzymatic nucleic acids, antisense nucleic acids, triplex forming 
oligonucleotides, 2,5-A chimeras, siRNA, dsRNA, allozymes, aptamers, decoys and analogs 
thereof. Biologically active molecules of the invention also include molecules capable of 
modulating the pharmacokinetics and/or pharmacodynamics of other biologically active 
molecules, for example, lipids and polymers such as polyamines, polyamides, polyethylene 
glycol and other polyethers. 

The term phospholipid" as used herein, refers to a hydrophobic molecule comprising 
at least one phosphorus group. For example, a phospholipid can comprise a phosphorus 
containing group and saturated or unsaturated alkyl group, optionally substituted with OH, 
COOH, oxo, amine, or substituted or unsubstituted aryl groups. 
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Therapeutic nucleic acid molecules (e.g. f enzymatic nucleic acid molecules) delivered 
exogenously optimally are stable within cells until translation of the target RNA has been 
inhibited long enough to reduce the levels of the undesirable protein. This period of time 
varies between hours to days depending upon the disease state. The nucleic acid molecules 
are resistant to nucleases in order to function as effective intracellular therapeutic agents. 
Improvements in the chemical synthesis of nucleic acid molecules described in the instant 
invention and in the art have expanded the ability to modify nucleic acid molecules by 
introducing nucleotide modifications to enhance their nuclease stability as described above. 

In yet another preferred embodiment, nucleic acid catalysts having chemical 
modifications that maintain or enhance enzymatic activity are provided. Such nucleic acids 
are also generally more resistant to nucleases than unmodified nucleic acids. Thus, in vitro 
and/or in vivo the activity should not be significantly lowered. As exemplified herein, such 
nucleic acid molecules are useful in vitro and/or in vivo even if activity over all is reduced 10 
fold (Burgin et al, 1996, Biochemistry, 35, 14090). Such enzymatic nucleic acid molecules 
herein are said to "maintain" the enzymatic activity of an all RNA enzymatic nucleic acid 
molecule. 

In a preferred embodiment, the invention features modified nucleic acids with 
phosphate backbone modifications comprising one or more phosphorothioate, 
phosphorodithioate, methylphosphonate, morpholino, amidate carbamate, carboxymethyl, 
acetamidate, polyamide, sulfonate, sulfonamide, sulfamate, formacetal, thioformacetal, 
and/or alkylsilyl, substitutions. For a review of oligonucleotide backbone modifications see 
Hunziker and Leumann, 1995, Nucleic Acid Analogues: Synthesis and Properties, in Modern 
Synthetic Methods, VCH, 331-417, and Mesmaeker et al, 1994, Novel Backbone 
Replacements for Oligonucleotides, in Carbohydrate Modifications in Antisense Research, 
ACS, 24-39. These references are hereby incorporated by reference herein. 

These molecules can improve treatment of the disease by affording the possibility of 
combination therapies (e.g., multiple nucleic acid molecules targeted to different genes, 
nucleic acid molecules coupled with known small molecule inhibitors, or intermittent 
treatment with combinations of nucleic acid molecules (including different enzymatic nucleic 
acid motifs) and/or other chemical or biological molecules). The treatment of patients with 
nucleic acid molecules can also include combinations of different types of nucleic acid 
molecules. Therapies can be devised that include a mixture of enzymatic nucleic acids 
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(including different enzymatic nucleic acid motife), antisense and/or 2-5 A chimera molecules 
to one or more targets to alleviate symptoms of a disease. 

Administration of Nucleic Acid Molecules 

Methods for the delivery of nucleic acid molecules are described in Akhtar et al, 
1992, Trends Cell Bio., 2, 139; Delivery Strategies for Antisense Oligonucleotide 
Therapeutics, ed. Akhtar, 1995, Maurer et al, 1999, Mol Membr. Biol, 16, 129-140; 
Hofland and Huang, 1999, Handb. Exp. Pharmacol, 137, 165-192; and Lee et al, 2000, ACS 
Symp. Ser., 752, 184-192, all of which are incorporated herein by reference. Sullivan et al, 
PCT WO 94/02595, further describes the general methods for delivery of enzymatic nucleic 
acid molecules. These protocols can be utilized for the delivery of virtually any nucleic acid 
molecule. Nucleic acid molecules can be administered to cells by a variety of methods 
known to those of skill in the art, including, but not restricted to, encapsulation in liposomes, 
by iontophoresis, or by incorporation into other vehicles, such as hydrogels, cyclodextrins, 
biodegradable nanocapsules, and bioadhesive microspheres, or by proteinaceous vectors 
(O'Hare and Normand, International PCT Publication No. WO 00/53722). Alternatively, the 
nucleic acid/vehicle combination is locally delivered by direct injection or by use of an 
infusion pump. Direct injection of the nucleic acid molecules of the invention, whether 
subcutaneous, intramuscular, or intradermal, can take place using standard needle and syringe 
methodologies, or by needle-free technologies such as those described in Corny et al, 1999, 
Clin. Cancer Res., 5, 2330-2337 and Barry et al, International PCT Publication No. WO 
99/31262. 

Specific methods of delivery that can be utilized for CNS delivery of the nucleic acid 
molecules of the invention are described in Pardridge, 1999, Adv. Drug Delivery Rev., 36, 
299-321 and Boado et al, 1998, /. Pharrn. Sci., 87, 1308-1315. Many examples in the art 
describe CNS delivery methods of oligonucleotides by osmotic pump, (see Chun et al, 1998, 
Neuroscience Letters, 257, 135-138, D'Aldin etal, 1998, Mol Brain Research. 55, 151-164, 
Dryden et al, 1998, J. Endocrinol, 157, 169-175, Ghimikar et al, 1998, Neuroscience 
Letters, 247, 21-24) or direct infusion (Broaddus et al, 1997, Neurosurg. Focus, 3, article 4). 
Other routes of delivery include, but are not limited to, oral (tablet or pill form), pulmonary 
(Patton, 1996, Adv. Drug Delivery Rev., 19, 3-36) and/or intrathecal delivery (Gold, 1997, 
Neuroscience, 76, 1153-1158). For a comprehensive review on drug delivery strategies 
including broad coverage of CNS delivery, see Jain, Drug Delivery Systems: Technologies 
and Commercial Opportunities, Decision Resources, 1998. More detailed descriptions of 
nucleic acid delivery and administration are provided in Sullivan et al, supra, Draper et al, 
PCT W093/23569, Beigelman et al, PCT WO99/05094, and Klimuk et al, PCT 
WO99/04819 all of which have been incorporated by reference herein. 
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The molecules of the instant invention can be used as pharmaceutical agents. 
Pharmaceutical agents prevent, inhibit the occurrence, or treat (alleviate a symptom to some 
extent, or all of the symptoms) of a disease state in a patient 

Thus, the invention features a pharmaceutical composition comprising one or more 
nucleic acid(s) of the invention in an acceptable carrier, such as a stabilizer, buffer, and the 
like. The negatively charged polynucleotides of the invention can be administered (e.g., 
RNA, DNA or protein) and introduced into a patient by any standard means, with or without 
stabilizers, buffers, and the like, to form a pharmaceutical composition. When it is desired to 
use a lipid or liposome delivery mechanism, standard protocols for formulation can be 
followed. The compositions of the present invention can also be formulated and used as 
tablets, capsules or elixirs for oral administration, suppositories for rectal administration, 
sterile solutions, suspensions for injectable administration; and the like. 

The present invention also includes pharmaceutical^ acceptable formulations of the 
compounds described. These formulations include salts of the above compounds, e.g., acid 
addition salts, for example, salts of hydrochloric, hydrobromic, acetic acid, and benzene 
sulfonic acid. 

A pharmacological composition or formulation refers to a composition or formulation in 
a form suitable for administration, e.g f systemic administration, into a cell or patient, 
including for example a human. Suitable forms, in part, depend upon the use or the route of 
entry, for example oral, transdermal, or by injection. Such forms should not prevent the 
composition or formulation from reaching a target cell (i.e., a cell to which the negatively 
charged nucleic acid is desirable for delivery). For example, pharmacological compositions 
injected into the blood stream should be soluble. Other factors are known in the art, and 
include considerations such as toxicity and forms that prevent the composition or formulation 
from exerting its effect 

By "systemic administration" is meant in vivo systemic absorption or accumulation of 
drugs in the blood stream followed by distribution throughout the entire body. 
Administration routes that can lead to systemic absorption include, without limitations: 
intravenous, subcutaneous, intraperitoneal, inhalation, oral, intrapulmonary and 
intramuscular. Each of these administration routes expose the desired negatively charged 
polymers, e.g., nucleic acids, to an accessible diseased tissue. The rate of entry of a drug into 
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the circulation has been shown as a function of molecular weight or size. Hie use of a 
liposome or other drug carrier comprising the compounds of the instant invention can 
potentially localize the drug, for example, in certain tissue types, such as the tissues of the 
reticular endothelial system (RES). A liposome formulation that can facilitate the association 
of drug with the surface of cells, such as, lymphocytes and macrophages is also useful. This 
approach can provide enhanced delivery of the drug to target cells by taking advantage of the 
specificity of macrophage and lymphocyte immune recognition of abnormal cells, such as the 
WNV infected liver cells. 

By "pharmaceutically acceptable" formulation is meant, a composition or formulation 
that allows for the effective distribution of the nucleic acid molecules of the instant invention 
in the physical location most suitable for their desired activity. Nonlimiting examples of 
agents suitable for formulation with the nucleic acid molecules of the instant invention 
include: P-glycoprotein inhibitors (such as Pluronic P85) that can enhance entry of drugs into 
the CNS (Jolliet-Riant and Tillement, 1999, Fundam. Clin. Pharmacol., 13, 16-26); 
biodegradable polymers, such as poly (DWactide-coglycolide) microspheres for sustained 
release delivery after intracerebral implantation (Emerich, DF et al, 1999, Cell Transplant, 8, 
47-58) Alkermes, Lie. Cambridge, MA; and loaded nanoparticles, such as those made of 
polybutylcyanoacrylate, that can deliver drugs across the blood brain barrier and can alter 
neuronal uptake mechanisms (Prog Neuropsychopharmacol Biol Psychiatry, 23, 941-949, 
1999). Other non-limiting examples of CNS delivery strategies for the nucleic acid 
molecules of the instant invention include material described in Boado et al., 1998, J. Pharm. 
Sci., 87, 1308-1315; Tyler et al., 1999, FEBS Lett., 421, 280-284; Pardridge et al., 1995, 
PNAS USA., 92, 5592-5596; Boado, 1995, Adv. Drug Delivery Rev., 15, 73-107; Aldrian- 
Herrada et al., 1998, Nucleic Acids Res., 26, 4910-4916; and Tyler et al., 1999, PNAS USA., 
96, 7053-7058. 

The invention also features the use of a composition comprising surface-modified 
liposomes containing poly (ethylene glycol) lipids (PEG-modified, or long-circulating 
liposomes or stealth liposomes). These formulations offer an method for increasing the 
accumulation of drugs in target tissues. This class of drug carriers resists opsonization and 
elimination by the mononuclear phagocytic system (MPS or RES), thereby enabling longer 
blood circulation times and enhanced tissue exposure for the encapsulated drug (Lasic et al. 
Chem. Rev. 1995, 95, 2601-2627; Ishiwatae/ a/., Chem. Pharm. Bull. 1995, 43, 1005-1011). 
Such liposomes have been shown to accumulate selectively in tumors, presumably by 
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extravasation and capture in the neovascularized target tissues (Lasic et al., Science 1995, 
267, 1275-1276; Oku et al, 1995, Biochim. Biophys. Acta, 1238, 86-90). The long-circulating 
liposomes enhance the pharmacokinetics and pharmacodynamics of DNA and RNA, 
particularly compared to conventional cationic liposomes that are known to accumulate in 
tissues of the MPS (Iiu et al, J. Biol Chem. 1995, 42, 24864-24870; Choi et al., 
International PCT Publication No. WO 96/10391; Ansell et al., International PCT Publication 
No. WO 96/10390; Holland et al, International PCT Publication No. WO 96/10392; all of 
these are incorporated by reference herein). Long-circulating liposomes are also likely to 
protect drugs from nuclease degradation to a greater extent compared to cationic liposomes, 
based on their ability to avoid accumulation in metabolically aggressive MPS tissues such as 
the liver and spleen. All of these references are incorporated by reference herein. 

In addition, other cationic molecules can also be utilized to deliver the molecules of the 
present invention. For example, nucleic acid molecule can be conjugated to glycosylated 
poly(I^lysine) that has been shown to enhance localization of antisense oligonucleotides into 
the liver (Nakazono et al, 1996, Hepatology 23, 1297-1303; Nahato et al, 1997, Biochem 
Pharm. 53, 887-895). Glycosylated poly(L-lysine) can be covently attached to the enzymatic 
nucleic acid or be bound to enzymatic nucleic acid through electrostatic interaction. 



The present invention also includes compositions prepared for storage or 
administration that include a phannaceutically effective amount of the desired compounds in 
a phannaceutically acceptable carrier or diluent. Acceptable carriers or diluents for 
therapeutic use are well known in the pharmaceutical art, and are described, for example, in 
Remington's Pharmaceutical Sciences, Mack Publishing Co. (A.R. Gennaro edit. 1985), 
hereby incorporated by reference herein. For example, preservatives, stabilizers, dyes and 
flavoring agents can be provided These include sodium benzoate, sorbic acid and esters of p- 
hydroxybenzoic .acid. In addition, antioxidants and suspending agents can be used 

A phannaceutically effective dose is that dose required to prevent, inhibit the 
occurrence, or treat (alleviate a symptom to some extent, preferably all of the symptoms) of a 
disease state. The phannaceutically effective dose depends on the type of disease, the 
composition used, the route of administration, the type of mammal being treated, the physical 
characteristics of the specific mammal under consideration, concurrent medication, and other 
factors that those skilled in the medical arts will recognize. Generally, an amount between 



40 



WO 02/068637 



PCT/US01/48350 



0.1 mg/kg and 100 mg/kg body weight/day of active ingredients is administered dependent 
upon potency of the negatively charged polymer. 

The nucleic acid molecules of the invention and formulations thereof can be 
administered orally, topically, parenterally, by inhalation or spray, or rectally in dosage unit 
formulations containing conventional non-toxic pharmaceutically acceptable earners, 
adjuvants and/or vehicles. The term parenteral as used herein includes percutaneous, 
subcutaneous, intravascular {e.g., intravenous), intramuscular, or intrathecal injection or 
infusion techniques and the like. In addition, there is provided a pharmaceutical formulation 
comprising a nucleic acid molecule of the invention and a phaimaceutically acceptable 
carrier. One or more nucleic acid molecules of the invention can be present in association 
with one or more non-toxic pharmaceutically acceptable carriers and/or diluents and/or 
adjuvants, and if desired other active ingredients. The pharmaceutical compositions 
containing nucleic acid molecules of the invention can be in a form suitable for oral use, for 
example, as tablets, troches, lozenges, aqueous or oily suspensions, dispersible powders or 
granules, emulsion, hard or soft capsules, or syrups or elixirs. 

Compositions intended for oral use can be prepared according to any method known 
to the art for the manufacture of pharmaceutical compositions and such compositions can 
contain one or more such sweetening agents, flavoring agents, coloring agents or preservative 
agents in order to provide pharmaceutically elegant and palatable preparations. Tablets 
contain the active ingredient in admixture with non-toxic pharmaceutically acceptable 
excipients that are suitable for the manufacture of tablets. These excipients can be for 
example, inert diluents, such as calcium carbonate, sodium carbonate, lactose, calcium 
phosphate or sodium phosphate; granulating and disintegrating agents, for example, corn 
starch, or alginic acid; binding agents, for example starch, gelatin or acacia, and lubricating 
agents, for example magnesium stearate, stearic acid or talc. The tablets can be uncoated or 
they can be coated by known techniques. In some cases such coatings can be prepared by 
known techniques to delay disintegration and absorption in the gastrointestinal tract and 
thereby provide a sustained action over a longer period. For example, a time delay material 
such as glyceryl monosterate or glyceryl distearate can be employed. 

Formulations for oral use can also be presented as hard gelatin capsules wherein the 
active ingredient is mixed with an inert solid diluent, for example, calcium carbonate, calcium 
phosphate or kaolin, or as soft gelatin capsules wherein the active ingredient is mixed with 
water or an oil medium, for example peanut oil, liquid paraffin or olive oil 

Aqueous suspensions contain the active materials in admixture with excipients 
suitable for the manufacture of aqueous suspensions. Such excipients are suspending agents, 
for example sodium carboxymethylceDulose, methylcellulose, hydropropyl-methylcellulose, 
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sodium alginate, polyvinylpyrrolidone, gum tragacanth and gum acacia; dispersing or wetting 
agents can be a naturaUy-occurring phosphatide, for ©cample, lecithin, or condensation 
products of an alkylene oxide with fatty acids, for example polyoxyethylene stearate, or 
condensation products of ethylene oxide with long chain aliphatic alcohols, for example 
heptadecaethyleneoxycetanol, or condensation products of ethylene oxide with partial esters 
derived from fatty acids and a hexitol such as polyoxyethylene sorbitol monooleate, or 
condensation products of ethylene oxide with partial esters derived from fatty acids and 
hexitol anhydrides, for example polyethylene sorbitan monooleate. The aqueous suspensions 
can also contain one or more preservatives, for example ethyl, or n-propyl p- 
hydroxybenzoate, one or more coloring agents, one or more flavoring agents, and one or more 
sweetening agents, such as sucrose or saccharin. 

Oily suspensions can be formulated by suspending the active ingredients in a 
vegetable oil, for example arachis oil, olive oil, sesame oil or coconut oil, or in a mineral oil 
such as liquid paraffin. The oily suspensions can contain a thickening agent, for example 
beeswax, hard paraffin or cetyl alcohol. Sweetening agents and flavoring agents can be added 
to provide palatable oral preparations. These compositions can be preserved by the addition 
of an antioxidant such as ascorbic acid. 

Dispersible powders and granules suitable for preparation of an aqueous suspension 
by the addition of water provide the active ingredient in admixture with a dispersing or 
wetting agent, suspending agent and one or more preservatives. Suitable dispersing or 
wetting agents or suspending agents are exemplified by those already mentioned above. 
Additional excipients, for example sweetening, flavoring and coloring agents, can also be 
present 

Pharmaceutical compositions of the invention can also be in the form of oil-in-water 
emulsions. The oily phase can be a vegetable oil or a mineral oil or mixtures of these. 
Suitable emulsifying agents can be naturally-occurring gums, for example gum acacia or gum 
tragacanth, natuiully-occurring phosphatides, for example soy bean, lecithin, and esters or 
partial esters derived from fatty acids and hexitol, anhydrides, for example sorbitan 
monooleate, and condensation products of the said partial esters with ethylene oxide, for 
example polyoxyethylene sorbitan monooleate. The emulsions can also contain sweetening 
and flavoring agents. 

Syrups and elixirs can be formulated with sweetening agents, for example glycerol, 
propylene glycol, sorbitol, glucose or sucrose. Such formulations can also contain a 
demulcent, a preservative and flavoring and coloring agents. The pharmaceutical 
compositions can be in the form of a sterile injectable aqueous or oleaginous suspension. 
This suspension can be formulated according to the known art using those suitable dispersing 
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or wetting agents and suspending agents that have been mentioned above. The sterile 
injectable preparation can also be a sterile injectable solution or suspension in a non-toxic 
parentally acceptable diluent or solvent, for example as a solution in 1,3-butanediol. Among 
the acceptable vehicles and solvents that can be employed are water, Ringer's solution and 
isotonic sodium chloride solution. In addition, sterile, fixed oils are conventionally employed 
as a solvent or suspending medium. For this purpose any bland fixed oil can be employed 
including synthetic mono-or diglycerides. In addition, fatty acids such as oleic acid find use 
in the preparation of injectables. 

The nucleic acid molecules of the invention can also be administered in the form of 
suppositories, e.g., for rectal administration of the drug. These compositions can be prepared 
by mixing the drug with a suitable non-irritating excipient that is solid at ordinary 
temperatures but liquid at the rectal temperature and will therefore melt in the rectum to 
release the drug. Such materials include cocoa butter and polyethylene glycols. 

Nucleic acid molecules of the invention can be administered parenterally in a sterile 
medium. The drug, depending on the vehicle and concentration used, can either be suspended 
or dissolved in the vehicle. Advantageously, adjuvants such as local anesthetics, 
preservatives and buffering agents can be dissolved in the vehicle. 

Dosage levels of the order of from about 0.1 mg to about 140 mg per kilogram of 
body weight per day are useful in the treatment of the above-indicated conditions (about 0.5 
mg to about 7 g per patient per day). The amount of active ingredient that can be combined 
with the carrier materials to produce a single dosage form varies depending upon the host 
treated and the particular mode of administration. Dosage unit forms generally contain 
between from about 1 mg to about 500 mg of an active ingredient. 

It is understood that the specific dose level for any particular patient depends upon a 
variety of factors including the activity of the specific compound employed, the age, body 
weight, general health, sex, diet, time of administration, route of administration, and rate of 
excretion, drug combination and the severity of the particular disease undergoing therapy. 

For administration to non-human animals, the composition can also be added to the 
animal feed or drinking water. It can be convenient to formulate the animal feed and drinking 
water compositions so that the animal takes in a therapeutically appropriate quantity of the 
composition along with its diet It can also be convenient to present the composition as a 
premix for addition to the feed or drinking water. 

The nucleic acid molecules of the present invention can also be administered to a 
patient in combination with other therapeutic compounds to increase the overall therapeutic 
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effect The use of multiple compounds to treat an indication can increase the beneficial 
effects while reducing the presence of side effects. 

Alternatively, the enzymatic nucleic acid molecules of the instant invention can be 
expressed within cells from eukaryotic promoters (eg., Izant and Weintraub, 1985 Science 
229, 345; McGairy and Iindquist, 1986 Proa Natl. Acad Set, USA 83, 399; Scanlon et al, 
1991, Proc. Natl Acad. Sci. USA, 88, 10591-5; Kashani-Sabet et al, 1992 Antisense Res. 
Dev., 2, 3-15; Dropulic etal, 1992 J. Virol, 66, 1432^1; Weerasinghe et al., 1991 J. Virol, 
65, 5531-4; Ojwang et al, 1992 Proc. Natl. Acad. Sci. USA 89, 10802-6; Chen et al, 1992 
Nucleic Acids Res., 20, 4581-9; Sarver et al, 1990 Science 247, 1222-1225; Thompson et 
al, 1995 Nucleic Acids Res. 23, 2259; Good et al, 1997, Gene Therapy, 4, 45; all of the 
references are hereby incorporated in their totality by reference herein). Those skilled in the 
art realize that any nucleic acid can be expressed in eukaryotic cells from the appropriate 
DNA/RNA vector. The activity of such nucleic acids can be augmented by their release from 
the primary transcript by a enzymatic nucleic acid (Draper et al, PCT WO 93/23569, and 
Sullivan et al, PCT WO 94/02595; Ohkawa et al, 1992 Nucleic Acids Symp. Ser., 27, 15-6; 
Taira et al, 1991, Nucleic Acids Res., 19, 5125-30; Ventura et al, 1993 Nucleic Acids Res., 
21, 3249-55; Chowrira et al, 1994 J. Biol Chem. 269, 25856; all of the references are hereby 
incorporated in their totality by reference herein). 

In another aspect of the invention, RNA molecules of the present invention can be 
expressed from transcription units (see for example Couture et al, 1996, JIG., 12, 510) 
inserted into DNA or RNA vectors. The recombinant vectors can be DNA plasmids or viral 
vectors. Ribozyme expressing viral vectors can be constructed based on, but not limited to, 
adeno-associated virus, retrovirus, adenovirus, or alphavims. The recombinant vectors 
capable of expressing the nucleic acid molecules can be delivered as described above, and 
persist in target cells. Alternatively, viral vectors can be used that provide for transient 
expression of nucleic acid molecules. Such vectors can be repeatedly administered as 
necessary. Once expressed, the nucleic acid molecule binds to the target mRNA. Delivery of 
nucleic acid molecule expressing vectors can be systemic, such as by intravenous or intra- 
muscular administration, by administration to target cells ex-planted from the patient 
followed by reintroduction into the patient, or by any other means that would allow for 
introduction into the desired target cell (for a review see Couture et al, 1996, TIG., 12, 
510). 

In one aspect, the invention features an expression vector comprising nucleic acid 
sequence encoding at least one of the nucleic acid molecules of the instant invention. The 
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nucleic acid sequence encoding the nucleic acid molecules of the instant invention is operably 
linked in a manner that allows expression of that nucleic acid molecule. 

In another aspect, the invention features an expression vector comprising: a) a 
transcription initiation region (e.g., eukaryotic pol I, II or EI initiation region); b) a 
transcription termination region (e.g., eukaiyotic pol I, II or m termination region); c) a 
nucleic acid sequence encoding at least one of the nucleic acid molecules of the instant 
invention; and wherein said sequence is operably linked to said initiation region and said 
termination region, in a manner that allows expression and/or delivery of said nucleic acid 
molecule. The vector can optionally include an open reading frame (ORF) for a protein 
operably linked on the 5* side or the B-side of the sequence encoding the nucleic acid catalyst 
of the invention; and/or an intron (intervening sequences). 

Transcription of the nucleic acid molecule sequences can be driven from a promoter for 
eukaryotic RNA polymerase I (pol I), RNA polymerase II (pol II), or RNA polymerase HI 
(pol ID). Transcripts from pol II or pol IE promoters are generally expressed at high levels in 
all cells; the levels of a given pol II promoter in a given cell type will depend on the nature of 
the gene regulatory sequences (enhancers, silencers, etc.) present nearby. Prokaryotic RNA 
polymerase promoters can be also used, providing that the prokaryotic RNA polymerase 
enzyme is expressed in the appropriate cells (Elroy-Stein and Moss, 1990, Proc. Natl Acad. 
Sci. USA, 87, 6743-7; Gao and Huang 1993, Nucleic Acids Res.., 21, 2867-72; lieberetal., 
1993, Methods Enzymol, 217, 47-66; Zhou et al., 1990, Mol Cell BioL, 10, 4529-37). All 
of these references are incorporated by reference herein. Several investigators have 
demonstrated that nucleic acid molecules, such as enzymatic nucleic acids, expressed from 
such promoters function in mammalian cells (e.g. Kashani-Sabet et al., 1992, Antisense Res. 
Dev., 2,3-15; Ojwang et al., 1992, Proc. Natl Acad. Sci. USA, 89, 10802-6; Chen et al, 
1992, Nucleic Acids Res., 20, 4581-9; Yu et al., 1993, Proc. Natl Acad. Sci. USA, 90, 
6340-4; UHuillier et al, 1992, EMBOJ., 11, 4411-8; Lisziewicz et al, 1993, Proc. Natl 
Acad. Sci U. S. A, 90, 8000-4; Thompson et al, 1995, Nucleic Acids Res., 23, 2259; 
Sullenger & Cech, 1993, Science, 262, 1566). More specifically, transcription units such as 
the ones derived from genes encoding U6 small nuclear (snRNA), transfer RNA (tRNA) and 
adenovirus VA RNA are useful in generating high concentrations of desired RNA molecules 
such as enzymatic nucleic acids in cells (Thompson et al, supra', Couture and Stinchcomb, 
1996, supra; Noonberg et al, 1994, Nucleic Acid Res., 22, 2830; Noonberg et al, US Patent 
No. 5,624,803; Good et al, 1997, Gene Ther., 4, 45; Beigelman et al, International PCT 
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Publication No. WO 96/18736; all of these publications are incoiporated by reference herein. 
The above enzymatic nucleic acid transcription units can be incoiporated into a variety of 
vectors for introduction into mammalian cells, including but not restricted to, plasmid DNA 
vectors, viral DNA vectors (such as adenovirus or adeno-associated virus vectors), or viral 
RNA vectors (such as retroviral or alphavirus vectors) (for a review see Couture and 
Stinchcomb, 1996, supra). 

In yet another aspect, the invention features an expression vector comprising nucleic 
acid sequence encoding at least one of the nucleic acid molecules of the invention, in a 
manner that allows expression of that nucleic acid molecule. The expression vector comprises 
in one embodiment; a) a transcription initiation region; b) a transcription termination region; 
and c) a nucleic acid sequence encoding at least one said nucleic acid molecule, wherein said 
sequence is operably linked to said initiation region and said termination region, in a manner 
that allows expression and/or delivery of said nucleic acid molecule. 

In another embodiment, the expression vector comprises: a) a transcription initiation 
region; b) a transcription termination region; c) an open reading frame; and d) a nucleic acid 
sequence encoding at least one said nucleic acid molecule, wherein said sequence is operably 
linked to the 3 f -end of said open reading frame and wherein said sequence is operably linked 
to said initiation region, said open reading frame and said termination region, in a manner that 
allows expression and/or delivery of said nucleic acid molecule. 

In yet another embodiment, the expression vector comprises: a) a transcription initiation 
region; b) a transcription termination region; c) an intron; and d) a nucleic acid sequence 
encoding at least one said nucleic acid molecule, wherein said sequence is operably linked to 
said initiation region, said intron and said termination region, in a manner that allows 
expression and/or delivery of said nucleic acid molecule. 

In another embodiment, the expression vector comprises: a) a transcription initiation 
region; b) a transcription termination region; c) an intron; d) an open reading frame; and e) a 
nucleic acid sequence encoding at least one said nucleic acid molecule, wherein said sequence 
is operably linked to the 3 f -end of said open reading frame and wherein said sequence is 
operably linked to said initiation region, said intron, said open reading frame and said 
termination region, in a manner that allows expression and/or delivery of said nucleic acid 
molecule. 
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The nucleic acid molecules of the present invention can also be administered to a 
patient in combination with other therapeutic compounds to increase the overall therapeutic 
effect. The use of multiple compounds to treat an indication can increase the beneficial 
effects while reducing the presence of side effects. 

Interferons 

Type I interferons (IFN) are a class of natural cytokines that includes a family of greater 
than twenty-five IFN-a (Pesta, 1986, Methods Enzymol 119, 3-14) as well as DFN-P, and 
IFN-o. Although evolutionary derived from the same gene piaz et al. 9 1994, Genomics 22, 
540-552), there are many differences in the primary sequence of these molecules, implying an 
evolutionary divergence in biologic activity. All type I IFN share a common pattern of 
biologic effects that begin with binding of the IFN to the cell surface receptor (Pfeffer & 
Strulovici, 1992, Transmembrane secondary messengers for IFN-a/p, In: Interferon. 
Principles and Medical Applications., S. Baron, D.H. Coopenhaver, F. Dianzani, WJL 
Fleischmann Jr., T.K. Hughes Jr., G.R. Kimpel, D.W. Niesel, G.J. Stanton, and S.K. Tyring, 
eds. 151-160). Binding is followed by activation of tyrosine kinases, including the Janus 
tyrosine kinases and the STAT proteins, which leads to the production of several IFN- 
stimulated gene products (Johnson et al., 1994, ScL Am. 270, 68-75). The IFN-stimulated 
gene products are responsible for the pleotropic biologic effects of type I IFN, including 
antiviral, antiproliferative, and immunomodulatory effects, cytokine induction, and HLA class 
I and class II regulation (Pestka et al. 9 1987, Anna. Rev. Biochem 56, 727). Examples of IFN- 
stimulated gene products include 2-5-oligoadenylate synthetase (2-5 OAS), P2- m i cro g^°bulin, 

neopterin, p68 kinases, and the Mx protein (Chebath & Revel, 1992, The 2-5 A system: 2-5 A 
synthetase, isospecies and functions. In: Interferon. Principles and Medical Applications. S. 
Baron, D.H. Coopenhaver, F. Dianzani, W.R. Jr. Fleischmann, TJL Jr Hughes, G.R. Kimpel, 
D.W. Niesel, G.J. Stanton, and S.K. Tyring, eds., pp. 225-236; Samuel, 1992, The RNA- 
dependent Pl/eIF-2a protein kinase. In: Interferon. Principles and Medical Applications. S. 
Baron, D.H. Coopenhaver, F. Dianzani, W.R. Fleischmann Jr., T.K. Hughes Jr., GJR. Kimpel, 
D.W. Niesel, G.H. Stanton, and S.K. Tyring, eds. 237-250; Horisberger, 1992, MX protein: 
function and Mechanism of Action. In: Interferon. Principles and Medical Applications. S. 
Baron, D.H. Coopenhaver, F. Dianzani, W.R. Fleischmann Jr., T.K. Hugjhes Jr., G.R. Kimpel, 
D.W. Niesel, G.H. Stanton, and SJL Tyring, eds. 215-224). Although all type I IFN have 
similar biologic effects, not all the activities are shared by each type I IFN, and, in many 
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cases, the extent of activity varies quite substantially for each IFN subtype (Fish et al, 1989, J. 
Interferon Res. 9, 97-114; Ozes et al, 1992, J. Interferon Res. 12, 55-59). More specifically, 
investigations into the properties of different subtypes of IFN-a and molecular hybrids of 
IFN-a have shown differences in pharmacologic properties (Rubinstein, 1987, J. Interferon 
Res. 7, 545-551). These pharmacologic differences can arise from as few as three amino 
acid residue changes (Lee et al, 1982, Cancer Res. 42, 1312-1316). 

Eighty-five to 166 amino acids are conserved in the known IFN-a subtypes. 
Excluding the IFN-a pseudogenes, there are approximately 25 known distinct IFN-a 
subtypes. Pairwise comparisons of these nonallelic subtypes show primary sequence 
differences ranging from 2% to 23%. In addition to the naturally occurring IFNs, a non- 
natural recombinant type I interferon known as consensus interferon (CDFN) has been 
synthesized as a therapeutic compound (Tong et al, 1997, Hepatology 26, 747-754). 

Interferon is currently in use for at least 12 different indications, including infectious 
and autoimmune diseases and cancer (Borden, 1992, N. Engl J. Med. 326, 1491-1492). For 
autoimmune diseases, IFN has been utilized for treatment of rheumatoid arthritis, multiple 
sclerosis, and Crohn's disease. For treatment of cancer, IFN has been used alone or in 
combination with a number of different compounds. Specific types of cancers for that IFN 
has been used include squamous cell carcinomas, melanomas, hypernephromas, 
hemangiomas, hairy cell leukemia, and Kaposi's sarcoma. In the treatment of infectious 
diseases, IFNs increase the phagocytic activity of macrophages and cytotoxicity of 
lymphocytes and inhibits the propagation of cellular pathogens. Specific indications for that 
IFN has been used as treatment include: hepatitis B, human papillomavirus types 6 and 1 1 
(i.e. genital warts) (Leventhal et al, 1991, N Engl J Med 325, 613-617), chronic 
granulomatous disease, and hepatitis C virus. 

Nucleic acid molecules of the instant invention, in combination with IFN, have the 
potential to improve the effectiveness of treatment of WNV or any of the other indications 
discussed above. Nucleic acid molecules targeting RNAs associated with diseases such as 
infectious diseases, autoimmune diseases, and cancer, can be used individually or in 
combination with other therapies such as IFN to achieve enhanced efficacy. 

Examples 
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The following are non-limiting examples showing the selection, isolation, synthesis 
and activity of nucleic acids of the instant invention. 

The following examples demonstrate the selection and design of Antisense, 
hammerhead, DNAzyme, NCH, Amberzyme, Zinzyme, or G-CIeaver enzymatic nucleic acid 
molecules and binding/cleavage sites within WNV RNA. 

Example 1 : Identification of Potential Target Sites in Human WNV RNA 

The sequence of human WNV was screened for accessible sites using a computer- 
folding algorithm. Regions of the RNA that do not form secondary folding structures and 
contained potential enzymatic nucleic acid and/or antisense binding/cleavage sites were 
identified. The sequences of these binding/cleavage sites are shown in Tables HI-XIE. 

Example 2: Selection of Enzymatic Nucleic Acid Cleavage Sites in Human WNV RNA 

Enzymatic nucleic acid target sites were chosen by analyzing sequences of Human 
WNV (Genbank accession No: AF196835) and prioritizing the sites on the basis of folding. 
Enzymatic nucleic acid molecules are designed that could bind each target and are 
individually analyzed by computer folding (Christoffersen et ai, 1994 J. Mol Struc. 
Theochem, 311, 273; Jaeger et aL 9 1989, Proa Natl Acad. Scl USA, 86, 7706) to assess 
whether the enzymatic nucleic acid molecules sequences fold into the appropriate secondary 
structure. Those enzymatic nucleic acid molecules with unfavorable intramolecular 
interactions between the binding arms and the catalytic core are eliminated from 
consideration. As noted below, varying binding arm lengths can be chosen to optimize 
activity. Generally, at least 4 bases on each arm can bind to, or otherwise interact with, the 
target RNA. 

Example 3: Chemical Synthesis and P urification of Enzvmatic nucleic acid molecules and 
Antisense for Efficient Cleavage and/or blocking of WNV RNA 

Enzymatic nucleic acid molecules and antisense constructs can be designed to anneal 
to various sites in the RNA transcript. The binding arms of the enzymatic nucleic acid 
molecules are complementary to the target site sequences described above, while the 
antisense constructs are complementary to the target site sequences described above. The 
enzymatic nucleic acid molecules and antisense constructs can be chemically synthesized 
using, for example, RNA syntheses such as those described above and those described in 
Usman et al., (1987 J. Am. Chem. Soc, 109, 7845), Scaringe et al., (1990 Nucleic Acids 
Res., 18, 5433) and Wincott et al., supra. Such methods make use of common nucleic acid 
protecting and coupling groups, such as dimethoxytrityl at the 5'-end, and phosphoramidites 
at the 3-end. The average stepwise coupling yields are typically >98%. 
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Enzymatic nucleic acid molecules and antisense constructs also can be synthesized 
from DNA templates using bacteriophage T7 RNA polymerase (Milligan and Uhlenbeck, 
1989, Methods Enzymol. 180, 51). Enzymatic nucleic acid molecules and antisense 
constructs are purified by gel electrophoresis using known methods, or are purified by high 
pressure liquid chromatography (HPLC; See Wincott et al., supra; the totality of which is 
hereby incorporated herein by reference), and are resuspended in water. The sequences of 
chemically synthesized enzymatic nucleic acid constructs are shown below in Table ITI-Xin. 
The enzymatic nucleic acid molecules shown in Table XIII were chemically synthesized. 
The sequences of chemically synthesized antisense constructs are complimentary sequences 
to the Substrate sequences shown below as in Table ffl-XHL 

Example 4: Enzymatic nucleic acid molecule Cleavage ofWNV RNA Target in vitro 

Enzymatic nucleic acid molecules targeted to the human WNV RNA are designed and 
synthesized as described above. These enzymatic nucleic acid molecules can be tested for 
cleavage activity in vitro, for example using the following procedure. The target sequences 
and the nucleotide location within the WNV RNA are given in Tables in-Xffl. 

Cleavage Reactions: Full-length or partially full-length, internally-labeled target RNA 
for the enzymatic nucleic acid cleavage assay is prepared by in vitro transcription in the 
presence of [a-32p] CTP, passed over a G 50 Sephadex column by spin chromatography and 
used as substrate RNA without further purification. Alternately, substrates are 5'-32p.end 
labeled using T4 polynucleotide kinase enzyme. Assays are performed by pre-warming a 2X 
concentration of purified enzymatic nucleic acid in cleavage buffer (50 mM Tris-HCL pH 7.5 
at 37°C, 10 mM MgCl 2 ), and the cleavage reaction is initiated by adding the 2X enzymatic 
nucleic acid mix to an equal volume of substrate RNA (maximum of 1-5 nM) that was also 
pre-warmed in cleavage buffer. As an initial screen, assays are carried out for 3 hours at 37°C 
using a final concentration of either 40 nM or 1 mM enzymatic nucleic acid molecule, i.e., 
enzymatic nucleic acid molecule excess. The reaction is quenched by the addition of an equal 
volume of 95% formamide, 20 mM EDTA 0.05% bromophenol blue and 0.05% xylene 
cyanol after which the sample is heated to 95°C for 2 minutes, quick chilled and loaded onto 
a denaturing polyacrylamide gel. Substrate RNA and the specific RNA cleavage products 
generated by enzymatic nucleic acid cleavage are visualized on an autoradiograph of the gel. 
The percentage of cleavage is determined by Phosphor Imager® quantitation of bands 
representing the intact substrate and the cleavage products. Using the methods described, five 
different enzymatic nucleic acid molecules of different motifs were tested for cleavage 
activity. The results of this study are shown in Table XTV, which shows cleavage data for 
five different enzymatic nucleic acid motifs (Hammerhead, Inozyme, DNAzyme, Amberzyme 
and Zinzyme). 



50 



WO 02/068637 



PCT/US01/48350 



Example 5: Nucleic acid inhibition of WNV target RNA in vivo 

Nucleic acid molecules targeted to the human WNV RNA are designed and 
synthesized as described above. These nucleic acid molecules can be tested for cleavage 
activity in vivo, for example, using the procedures described below. The target sequences and 
the nucleotide location within the WNV RNA are given in Tables TTT-XTTT 

Cell Culture Assays 

HeLa cells are seeded in 96-well plates at a density of 9000-10,000 cells/well and 
incubated at 37°C under 5% C02 for 24 h. Vero and/or BHK-21 cells can also be used. Cells 
are then infected with WNV for 1 hour at a multiplicity of infection of 2 in a total volume of 
0.1 ml per well. Transfection of enzymatic nucleic acid (for example, enzymatic nucleic acid 
molecule of SEQ ID NOS. 37019-37043) or control oligonucleotides (scrambled or binding- 
attenuated core sequence; 50 - 200 nM final) is achieved by mixing 5X enzymatic nucleic 
acid or control oligonucleotides (250 - 1000 nM) and 5X of a cationic lipid in DMEM with 
5% fetal bovine serum (FBS) in U-bottom 96-well plates. Enzymatic nucleic acid/lipid 
complexes are allowed to incubate for 15 min at 37°C under 5% C02. The viral inoculum is 
aspirated from cells and replaced with 80 jxl of DMEM with 5% FBS serum and 20 |jl of 5X 
nucleic acid/lipid complexes. Cells are incubated with 5X complexes for 24 h at 37°C under 
5% C02. After 24 h, intracellular virus released after freeze/thaw and/or virus secreted into 
the media is quantified by plaque assay or by a cytopathic effect limiting dilution assay. In 
addition, viral protein and viral RNA can be analyzed by ELISA and RT-PCR, respectively. 

Animal Models 

WNV infectivity has been studied in mice (Ben-Nathan et al, 1996m Arch. Virol, 
141, 459-469; Chambers et al, 1998, 79, 2375-2380). Mouse models such as those described 
can be used to study inhibition of WNV by the nucleic acid molecules of the instant 
invention. For example, the induction to WNV infection in mice has been demonstrated, 
resulting in penetration of WNV into the central nervous system. Viral infection in mice is 
exacerbated when animals are macrophage depleted, resulting in higher and extended viremia 
and accelerated development of encephalitis and death. Both macrophage intact and 
macrophage depleted mice thus infected with WNV are treated with enzymatic nucleic acids 
of the invention (SEQ ID NOS: 37019-37043) along with relevant scrambled or attenuated 
controls via sub-cutaneous injection or intraperitoneal injection. Viral load and mortality are 
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used as endpoints in the study. As noted in Ben-Nathan et al, supra, an increase in mortality 
from 50% to 100% results in macrophage depleted mice. A decrease in mortality based on 
these percentages with a similar decrease in viral load in these animals is indicative of a 
therapeutic effect mediated by nucleic acid molecules of the invention. 

Diagnostic uses 

Enzymatic nucleic acid molecules of this invention can be used as diagnostic tools to 
examine genetic drift and mutations within diseased cells or to detect the presence of WNV 
RNA in a cell. The close relationship between enzymatic nucleic acid activity and the 
structure of the target RNA allows the detection of mutations in any region of the molecule 
that alters the base-pairing and three-dimensional structure of the target RNA. By using 
multiple enzymatic nucleic acid molecules described in this invention, one can map 
nucleotide changes that are important to RNA structure and function in vitro, as well as in 
cells and tissues in vivo. Cleavage of target RNAs with enzymatic nucleic acid molecules can 
be used to inhibit gene expression and define the role of specified gene products in the 
progression of disease. In this manner, other genetic targets can be defined as important 
mediators of the disease. Such methods can improve treatment of the disease by affording 
the possibility of combination therapies (e.g., multiple enzymatic nucleic acid molecules 
targeted to different genes, enzymatic nucleic acid molecules coupled with known small 
molecule inhibitors, or intermittent treatment with combinations of enzymatic nucleic acid 
molecules and/or other chemical or biological molecules). Other in vitro uses of enzymatic 
nucleic acids of this invention are well known in the art, and include detection of the presence 
of mRNAs associated with WNV related condition. Such RNA is detected by determining 
the presence of a cleavage product after treatment with an enzymatic nucleic acid molecule 
using standard methodology. 

Enzymatic nucleic acid molecules that can cleave only wild-type or mutant forms of the 
target RNA can be used for the assay. The first enzymatic nucleic acid molecule is used to 
identify wild-type RNA present in the sample and the second enzymatic nucleic acid 
molecule will be used to identify mutant RNA in the sample. As reaction controls, synthetic 
substrates of both wild-type and mutant RNA are cleaved by both enzymatic nucleic acid 
molecules to demonstrate the relative enzymatic nucleic acid efficiencies in the reactions and 
the absence of cleavage of the "non-targeted" RNA species. The cleavage products from the 
synthetic substrates also serve to generate size markers for the analysis of wild-type and 
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mutant KNAs in the sample population. Thus each analysis requires two enzymatic nucleic 
acid molecules, two substrates and one unknown sample that is combined into six reactions. 
The presence of cleavage products is determined using an RNase protection assay so that full- 
length and cleavage fragments of each RNA can be analyzed in one lane of a polyacrylamide 
gel. It is not absolutely required to quantify the results to gain insight into the expression of 
mutant RNAs and putative risk of the desired phenotypic changes in target cells. The 
expression of mRNA whose protein product is implicated in the development of the 
phenotype (i.e., WNV) is adequate to establish risk. If probes of comparable specific activity 
are used for both transcripts, then a qualitative comparison of RNA levels is adequate and 
decreases the cost of the initial diagnosis. Higher mutant form to wild-type ratios are 
correlated with higher risk whether RNA levels are compared qualitatively or quantitatively. 

Additional Uses 

The sequence-specific enzymatic nucleic acid molecules of the instant invention can 
also have many of the same applications for the study of RNA that DNA restriction 
endonucleases have for the study of DNA (Nathans et al., 1975 Ann. Rev. Biochem. 44:273). 
For example, the pattern of restriction fragments can be used to establish sequence 
relationships between two related RNAs, and large RNAs could be specifically cleaved to 
fragments of a size more useful for study. The ability to engineer sequence specificity of the 
enzymatic nucleic acid molecule is ideal for cleavage of RNAs of unknown sequence. 
Applicant describes the use of nucleic acid molecules to down-regulate gene expression of 
target genes in bacterial, microbial, fungal, viral, and eukaryotic systems including plant, or 
mammalian cells. 

All patents and publications mentioned in the specification are indicative of the levels 
of skill of those skilled in the art to that the invention pertains. All references cited in this 
disclosure are incorporated by reference to the same extent as if each reference had been 
incorporated by reference in its entirety individually. 

One skilled in the art would readily appreciate that the present invention is well 
adapted to cany out the objects and obtain the ends and advantages mentioned, as well as 
those inherent therein. The methods and compositions described herein as presently 
representative of preferred embodiments are exemplary and are not intended as limitations on 
the scope of the invention. Changes therein and other uses will occur to those skilled in the 
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art, that are encompassed within the spirit of the invention, are defined by the scope of the 
claims. 

It will be readily apparent to one skilled in the art that varying substitutions and 
modifications can be made to the invention disclosed herein without departing from the scope 
and spirit of the invention. Thus, such additional embodiments are within the scope of the 
present invention and the following claims. 

The invention illustratively described herein suitably can be practiced in the absence 
of any element or elements, limitation or limitations that are not specifically disclosed herein. 
The terms and expressions that have been employed are used as terms of description and not 
of limitation, and there is no intention that in the use of such terms and expressions of 
excluding any equivalents of the features shown and described or portions thereof, but it is 
recognized that various modifications are possible within the scope of the invention claimed. 
Thus, it should be understood that although the present invention has been specifically 
disclosed by preferred embodiments, optional features, modification and variation of the 
concepts herein disclosed can be resorted to by those skilled in the art, and that such 
modifications and variations are considered to fall within the scope of this invention as 
defined by the description and the appended claims. 

In addition, where features or aspects of the invention are described in terms of 
Markush groups or other grouping of alternatives, those skilled in the art will recognize that 
the invention is also thereby described in terms of any individual member or subgroup of 
members of the Markush group or other group. 

Other embodiments are within the claims that follow. 
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TABLE I 



Characteristics of naturally occurring ribozymes 
Group I Introns 

Size: -150 to >1000 nucleotides. 

• Requires a U in the target sequence immediately 5 1 of the cleavage site. 

• Binds 4-6 nucleotides at the 5-side of the cleavage site. 

• Reaction mechanism: attack by the 3'-OH of guanosine to generate cleavage products 
with 3' -OH and 5' -guanosine. 

• Additional protein cofactors required in some cases to help folding and maintainance 
of the active structure. 

• Over 300 known members of this class. Found as an intervening sequence in 
Tetrahymena thermophila rRNA, fungal mitochondria, chloroplasts, phage T4, blue- 
green algae, and others. 

• Major structural features largely established through phylogenetic comparisons, 
mutagenesis, and biochemical studies 

• Complete kinetic framework established for one ribozyme PMW*]. 

• Studies of ribozyme folding and substrate docking underway f^/™,**]. 

• Chemical modification investigation of important residues well established [V*] . 

• The small (4-6 nt) binding site may make this ribozyme too non-specific for targeted 
RNA cleavage, however, the Tetrahymena group I intron has been used to repair a 
"def ective" p-galactosidase message by the ligation of new p-galactosidase sequences 
onto the defective message [*"]. 

RNAse P RNA (M1 RNA) 

Size: -290 to 400 nucleotides. 

• RNA portion of a ubiquitous ribonucleoprotein enzyme. 

• Cleaves tRNA precursors to form mature tRNA [*"*]. 

• Reaction mechanism: possible attack by M 2+ -OH to generate cleavage products with 
3'-OH and 5'-phosphate. 

• RNAse P is found throughout the prokaryotes and eukaryotes. The RNA subunit has 
been sequenced from bacteria, yeast, rodents, and primates. 

• Recruitment of endogenous RNAse P for therapeutic applications is possible through 
hybridization of an External Guide Sequence (EGS) to the target RNA p 1 *,* 9 ] 

• Important phosphate and H OH contacts recently identified 

Group II Introns 

• Size: >1000 nucleotides. 

• Trans cleavage of target RNAs recently demonstrated \ cm ! 6x \. 

• Sequence requirements not fully determined. 

• Reaction mechanism: Z-OH of an internal adenosine generates cleavage products 
with 3'-OH and a "lariat'' RNA containing a 3'-5' and a Z-5' branch point 
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• Only natural ribozyme with demonstrated participation in DNA cleavage [ xx , 3od ] in 
addition to RNA cleavage and ligation. 

• Major structural features largely established through phylogenetic comparisons p*"*]. 

• Important 2' OH contacts beginning to be identified p 0 ^] 

• Kinetic framework under development p 0 **] 

Neurospora VS RNA 

• Size: ~144 nucleotides. 

• Trans cleavage of hairpin target RNAs recently demonstrated [***]. 

• Sequence requirements not fully determined. 

• Reaction mechanism: attack by Z-OH 5' to the scissile bond to generate cleavage 
products with Z^'-cyclic phosphate and 5'-OH ends. 

• Binding sites and structural requirements not fully determined. 

• Only 1 known member of this class. Found in Neurospora VS RNA. 

Hammerhead Ribozyme 

(see text for references) 

• Size: ~13 to 40 nucleotides. 

• Requires the target sequence UH immediately 5* of the cleavage site. 

• Binds a variable number nucleotides on both sides of the cleavage site. 

• Reaction mechanism: attack by ^-OH 5' to the scissile bond to generate cleavage 
products with 2',3'-cyclic phosphate and 5'-OH ends. 

• 14 known members of this class. Found in a number of plant pathogens (virusoids) 
that use RNA as the infectious agent 

• Essential structural features largely defined, including 2 crystal structures [xxvi / xxvii] 

• Minimal ligation activity demonstrated (for engineering through in vitro selection) 

Jxxviii] 

• Complete kinetic framework established for two or more ribozymes J**"]. 

• Chemical modification investigation of important residues well established f***]. 

Hairpin Ribozyme 

• Size: ~50 nucleotides. 

• Requires the target sequence GUC immediately 3' of the cleavage site. 

• Binds 4-6 nucleotides at the 5*-side of the cleavage site and a variable number to the 3 1 - 
side of the cleavage site. 

• Reaction mechanism: attack by 2? -OH 5' to the scissile bond to generate cleavage 
products with 2' / 3'-cyclic phosphate and 5'-OH ends. 

• 3 known members of this class. Found in three plant pathogen (satellite RNAs of the 
tobacco ringspot virus, arabis mosaic virus and chicory yellow mottle virus) which 
uses RNA as the infectious agent 

• Essential structural features largely defined [xx» / xxxu xxxiii / xxxivj 

• ligation activity (in addition to cleavage activity) makes ribozyme amenable to 
engineering through in vitro selection 

• Complete kinetic framework established for one ribozyme p 00 "*]. 

• Chemical modification investigation of important residues begun [xxxvii xxxviii] 
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Hepatitis Delta Virus (HDV) Ribozym 

• Size: -60 nucleotides. 

• Trans cleavage of target RNAs demonstrated J*** 1 *]. 

• Binding sites and structural requirements not fully determined, although no 
sequences 5 1 of cleavage site are required Folded ribozyme contains a pseudoknot 
structure [**]. 

• Reaction mechanism: attack by 2'-OH 5' to the scissile bond to generate cleavage 
products with 2' / 3'-cydic phosphate and 5'-OH ends. 

• Only 2 known members of this class. Found in human HDV. 

• Circular form of HDV is active and shows increased nuclease stability f^] 
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Table III 

Table HI: WNV Hammerhead Ribozyme and Target Sequence 



Pos 


Substrate 


Seq ID 


Ribozyme 


Its S&(j 
JO 


30 


GACAAACU U AGUAGUGU 


1 


ACACUACU CUGAUGAG GCCGUUAGGC CGAA AGUUUGUC 


153C9 


31 


ACAAACUU A GUAGUGUU 


2 


AACACUAC CUGAUGAG GCCGUUAGGC CGAA AAGUUUGU 


15310 


34 


AACUUAGU A GUGUUUGU 


3 


ACAAACAC CUGAUGAG GCCGUUAGGC CGAA ACUAAGUU 


15311 


39 


AGUAGUGU U UGUGAGGA 


4 


UCCUCACA CUGAUGAG GCCGUUAGGC CGAA ACACUACU 


15312 


40 


GUAGUGUU U GUGAGGAU 


! 5 


AUCCUCAC CUGAUGAG GCCGUUAGGC CGAA AACACUAC 


15313 


49 


GUGAGGAU U AACAACAA 


6 


UUGUUGUU CUGAUGAG GCCGUUAGGC CGAA AUCCUCAC 


15314 


50 


UGAGGAUU A ACAACAA17 


7 


AUUGUUGU CUGAUGAG GCCGUUAGGC CGAA AAUCCUCA 


15315 


59 


ACAACAAU U AACACAGU 


8 


ACUGUGUU CUGAUGAG GCCGUUAGGC CGAA AUUGUUGU 


15316 


60 


CAACAAUU A ACACAGUG 


9 


CACUGUGU CUGAUGAG GCCGUUAGGC CGAA AAUUGUUG 


15317 


77 


CGAGCUGU U UCUUAGCA 


10 


UGCUAAGA CUGAUGAG GCCGUUAGGC CGAA ACAGCUCG 


15318 


78 


GAGCUGUU U CUUAGCAC 


11 


GUGCUAAG CUGAUGAG GCCGUUAGGC CGAA AACAGCUC 


15319 


79 


AGOJGUUU C UUAGCACG 


12 


CGUGCUAA CUGAUGAG GCCGUUAGGC CGAA AAACAGCU 


15320 


81 


CUGUUUCU U AGCACGAA 


13 


UUCGUGCU CUGAUGAG GCCGUUAGGC CGAA AGAAACAG 


15321 


82 


UGUUUCUU A GCACGAAG 


14 


CUUCGUGC CUGAUGAG GCCGUUAGGC CGAA AAGAAACA 


15322 


93 


ACGAAGAU C UCGAUOUC 


15 


GACAUCGA CUGAUGAG GCCGUUAGGC CGAA AUCUUCGU 


15323 


95 


GAAGAUCU C GAUGUCUA 


16 


UAGACAUC CUGAUGAG GCCGUUAGGC CGAA AGAUCUUC 


15324 


101 


CUCGAUGU C UAAGAAAC 


17 


GUUUCUUA CUGAUGAG GCCGUUAGGC CGAA ACAUCGAG 


15325 


103 


CGAUGUCU A AGAAACCA 


18 


UGGUUUCU CUGAUGAG GCCGUUAGGC CGAA AGACAUCG 


15326 


138 


CGGGCUGU C AAUAUGCU 


19 


AGCAUAUU CUGAUGAG GCCGUUAGGC CGAA ACAGCCCG 


15327 


142 


CUGUCAAU A UGCUAAAA 


20 


UUUUAGCA CUGAUGAG GCCGUUAGGC CGAA AUUGACAG 


15328 


147 


AAUAUGCU A AAACGCGG 


21 


CCGCGUUU CUGAUGAG GCCGUUAGGC CGAA AGCAUAUU 


15329 


170 


CCGCGUGU U GUCCUUGA 


22 


UCAAGGAC CUGAUGAG GCCGUUAGGC CGAA ACACGCGG 


15330 


173 


CGUGUUGU C CUUGAUUG 


23 


CAAUCAAG CUGAUGAG GCCGUUAGGC CGAA ACAACACG 


15331 


176 


GUUGUCCU U GAUUGGAC 


24 


GUCCAAUC CUGAUGAG GCCGUUAGGC CGAA AGGACAAC 


15332 


180 


UCCUUGAU U GGACUGAA 


25 


UUCAGUCC CUGAUGAG GCCGUUAGGC CGAA AUCAAGGA 


15333 


196 


AGAGGGCU A UGUUGAGC 


26 


GCUCAACA CUGAUGAG GCCGUUAGGC CGAA AGCCCUCU 


15334 


200 


GGCUAUGU U GAGCCUGA 


27 


UCAGGCUC CUGAUGAG GCCGUUAGGC CGAA ACAUAGCC 


15335 


210. 


AGCCUGAU C GACGGCAA 


28 


UUGCCGUC CUGAUGAG GCCGUUAGGC CGAA AUCAGGCU 


15336 


228 


GGGCCAAU A CGAUUUGU 


29 


ACAAAUCG CUGAUGAG GCCGUUAGGC CGAA AUUGGCCC 


15337 


233 


AAUACGAU U UGUGUUGG 


30 


CCAACACA CUGAUGAG GCCGUUAGGC CGAA AUCGUAUU 


15338 


234 


AUACGAUU U GUGUUGGC 


31 


GCCAACAC CUGAUGAG GCCGUUAGGC CGAA AAUCGUAU 


15339 


239 


AUUUGUGU U GGCUCUCU 


32 


AGAGAGCC CUGAUGAG GCCGUUAGGC CGAA ACACAAAU 


15340 


244 


UGUUGGCU C UCUUGGCG 


33 


CGCCAAGA CUGAUGAG GCCGUUAGGC CGAA AGCCAACA 


15341 


246 


UUGGCUCU C UUGGCGUU 


34 


AACGCCAA CUGAUGAG GCCGUUAGGC CGAA AGAGCCAA 


15342 


248 


GGCUCUCU U GGCGUUCU 


35 


AGAACGCC CUGAUGAG GCCGUUAGGC CGAA AGAGAGCC 


15343 


254 


CUUGGCGU U CUUCAGGU 


36 


ACCUGAAG CUGAUGAG GCCGUUAGGC CGAA ACGCCAAG 


15344 


255 


UUGGCGUU C UUCAGGUU 


37 


AACCUGAA CUGAUGAG GCCGUUAGGC CGAA AACGCCAA 


15345 


257 


GGCGUUCU U CAGGUUCA 


38 


UGAACCUG CUGAUGAG GCCGUUAGGC CGAA AGAACGCC 


15346 


258 


GCGUUCUU C AGGUUCAC 


39 


GUGAACCU CUGAUGAG GCCGUUAGGC CGAA AAGAACGC 


15347 


263 


CUUCAGGU U CACAGCAA 


40 


UUGCUGUG CUGAUGAG GCCGUUAGGC CGAA ACCUGAAG 


15348 


264 


UUCAGGUU C ACAGCAAU 


41 


AUUGCUGU CUGAUGAG GCCGUUAGGC CGAA AACCUGAA 


15349 


273 


ACAGCAAU U GCUCCGAC 


42 


GUCGGAGC CUGAUGAG GCCGUUAGGC CGAA AUUGCUGU 


15350 


277 


CAAUUGCU C CGACCCGA 


43 


VCQQGUCG CUGAUGAG GCCGUUAGGC CGAA AGCAAUUG 


15351 


298 


UGCUGGAU C GAUGGAGA 


44 


UCUCCAUC CUGAUGAG GCCGUUAGGC CGAA AUCCAGCA 


15352 


339 


AAACACCU U CUGAGUUO 


45 


AAACUCAG CUGAUGAG GCCOUUAGGC CGAA AGGUGUUU 


15353 


340 


AACACCUU C UGAGUUUU 


46 


AAAACUCA CUGAUGAG GCCGUUAGGC CGAA AAGGUGUU 


15354 


346 


UUCUGAGU U UUAAGAAG 


47 


CUUCUUAA CUGAUGAG GCCGUUAGGC CGAA ACUCAGAA 


15355 


347 


UCUGAGUU U UAAGAAGG 


48 


CCUOCUUA CUGAUGAG GCCGUUAGGC CGAA AACUCAGA 


15356 


348 


CUGAGUUU U AAGAAGGA 


49 


UCCUUCUU CUGAUGAG GCCGUUAGGC CGAA AAACUCAG 


15357 


349 


UGAGUUUU A AGAAGGAA 


50 


UUCCUUCU CUGAUGAG GCCGUUAGGC CGAA AAAACUCA 


15358 


360 


AAGGAACU A GGGACCUU 


51 


AAGGUCCC CUGAUGAG GCCGUUAGGC CGAA AGUUCCUU 


15359 


368 


AGGGACCU U GACCAGUG 


52 


CACUGGUC CUGAUGAG GCCGUUAGGC COAA AGGUCCCU 


15360 


379 


CCAGUGCU A UCAAUCGG 


53 


CCGAUUGA CUGAUGAG GCCGUUAGGC CGAA AGCACUGG 


15361 


381 


AGUGCUAU C AAUCGGCG 


54 


CGCCGAUU CUGAUGAG GCCGUUAGGC CGAA AUAGCACU 


15362 


385 


CUAUCAAU C GGCGGAGC 


55 


GCUCCGCC CUGAUGAG GCCGUUAGGC CGAA AUUGAUAG 


15363 


395 


GCGGAGCU C AAAACAAA 


56 


UUUGUUUU CUGAUGAG GCCGUUAGGC CGAA AGCUCCGC 


15364 


429 


ACCGGAAU U GCAGUCAD 


57 


AUGACUGC CUGAUGAG GCCGUUAGGC CGAA AUUCCGGU 


15365 


435 


AUUGCAGU C AUGAUUGG 


58 


CCAAUCAU CUGAUGAG GCCGUUAGGC CGAA ACUGCAAU 


15366 


441 


GUCAUGAU U GGCCUGAU 


59 


AUCAGGCC CUGAUGAG GCCGUUAGGC CGAA AUCAUGAC 


15367 
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450 


GGCCUGAD C GCCAGCGU 


60 


ACGCUGGC CUGAUGAG GCCGUUAGGC CGAA AUCAGGCC 


15368 


459 


GCCAGCGU A GGAGCAGU 


61 


ACUGCUCC CUGAUGAG GCCGUUAGGC CGAA ACGCUGGC 


15369 


468 


GGAGCAGU U ACCCUCUC 


62 


GAGAGGGU CUGAUGAG GCCGUUAGGC CGAA ACUGCUCC 


15370 


469 


GAGCAGUU A CCCUCUCU 


63 


AGAGAGGG CUGAUGAG GCCGUUAGGC CGAA AACUGCUC 


15371 


474 


GUUACCCU C UCUAACUU 


64 


AAGUUAGA CUGAUGAG GCCGUUAGGC CGAA AGGGUAAC 


15372 


476 


UACCCUCU C UAACUUCC 


65 


GGAAGUUA CUGAUGAG GCCGUUAGGC CGAA AGAGGGUA 


15373 


478 


CCCUCUCU A ACUUCCAA 


66 


UUGGAAGU CUGAUGAG GCCGUUAGGC CGAA AGAGAGGG 


15374 


482 


CUCUAACU U CCAAGGGA 


67 


UCCCUUGG CUGAUGAG GCCGUUAGGC CGAA AGUUAGAG 


15375 


483 


UCUAACUU C CAAGGGAA 


68 


UUCCCUUG CUGAUGAG GCCGUUAGGC CGAA AAGUUAGA 


15376 


507 


AUGACGGU A AAUGCUAC 


69 


GUAGCAUU CUGAUGAG GCCGUUAGGC CGAA ACCGUCAU 


15377 


514 


UAAAUGCU A CUGACGUC 


70 


GACGUCAG CUGAUGAG GCCGUUAGGC CGAA AGCAUUUA 


15378 


522 


ACUGACGU C ACAGAUGU 


71 


ACAUCUGU CUGAUGAG GCCGUUAGGC CGAA ACGUCAGU 


15379 


531 


ACAGAUGU C AUCACGAU 


72 


AUCGUGAU CUGAUGAG GCCGUUAGGC CGAA ACAUCUGU 


15380 


534 


GAUGUCAU C ACGAUUCC 


73 


GGAAUCGU CUGAUGAG GCCGUUAGGC CGAA AUGACAUC 




540 


AUCACGAU U CCAACAGC 


74 


GCUGUUGG CUGAUGAG GCCGUUAGGC CGAA AUCGUGAU 




541 


UCACGAUU C CAACAGCU 


75 


AGCUGUUG CUGAUGAG GCCGUUAGGC CGAA AAUCGUGA 


15383 


564 


AAGAACCU A UGCAUUGU 


76 


ACAAUGCA CUGAUGAG GCCGUUAGGC CGAA AGGUUCUU 


15384 


570 


CUAUGCAU U GUCAGAGC 


77 


GCUCUGAC CUGAUGAG GCCGUUAGGC CGAA AUGCAUAG 


15385 


573 


UGCAUUGU C AGAGCAAU 


78 


AUUGCUCU CUGAUGAG GCCGUUAGGC CGAA ACAAUGCA 


15Tflfi 

lOJOO 


593 


UGUGGGAU A CAUGUGCG 


! 79 


CGCACAUG CUGAUGAG GCCGUUAGGC CGAA AUCCCACA 


15387 


607 


GCGAUGAU A CUAUCACU 


BO 


AGUGAUAG CUGAUGAG GCCGUUAGGC CGAA AUCAUCGC 


15388 


610 


AUGAUACU A UCACUUAU 


81 


AUAAGUGA CUGAUGAG GCCGUUAGGC CGAA AGUAUCAU 


15389 


612 


GAUACUAU C ACUUAUGA 


82 


UCAUAAGU CUGAUGAG GCCGUUAGGC CGAA AUAGUAUC 


15390 


616 


CUAUCACU U AUGAAUGC 


83 


GCAUUCAU CUGAUGAG GCCGUUAGGC CGAA AGUGAUAG 


15391 


617 


UAUCACUU A UGAAUGCC 


84 


GGCAUUCA CUGAUGAG GCCGUUAGGC CGAA AAGUGAUA 




635 


AGUGCUGU C GGCUGGUA 


85 


UACCAGCC CUGAUGAG GCCGUUAGGC CGAA ACAGCACU 


15393 


643 


CGGCUGGU A AUGAUCCA 


86 


UGGAUCAU CUGAUGAG GCCGUUAGGC CGAA ACCAGCCG 


"I C1QA 
■LD J J*± 


649 


GUAAUGAU C CAGAAGAC 


87 


GUCUUCUG CUGAUGAG GCCGUUAGGC CGAA AUCAUUAC 


15395 


660 


GAAGACAU C GACUGUUG 


88 


CAACAGUC CUGAUGAG GCCGUUAGGC CGAA AUGUCUUC 


15396 


667 


UCGACUGU U GGUGCACA 


89 


UGUGCACC CUGAUGAG GCCGUUAGGC CGAA ACAGUCGA 


15397 


680 


CACAAAGU C AGCAGUCU 


90 


AGACUGCU CUGAUGAG GCCGUUAGGC CGAA AnnninTTG 




687 


UCAGCAGU C UACGUCAG 


91 


CUGACGUA CUGAUGAG GCCGUUAGGC PGAA AnTflPTTHA 




689 


AGCAGUCU A CGUCAGGU 


92 


ACCUGACG CUGAUGAG GCCGUUAGGC CGAA AGACUfznj 




693 


GUCIXACGU C AGGUAUGG 


93 


CCAUACCU CUGAUGAG GCCGUUAGGC CGAA ACdUAdAC 




698 


CGUCAGGU A UGGAAGAU 


94 


AUCUUCCA CUGAUGAG GCCGUUAGGC CGAA ACCUGACG 


15402 


725 


ACGCCACU C AAGACGCA 


95 


UGCGUCUU CUGAUGAG GCCGUUAGGC CGAA AGUGGCGU 




736 


GACGCAGU C GGAGGUCA 


96 


UGACCUCC CUGAUGAG GCCGUUAGGC CGAA ACUGCGUC 


15404 


743 


UCGGAGGU C ACUGACAG 


97 


CUGUCAGU CUGAUGAG GCCGUUAGGC CGAA ACCUCCGA 


1 54f)5 


775 


AAAGCACU C UAGCGAAC 


98 


GUUCGCUA CUGAUGAG GCCGUUAGGC CGAA AGUGCUUU 


1 54H£ 


777 


AGCACUCU A GCGAACAA 


99 


UUGUUCGC CUGAUGAG GCCGUUAGGC CGAA AGAGUGCU 


15407 


796 


AGGGGGCU V GGAUGGAC 


100 


GUCCAUCC CUGAUGAG GCCGUUAGGC CGAA AGCCCCCU 


15408 


824 


CACAAGGU A UUUGGUAA 


101 


UUACCAAA CUGAUGAG GCCGUUAGGC CGAA ACCUUGUG 


1 54HQ 


826 


CAAGGUAU U UGGUAAAA 


102 


UUUUACCA CUGAUGAG GCCGUUAGGC CGAA AUACCUUG 


15410 


827 


AAGGUAUU U GGUAAAAA 


103 


UUUUUACC CUGAUGAG GCCGUUAGGC CGAA AAUACCUU 


15411 


831 


UAUUUGGU A AAAACAGA 


104 


UCUGUUUU CUGAUGAG GCCGUUAGGC CGAA ACCAAAUA 


15412 


842 


AACAGAAU C AUGGAUCU 


105 


AGAUCCAU CUGAUGAG GCCGUUAGGC CGAA AUUCUGUU 


15413 


849 


UCAUGGAU C UUGAGGAA 


106 


UUCCUCAA CUGAUGAG GCCGUUAGGC CGAA AUCCAUGA 


1 CA1 A 
-L OH -L I 


851 


AUGGAUCU U GAGGAACC 


107 


GGUUCCUC CUGAUGAG GCCGUUAGGC CGAA AGAUCCAU 


1 541 5 


666 


CCCUGGAU A UGCCCUGG 


108 


CCAGGGCA CUGAUGAG GCCGUUAGGC CGAA AUCCAGGG 


15416 


885 


GCAGCCGU C AUUGGUUG 


109 


CAACCAAU CUGAUGAG GCCGUUAGGC CGAA ACGGCUGC 


15417 


888 


GCCGUCAU U GGUUGGAU 


110 


AUCCAACC CUGAUGAG GCCGUUAGGC CGAA AUGACGGC 


1 541 fl 


892 


UCAUUGGU U GGAUGCUU 


111 


AAGCAUCC CUGAUGAG GCCGUUAGGC CGAA APPAATTGA 


1 541 Q 


900 


UGGAUGCU U GGGAGCAA 


112 


UUGCUCCC CUGAUGAG GCCGUUAGGC CGAA AGCATirCA 




924 


CAGAGAGU U GUGUUUGU 


113 


ACAAACAC CUGAUGAG rcCPGTTTJARnf' fVJAA AnTPTTmn 




929 


AGUUGUGU U UGUCGUGC 


114 


GCACGACA CUGAUGAG GCPGI 7T T A (VZC* rviaa ncara nrtT 




930 


GUUGUGUU U GUCGUGCU 


115 


AGCACGAC CUGAUGAG GCCGUUAGGC CGAA AACACAAC 


15423 


933 


GUGUUUGU C GUGCUAUU 


116 


AAUAGCAC CUGAUGAG GCCGUUAGGC CGAA ACAAACAC 


15424 


939 


GUCGUGCU A UUGCUUUU 


117 


AAAAGCAA CUGAUGAG GCCGUUAGGC CGAA AGCACGAC 


15425 


941 


CGUGCUAU U GCUUUUGG 


118 


CCAAAAGC CUGAUGAG GCCGUUAGGC CGAA AUAGCACG 


15426 


945 


CUAUUGCU U UUGGUGGC 


119 


GCCACCAA CUGAUGAG GCCGUUAGGC CGAA AGCAAUAG 


15427 


946 


UAUUGCUU U UGGUGGCC 


120 


GGCCACCA CUGAUGAG GCCGUUAGGC CGAA AAGCAAUA \ 


15428 


947 


AUUGCUUU U GGUGGCCC 


121 


GGGCCACC CUGAUGAG GCCGUUAGGC CGAA AAAGCAAU 


15429 


961 1 CCCCAGCU U ACAGCUUC 


122 


GAAGCUGU CUGAUGAG GCCGUUAGGC CGAA AGCUGGGG 


15430 
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962 


CCCAGCUU A CAGCUUCA 


123 


ITGAAGPrifJ PTTGATTGAG GPCf5llTIAGGP pp. A A AAf3PTTnn/l 


lb431 


300 


TJTJACAGCTI U CAACTTC3CC 


124 


nnPAfZITITR P77f!ATTfiAf2 flpp/lTTTTAriRP PfiAIi AflPTTrTTaR 


15432 


969 


DACAGCUU C AACUGCCU 


125 


AGnPAGTTTT PTTRAITRAf? P.PPni7T TA dClC P/2AA AAnPTTPTTa 


15433 


978 


AACUGCCU U GGAAUGAG 


126 


PITPATTITPP PITRATTRAR RPPf5I7TTAROP PRAA AnflParzfTTT 


15434 


998 


CAGAGACU U CQOGGAAG 


127 


PTITTPPAAO PTIRAIITJAR fJPPRrTTIAfZflP PTZAA Af3TTPTTPTlP 


15435 


999 


AGAGACUU C UUGGAAGG 


128 


PPT7IIPPAA PT7GATIGAR RPPRT7TTARRP PRAA AanTIPTTPTT 


15436 


1001 


ARACITUCTJ U GGAAGGAG 


129 


PTTPPT7T7PP PTIRATTRAfl OPPRITrTARRP PPAn aPaAPTTPTT 


15437 


1013 


AGGAGUC3U C UGGAGCAA 


130 


UTTGPITPPA PnGATTGAR f5PPGl7TTA<inP PRAA APaPTTPPTT 


15430 


1033 


GGGUGGAU U UGGUUCUC 


131 


RARAAPPA PTTRAT7RAR RPPRT 7TTA RRP PfiAA UTTPPaPOr 1 


15439 


1034 


RRTJRRAtTIT U RRTJUCUCG 


132 


PRARAAPP PTTRAT7RAR RPPRTTTTARRP Pf2aa ?k RTTPPRrv 


15440 


1038 


RAI7TITTRRTT IT PTTPRAARR 


1 11 

A J J 


C\.UUCvtAur LUUAUuAu vtCvAvUUAuvjC vJvzAA ACJCAAAuC 


15441 


i mo 


flTTTTTTnnTTT P ITPPAARPP 


1 Id 

a j *t 


LxL.uUULAjA LUtxAUvjA\j LjU LAjU UAltvjU UCzAA AACCAAAU 


15442 




tttirritttpti p raarrpra 


lie 

1J 3 


UuTaUUUUU L.UliAUljA\j VjV-LajU U AvjVjC. CajAA AGAACCAA 


15443 




RPRTTRAPT1 A TTPATTTCTTPTT 


1 Ifi 


ALxAlAUvsA CUUAUuAb VivJvJviU U AotiC CGAA AGUCACGC 


15444 




OTTO A OT TATT O AT TOTTOI IMk 
uUuftv*UAU G AUGUGUAA 


J. J / 


UUAGACAU CUCjAUGaG GCCGUUAGGC CGAA AUAGUCAC 


15445 


Av /U 


ITAT7PA7TRIT P TTAARRAPA 


lift 
J. -J o 


UbULLUUA t-UliAUviAG vjCvJG U UAJoGL. CGAA ACAUGATJA 


15446 


1072 


ITPATTRTTPTT A ARR&PAafJ 


139 


LUUvjULuU \.UiiAUoAVj (j LaJvj U U AvjCjL- LXiAA AGACAUGA 


15447 


1084 


APAARrni A PPATTPRATT 


140 


ATTr^nR? PTTPATT/IAr* rT*^V^TTf TAfinr« f"V»AA TinnntTITniT 
rtUHjAUuu LUuAUu/iu LyUHjUUAljtjC LLxAA ALHjLUUCjU 


15448 


1089 


PPITAPPA77 P RAI7RITRAA 


A^x X 


TTTTPAPATTP PfTrtATTrtArt rnorVTTTTA/*?/Vi rV5AT\ t\ tt/~»/~»tt7\ r«/~i 
UULALAUL UUloAUtiAo vjCLajU UAovyC CGAA AUGGUAGG 


15449 


1108 


UGAUGAATI A UGRARRPR 


142 


PRPPTIPPA PTTf2 ATTrSAn fl/VTT TT T A CiTlf* PPAR ATTTTriATTr»7V 
LuLLUH-n UUurtUu/ib o^L-ljUU/VjvjL. VJvxAA AUUCAUCA 


15450 


1119 


GAGGPGGTI P AAPPITRRP 


1 41 

A*± O 


uLUiouUU CUVxAUutAVj Io^UvjUUAooC CoAA ACCGCCUC 


15451 


1134 


GCAGAGGU C GGPAGT7TIA 


144 


T7AAPI7<2p/l PTTflATIRAn rippr*T TTTA fir* f 1 pt»aa a r*r , nr r tt/*ir> 


15452 


1141 


I7PPRPART7 Tl AT7T7RPT7AT7 


A 1 * J 


AUAULAAU L.UV3AUuAvj uLCvtUUAGGC CGAA ACUGCGGA 


15453 


1142 


PPRPART7I7 A T7T7RP77AITTT 


1 Afi 
Aft O 


AAUAoLAA CUGAUGAG GCCGUUAGGC CGAA AACUGCGG 


15454 


1144 


! RPAR77TTAT7 IT RP7TAI777TTR 


1 A7 


PAAATTAPP OT TO AT TO 7\ O OOOOTTTTTVOOO OO T\ MTK»nTTnn 

UAAAUASjU V^LUjAULxALx ULCljUUAGGC ClaAA AUAACUGC 


15455 


1148 


T7T7AI7I7RPn A T7I7IIRRPT7A 




TTA0007VA A OT TO 7\ T TO 7\ O OOOOTTTT7lOO/^ nnx» Knmims 

UAGCCAAA CUGAUGAG GCCGUUAGGC CGAA AGCAAUAA 


15456 


1150 


AIIURPITATT IT I7RRPTTAPP 




finTTAfSPPA OTTO ATTO A O OOOOTTTT A OOO OOAA ATTAOOAATt 
uuUnuCLn UUVjAUkxA<a UCIAvUUACjwtC CGAA AUAGCAAU 


15457 


1151 


TJTJGCUAUTT IT GGCLTACCG 




OOOr T7\ OOO PTTfZATTPAf! OOOOTTTT A OOO 007\ A AATTROOAA 

HjUUrtutL L.UVirtUviAvj Vj^vJvjUUAuVtC LajAA AAUAvjCAA 


15458 


1156 


AUUUGGCU A CCGUCAGC 


151 


RP7TRAPRR P7 7^2 A 7 7f2 A /Tl P.PP/TTTTTAr'/'lO pnaa AOOOTi A 7\ TT 


15459 


1161 


GCUAPPGTJ P AGPGATIPH 


152 


An ATTPrZPTT PTTT3ATTf3Af2 OOOOTTTT A OOO OO A A A fVlOTTJinn 

AvaHULtsrt-U CUvaAUUAva tSCv-vjUUAWiC CljAA ACGGUAGC 


15460 


1168 


TTPAGPGATT P 7TPTTPPAPP 


i m 

ijj 


OO7 Trm BflS OT TO A T TO A O OOOOTTTTA OOO OO A A AT TOO OTTO 

u^UvjoAlsA UUuAUuAu liUtAsU UAuoC CGAA AUCGCUGA 


15461 


1170 


AGCGAUCU C UCCACCAA 


154 


ITTTRRTinRA PTTr!ATTf2An nOOOTTTT A OOO OO A A aoattooott 
UUuuUuuA ^UuAUvsAL? vj<_UoU UAowrC CGAA AGAUCGCU 


15462 


1 1 no 

A A / Ji 


UmULULU G UlLUiAAb 


1 EC 

loo 


OTTTWTOOTTO OTTOHTTOHO OOO/ 11 If TTk riA/i ^ ■» . *m « ^« ♦*r^«#*« 

CUUUGGUG CUGAUGAG GCCGUUAGGC CGAA AGAGAUCG 


15463 


1207 


RARAARPTT P APAAITRAP 


ADO 


rSTTPATTTTPTT OTTO 7\ TTO A O OOOOTTTT* OOO 0#-»* n xnnnrT/^rr^ 

uUUiUUbU CUviAUviAvj GCCGUUAGGC CGAA AGCUUCUC 


15464 


1234 


APPPARPIT TT T7TTR7TRITRP 


1 

J-D / 


OO A O 21 OA A OT TO A T TO 7\ O OOOOTTTT W OOO OOAA JiOOtT^Or^TT 

oUiUiLAA CUCsAUUAu GCCGUUAGGC CGAA AGCUGGGU 


15465 


1235 


PPP ARPT77T 77 17RTTRT7RPA 


i Ka 

. ijo 


T TO O A P* A /"* A OT TO A T TO A O OOOOTTTTAOOO r«n*» » TV O^TTTO/ 1 ^/^ 

UGuAUACA CUGAUGAG GCCGUUAGGC CGAA AAGCUGGG 


15466 


1236 




1 CO 

lay 


OTTOOAOAO OTTOJ\TTOAO /ipn/irtm/inn » h » <-»r^r-r^*-« 

I CUGCACAC CUGAUGAG GCCGUUAGGC CGAA AAAGCUGG 


15467 


1 9ff fi 




IOU 


TTOOOAAATT OTT07VTT07\0 OOO^T TTTT> l~\t*%r* t» ■» «*T/inn/Mu-i 

UGCCAAAU CUGAUGAG GCCGUUAGGC CGAA AUCCGCAG 


15468 


1287 


UuLOVJrtU \J /A. UUUuuUnn 


1 CI 
101 


fTTTOOOA A A OT TO A T TO A O OOOOTTTT 7* OOO O^'X » it iMTnnnnn 

UUGCCAAA CUGAUGAG GCCGUUAGGC CGAA AAUCCGCA 


15469 


1269 


PRRAT7ITAI7 IT I7RRPAAAR 


7 fiO 


/~*^TT TT TO OO A OTTOATTOAO O OOOT TT T J» OOy^ rvim «rr« *tti>inn 

CUUUGCCA CUGAUGAG GCCGUUAGGC CGAA AUAAUCCG 


15470 


1290 


GGATJUATTTJ IT RRPAAARR 




PPTTTTTTnPP OTTO ATTO A O O OOOT TTTTV OOO ootvt\ ivTtTTn ArTnn 

UUGAUGAG GCCGUUAGGC CGAA AAUAAUCC 


15471 


1305 


GGAAGCAU IT GAPACAIIG 


7 fid 


PATTnTTflTTP OTTO ATTO AO OOOOTTTTA OOO OOAA 7\ T imrvfmr^rt 

LAUuuuUL L.UGAUGAG GCCGUUAGGC CGAA AUGCUUCC 


15472 


1322 


CGCCAAAU U UGCCUGCU 


165 


AriP AnnP A OTTO AT TPRn OOOOT TTTAOno OOAA attttttoooo 
AJjV-fVaVjt-A L.UuAUGAG GGCGUUAGGC CGAA AUUUGGCG 


15473 


1323 


GCCAAAUU U GCCUGCUC 


166 


PI APlPAflPlP PTTPATTPAP OOOOTTTTA OOO OOAA AATTTtttooo 
VaKoWI.Wa. LUunUlj/iu GCvJGUUAGGC CGAA AAUUUGGC 


15474 


1331 


UGCCUGCU C UACCAAGG 


167 


pOTTTTflfTTTA OTTn ATTOAO OOOOTTTTA OOO OOAA t\OOtvoo/-it\ 

L.CUUGGUA UUGAUGAG GGCGUUAGGC CGAA AGCAGGCA 


15475 


1333 


PPTTGCUPTT A CCAAGGPA 


168 


TT^2PPT7TT/2P OT TO A TTO A O OOOOTTTTA OOO ooa a aoaooaoo 
UbLLUUovj GUGAUGAG GCCGUUAGGC CGAA AGAGCAGG 


15476 


1344 




1 fiQ 


i*2TTrTPTTTTPP OT TO A T TO A O OOOOTTTT TV OOO 00»» UTTfTW/v^iwt 

GUUGUUGC CUGAUGAG GCCGUUAGGC CGAA AUUGCCUU 


15477 


1356 


AGAACCAU C UUGAAAGA 


J- / u 


ITPTTTTTTPA A OT TO A T TO A O OOOOTTTTA OOO Ootva jvttoottttoyt 

UGUUUCAA CUGAUGAG GCCGUUAGGC CGAA AUGGUUCU 


15478 


1358 


AACCAUCU U GAAAGAGA 


1 71 


TTPTTPTTTTTTf OT TO A T TO A O OOOOTTTTA OOO OOJiA »OAttootttt 

UCUGUUUC CUGAUGAG GCCGUUAGGC CGAA AGAUGGUU 


15479 


1369 


AAGAGAAU A UCAAGtTAC 


172 


RTTAPTTTTnA OT TO A T TO A O OOOOTTTTA OO O ooaa ATTTTorTOtTTT 
uUAL-UUtjA GUGAUGAG GCCGUUAGGC CGAA AUUCUCUU 


15480 


1371 


GAGAAUAD c AAGUACGA 


1 71 


TTPPTTAPTTTl OT TO A T TO A O OOOOTTTT TV OOO ootvj* tvtttvttttOtto 

UCGUACUU CUGAUGAG GCCGUUAGGC CGAA AUAUUCUC 


15481 


1376 


UAUCAAGU A CGAAGUGG 


174 


PPAPITTTPP OTTO ATTO AO OOOOT TTT7\ OOO OOA A AOTTTTOATTH 

LUrtLUUHj GUGAUGAG GCCGUUAGGC CGAA ACUUGAUA 


15482 


1389 


GUGGCCAU U UUUGUCCA 


175 


TTOO A OA A A OTTO A TTO AO. OOOOTTTTA OOO OOAA ATTOOOOtv O 

UouHUinA GWGAUGAG GCCGUUAGGC CGAA AUGGCCAC 


15483 


1390 


UGGCCAUU U UUGUCCAU 


176 


A X inn A O A A OTTOATTOAO OOfV^T TT T7V OOO ooaa kKifnr<nn« 

AUGGACAA CUGAUGAG GCCGUUAGGC CGAA AAUGGCCA 


154 84 


1391 


GGCCAUUU U UGUCCAUG 


177 


P ATTOO A PA OTTO ATTO AO O OPVTTT TA OO O OOA A A A ATTOOOO 

LAUVwnUi GUGAUGAG GGGGUUAGGC CGAA AAAUGGCC 


15485 


1392 


GCCAUUUU U GUCCAUGG 


178 


CCAUGGAC CUGAUGAG GXXX3U1JAGGC CGAA AAAAUGGC \ 


15486 


1395 


AUOUUUGU C CAUGGACC 


179 


GGUCCAVG CUGAUGAG GCCX^JuAGGC CGAA ACAAAAAU 


15487 


1408 


GACCAACU A CUGUGGAG 


180 


CUCCACAG CUGAUGAG GCCGUUAGGC CGAA AGUUGGUC 


15488 


1418 


UGUGGAGU C GCACGGAA 


181 


UUCCGUGC CUGAUGAG GCCGTIUaGGC CGAA ACUCCACA 


15489 


1430 


CGGAAACU A CUCCACAC 


182 


GUGUGGAG CUGAUGAG G^CGlJuAGGC CGAA AGUUUCCG 


15490 


1433 


AAACUACU C CACACAGG 


183 


CCUGUGUG CUGAUGAG G<XGJJUAGGC CGAA AGuAGUUU 


15491 


1443 


ACACAGGU U GGAGCCAC 


184 


GUGGCUCC CUGAUGAG GCCGUUAGGC CGAA ACCUGUGU 


15492 


1453 


GAGCCACU C AGGCAGGG 


165 


CCCUGCCU CUGAUGAG GCCGUUAGGC CGAA AGUGGCUC 


15493 
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1466 


AGGGAGAU U CAGCAUCA 


186 


UGAUGCUG CUGAUGAG GCCGUUAGGC CGAA AUCUCCCU 


- 15494 


1467 


GGGAGAUU C AGCAUCAC 


187 


GUGAUGCU CUGAUGAG GCCGUUAGGC CGAA AAUCUCCC 


15495 


1473 


UUCAGCAU C ACUCCUGC 


188 


GCAGGAGU CUGAUGAG GCCGUUAGGC CGAA AUGCUGAA 


15496 


1477 


GCAUCACD C CUGCGGCG 


189 


CGCCGCAG CUGAUGAG GCCGUUAGGC CGAA AGUGAUGC 


15497 


1489 


CGGCGCCU U CAUACACA 


190 


UGUGUAUG CUGAUGAG GCCGUUAGGC CGAA AGGCGCCG 


15498 


1450 


GGCGCCUU C AUACACAC 


191 


GUGUGUAU CUGAUGAG GCCGUUAGGC CGAA AAGGCGCC 


15499 


1493 


GCCUUCAU A CACACUAA 


192 


UUAGUGUG CUGAUGAG GCCGUUAGGC CGAA AUGAAGGC 


15500 


1500 


UACACACU A AAGCUUGG 


193 


CCAAGCUU CUGAUGAG GCCGUUAGGC CGAA AGUGUGUA 


15501 


1506 


CUAAAGCU U GGAGAAUA 


194 


UAUUCUCC CUGAUGAG GCCGUUAGGC CGAA AGCUUUAG 


15502 


1514 


UGGAGAAU A UGGAGAGG 


195 


CCUCUCCA CUGAUGAG GCCGUUAGGC CGAA ADUCUCCA 


15503 


1547 


ACCACGGU C AGGGAUUG 


196 


CAAUCCCU CUGAUGAG GCCGUUAGGC CGAA ACCGUGGU 


15504 


1554 


UCAGGGAU U GACACCAA 


197 


UUGGUGUC CUGAUGAG GCCGUUAGGC CGAA AUCCCUGA 


15505 


1568 


CAAUGCAU A CUACGUGA 


198 


UCACGUAG CUGAUGAG GCCGUUAGGC CGAA AUGCAUUG 


15506 


1571 


UGCAUACU A CGUGAUGA 


199 


UCAUCACG CUGAUGAG GCCGUUAGGC CGAA AGUAUGCA 


15507 


1584 


AUGACUGU U GGAACAAA 


200 


UUUGUUCC CUGAUGAG GCCGUUAGGC CGAA ACAGUCAU 


15508 


1598 


| AAAGACGU U CUUGGUCC 


201 


GGACCAAG CUGAUGAG GCCGUUAGGC CGAA ACGUCUUU 


15509 


1599 


AAGACGUU C UUGGUCCA 


202 


UGGACCAA CUGAUGAG GCCGUUAGGC CGAA AACGUCUU 


15510 


1601 


GACGUUCU U GGUCCAUC 


203 


GAUGGACC CUGAUGAG GCCGUUAGGC CGAA AGAACGUC 


15511 


1605 


UUCUUGGU C CAUCGUGA 


204 


UCACGAUG CUGAUGAG GCCGUUAGGC CGAA ACCAAGAA 


15512 


1609 


UGGUCCAU C GUGAGUGG 


205 


CCACUCAC CUGAUGAG GCCGUUAGGC CGAA AUGGACCA 


15513 


1619 


UGAGUGGU U CAUGGACC 


206 


GGUCCAUG CUGAUGAG GCCGUUAGGC CGAA ACCACUCA 


15514 


1620 


GAGUGGUU C AUGGACCU 


207 


AGGUCCAU CUGAUGAG GCCGUUAGGC CGAA AACCACUC 


15515 


1629 


AUGGACCU C AACCUCCC 


208 


GGGAGGUU CUGAUGAG GCCGUUAGGC CGAA AGGUCCAU 


15516 


1635 


CUCAACCU C CCUUGGAG 


209 


CUCCAAGG CUGAUGAG GCCGUUAGGC CGAA AGGUUGAG 


15517 


1639 


ACCUCCCU U GGAGCAGU 


210 


ACUGCUCC CUGAUGAG GCCGUUAGGC CGAA AGGGAGGU 


15518 


1657 


CUGGAAGU A CUGUGUGG 


211 


CCACACAG CUGAUGAG GCCGUUAGGC CGAA ACUUCCAG 


15519 


1682 


| AGAGACGU U AAUGGAGU 


212 


ACUCCAUU CUGAUGAG GCCGUUAGGC CGAA ACGUCUCU 


15520 


1683 


GAGACGUU A AUGGAGUU 


213 


AACUCCAU CUGAUGAG GCCGUUAGGC CGAA AACGUCUC 


15521 


1691 


AAUGGAGU U UGAGGAAC 


214 


GUUCCUCA CUGAUGAG GCCGUUAGGC CGAA ACUCCAUU 


15522 


1692 


AUGGAGUU U GAGGAACC 


215 


GGUUCCUC CUGAUGAG GCCGUUAGGC CGAA AACUCCAU 


15523 


1718 


GAAGCAGU C UGUGAUAG 


216 


CUAUCACA CUGAUGAG GCCGUUAGGC CGAA ACUGCUUC 


15524 


1725 


UCUGUGAU A GCAUUGGG 


217 


CCCAAUGC CUGAUGAG GCCGUUAGGC CGAA AUCACAGA 


15525 


1730 


GAUAGCAU U GGGCUCAC . 


21B 


GUGAGCCC CUGAUGAG GCCGUUAGGC CGAA AUGCUAUC 


15526 


1736 


AUUGGGCU C ACAAGAGG 


219 


CCUCUUGU CUGAUGAG GCCGUUAGGC CGAA AGCCCAAU ! 15527 


1750 


AGGGAGCU C UGCAUCAA 


220 


UUGAUGCA CUGAUGAG GCCGUUAGGC CGAA AGCUCCCU 


15528 


1756 


CUCUGCAU C AAGCUUUG 


221 


CAAAGCUU CUGAUGAG GCCGUUAGGC CGAA AUGCAGAG 


15529 


1762 


AUCAAGCU U UGGCUGGA 


222 


UCCAGCCA CUGAUGAG GCCGUUAGGC CGAA AGCUUGAU 


15530 


1763 


UCAAGCUU U GGCUGGAG 


223 


CUCCAGCC CUGAUGAG GCCGUUAGGC CGAA AAGCUUGA 


15531 


1776 


GGAGCCAU U CCUGUGGA 


224 


UCCACAGG CUGAUGAG GCCGUUAGGC CGAA AUGGCUCC 


15532 


1777 


GAGCCAUU C CUGUGGAA 


225 


UUCCACAG CUGAUGAG GCCGUUAGGC CGAA AAUGGCUC 


15533 


1787 


UGUGGAAU U UUCAAGCA 


226 


UGCUUGAA CUGAUGAG GCCGUUAGGC CGAA AUUCCACA 


15534 


1788 


GUGGAAUU U UCAAGCAA 


227 


UUGCUUGA CUGAUGAG GCCGUUAGGC CGAA AAUUCCAC 


15535 


1789 


UGGAAUUU U CAAGCAAC 


228 


GUUGCUUG CUGAUGAG GCCGUUAGGC CGAA AAAUUCCA 


15536 


1790 


GGAAUUUU C AAGCAACA 


229 


UGUUGCUU CUGAUGAG GCCGUUAGGC CGAA AAAAUUCC 


15537 


1803 


AACACUGU C AAGUUGAC 


230 


GUCAACUU CUGAUGAG GCCGUUAGGC CGAA ACAGUGUU 


15538 


1808 


UGUCAAGU U GACGUCGG 


231 


CCGACGUC CUGAUGAG GCCGUUAGGC CGAA ACUUGACA 


15539 


1814 


GUUGACGU C GGGUCAUU 


232 


AAUGACCC CUGAUGAG GCCGUUAGGC CGAA ACGUCAAC 


15540 


1819 


CGUCGGGU C AUUUGAAG 


233 


CUUCAAAU CUGAUGAG GCCGUUAGGC CGAA ACCCGACG 


15541 


1822 


CGGGUCAU U UGAAGUGU 


234 


ACACUUCA CUGAUGAG GCCGUUAGGC CGAA AUGACCCG 


15542 


1823 


GGGUCAUU U GAAGUGUA 


235 


UACACUUC CUGAUGAG GCCGUUAGGC CGAA AAUGACCC 


15543 


1831 


UGAAGUGU A GAGUGAAG 


236 


CUUCACUC CUGAUGAG GCCGUUAGGC CGAA ACACUUCA 


15544 


1850 


GGAAAAAU U GCA0UUGA 


237 


UCAACUGC CUGAUGAG GCCGUUAGGC CGAA AUUUUUCC 


15545 


1856 


AUUGCAGU U GAAGGGAA 


238 


UUCCCUUC CUGAUGAG GCCGUUAGGC CGAA ACUGCAAU 


15546 


1871 


AACAACCU A UGGCGUCU 


239 


AGACGCCA CUGAUGAG GCCGUUAGGC CGAA AGGUUGUU 


15547 


1878 


UAUGGCGU C UGUUCAAA 


240 


UUUGAACA CUGAUGAG GCCGUUAGGC CGAA ACGCCAUA 


15548 


1882 


GCGUCUGU U CAAAGGCU 


241 


AGCCUUUG CUGAUGAG GCCGUUAGGC CGAA ACAGACGC 


15549 


1883 


CGUCUGUU C AAAGGCUU 


242 


AAGCCUUU CUGAUGAG GCCGUUAGGC CGAA AACAGACG 


15550 


1891 


CAAAGGCU U UCAAGUUU 


243 


AAACUUGA CUGAUGAG GCCGUUAGGC CGAA AGCCUUUG 


15551 


1892 


AAAGGCUU U CAAGUUUC 


244 


GAAACUUG CUGAUGAG GCCGUUAGGC CGAA AAGCCUUU 


15552 


1893 


AAGGCUUU C AAGUUUCU 


245 


AGAAACUU CUGAUGAG GCCGUUAGGC CGAA AAAGCCUU 


15553 


1898 


UUUCAAGU U UCUUGGGA 


246 


UCCCAAGA CUGAUGAG GCCGUUAGGC CGAA ACUUGAAA 


15554 


1899 


UUCAAGUU U CUUGGGAC 


247 


GUCCCAAG CUGAUGAG GCCGUUAGGC CGAA AACUUGAA 


15555 


1900 


UCAAGUUU C UUGGGACU 


248 


AGUCCCAA CUGAUGAG GCCGUUAGGC CGAA AAACUUGA 


15556 
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1902 


AAGUUUCU U GGGACUCC 


249 


GGAGUCCC CUGAUGAG GCCGUUAGGC CGAA AGAAACUU 


1 etc? 


1909 


UUGGGACU C CCGCAGAC 


250 


GUCUGCGG CUGAUGAG GCCGUUAGGC CGAA AGUCCCAA 




1924 


ACACAGGU C ACGGCACD 


251 


AGUGCCGU CUGAUGAG GCCGUUAGGC CGAA ACCUGUGU 


1 CCCO 
13337 


1940 


UGUGGUGU U GGAAUUGC 


252 


GCAAUUCC CUGAUGAG GCCGUUAGGC CGAA ACACCACA 


133 D U 


1946 


GUUGGAAU U GCAGUACA 


253 


UGUACUGC CUGAUGAG GCCGUUAGGC CGAA AUUCCAAC 


13301 


1952 


AUUGCAGU A CACUGGCA 


254 


UGCCAGUG CUGAUGAG GCCGUUAGGC CGAA ACUGCAAU 




1972 


AUGGACCU U GCAAAGUU 


255 


AACUUUGC CUGAUGAG GCCGUUAGGC CGAA AGGUCCAU 


1330 J 


1980 


UGCAAAGU U CCUAUCUC 


256 


GAGAUAGG CUGAUGAG GPPGUTTA PGP raili nPTTTTTTPPa 


13364 


1981 


GCAAAGUU C CUAUCUCG 


257 


CGAGAUAG CUGATTGAG GPPGTTTTAGgp fyiaa a a pt tt tttp-p 


15565 


1984 


AAGUUCCU A UCQCGUCA 


258 


UGACGAGA CUGAUGAG GPPGT n t AGG P pgua AGGAapnri 


15566 


1986 


GUUCCUAU C UCGUCAGU 


259 


ACUGACGA CUGAUGAG GPPGT TTTAGGP rnaa aTTariGaar 1 


13307 


1988 


UCCUAUCU C GUCAGUGG 


260 


CCACUGAC PIJGAT TGAG GPPGTTTTAGGP PYia a apaiiappa 

vv uvwvv* ^uvmuunvj vJ\.U\jUUH\j\jL, vAjrtA AvjrtUAvjviA 


15568 


1991 


UAUCUCGU C AGUGGCUU 


261 


AAGCCACU CUGATTGAG GPPGT TTTAPPP pnaa appapaTTA 


15569 


1999 


CAGUGGCU U CAUUGAAC 


262 


GUUCAAUG PUGATTGAG GPPGTTTTAGGP PGaa afippamrn 

uuuunnuu uuunUUnvj uv<L>uU UrtVjLrv LVjAA AuLLnUUb 


15570 


2000 


AGUGGCUU C AUUGAACG 


263 


CGUUCAAU CUGATJGAG GPOOTTTTAGGP PGaa aan/VapTT 
wuuvwnnu vuvmuunvi OvvvjUUrtvjvjv Wunn AAVjL LflL U 


15571 


2003 


GGCUUCAU U GAACGACC 


264 


GGUCGUUC CUGAUGAG GPPGTTTTAGGP PGAA at TP a a r»pp 


15572 


2013 


1 AACGACCU A ACGCCAGU 


265 


ACUGGCGU CUGAUGAG GPPGTTTTAGGP PPaa aPPTTPPTTTT 


133/3 


2030 


GGGCAGAV U GGUCACUG 


266 


CAGUGACC CUGATTGAG GPPGT TT TA fine ppaa aTT/TTnppp 

v^fiuuiofi^L. uuunUUnu vJt— v U <-/ Urt LtO v vlxriA AULUvxLLL 


15574 


2034 


AGAUUGGU C ACUGUCAA 


267 


UUGACAGU CUGATTGAG GPPGT TTTA^J^i^ , ppaa appn attp*tt 

wwwiwtuu w^vjrtuvjrtvj uLUViu UAuuLi LvjAA ALwulUUU 


15575 


2040 


GUCACUGU C AACCCUUU 


268 


AAAGGGUU CUGAUGAG GPPGTTTTAGGP ppaa aranipsp 

nnnuuvjuu v.u\3AUUnvj vjvvvjUU/HjvjL LVjAA AvAoUvjAL 


15576 


2047 


UCAACCCU U UUGUUUCA 


269 


UGAAAPAA PUGATTGAG GrVYIT TT TAPPIP HP A A TV PPPTTr-r^Tk 
uunflrtum v. vj \artu vjrtVj vjLvvjUUAvjvjL. LLrAA AuouUUuA 


15577 


2048 


CAACCCUU U UGUUUCAG 


270 


S CUGAAAPA PUGATTGAG GPPGT TiTAnm" 1 rvsaa &anpnTtTr< 


15578 


2049 


| AACCCUUU U GUUUCAGU 


271 


ACUGAAAC CUGATTGAG CiHHfz\ tt ta rcnp pp.aa &&&/wnnT 


15579 


2052 


CCUUUUGU U UCAGUGGC 


272 


GPPAPTTGA PUGATTGAG P1/"W3TTTT a PIP P PP A » Kpnnivnpp 
vrw—nvuvxri vuvjrt.uvj/i\j Vjv vUU UAvjoL. LoAA ALAAnAbli 


15580 


2053 


CUUUUGUU U CAGUGGCC 


273 


GGCCACUG PUGATTGAG GPrY3TTTTAPPP ppa a aapaaaap 

vjvjvvrivu vj \<UVJAUv3AVj UULUU UAuu L> UuAA AAwiAAAG 


15581 


2054 


UUUUGUUU C AGUGGCCA 


274 


UGGPCAPU PUGATTGAG PPPPTTTTannp rvaa aaapaaaa 
wwvjv-vnwj wjvrrtuvjrtvj uLLUUUAviuv LuAn AnALAnAA 


15582 


2074 


CCAACGCU A AGGUCCUG 


275 


CAGGACCU CUGAUGAG GPPGTTTTAGGP PP.R a appprmpp 
\*nounov.u wjvxrtuvxrtvj OULuU U/^VJVjL. LajAA AvjLvjUUvjIj 


15583 


2079 


GCUAAGGU C CUGAUUGA 


276 


UCAAUCAG CUGATTGAG GPPGTTTTAGGP ppfiA rppttttapp 
uv<nnuvnvj wvxrtUVartU Uv^V^ljUUrtuuL LLrrtA nLCUUAljv. 


15584 


2085 


GUCCUGAU U GAAUUGGA 


277 


UCCAAUUC CUGATTGAG GPPGTTTTAGGP Prtaa hTTPnpj-'A p 
\j\*\~rin\j\j\+ v L/V3rt.uvjtfWJ UV>LuU UAbuVn l^uAn rt U l _M1 4\ 7 ^ ( , 


15585 


2090 


GAUUGAAU U GGAACCAC 


278 


GUGGUUCC CUGATTGAG GPPGT TTTariPP ppaa ATTTTPaaTTP 
vjuvjvjuu^ v-» \J VJrt u ortVj vjvv-VjU U-rtljvjL LajAA AUULAAUC 


15586 


2102 


ACCACCCU U UGGAGACU 


279 


AGTTPUPPA PTTPaTTPiar 1 ri/^pv!n p TT7Ap , p»p» ppa a uppou/imT 
nouLULUi vUv3AULtAvj LtL. L\jU UAuuC LvjAA AGC5GUGGU 


15587 


2103 


CCACCCUU U GGAGACUC 


280 


GAGTJPTTPP PTTfSATTPaG GP*Pf2n?TAPP*P pru n * ^ripptTrtn 
uftuuuutv vuortUvjrtvj uv v_vj U UAuoL LoAA AAvjvjvjUGG 


15588 


2111 


UGGAGACU C AUACAUAG 


281 


PIIATTGTTATT PTTP! ATTP2 AP PPPnTTTT7iPPP /-in«n » ^ TTTr - rrT _,_ , 
V.UAUUUAU LUvxAUVjALr LtL VVaU U AUvjrVJ CGAA AGUCUCCA 


15589 


2114 


AGACUCAU A CAUAGUGG 


282 


PPAPTTATTG PUGATTPAP PIPTYTTTTTapPP ppjiii 7\ t Tr« tv nr t/tt t 
^.uiv>uauu v. UVjrtU vjrtVj VaLLuUUAuul. LLtAA AUbAuUCU 


15590 


2118 


UCAUACAU A GUGGUGGG 


283 


PPPAPPAP PTTPiaTT/^an P*r*PV^lTTTTR^P , / r ^ rv~< n 7\ A T t/~»t T7\ ¥ t/-i t\ 


15591 


2145 


CAACAGAU C AAUCACCA 


284 


UGGnGAUU PUGATTGHG GPPGI TTTa/Tj/^n ppaa TVTTnTr»TTT7o 


15592 


2149 


AGAUCAAU C ACCAUUGG 


285 


CCAAUGGU PTIGATTGAG GPPGTiTiAf2/2P ppaa 7\ t tt tp* t\ t t/t t 


15593 


2155 


AUCACCAU U GGCACAAG 


286 


PTJTJGU GPP CUGATTGAG GPPGT TTTaGGr* PPSR » T TPlP'T Tr< 7\ t t 


15594 


2165 


GCACAAGU C UGGAAGCA 


287 


UGPUTIPPA • PTTGATTG2XG GPPGTTTTar , pr» en a a arTTfTrrrTrv-» 


15595 


2178 


AGCAGCAU U GGCAAAGC 


288 


GCUTITJfGCC CUGATTGAG GPPGT TTTAf2TiP ppaa sttpipt Tn/^TT 1 


15596 


2189 


CAAAGCCU U UACAACCA 


289 


TJGGTIlIGnA PTTPiaTTParz nrTYTTTTTa ppp rr'A n npppiTTTTTn 


15597 


2190 


AAAGCCUU U ACAACCAC 


290 


GUGGTJUGU CUGATTGAG GPPGnTTZVGGr' rT»aa a rppptttttt 
uuuuuvvju v—VJort.Uvxrt.V3 Uv.v_.oU UHubL v.AxrtA AAovjv-UUU 


15598 


2191 


AAGCCUUU A CAACCACC 


291 


GGUGGUTTG PUGATTGAG GPPGTTTTariPr' PPA& A 7\ APir«mTTT 


15599 


2202 


ACCACCCU C AAAGGAGC 


292 


GCUCCUUU CUGATTGAG GPPGTTTTAnriP ppaa a pppTTr/n T 


15600 


2220 


CAGAGACU A GCCGCUCU 


293 


AGAGCGGC PUGATTGAG GPPGTTTTZLGGn pp»a anTrTTrTtr* 


15601 


2227 


UAGCCGCU C UAGGAGAC 


294 


GTTPTTPPTTA PTTPaTTnaPl nr'PVmTTap'P'P 1 pp»» TirT*r*r*rTrTH. 
wv.uv.uun v.uuftUunu oLUjUUAuvjL vJVjAA AvjL.vjtjL.UA 


15602 


2229 


GCCGCUCU A GGAGACAC 


295 


GUGUCUCC CUGATTGAG GPPGTTnzump rv2aa "hc&nnnr'n 

uuuwv»uv«v> v»U\jrt\Jv3rtA7 OVfVtUUUAuuL LuAn AuAuLuuL 


15603 


2242 


ACACAGCU U GGGACUUU 


296 


AAAGTIPPP CUGATTGAG GPPGTTTT21GGP ppaa aPiPTTPTiTTT 

mnuuv^v^v. v-UUrtUOAU VJL>\A3UUAVjv3L> LAjAA AvjLUvjUvjU 


15604 


2249 


UUGGGACU U UGGAUCAG 


297 


CUGAUPCA CUGATTGAG GPPGTTTTAGT2P ppaa aPTTr»r»r»aa 

vuuau^va V»vJV3rtJJVJrtVj v7v~v~OU UrtVJvJL LvjAA AvjULLLAA 


15605 


2250 


UGGGACUU U GGAUCAGU 


298 


ACUGAITPP PTTPaTTnan n/^rTmrTanrT' nr»aa a nnnnr^r-i^ 


15606 


2255 


CUUUGGAU C AGUUGGAG 


299 


CUPPA APT7 PUGATTGBG GPPGTTTTa^!^•r , ppaa arrppaaan 
UUV.W1AV.U v.uunUuH\j VJV-.L.VS U UrtljtaL. LajAA AULLAAAvi 


15607 


2259 


GGAUCAGU U GGAGGGGU 


300 


A.CC1C1C111C1C1 PUGATTGAG GPPGTTTTJ1PPP ppaa aPTTPaTTPP 
nuv.vv.uvv. v. u Vjrt LFVjrtJkj viULuLIUauuL LAxHA ALULtAULL 


15608 


2270 


AGGGGUGU U CACCUCAG 


301 


CUGAGGUG PTTPaTTPiap. PiPP/TiTTTTanpp p/aaa apsppppti 
VfUunuuuvj vvJVjrrt.uvjrt.Vj vjUvvjU UAVjvjL. vJvjAA ALALLLLU 


15609 


2271 


GGGGUGUU C ACCUCAGU 


302 


APlTGAGGTT fTTPATTPiAP PPTVlTTTappp ppaa tKnxPrwi 
rtvuvjtrtijvju LUvxAUvsAb ULvoUUASjLjL. LXiArt AAvJAvJ CCC 


15610 


2276 


GUUCACCU C AGUUGGGA 


303 


IIPPPAAPtT PTTfZaTTP. AP. PPPPJTTTTaPPP PPJIJI KPPTTPKKP 


15611 


2280 


ACCUCAGU U GGGAAGGC 


304 


GCCUUCCC CUGAUGAG GCCGUUAGGC CGAA ACUGAGGU 


15612 


2292 


AAGGCUGU C CAUCAAGU 


305 


ACUUGAUG CUGAUGAG GCCX3UUAGGC CGAA ACAGCCUU 


15613 


2296 


CUGUCCAU C AAGUGUUC 


306 


GAACACUU CUGAUGAG GCCGUUAGGC CGAA AUGGACAG 


15614 


2303 


UCAAGUGU U CGGAGGAG 


307 


CUCCUCCG CUGAUGAG GCCGUUAGGC CGAA ACACUUGA 


15615 


2304 


CAAGUGUU C GGAGGAGC 


308 


GCUCCUCC CUGAUGAG GCCGUUAGGC CGAA AACACUUG 


15616 


2315 


AGGAGCAU U CCGCUCAC 


309 


GUGAGCGG CUGAUGAG GCCGUUAGGC CGAA AUGCUCCU 


15617 


2316 


GGAGCAUU C CGCUCACU 


310 j 


AGUGAGCG CUGAUGAG GCCX3UUAGGC CGAA AAUGCUCC 


15618 


2321 


AUUCCGCU C ACUGUUCG 


3ii : 


CGAACAGU CUGAUGAG GrCOJUUAGGC CGAA AGCGGAAU 


15619 
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2327 


CDCACDGU U GGGAGGCA 


312 


ITT2PPITfVY2 rTTPaTTT2AIT. fWVUTHR/Vn nn«« ^ nn mrn k 
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PGGATTTTTtp PTTGaTTfiaf2 nrr*m tt tjv nnr* rv»j n/^nr»7VTT>vr» 


16097 


6007 


GUAGAAAU C CGUCGCAA 


790 


T1TTf2P/^aP^2 PTTfiaTTf^aP ^/^rV^TTTTa/^/T/^ rv^AA ATTTTTT/*nTi\ »^ 
UUbLuALo LuuAUljAvj oLULrU UAovjL LuAA AUUUCUAC 


16098 


6011 


AAAUCCGU C GCAAGTJTTG 


791 


PAAPTTTTfiP nTPatTn An /Vr*r»TTTTAr!/V rv^AA n fvio A TTTttt 
LAALUUvjL LUuAuuAu v^LuUUAuvjL LuAA ALvjLiAU UU 


16099 


6018 


UCGCAAGU U GGUGAUGA 


792 


UCATTPAPP PTTGATTGAG GPPGTTTTArinP PrtAA aPTnTPPr«A 
uwftuuftLL. V- u Vj/AU ox\V7 uLLuUUAuuL LvsAA ALU U LtLLzA 


16100 


6029 


UGAUGAGU A CUGUUAUG 


793 


PATTAAPAG PTTGaTTGaG nPPPTTTTannP HPS J\ Ar«TTr»ATTr»A 
UlUnnWw LUUtAUuAU bLLVjUUAuuL LLxAA ALULAULA 


16101 


6034 


AGUACUGU U AVGGGGGG 


794 


CCPPPPATT PTTGATTGAG GPPGTTTTAGGP rrai nranin rtT 


16102 


6035 


GUACUGUU A XJGGGGGGC 


795 


r2ppppppa PTTGATTGAG f^ppnrTTTAGGP prsaa aapaPTTnp 

vj\— k^\J OLrt.UVjLri.Vj V3LLV7U UAaj>V7L LvtAA AALAvj UAL 


16103 


6062 


AGACGACU C GAACUUCG | 


796 


CGAAGUTTP PTTGATTGAG GPPGTTTTAGGP PGAa ariTTPPTTPTT 
v.unrujuuv. UOrtUVjrtv3 V3LLV7U UrtLrVjrL LvxAA AoULvjrULU 


16104 


6068 


CUCGAACU U CGCCCAUU 


797 


AAUGGGPG CUGAUGAG GPPGTTTTAGGP PGAA AGTTTTPf3AP 


XOlUD 


6069 


UCGAACUU C GCCCAUUG 


798 


CAAUGGGC CUGAUGAG GPPGTTTTAGGP PGAA A AfJTTTTPPa 
> — rv/-vvj vjV-J\jv^ v^Usinuunvj uVaWUUUAvjwU LVjtnA AAuUULuA 


Xblub 


6076 


UCGCCCAU U GGACUGAG 


799 


CUCAGUCC CUGAUGAG GPPGTTTTAGGP PGAA ATTG/TGPna 
ViUVf/vjULVi. WuvjnuunU Uv» WUU UnuuL LLtrtA AJJ VjVjvjLvjlA 


iolU / 


6093 


GCACGAAU C AtJGCUGGA 


800 


UCPAGCATT PTTGATTGAG GPPGTTTTAGGP PGAA aTTTTPPTTPP 
uv»wiV3Wlu V> U vsrtvj UtrtVJ uUUuu ULAvjnjrL LvaAA nUULuUvjL 


lblUo 


6108 


GACAACAU C AACAUGCC 


801 


GGCAUGUU PTTGATTGAG GPPGTTTTAGGP PGAA ATTGTTTTf^TTP 


i£i no 

xbiuy 


6129 


GGACUGAU C GCUCAAUU 


802 


AATTTTGAGP PTTGATTGAG GPPGTTTTAGGP PGAA AT TP A fH TPP 
rtrtvJVJVjrtXjL. v>UunUUAu OLLV3U UAuVsL LvjAA AULAoULL 


16110 


6133 


UGAUCGCU C AAUUCUAC 


803 


GTTAGAATTTT PTWlATT^tAn C2PP/'irTTTAf2/2P PPiA anrVMiniv 
uununnUU LUUAUunU LlLLvJU UAoLrL LLtAA AuUiAULA 


16111 


6137 


CGCUCAAU U CUACCAAC 


804 


GTTTTGGTTAG PTTGATTGAG GPPGTTTTaGGP PPaa ATTTTr 1 A r*r^ 
uUUbuUAb LULxAULrALr VjL LVj U U AL>L> L LVjAA AU U LiALyLXi 


16112 


6138 


GCUCAAUU C UACCAACC 


805 


GGTTTTGGTTA PTTGATTGAG GPPGTTTTAGGP PGaa aaTlTTPA^r" 
ouUUOUUn LUbAUwAu VjLLvjUUAvjvtL LuAA AAUULtAJoL 


16113 


6140 


UCAAUUCU A CCAACCAG 


806 


CUGGTTUGG PTTGATTGAG GPPGTTTTAGGP P/3AA AGaATTTTPa 
\»UPV7v7WUUUr UUVjAUUHij LrLLvarVVUAuOL LVaAA AuAAU ULiA 


16114 


6162 


GAGAAGGU A UAUACCAU 


807 


AUGGTTATTA PTTGATTGAG GPPGTTTTAGGP PGAA APPTTTTPTTP 
nuouunUA wUunUUHU UL\<UUUAUU\. LVjlKA ALLUULUL 


16119 


6164 


GAAGGUAU A UACCAUGG 


808 


CCAUGGUA ajGAUGAG GCCX?UUAGGC CGAA AUACCUUC 


16116 


6166 


AGGUAUAU A CCAUGGAU 


809 


AUCCAUGG CUGAUGAG GCCGUUAGGC CGAA AUAUACOJ 


16117 


6182 


UGGGGAAU A CCGGCUCA 


810 


UGAGCCGG CUGAUGAG GCCGUUAGGC CGAA AUUCCCCA 


16118 


6189 


UACCGGCU C AGAGGAGA 


811 


UCUCCUCU OJGAUGAG GCCGUUAGGC CGAA AGCCGGUA 


16119 


6212 


AAAAAACU U UCUGGAAC 


812 


GUUCCAGA CUGAUGAG GCCGUUAGGC CGAA AGUUUUUU 


16120 


6213 


AAAAACUU U CUGGAACU 


813 


AGUUCCAG CUGAUGAG GCCGUUAGGC CGAA AAGUUUUU 


16121 


6214 


AAAACUUU C UGGAACUG 


814 


CAGUUCCA CUGAUGAG GCXX3UUAGGC CGAA AAAGUUUU 


16122 


6224 


GGAACUGU U GAGGACUG 


815 


CAGUCCUC CUGAUGAG GCCGUUAGGC CGAA ACAGUUCC 


16123 



74 



WO 02/068637 PCI7US0 1/43350 

Table m 



6238 


OJGCAGAU C UGCCAGUU 


816 


•vv\,ww\j\,/\ \-\j\jj%\j\3Uvj u^UwU UnUOv* VAinn AU X^. U GCAG 


16124 


6246 


OJGCCAGU XJ UGGCUGGC 


817 


GCCAGCCA CnGAtlGAG GCTrcnTTAnnr' rvsaa nr»nr*ooi\o 


16125 


6247 


UGCCAGUU U GGCUGGCU 


818 


AGCCAGCC CUGAUGAG GPPnTITTannr* rv^&a nKniTnnnk 


16126 


6256 


GGCDGGCU U ACAAGGUU 


819 


AACCUDGU CUGAUGAO GCCCZCRTnfVZn m» nr^nrrTi — 
nnv^uuw cuunuvwvj uvvfVJuUiiuuL UjAn Am—I, *f±t-j\ C_ 


16127 


6257 


GCUGGCUU A CAAGGUUG 


820 


CAACCUUG CI in AITCJ AO GC , f ,, ^T1TTA^!^!r , m» A7vno/^7\/^r-i ' 

wviwwwuu wwvjnuunui u\«\«vjuuAuuU (JuAft AAGCCAGC 


16128 


6264 


UACAAGGU U GCAGCGGC 


| 821 


GCCGCUGC CUGAUGAG GPPfiIITTAfV3P rviaa &rv"«TTrTOTTA 


16129 


6281 


UGGAGUGU C AUACCACG 


822 


OGUGGlJAtf cvjcztincihCZ CzcrYTt tt tt* ooo ooaa »oaotto<-i» 
v«uuuuunu uuunUUrUJ O^- V_Vj U uttovj\_ CGAA ACACUCCA 


16130 


6284 


AGUGUCAU A CCACGACC 


823 


GGUCGURG ^ITHMin&n nrTYltimfinr* ooaa atto-* <-ttt 
wuuuuuvj uuunuvsnw uuujUUAbuu CGAA AUGACACU 


16131 


6305 


GUGGUGCU U UGAUGGUC 


824 


vsHUUtULn UljuAUIoAu OV-CGUUAGGC CGAA AGCACCAC 


16132 


6306 


UGGUGCUU U GAUGGUCC 


825 


! Rf3Af fATTf rTTTlATTfZ Af /""OOOTTtta ooo /vrns » ■» 

i ovsHuuiuu uuvaM.uv3t/iLj vaCCGUUAGGC CGAA AAGCACCA 


16133 


6313 


DUGAUGGU C CUAGGACA 


826 


UGUCQJAO CnCZATlClL.CZ CinCYltTtncscir* oon n a /vrxrinx » 
uv3Ul.v*u<m3 V.UUftUuHU ViC \J\3 U Utt.viuK_ CaxAA ACCAUCAA 


16134 


6316 


AUGGUCCU A GGACAAAC 


827 


fifTTTTTRITff fTTfSATTfSAff. ooootttta ooo /mii j*,**-* 
vauuuvjuLL v_uo/\Ukart.ij GCCGUUAGGC CGAA AGGACCAU 


16135 


6330 


AACACAAU U UUAGAAGA 


828 


UOIJIIPItaA nTrtAT itsa/i Cic^c^niTtns ooo oo a » * tttt _, tt -_ t „ v 


16136 


6331 


ACACAAUU U UAGAAGAC 


829 


rtllflHTflTA CmCl AT in A O OOOOTttta ooo /vi«« « »T*i»/wtrt». 

uucuutuA v^uUrttUUtttLx uC CG U UAGGC CGAA AAUUGUGU 


16137 


6332 


CACAAUUU U AGAAGACA 


830 


IlmiflllTfTT f*TTf3ATTf3Af2 fTlOOOT 1TTHOOO nn«« mtttirimTn 


16138 


6333 


ACAAUUUU A GAAGACAA 


831 


I ]7 Tf^Jt tr^tTTTr 1 fTTf2ATTf2An f?OOOTTTTA ooo sir*** « « * » wrvn** 


16139 


6357 


GUGGAAGU C AUCACGAA 


832 


T7TTfY^ITf21MT fT TO A T TO A O OOOOttttt* r*r^t~\ <vi»* * ntntnn* 

uuLuubAU LUbALUjAb GCCGUUAGGC CGAA ACUUCCAC 


16140 


6360 


GAAGUCAU C ACGAAGCU 


833 


AfiPIII rrVZIT r*T7flATTOAf2 r«Pr<nTITTAnr<n rmk» itrTnu/mriM 


16141 


6369 


ACGAAGCU U GGUGAAAG 


834 


ujuulall. CUGAUGAG GCCGUUAGGC CGAA AGCUUCGU 


16142 


6384 


AGGAAGAU U CUGAGGCC 


835 


i CZCZf^CllC^&Cl <T Tf2 A T TO A O O ri OOT Tr tt\ ooo /-i/~t x n -■ ■ » . - 

vrtjLLuurtu uul»augag GCCGUUAGGC CGAA AUCUUCCU 


16143 


6385 


GGAAGAUU C UGAGGCCG 


836 


fV^fTffTTOA f^rr TO. A T 70 A O OOOOTTTTAOOo rvi ■» it n H.TUJ1 

«s.ULjuuuL_tt CUGAUGAG GCCGUUAGGC CGAA AAUCUUCC 


16144 


6402 


CGCUGGAU U GACGCCAG 


837 


OT Tf^OOOT TO OTTf2ATTOAO PP/VTTTTivrinn /vim - 

v^u^vjuajUL. CUGAUGAG GCCGUUAGGC CGAA AUCCAGCG 


16145 


6416 


CAGGGUGU A CUCGGAUC 


838 


G»ATTOOrtAfZ OTTOAT70AO. OOOOTtttaooo * •» unmnnrM 
vaAuv-waHVj v-U<aAu{jAG GCCGUUAGGC CGAA ACACCCUG 


16146 


6419 


GGUGUACU C GGAUCACC 


839 


V3UUUAUL.L uuutAUijAG GCCGUUAGGC CGAA AGUACACC 


16147 


6424 


ACUCGGAU C ACCAGGCA 


840 


1 TfZOOI TOOT T OT TO A T to a O nn/*VTTrTRortn . TT ~_ _ ~ — v _ 
uw-uuvjuu v-uUitt.ULjtt.\j GCCGUUAGGC CGAA AUCCGAGU 


16148 


6435 


CAGGCACU A AAGGCGUU 


841 


MrtLbt^uu CUGAUGAG GCCGUUAGGC CGAA AGUGCCUG 


16149 


6443 


AAAGGCGU U CAAGGACU 


842 


nuucuuuo v^uvatt>UvaAG GCCGUUAGGC CGAA ACGCCUUU 


16150 


6444 


AAGGCGUU C AAGGACUU 


843 


nnuucLUU V-UvjAUwiv? GCCGUUAGGC CGAA AACGCCUU 


16151 


6452 


CAAGGACU U CGCCUCGG 


844 


v-\«.vart,V3\3UVj ^Uvaft>Uvitt.lj GCCGUUAGGC CGAA AGUCCUUG 


16152 


6453 


AAGGACUU C GCCUCGGG 


845 


v^v^uuttijVjL. CUGAUGAG GCCGUUAGGC CGAA AAGUCCUU 


16153 


6458 


CUUCGCCU C GGGAAAAC 


846 


Viuuuuccc CUGAUGAG GCCGUUAGGC CGAA AGGCGAAG 


16154 


6469 


GAAAACGU U CUCAGAUA 


847 


uauv-ugag CUGAUGAG GCCGUUAGGC CGAA ACGUUUUC 


16155 


6470 


AAAACGUU C UCAGAUAG 


848 


ujAUUjwi CUGAUGAG GCCGUUAGGC CGAA AACGUUUU 


16156 


6472 


AACGUUCU C AGAUAGGG 


849 


u_\.uaulu CUGAUGAG GCCGUUAGGC CGAA AGAACGUU 


16157 


6477 


UCUCAGAU A GGGCUCAU 


850 


ATTRAf2fff r^T TO A T 7/-I A O OOOOTTTTA OO^I O^lt* UTTmTnm. 

rtuuiuxn. uuoAUVaAG GCCGUUAGGC CGAA AUCUGAGA 


16158 


6483 


AUAGGGCU C AUUGAGGU 


851 


AffTIf &ATT OT TO AT TO A O PO/VlT1TTKnnn nn* « 

alluuiau CUGAUGAG GCCGUUAGGC CGAA AGCCCUAU 


16159 


6486 


GGGCUCAU U GAGGUUCU 


852 


AClTkL.C*C*tir* f^X TO A t TO A O nnnnnm/in/i * — M _ — — .-^^ 

*moaav_v~u<~ CUGAUGAG GCCGUUAGGC CGAA AUGAGCCC 


16160 


6492 


AUUGAGGU U CUGGGAAA 


853 


uuuLLUAb CUGAUGAG GCCGUUAGGC CGAA ACCUCAAU 


16161 


6493 


UUGAGGUU C UGGGAAAG 


854 


uuuu^cua CUGAUGAG GCCGUUAGGC CGAA AACCUCAA 


16162 


6515 


UGAGCACU U CAUGGGGA 


855 


TTOOOO ATTO OT TO A T TO A O pn/ViTTrTit/>nn ■» -n ni ■ -. -■■ in 

uluu-auij CUGAUGAG GCCGUUAGGC CGAA AGUGCUCA 


16163 


6516 


GAGCACUU C AUGGGGAA 


856 


uutcLUiU CUGAUGAG GCCGUUAGGC CGAA AAGUGCUC 


16164 


6540 


GAAGCACU U GACACCAU 


857 


& T inCll TOT TO OT TO A T TO 71 0 /lottrniri* nnn — - _ „ 

auwjUGUC CUGAUGAG GCCGUUAGGC CGAA AGUGCUUC 


16165 


6551 


CACCAUGU A CGUUGUGG 


858 


ucacaacg CUGAUGAG GCCGUUAGGC CGAA ACAUGGTJG 


16166 


6555 


AUGUACGU U GUGGCCAC 


859 


fZITfV2ffAf OT TO 7\ T TO A O OOOOTTtta ooo rwixi j-. ^-«« 

uuu^cv-A^ CUGAUGAG GCCGUUAGGC CGAA ACGUACAU 


16167 


6566 


GAAGAGCU C ACAGAAUG 


860 


Zl t [ f tC*T TCTT T OTTO A T TO A O ooo/"H ttt» /t/Tj-i j^r* « « .. .-, , , 

UiUUv.UGU CUGAUGAG GCCGUUAGGC CGAA AGCUCUUC 


16168 


6619 


CAGAUGCU C UUCAGACA 


861 


1 1( m Trsa a or T/n at to a o oooottttaooo oo»» 

uv7Uv»uuaa CUGAUGAG GCCGUUAGGC CGAA AGCAUCUG 


16169 


6621 


GAUGCUCU U CAGACAAU 


862 


AIITinTff rr^3 C^TTClAnCRC* OOOOTTTTR OOO oox » m ^— — '~ " 

rtuuuuLuc uuvsAUGAG GCCGUUAGGC CGAA AGAGCAUC 


16170 


6622 


AUGCUCUU C AGACAAUU 


663 


wauuwlu v^uvoAUGAG GCCGUUAGGC CGAA AAGAGCAU 


16171 


6630 


CAGACAAU U GCCUUGAU 


864 


AuwiHWaV. uuuAUGAG GCCGUUAGGC CGAA AUUGUCUG 


16172 


6635 


AAUUGCCU U GAUUGCCU 


865 


AOfiPAATTr* r*Ttfi!ATTf2B/l OOOOTTTTA OOO nn x » itn/^m stiH """ 


16173 


6639 


GCCUUGAU U GCCUUAUU 


866 


AATTAAHf^P oito ATTnari oooottttaooo oo»« *tTn««nn«i 
^""""""^ L>UV3AUVaAVa Gi-CGUUAGGC CGAA AUCAAGGC 


16174 


6644 


GAUUGCCU U AUUGAGUG 


867 


UiLULAAU CUGAUGAG GCCGUUAGGC CGAA AGGCAAUC 


16175 


6645 


AUUGCCUU A UUGAGUGU 


866 


HuiLuUift CUGAUGAG GCCGUUAGGC CGAA AAGGCAAU 


16176 


6647 


UGCCUUAU U GAGUGUGA 


869 


ut^ALACuc CUGAUGAG GCCGUUAGGC CGAA AUAAGGCA 


16177 


6669 


AUGGGAGU A UUCUUCCU 


870 


AGGAAGAA CUGAUGAG GCCGuuAGGC CGAA ACUCCCAU 


16178 


6671 


GGGAGUAU U CUUCCUCC 


871 


GGAGGAAG CUGAUGAG GCCGuuAGGC CGAA AUACUCCC 


16179 


6672 


GGAGUAUU C UUCCUCCU 


872 


AGGAGGAA CUGAUGAG GCCGUUAGGC CGAA AAUACUCC 


16180 


6674 


AGUAUUCU U CCUCCUCA 


873 


UGAGGAGG CUGAUGAG GCCGuuAGGC CGAA AGAAUACU 


16181 


6675 


GUAUUCUU C CUCCUCAU 


674 


AUGAGGAG CUGAUGAG GCCGUUAGGC CGAA AAGAAUAC 


16182 


6678 


UUCUUCCU C CUCAUGCA 


875 


UGCAUGAG CUGAUGAG GCCGUUAGGC CGAA AGGAAGAA 


16183 


6681 


UUCCUCCU C AUGCAGCG 


876 


CGCUGCAU CUGAUGAG GCCGUUAGGC CGAA AGGAGGAA 


16184 


6699 
6708 


AAGGGCAU U GGAAAGAU 
GGAAAGAU A GGUUUGGG 


877 
878 


AUCUUUCC CUGAUGAG GCCGUUAGGC CGAA AUGCCCUU 
CCCAAACC CUGAUGAG GCCGUUAGGC CGAA AUCUUUCC 


16185 
16186 
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6712 
6713 
6726 
6728 
6735 


AGAUAGGU U U6G6AGGC 
GAUAGGUU U GGGAGGCG 
GGCGCUGO C UUGGGAGU 
CGCUGUCU U GGGAGUCG 
UUGGGAGU C GCGACCUU 


879 
880 
! 881 
882 
883 


I GCCUCCCA CUGAUGAG GCOGUUAGGC CGAA ACCUAUCU " 
CGCCUCCC CUGAUGAG GCCGUUAGGC CGAA AACCUAUC * 
j AKJCCCAA^ — 
I CGACUCCC CUGAUGAG GCCGUTTARnr rv:&& ananK/w» 
AAG^ — 


16187 
16188 
16189 
16190 


6743 
6744 


CGCGACCU U UUUCUGUU 
GCGACCUU U UUCUGUUG 


884 
885 


1 AACAGAAA CUGAUGAG GCCGTTTTAfSfiT' nr&n Kiwrnr>r!Z — 


16191 
16192 


6745 
6746 


CGACCUUU U UCUGUUGQ 
GACCUUUU V CUGUUGGA 


866 
887 


CAACAGAA CUGAUGAG GCCGUUAGGC CGAA AAGGUCGC 
| CCAACAGA CUGAUGAG GCCGUUAGGC CGAA AAAGGUCG 


16193 
16194 


6747 


ACCUUUUU C UGUUGGAU 


888 


UCCAACAG CUGAUGAG GCCGUUAGGC CGAA AAAAGGUC 
| AUCCAACA CUGAUGAG GCCGUUAGGC CGAA AAAAAGGU 


16195 
16196 


6751 


UUUUCUGU U GGAUGGCU 


| 889 


AGCCAUCC CUGAUGAG GCCGUUAGGC CGAA ACAGAAAA 


16197 


6765 


GCUGAAGU U CCAGGAAC 


890 


| GUUCCUGG CUGAUGAG GCCGUUAGGC CGAA ACUUCAGC 


16198 


6766 


CUGAAGUU C CAGGAACG 


891 


1 CGUUCCUG CUGAUGAG GCCGUUAGGC CGAA AACUUCAG 


16199 


6780 
6791 
6798 
6800 


ACGAAGAU C GCCGGAAU 
CGGAAUGU U GCUGCUCU 
UUGCUGCU C UCCCUUCU 
[ GCUGCUCU C CCUUCUCU 


892 
893 
894 
895 


) AUUCCGGC CUGAUGAG GCCGUUAGGC CGAA AUCUUCGU 
1 \.u\3Hu\sH\3 lk^vAsUU/ujIjC CGAA ACAUUCCG 
j AGAAGGGA CUGAUGAG GCCGUUAGGC CGAA AGCAGCAA 


16200 
16201 
16202 


6804 
6805 
6807 
6809 


CUCUCCCU U CUCUUGAU 
UCUCCCUU C UCUUGAUG 
UCCCUUCU C UUGAUGAU 
CCUUCUCU U GAUGAUUG 


896 
897 
898 
899 


AGAGAAGG CUGAUGAG GCCGUUAGGC CGAA AGAGCAnr 
AUCAAGAG CUGAUGAG GCCGUUAGGC CGAA AGGGAGAG 
j CAUCAAGA CUGAUGAG GCCGUUAGGC CGAA AAGGGAGA 
AUCAUCAA CUGAUGAG GCCGUUAGGC CGAA AGAAGGGA 


16203 
16204 
16205 
16206 


6816 


UUGAUGAU U GUGCUAAU 


900 


CAAUCAUC CUGAUGAG GCCGUUAGGC CGAA AGAGAAGG 
AUUAGCAC CUGAUGAG GCCGUUAGGC CGAA AUCAUCAA 


16207 
16208 


6822 
6825 
6626 
6847 


AUUGUGCU A AUUCCUGA 
GUGCUAAU U CCUGAGCC 
UGCUAAUU C CUGAGCCA 
AGCAACGU U CGCAGACA 


901 
902 
903 
904 


| UCAGGAAU CUGAUGAG GCCGUUAGGC CGAA AGCACAAU 
j GGCUCAGG CUGAUGAG GCCGUUAGGC CGAA AUUAGCAC 
UGGCUCAG CUGAUGAG GCCGUUAGGC CGAA AAUUAGCA " 


16209 
16210 
16211 


6848 

6867 

6875 

6876 

6882 

6883 

6888 

6897 

6928 

6933 

6937 

6954 

6961 

6962 

6965 

6966 

6978 

6984 

6994 

6995 

6996 

7010 

7011 

7012 

7014 

7015 

7016 

7022 

7043 

7049 

/UDO 

7071 
7075 
7083 
7090 
7091 
7095 


GCAACGUU C GCAGACAG 
AACCAGCU A GCCGUGUU 
AGCCGUGU U CCUGAUUU 
GCCGUGUU C CUGAUUUG 
UUCOJGAU U UGUGUCAU 
UCCUGAUU U GUGUCAUG 
AUUUGUGU C AUGACCCU 
AUGACCCU U GUGAGCGC 
AGAUGGGU U GGCUAGAU 
GGUUGGCU A GAUAAGAC 
GGCUAGAU A AGACCAAG 
AGUGACAU A AGCAGUUU 
UAAGCAGU U UGUUUGGG 
AAGCAGUU U GUUUGGGC 
CAGUUUGU U UGGGCAAA 
AGUUUGUU U GGGCAAAG 
CAAAGAAU U GAGGUCAA 
AUUGAGGU C AAGGAGAA 
AGGAGAAU U UCAGCAUG 
GGAGAAUU U CAGCAUGG 
GAGAAUUU C AGCAUGGG 
GGGAGAGU U UCUUUUGG 
GGAGAGUU U CUUUUGGA 
GAGAGUUU C UUUUGGAC 
GAGUUUCU U UUGGACUU 
AGUUUCUU U UGGACUUG 
GUUUCUUU U GGACUUGA 
UUUGGACU U GAGGCCGG 
AGCCUGGU C ACUGUACG 
GUCACUGU A CGCUGUGA 
ACAGCGGU C CUCACUCC 
GCGGUCCU C ACUCCACU 
UCCUCACU C CACUGCUA 
CCACUGCU A AAGCAUUU 
UAAAGCAU U UGAUCACG 
AAAGCAUU U GAUCACGU 
CAUUUGAU C ACGUCAGA 


905 

906 

907 

908 

909 

910 

911 

912 

913 

914 

915 

916 

917 1 

918 

919 1 

920 

921 

922 j 

923 

924 

925 

926 

927 | 

928 j 

929 j 
930 
931 I 
932 

933 ( 

934 j 

935 | 
936 

937 1 

938 r 
939 
940 
941 | 


UGUCUGCG CUGAUGAG GCCGUUAGGC CGAA ACGUUGCU 
CUGUCUGC CUGAUGAG GCCGUUAGGC CGAA AACGUUGC ' 
1 AACACGGC CUGAUGAG GCCGUUAGGC CGAA AGCUGGUU " 
AAAUCAGG CUGAUGAG GCOGUUAGGC CGAA ACACGGCU " 
CAAAUCAG CUGAUGAG GCCGUUAGGC CGAA AACACGGC " 
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1084 


UUCACGCA CUGAUGAG GCCGUUAGGC CGAA AAUUCCCU 


16392 


ftp! Q 


{^TiriTi 2VTTTTTT TT WVIIPXSf 
LtLtLtARU UU U LyL\jULtAALt 


1085 


CUUCACGC CUGAUGAG GCCGUUAGGC CGAA AAAUUCCC 


16393 


8232 


n'h. first icv^n p Tinppr»pTTTi 


1086 


UAGGGGCA CUGAUGAG GCCGUUAGGC CGAA AGCACCUU 


16394 


o z *± \J 


LULyLLLLU A LAUGLCoA 


1087 


UCGGCAUG CUGAUGAG GCCGUUAGGC CGAA AGGGGCAG 


16395 


8253 


PPf2 TV TATA fZTT P TVTTA HRPAS 

LUvjAHAoU v, AUAUAGAA 


1088 


UUCUCUAU CUGAUGAG GCCGUUAGGC CGAA ACUUUCGG 


16396 




/w\bUti\U A uAUAAUAU 


1089 


AUCUUCUC CUGAUGAG GCCGUUAGGC CGAA AUGACUUU 


16397 


8274 


f2TAPPTTPPTT P PriiP/VifVS 

(jAvjCULtv-U L. LAALGL. UG 


1090 


CGGCGUUG CUGAUGAG GCCGUUAGGC CGAA AGCAGCUC 


16398 




AUjLuuuU A UbGGGGGG 


1091 


CCCCCCCA CUGAUGAG GCCGUUAGGC CGAA ACCGGCGU 


16399 


8301 


fsnarTTniftTT P a/itv r tv err* 


1092 


GGGUUUCU CUGAUGAG GCCGUUAGGC CGAA ACCAGUCC 


16400 


r^i 


TATAPPPtaptt P TTfi a r*r*r* A t\ 


1093 


UUCCGUGA CUGAUGAG GCCGUUAGGC CGAA AGUGGGUU 


16401 


8315 


\— fVw ULU AL LtLtAAU U 


1094 


AAUUCCGU CUGAUGAG GCCGUUAGGC CGAA AGAGUGGG 


16402 


8323 


PZVPPnZVTATT TT PP7APnOTAr» 
wiLuLrH/A.U U LL^LajLAL 


1095 


GUGCGUGG CUGAUGAG GCCGUUAGGC CGAA AUUCCGUG 


16403 


8324 


nUViUHnUU V* L^UVjUAUVj 


X09o 


CGUGCGUG CUGAUGAG GCCGUUAGGC CGAA AAUUCCGU 


16404 


8339 


PGAGTATTGTT 7A TTTTrTfTPTTPA 


1097 


UCACCCAA CUGAUGAG GCCGUUAGGC CGAA ACAUCUCG 


16405 




nurAUuUAU U oLtLtULtALtU 


1098 


ACUCACCC CUGAUGAG GCCGUUAGGC CGAA AUACAUCU 


16406 


8350 


r?r«PTTPap.n p pap_pttttpta 

wVaUunaU L. LxKLtUU U LA 


1099 


UGAAGCUC CUGAUGAG GCCGUUAGGC CGAA ACUCACCC 


16407 


8356 


«U LVxrVVJL U U LALjssLAAU 


1100 


AUUGCCUG CUGAUGAG GCCGUUAGGC CGAA AGCUCGAC 


16408 


R"? ^7 


UUGAGLuU C AGGCAAUG 


1101 


CAUUGCCU CUGAUGAG GCCGUUAGGC CGAA AAGCUCGA 


' 16409 


P "3 *7H 

Oj /u 


AAUGUGGU A CAUUCAGU 


1102 


ACUGAAUG CUGAUGAG GCCGUUAGGC CGAA ACCACAUU 


16410 


83 74 


UuGUALAU u uagugaau 


1103 


AUUCACUG CUGAUGAG GCCGUUAGGC CGAA AUGUACCA 


16411 


8375 


uuUAUiUU L AGUGAAUA 


1104 


UAUUCACU CUGAUGAG GCCGUUAGGC CGAA AAUGUACC 


16412 


8383 


v-ALrUoAALI A ULtALLALtL. 


1105 


GCUGGUCA CUGAUGAG GCCGUUAGGC CGAA AUUCACUG 


16413 


8400 


P APrmnrTT r» r^TTJvnr»n7v/^ 
wv^VjUvtLtU L> L U AuLtAAL? 


1106 


CUUCCUAG CUGAUGAG GCCGUUAGGC CGAA AGCACCUG 


16414 


8403 


LrULrLULLU A GGAAGAAU 


1107 


AUUCUUCC CUGAUGAG GCCGUUAGGC CGAA AGGAGCAC 


16415 


8441 


ALULUUiW A LuAWjAAu 


1108 


CUUCCUCG CUGAUGAG GCCGUUAGGC CGAA AUUGGGGU 


16416 


8454 


GAAGATTGTT 2V AAPTTTV2/2P 
wnftwftUuU A /viLU ULiLtLt 


1109 


CCCAAGUU CUGAUGAG GCCGUUAGGC CGAA ACAUCUUC 


16417 


8459 


UGTTAAAPTT TT rZTZfZ&'hfZnn 


xxxO 


CACUUCCC CUGAUGAG GCCGUUAGGC CGAA AGUUUACA 


16418 


8496 


PPPPTTTCPTT P TAZV.PTTPTAH7A 
LV_LLLnjr\_U L AALULAuA 


1111 


UCUGAGUU CUGAUGAG GCCGUUAGGC CGAA AGCAGGGG 


16419 


8501 


LtLULjH/ILU L. ALtALAL.ua 


1112 


UGGUGUCU CUGAUGAG GCCGUUAGGC CGAA AGUUGAGC 


16420 


8512 


nUfiLLntjU A AAAULAAG 


1113 


CUUGAUUU CUGAUGAG GCCGUUAGGC CGAA ACUGGUGU 


16421 


8517 


/iuUAArtAU L AAGAALAG 


1114 


CUGUUCUU CUGAUGAG GCCGUUAGGC CGAA AUUUUACU 


16422 


8529' 


AAPTAHP-TATT TT A ArV« Af"*TT 
nftUttsviAU U LtAALAjAL-U 


1115 


AGUCGUUC CUGAUGAG GCCGUUAGGC CGAA AUCCUGUU 


16423 


8538 


\3/v%L.VanL.U L /ioLjUoULrA 


1116 


UCACGCCU CUGAUGAG GCCGUUAGGC CGAA AGUCGUUC 


16424 


8549 


GCGUGAGTI A PAP.TTTTPP.2i 


1117 


UCGAACUG CUGAUGAG GCCGUUAGGC CGAA ACUCACGC 


16425 


8554 


AGTTAPAP.TT IT Pf2fiPf2ITf2P 


1118 


CCACGUCG CUGAUGAG GCCGUUAGGC CGAA ACUGUACU 


16426 


8555 


GUACAG17TT P RAPf3TTfinP 


1119 


GCCACGUC CUGAUGAG GCCGUUAGGC CGAA AACUGUAC 


16427 


8585 


PP A PPP ATT A TTAP.7A TAPPTT 

l~V_*MV.L.L#VU £X UALlA/tL,L-U 


1120 


AGGUUCUA CUGAUGAG GCCGUUAGGC CGAA AUGGGUGG 


16428 


8587 




1 "V ">1 


CCAGGUUC CUGAUGAG GCCGUUAGGC CGAA AUAUGGGU 


16429 


8600 


CLTGGAAPTT A TTPAPfVZPA 


XXZ/L 


UGCCGUGA CUGAUGAG GCCGUUAGGC CGAA AGUUCCAG 


16430 


8602 


GGAACITAU C ACGGCAGU 


1123 


ACUGCCGU CUGAUGAG GCCGUUAGGC CGAA AITAGTTTTPP 




8611 


ACGGCAGU U AUGAUGUG 


1124 


CACAUCAU CUGAUGAG GCCGUUAGGC CGAA ACUGCCGU 


16432 


8612 


CGGCAGUU A UGAUGUGA 


1125 


UCACAUCA CUGAUGAG GCCGUUAGGC CGAA AACUGCCG 


16433 


8633 


CACAGGCU C CGCCAGUU | 


1126 


AACUGGCG CUGAUGAG GCCGUUAGGC CGAA AGCCUGUG 


16434 


8641 


CCGCCAGU U CGCUGGUC 


1127 


GACCAGCG CUGAUGAG GCCGUUAGGC CGAA ACUGGCGG 


16435 


8642 


CGCCAGUU C GCUGGUCA 


1128 


UGACCAGC CUGAUGAG GCCGUUAGGC CGAA AACUGGCG 


16436 


8649 


UCGCUGGU C AAUGGAGU 


1129 


ACUCCAUU CUGAUGAG GCCGUUAGGC CGAA ACCAGCGA 


16437 


8661 


GGAGUGGU C AGGCUCCU 


1130 


AUW&COJ CUGAUGAG GCCGUUAGGC CGAA ACCACUCC 


16438 J 
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8667 



8670 



Table m 
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GUCAGGCU C CUCUCAAA 



AGGCUCCU C UCAAAACC 
GCUCCUCU C AAAACCAU 



1131 



1132 



UUDGAGAG CUGAUGAG GCCGUUAGGC CGAA AGCCUnAP 



GGUUUUGA CUGAUGAG GCCGUUAGGC CGAA AGGAGCCIJ 



16439 



16440 



8691 



1133 



GACACCAU C ACGAAUGU 
ACGAAUGU U ACCACCAU 



1134 



AUGGUUUU CDGAUGAG GCCGUUAGGC CGAA AGAGGAGC 



ACAUUCGU CUGAUGAG GCCGUUAGGC CGAA AUGGUGUC 



16441 



16442 



8701 



8725 



8728 



8732 



1135 



CGAAUGUU A CCACCAUG 



1136 



AUGGUGGU CUGAUGAG GCCGUUAGGC CGAA ACAUITretT 



CUGACACU A CUCCCUUC 



1137 



CAUGGUGG CUGAUGAG GCCGUUAGGC CGAA AACAUUCG 



ACACUACU C CCUUCGGG 



1138 



GAAGGGAG CUGAUGAG GCCGUUAGGC CGAA AGUGUCAG 



UACUCCCU U CGGGCAGC 



1139 



CCCGAAGG CUGAUGAG GCCGUUAGGC CGAA AGUAGUGU 



GCUGCCCG CUGAUGAG GCCGUUAGGC CGAA AGGGAGUA 



16443 



16444 



16445 



16446 



16447 



8750 



ACUCCCUU C GGGCAGCA 



1140 



GCGAGUGU U CAAAGAGA 



114: 



UGCUGCCC CUGAUGAG GCCGUUAGGC CGAA AAGGHAOTT 



UCUCUUUG CUGAUGAG GCCGUUAGGC CGAA ACACTIPRr 



16448 



16449 



8776 



8801 



8808 



8828 



CGAGUGUU C AAAGAGAA 



1142 



CGAAAGCU C CUGAACCG 



1143 



UUCUCUUU CUGAUGAG GCCGUUAGGC CGAA AACACUPrc 



AGUGAAGU A CGUGCUCA 
UACGUGCU C AAUGAGAC 



1144 



CGGUUCAG CUGAUGAG GCCGUUAGGC CGAA AGCUUUCG 



1145 



UGAGCACG CUGAUGAG GCCGUUAGGC CGAA ACUUCACU 



CAACUGGU U GUGGGCGU 
GUGGGCGU U UUUGGCCA 



1146 



GUCUCAUU CUGAUGAG GCCGUUAGGC CGAA AGCACGT7& 



ACGCCCAC CUGAUGAG GCCGUUAGGC CGAA ACCAGUUG 



16450 



16451 



16452 



16453 



16454 



8838 



8839 



8840 



8857 



1147 



UGGGCGUU U UUGGCCAG 
GGGCGUUU U UGGCCAGA 



1148 



UGGCCAAA CUGAUGAG GCCGUUAGGC CGAA ACGCCCAC 



1149 



CUGGCCAA CUGAUGAG GCCGUUAGGC CGAA AACGCCCA " 



GGCGUUUU U GGCCAGAG 



1150 



UCUGGCCA CUGAUGAG GCCGUUAGGC CGAA AAACGCCC 



AAAAACGU C CCAGAAUG 



1151 



CUCUGGCC CUGAUGAG GCCGUUAGGC CGAA AAAACGCC~ 



CAUUCUGG CUGAUGAG GCCGUUAGGC CGAA ACGUUUUU 



16455 



16456 



16457 



16458 



8872 



8882 



AAUGUGCU C UCGAGAGG 



1152 



UGUGCUCU C GAGAGGAA 



1153 



CCUCUCGA CUGAUGAG GCCGUUAGGC CGAA AGCACAUU 



AGAGGAAU U CAUAAGA A 
GAGGAAUU C AUAAGAAA 



1154 



UUCCUCUC CUGAUGAG GCCGUUAGGC CGAA AGAGCACA 



UUCUUAUG CUGAUGAG GCCGUUAGGC CGAA AUUCCUCU 



16460 



16461 



8886 



1155 



GAAUUCAU A AGAAAGGU 
AGAAAGGU C AACAGCAA 



1156 



UUUCUUAU CUGAUGAG GCCGUUAGGC CGAA AAUUMTP 



ACCUUUCU CUGAUGAG GCCGUUAGGC CGAA AUGAAUUC 



16463 



16464 



8911 



8912 



8924 



8925 



1157 



AUGCAGCU U UGGGUGCC 



1158 



UUGCUGUU CUGAUGAG GCCGUUAGGC CGAA ACCTTUUrn 



UGCAGCUU U GGGUGCCA 



1159 



GGCACCCA CUGAUGAG GCCGUUAGGC CGAA AGCUGCATT 



UGCCAUGU U UGAAGAGC 



1160 



UGGCACCC CUGAUGAG GCCGUUAGGC CGAA AAGCUGPA 



GCCAUGUU U GAAGAGCA 



1161 



GCUCUUCA CUGAUGAG GCCGUUAGGC CGAA ACAUGGCA~ 



UGCUCUUC CUGAUGAG GCCGUUAGGC CGAA AACAUGGC 



16465 



16466 



16467 



16468 



16469 



8964 



8971 



AGCAGAAU C AAUGGAGG 



1162 



GAAGCAGU U GAAGAUCC 



1163 



CCUCCAUU CUGAUGAG GCCGUUAGGC CGAA AUUn icinr 7 



UUGAAGAU C CAAAAUUU 
UCCAAAAU U UUGGGAGA 



1164 



GGAUCUUC CUGAUGAG GCCGUUAGGC CGAA ACUflPimr 



AAAUUUUG CUGAUGAG GCCGUUAGGC CGAA AUCUUPAA 



16470 



16471 



8979 



8980 



9013 



9028 



1165 



CCAAAAUU U UGGGAGAU 



1166 



UCUCCCAA CUGAUGAG GCCGUUAGGC CGAA AUUtTTittaa 



CAAAAUUU U GGGAGAUG 



1167 



AUCUCCCA CUGAUGAG GCCGUUAGGC CGAA AAUIJITTira 



AGGCACAU C UGCGGGGG 



1168 



CAUCUCCC CUGAUGAG GCCGUUAGGC CGAA AAAUUUUG 



GGGAAVGU C ACACUUGC 



1169 



CCCCCGCA CUGAUGAG GCCGUUAGGC CGAA AUGmrnr 



GCAAGUGU CUGAUGAG GCCGUUAGGC CGAA ACAUTTPPP 



16473 



16474 



16475 



16476 



9039 



GUCACACU U GCAUUUAC 



1170 



ACUUGCAU U UACAACAU 



1171 



GUAAAUGC CUGAUGAG GCCGUUAGGC CGAA AGUGUGAC 



AUGUUGUA CUGAUGAG GCCGUUAGGC CGAA AUGCAAGU 



16478 



9041 



9080 



9081 



CUUGCAUU U ACAACAUG 



1172 



UUGCAUUU A CAACAUGA 



1173 



CAUGUUGU CUGAUGAG GCCGUUAGGC CGAA AAUnPAAtt" 



CGGAGAGU U CGGAAAGG 
GGAGAGUU C GGAAAGGC 



1174 



UCAUGUUG CUGAUGAG GCCGUUAGGC CGAA AAAUflPAA 



1175 



CCUUUCCG CUGAUGAG GCCGUUAGGC CGAA APITPUPPn 



16480 



16481 



GCCUVUCC CUGAUGAG GCCGUUAGGC CGAA AACUPUPP 



16482 



AGAGCCAU 
GAGCCAUU 



U UGGUUCAU 
U GGUUCAUG 



1176 



AUGAACCA CUGAUGAG GCCGUUAGGC CGAA AUGGCUCU 



16484 
16485 



9113 



1177 



CAUUUGGU 
AUUUGGUU 



U CAUGUGGC 
C AUGUGGCU 



1178 



CAUGAACC CUGAUGAG GCCGUUAGGC CGAA AAUGGCUC 



1179 



GCCACAUG CUGAUGAG GCCGUUAGGC CGAA ACCAAAUG 



AGCCACAU CUGAUGAG GCCGUUAGGC CGAA AACCAAAU 



16486 



9130 



UCGGAGCU 
AGCUCGCU 



C GGAGCUCG 
C GCUUUCUG 



1180 



1181 



CGAGCUCC CUGAUGAG GCCGUUAGGC CGAA AGCCAgAlT 



CAGAAAGC CUGAUGAG GCCGUUAGGC CGAA AGCUCCGA 



16488 



9135 



1182 



GCUCGCUU 
CUCGCUUU 



U CUGGAGUU 



1183 



ACUCCAGA CUGAUGAG GCCGUUAGGC CGAA AGCGAGCU 



AACUCCAG CUGAUGAG GCCGUUAGGC CGAA AAGCGAGC 



16490 



9136 
9143 



9144 



9151 



C UGGAGUUC 



1184 



UCUGGAGU 
CUGGAGUU 



U CGAGGCUC 



1185 



GAACUCCA CUGAUGAG GCCGUUAGGC CGAA AAAGCGAG 



C GAGGCUCU 



1186 



GAGCCUCG CUGAUGAG GCCGUUAGGC 



16492 



UCGAGGCU 
CUCUGGGU 



C UGGGUUUU 



1187 



U UUCUCAAU 
U UCUCAAJUG 



AGAGCCUC 
AAAACCCA 



ACUCCAGA 



CUGAUGAG GCCGUUAGGC 



16493 



AACUCCAG 



1188 



CUGAUGAG GCCGUUAGGC CGAA AGCCUCGA 



16494 



AUUGAGAA CUGAUGAG GCCGUUAGGC CGAA ACCCAGAG 



16495 



16496 
16497 



9159 



1189 



CUGGGUUU 



U CUCAAUGA 
C UCAAUGAA 



1190 



CAUUGAGA CUGAUGAG GCCGUUAGGC CGAA AACCCAGA 



UCAUUGAG CUGAUGAG GCCGUUAGGC CGAA AAACCCAG 



16498 
16499 



9160 
9162 



1191 



GGUUUUCU 
CACUGGCU 



C AAUGAAGA 
V GGAAGAAA 



1192 



UUCAUUGA CUGAUGAG GCCGUUAGGC CGAA AAAACCCA 



1193 



UCUUCAUU CUGAUGAG GCCGUUAGGC CGAA AGAAAACC 



UUUCUUCC CUGAUGAG GCCGUUAGGC CGAA AGCCAGUG 



16500 



16501 
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9194 | AAAGAACU C AGGAGGAG 
9207 | GGAGGUGU C GAGGGCUU 



1194 



CUCOJCCU CUGAUGAG GCCGUUAGGC CGAA AGimnum 



9215 
9222 



9235 



9236 



1195 



CGAGGGCU U GGGCCUCC 



1196 



UUGGGCCU C CAAAAACU 



1197 



AAGCCCUC CUGAUGAG GCCGUUAGGC CGAA ACACCUCcT 
GGAGGCCC CU GAUGAG GCCGUUAGGC CGAA AGCOTTm 



16503 



AACUGGGU U ACAUCCUG 



1198 



AGUUUUUG CUGAUGAG GCCGUUAGGC CGAA AGGCPCAA 



16504 



ACUGGGUU A CAVCOJGC 



1199 



CAGGAUGU CUGAUGAG GCCGUUAGGC 
GCAGGAUG CUGAUGAG GCCGUUAGGC 



16505 



3C CGAA ACCCAGUU 



16506 



CGAA AACCCAGU 



9252 
9276 



GGUUACAU C CUGCGUGA 



1200 



CGUGAAGU U GGCACCCG 



1201 



UCACGCAG CUGAUGAG GCCGUUAGGC CGAA AUGUAAcF 



CGGGUGCC CUGAUGAG GCCGUUAGGC CGAA ACUUCACG 



GGCAAGAU C UAUGCUGA 
CAAGAUCU A UGCUGAUG 



1202 



UCAGCAUA CUGAUGAG GCCGUUAGGC CGAA AUCrmrcF^ 



9312 
9326 



9340 
9348 



1203 



ACCOGCAU C ACGAGAGC 



1204 



CAUCAGCA CUGAUGAG GCCGUUAGGC CGAA AGAUPTTlTn 



AGOJGACU U GGAAAAUG 
AUGAAGCU A AGGUGCUU 



1205 



GCUCUCGU CUGAUGAG GCCGUUAGGC CGAA AUGCGGGU 



1206 



CAUUUUCC CUGAUGAG GCCGUUAGGC CGAA AGUCAflPTT 



AAGGUGCU U GAGCUGCU 
GAGCUGCU U GAUGGGGA 



1207 



AAGCACCU CUGAUGAG GCCGUUAGGC CGAA AGCTITTPATT 



AGCAGCUC CUGAUGAG GCCGUUAGGC CGAA ARHArnTn 



1208 



9370 I GGGAACAU C GGCGUCUU 
9376 I AUCGGCGXJ C UUGCCAGG 



1209 



UCCCCAUC CUGAUGAG GCCGUUAGGC CGAA AGCAGCUC 



AAGACGCC CUGAUGAG GCCGUUAGGC CGAA AUGTTTTrFF 



9393 



9399 



9404 



9406 



1210 



93 78 j CGGCGUCU U GCCAGG GC 
9390 I AGGGCCAU C AUUGAGCU 



1211 



CCUGGCAA CUGAUGAG GCCGUUAGGC CGAA ACGCPKaTt 



1212 



GCCCUGGC CUGAUGAG GCCGUUAGGC CGAA AGACGC.na 



GCCAUCAU U GAGCUCAC 



AUUGAGCU C ACCUAUCG 



1213 
1214 



AGCUCAAU CUGAUGAG GCCGUUAGGC CGAA AUGGCCCU 



GUGAGCUC CUGAUGAG GCCGUUAGGC CGAA AUGAnraF 



GCUCACCU A UCGUCACA 



1215 



CGAUAGGU CUGAUGAG GCCGUUAGGC CGAA AGCUCAAU 



UCACCUAU C GUCACAAA 



1216 



UQUGACGA CUGAUGAG GCCGUUAGGC CGAA AGGUfiArcp 



UUUGUGAC CUGAUGAG GCCGUUAGGC CGAA AUAHCfl in a 



9417 



9456 



9470 



9481 



9501 



9504 



9509 



CCUAUCGU C ACAAAGUU 



1217 



CACAAAGU U GUGAAAGU 



1218 



AACUUUGU CUGAUGAG GCCGUUAGGC CGAAACGATTAnn 



AGAACCGU C AUGGAUGU 



9465 | AUGGAUGU U AUCUCCAG 

9466 | UGGAUGUU A UCUCCAGA 



1219 



ACUUUCAC CUGAUGAG GCCGUUAGGC CGAA ACITI TT THT TfT 



1220 



ACAUCCAU CUGAUGAG GCCGUUAGGC CGAA ACGHinTPTT 



9468 | GAUGUUAU C UCCAGAGA 



UGUUAUCU C CAGAGAAG 



GAGAAGAU C AGAGGGGG 



GGACAAGU U GUCACCUA 



CAAGUUGU C ACCUACGC 



UGUCACCU A CGCCCUAA 



9516 | UACGCCCU A AACACUUU 



9523 I UAAACACU U UCACCAAC 

9524 I AAACACUU U 



1221 



CUGGAGAU CUGAUGAG GCCGUUAGGC CGAA ACAITPCAIT 



1222 



1223 



UCUGGAGA CUGAUGAG GCCGUUAGGC 
UCUCUGGA CUGAUGAG GCCGUUAGGC" 



CGAA AACAUCCA 



CGAA AUAACAUC 



1224 



CUUCUCUG CUGAUGAG GCCGUUAGGC CGAA AGAITAAPA 



1225 



CCCCCUCU CUGAUGAG GCCGUUAGGC CGAA AUCI7TTPTTP 



1226 



UAGGUGAC CUGAUGAG GCCGUUAGGC CGAA ACUITmpp 



1227 



GCGUAGGU CUGAUGAG GCCGUUAGGC CGAA ACAAPTTnn 



1228 



UUAGGGCG CUGAUGAG GCCGUUAGGC CGAA AGGITHAPA 



1229 



AAAGUGUU CUGAUGAG GCCGUUAGGC CGAA AGGaraiTA 



GUUGGUGA CUGAUGAG GCCGUUAGGC CGAA AGUnrnma 



9525 



9540 



9624 



9660 



9675 



AACACUUU C 



CACCAACC 
ACCAACCU 



1230 



1231 



GGUUGGUG CUGAUGAG GCCGUUAGGC CGAA AAGURT7ITTT 



CUGGCCGU C CAGCUGGU 



1232 



AGGUUGGU CUGAUGAG GCCGUUAGGC CGAAAAAnilflTTTT 



9576 j GGAGUGAU U GGCCCAGA 
9600 j GAGAAACU C ACAAAAGG 



1233 



ACCAGCUG CUGAUGAG GCCGUUAGGC CGAA ACGar.rna 



1234 



UCUGGGCC CUGAUGAG GCCGUUAGGC CGAA AUCAPITPP 



CCCAAAGU C AGGACCUG 



1235 



CCUUUUGU CUGAUGAG GCCGUUAGGC CGAA AGITTITTPTtp 



9638 | CUGGCUGUU UGAGAAUG 

9639 I UGGCUGUU U GAGAAUGG 



1236 



1237 



GAAAGACU C AGCCGCAU 



1238 



AUGGCUGO C 
UGUGUGGU A 



AGUGGAGA 
AAGCCCCU 



1239 



CAGGUCCU CUGAUGAG GCCGUUAGGC CGAA ACWmana 



CAUUCUCA CUGAUGAG GCCGUUAGGC CGAA ACAHPPAn 



CCAUUCUC CUGAUGAG GCCGUUAGGC CGAA AACAGCCA 



AUGCGGCU CUGAUGAG GCCGUUAGGC CGAA AGUPTTHTTP 



UCUCCACU CUGAUGAG GCCGUUAGGC CGAA ACAflPPAfT 



9712 
9716 



1240 



UGGACGAU C 
CGAUCGCU U 



GCUUUGCC 
UGCCACCU 



1241 



AGGGGCUU CUGAUGAG GCCGUUAGGC CGAA ACCAPAPA 



GGCAAAGC CUGAUGAG GCCGUUAGGC CGAA AUPGIIPPA 



9717 



1242 



GAUCGCUU U 
UGCCACCU C 



GCCACCUC 
GCUCCACU 



1243 



AGGUGGCA CUGAUGAG GCCGUUAGGC CGAA AGCGAUCG 
GAGGUGGC CUGAUGAG GCCGUUAGGC CGAA AAGCGAUC 



9729 j ACCUCGCU C CACUUCCU 



9734 



GCUCCACU U CCUCAAUG 



1244 
1245 
1246 



AGUGGAGC 
AGGAAGUG 



CUGAUGAG GCCGUUAGGC CGAA AGGUGGCA 



CAUUGAGG 
GCAUUGAG 



CUGAUGAG GCCGUUAGGC CGAA AGCGAGGU 



CUGAUGAG GCCGUUAGGC CGAA AGUGGAGC 



OJCAAUGC 
AAUGCUAU 



1247 
1248 



CUGAUGAG GCCGUUAGGC CGAA AAGUGGAG 



9738 
9745 



AUAGCAUU 
CUUUGACA 



CUGAUGAG GCCGUUAGGC CGAA AGGAAGUG 



9749 
9756 



9757 
9768 



9797 
9802 



UGCUAUGU C AAAGGUUC 



1249 
1250 



CUGAUGAG GCCGUUAGGC CGAA AGCAUUGA 



UCAAAGGU U 
CAAAGGUU C 



CGCAAAGA 
GCAAAGAC 



1251 
1252 



GAACCUUU CUGAUGAG GCCGUUAGGC 



UCUUUGCG CUGAUGAG GCCGUUAGGC 



CGAA 
CGAA 



ACAUAGCA 



AAAGACAU C 
GAAACCGU C 



CAAGAGUG 
AACUGGAU 



1253 
1254 



GUCUUUGC CUGAUGAG GCCGUUAGGC 



ACCUUUGA 



UGGAUGGU A 
GGUAUGAU U 



UGAUUGGC 



1255 



GGCAGCAG 



1256 



CACUCUUG CUGAUGAG GCCGUUAGGC 



CGAA 
CGAA 



AACCUUUG 



AUGUCUUU 



AUCCAGUU CUGAUGAG GCCGUUAGGC CGAA ACGGUUUC 



GCCAAUCA CUGAUGAG GCCGUUAGGC CGAA ACCAUCCA 



CUGCUGCC CUGAUGAG GCCGUUAGGC CGAA AUCAUACC 



16562 



16563 
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98X3 
9814 


CAGCAGGU U CCAUUUUG 
AOCAOGUU C CAOUUUOC 


1257 
1258 


CAAAAUGG CUGAUGAG GCCGUUAGGC CGAA ACCOBCOa 
\ GCAAAAUO CUGAUGAG GCCGUUAGOC CGAA AACCUGCU 


16565 
16566 


9818 


OGUDCCAU U UUOCUCAA 


1259 


UUOAGCAA CUGAUGAG GCCGUUAGGC CGAA AUGGAACC 


16567 


9819 


GUUCCADU U UGCUCAAA 


14DV 


UUUGAGCA CUGAUGAG GCCGUUAGGC CGAA AAUGGAAr 


16568 


9820 


UUCCADUU U OCOCAAAC 


1261 


GUUUGAGC CUGAUGAG GCCGUUAGGC CGAA AAAUQQAA 


16569 


9824 
9832 


AUUUW3CU C AAACCAUU 
CAAAOCAU U UCACUGAA 


1262 
1263 


AADGGUUU CUGAUGAG GCCGUUAGGC CGAA AGCAAAAU 


16570 


9833 




12o4 


UUCAuuuA CUGAUGAG GCCGUUAGGC CGAA AUQGUUUG 
AUUCAGUG CUGAUGAG GCCGUUAGGC CGAA AAUGGUUU 


16571 
16572 


9834 
9842 


AACCAUUU C ACUGAAUU 
CACUGAAU U GAUCAUGA 


1265 
1266 


AAUUCAGU CUGAUGAG GCCGUUAGGC CGAA AAAUQGUU 


16573 


9846 
9873 


OAAUUOAU C AUGAAAGA 

cuoguogu u ccauocco 


1267 
1268 


UCAUGAUC CUGAUGAG GCCGUUAGGC CGAA AUUCAGUG 
i UCuuucAU CUGAUGAG GCCGUUAGGC CGAA AUCAAIICT 
CGGCAUGO CUGAUGAG GCCGUUAGGC CGAA ACCACCAG 


16574 
16575 
16576 


9874 
9896 


ggaugaau u gguagoca 


X2o9 
1270 


UCGGCAUG CUGAUGAG GCCGUUAGGC CGAA AACGACCA 
UGCCUAOC CUGAUGAG GCOGUUAGGC CGAA AUUCAUCC 


16577 
16578 


9900 
9910 


GAAUUQGU A GGCAGAGC 
GCAOAOCU c gcauaucu 


1271 
1272 


GCUCUGCC CUGAUGAG GCCGUUAGGC CGAA ACCAAUUC 


16579 


9915 




id /J 


AGAUAUGC CUGAUGAG GCOGUUAGGC CGAA AGCUCUGC " 
CCUGGAGA CUGAUGAG GCCGUUAGGC CGAA AUGCOAGC 


16560 
16581 


9917 


UCGCAUAU C UCCAOOOO 


1274 


CCCCUGGA CUGAUGAG GCCGUUAGGC CGAA AUAUOCGA 


16582 


9919 
9939 


OCAUAUCU C CAQOOOCC 


1275 

1 Of £ 


GGCCCCUG CUGAUGAG GCCGUUAGGC CGAA AGAUAUGC '" 


16583 


9952 


ACACDOCU U GUCUGGCU 


x& to 
1277 


AGCCAGAC CUGAUGAG GCCGUUAGGC CGAA AGCAGUGU 


16584 
16585 


9955 
9961 
9965 
9967 


CUGCUDGU C UOOCUAAQ 

OOCUAAGU C UUAUGCCC 
CUAAGUCU UAUGCCCAG 


1278 

1.279 

1280 
1281 


CUUAGCCA CUGAUGAG GCCGUUAGGC CGAA ACAAGCAG 
i AUAAOACU CUGAUGAG GCCGUUAGGC CGAA AGCCAGAC 
GGGCAUAA CUGAUGAG GCCGUUAGGC CGAA ACUUAGCC 


16586 
16587 
16588 


9966 
9987 
9988 
9992 


UAAOUCUU A UGCCCAGA 
UGGCUGCU U CUOUACUU 
GGCUGCUU C UGUACUUC 
GCUUCUGU A CUUOCACA 


1282 
1283 
1284 
1285 


CUGGGCAU CUGAUGAG GCCGUUAGGC CGAA AGACUUAG " 
UCUQGGCA CUGAUGAG GCCGUUAGGC CGAA AAGACUUA " 
AAGUACAG CUGAUGAG GCCGUUAGGC CGAA AGCAGCCA 
GAAGUACA CUGAUGAG GCCGUUAGGC CGAA AAGCAGCC ' 


16589 
16590 
16591 
16592 


9995 
9996 
10017 


UCUGUACU U CCACAGAA 
CUOUACUU C CACASAAO 
CUGCGGCU C AUGGOCAA 


1286 
1287 
1288 


UGUOuAAG CUGAUGAG GCCGUUAGGC CGAA ACAGAAGC 
UUCUG0GG CUGAUGAG GCCGUUAGGC CGAA AGUACAGA 
CUUCUGUO CUGAUGAG GCCGUGA3GC CGAA AAGUACAG " 


16593 
16594 
16595 


10032 
10033 
10037 


AAO0CCAU U UGCUCCGC 
ACOCCAUU U OCUCCOCU 
CAUUUGCU c COCUOUCC 


1289 
1290 
1291 


UUOGCCAU CUGAUGAG GCCGUUAGGC CGAA AGCCGCAG 
GCGGAGCA CUGAUGAG GCCGUUAGGC CGAA AUGGCGUU 
AGCGGAGC CUGAUGAG GCCGUUAGGC CGAA AAUGGCGU 


16596 
16597 
16598 


10044 

10054 

10059 

10063 

10082 

10086 

10124 

10131 

10143 

10144 

10149 

10203 

10208 

10210 

10211 

10230 

10248 

10284 

10294 

10296 

10305 

10314 

10317 

10331 

10339 

10340 

10348 

10349 " 


U008CDGU C CCUGUGAA 
CUOUGAAU U OOQUCCCU 
AAUUOGGU C CCUACCGO 
GGGUCCCU A CCGOAAGA 

cacguggu c cauccauo 

UGGUCCAU C CAIX5CAOO 
GOACAUGU U QQA06UCU 
UUOGAOGU C UGGAACCG 
AACCGUGU U UGGAUAOA 
AOCBUGUU U GGAUAGAO 
UUUUQGAU A GAGGAGAA 
AODOAOOU C CCAUAUUC 
CGUCCCAU A UUCAGGAA 
UCCCAUAU U CAGGAAAA 
CCCAUAUU C AGQAAAAC 
GAOQACAU C UGGUGUGG 

OAAAACAD C CAOGUOQC 
AGGGGGCU A UCAACCAA 
OUOGCUAU C AACCAA8U 
AACCAAOU C AGAOCAAU 
AGAOCAAU C AUGGGAGA 
GCAAUCAU C OOAGAUGA 
UGAQAAGU A UGUGOAUU 
AUGUQGAU U ACAUGAGU ' 
UGUGOAUU A CAUOAGUU """ 
ACADQAGU U CACUAAAG 
CADGAGUU C ACUAAAQA 


1292 

1293 

1294 

1295 

1296 

1297 

1298 

1299 

1300 

1301 

1302 

1303 

1304 

1305 

1306 

1307 

1308 

1309 

1310 

1311 

1312 

1313 

1314 

1315 

1316 

1317 

1316 

1319 


GGACAGCO CUGAUGAG GCCGUUAGGC CGAA AGCAAAUO 
UUCACAGG CUGAUGAG GCCGUUAGGC CGAA ACAGCGGA 
AGOGACCC CUGAUGAG GCCGUUAGGC CGAA AUUCACAG 
CCGGUAGG CUGAUGAG GCCGUUAGGC CGAA ACCCAAUU 
UCUUCCGG CUGAUGAG GCCGUUAGGC CGAA AGOGACCC 
CAUGOAUG CUGAUGAG GCCGUUAGGC CGAA ACCACGUO 
CCUGCAUG CUGAUGAG GCCGUUAGGC CGAA AUGGACCA 
AGACCUCC CUGAUGAG GCCGUUAGGC CGAA ACAUGUCC 
CGGUUCCA CUGAUGAG GCCGUUAGGC CGAA ACCUCCAA 
UCUAUCCA CUGAUGAG GCCGUUAGGC CGAA ACACGGUU ' 
CUCUAUCC CUGAUGAG GCCGUUAGGC CGAA AACACOGU 
UUCUOCUC CUGAUGAG GCOGUUAGGC CGAA AUCCAAAC 
QAAUAUQQ CUGAUGAG QCCOUUAQGC CGAA ACGUCACU " 
UUCCUGAA CUGAUGAG GCCGUUAGGC CGAA AUGGGACG 
UUUUCCUG CUGAUGAG GCCGUUAGGC CGAA AUAUQGGA 
GUUUUCCU CUGAUGAG GCOGUUAGGC CGAA AAUAUQGG 
CCACACCA CUGAUGAG QCCOUUAOOC CGAA AUOUCCUC 
CUUGUoCC CUGAUGAG GCCGUUAGGC CGAA AUCAGGCU 
GCCACCUG CUGAUGAG GCCGUUAGGC CGAA AUGUUUUC 
UUGGUUGA CUGAUGAG GCCGUUAGGC CGAA AGCCACCU 
ACUUGGUU CUGAUGAG GCCGUUAGGC CGAA AUAGCCAC " 
AUUGCUCU CUGAUGAG GCCGUUAGGC CGAA ACUUQGUU 
UCUCOGAU CUGAUGAG GCCGUUAGGC CGAA AUUGCUCU 
UCAUCUCC CUGAUGAG GCOGUUAGGC CGAA AUGAUUGC 
AAUCCACA CUGAUGAG GCCGUUAGGC CGAA ACUUCUCA " 
ACUCAUGU CUGAUGAG GCOGUUAGGC CGAA AUCCACAU 
AACUCAUO CUGAUGAG GCCGUUAGGC CGAA AAUCCACA 
CUUUAOUQ CUGAUGAG GCOQUUAQQC CGAA ACUCAUGU 
UCUUUAQU CUGAUGAG QCOQUUAQQC CGAA AACUCAUQ " 


16599 

16600 

16601 

16602 

16603 

16604 

16605 

16606 

16607 

16608 

16609 

16610 

16611 

16612 

16613 

16614 

16615 

16616 

16617 

16618 

16619 

16620 

16621 

16622 

16623 

16624 

16625 

16626 

16627 
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10353 


A6U0CACU A AAGAGAUA 


1320 


UAUCUCUU CUGAUGAG GCCGUUAGGP rnaa annr-B a/Tr 


16628 


10361 


■ AAAGAGAU A UGAAGACA 


1321 


UGUCUUCA CUE AUG AO GC.CYXl TTT A Cid H rvaAA kirmrmrrni 


16629 


10375 


ACACAACU 17 UgGUUGAG 


1322 


v,uuvti»ui wuvj/iUUfUj ov-UoUUAvjuC CGAA AGUUGUGU 


16630 


10376 


CACAACUU U GGUUGAGG 


1323 


wwumwVa V.UUnuvinu uwUUU U/ivJUU \J\jJ\r\. AAGUUGUG 


16631 


10380 


ACUUUGGU U GAGGACAC 


1324 


GUGUCCUC CtJGAITGACi OfH"Vn'TTTAfiT5f» ppjr AOOAAAr*tT 


16632 


10392 


GACACAGU A CUGUAGAU 


1325 


AUC7I JAC Art C*l in AT inZVfJ (VW2T7TTAf200 <V»HA W m T/~»t Trrr rry 
™*»>-\jri.\~m3 wvvsrtvvxrtvj U UAolj C CGAA ACUGUGUC 


16633 


10397 


AGUACUGU A GAUAUUUA 


1326 


UAAAUAUC Clin AT TH AH rtTVY^TTTTAr^OO oor a AOAoYr*/"»Tf~' 


16634 


10401 


CUGUAGAU A UUUAAUCA 


1327 


wwvuwuirt cu«auu/Hj uUUVsU UAGGL CGAA ATJCUACAG 


16635 


10403 


GUAGAUAU U UAAUCAAU 


1328 


ATTTJrtATTT7A PT 7TZ AT Tfl A fl fir*rTLt n tr nnn rv^* * *Y-t*TT<-n™ 
nyyuftuu/t uuuauwWj utUuUUAuuL CGAA AUAUCUAC 


16636 


10404 


UAGAUAUU U AAUCAAUU 


1329 


/uiuuvwiou uuwiUwiu LtCCVjU UAGGC CGAA AAUAUCUA 


16637 


10405 


AGAUAUUU A AUCAAUUG 


1330 


CAAUUGAU nir3ATTOAf5 (ZTTTIT TT T A OOO OOAA TYwr-r/TTT 

uwuuunu uuuhuvsnu GCCGUUAGGC CGAA AAAUAUCU 


16638 


10408 


UAUUUAAU C AAUUGUAA 


1331 


TTTTAfA ATTTT Ol Tfz QT TO A O f3/WTTTTA/^^*"» /vi*« ..-„ «. ____ 

uurtuuiuu tuuAUuAva GCCG U UAGGC CGAA AUUAAAUA 


16639 


10412 


UAAUCAAU U GUAAAUAG 


1332 


C\ IA T TT TT TAO OT m A T TO A t~l nnnni Tm\ r^mr* r°ir> » ■* » TTT - .__ 

v*uauuuac CUGAUGAG GCXX3UUAGGC CGAA AUUGAUUA 


16640 


10415 


UCAAUUGU A AAUAGACA 


1333 


uuuLuauu i-uvsAUuAG GCCGUUAGGC CGAA ACAAUUGA 


16641 


10419 


UUGUAAAU A GACAAUAU 


1334 


AUAUUuUL CUGAUGAG GCCGUUAGGC CGAA AUUUACAA 


16642 


10426 


UAGACAAU A UAAGUAUG 


1335 


OAT TZV OT TTTR OT TO A T TO A O O^W"Yr7TTT\ r*\ sns-i <* •« - rTT r-r - t . , _' L 7_""" 

cauacuua CUGAUGAG GCCGUUAGGC CGAA AUUGUCUA 


16643 


10428 


GACAAUAU A AGUAUGCA 


1336 


ubLHUAtu CUGAUGAG GCCGUUAGGC CGAA AUAUUGUC 


16644 


10432 


AUAUAAGU A UGCAUAAA 


1337 


uuuHuvxn LUuftUuAu GCCGUUAGGC CGAA ACUUAUAU 


16645 


10438 


GUAUGCAU A AAAGUGUA 


1338 


7 7 A n APT 71 TIT n7f2A770An OOOOTTTTA r~>fT* /"v-in -n unnniitnio 

uftuw-uuu ^uuftUwftw GCCGUUAGGC CGAA AUGCAUAC 


16646 


10446 


AAAAGUGU A GUUUUAUA 


1339 


uauaaaac CUGAUGAG GCCGUUAGGC CGAA ACACUUUU 


16647 


10449 


AGUGUAGU U UUAUAGUA 


1340 


ITAPT7AT7AA PTtflTmfiAfl ^t , ootttt'i\ frr* rifti n « , . , „ 


16648 


10450 


GUGUAGUU U UAUAGUAG 


1341 


lualuauh uuwxAUUAta GCCGUUAGGC CGAA AACUACAC 


16649 


10451 


UGUAGUUU U AUAGUAGU 


1342 


alumluhu uuisAUGAG GCCGUUAGGC CGAA AAACUACA 


16650 


10452 


GUAGUUUU A UAGUAGUA 


1343 


ualualua CUGAUGAG GCCGUUAGGC CGAA AAAACUAC 


16651 


10454 


AGUUUUAU A GUAGUAUU 


1344 


HnUAuuAL CUGAUGAG GCCGUUAGGC CGAA AUAAAACU 


16652 


10457 


UUUAUAGU A GUAUUUAG 


1345 


v»uaaauac v-UtaAUGAG GCCGUUAGGC CGAA ACUAUAAA 


16653 


10460 


AUAGUAGU A UUUAGUGG 


1346 


UUGAUGAG GCCGUUAGGC CGAA ACUACUAU 


16654 


10462 


AGUAGUAU U UAGUGGUG 


1347 


UittALUA CUGAUGAG GCCGUUAGGC CGAA AUACUACU 


16655 


10463 


GUAGUAUU U AGUGGUGU 


1348 


a^auv_al.u CUGAUGAG GCCGUUAGGC CGAA AAUACUAC 


16656 


10464 


UAGUAUUU A GUGGUGUU 


1349 


ftftLALLAL CUGAUGAG GCCGUUAGGC CGAA AAAUACUA 


16657 


10472 


AGUGGUGU U AGUGUAAA 


1350 


uu uacacu CUGAUGAG GCCGUUAGGC CGAA ACACCACU 


16658 


10473 


GUGGUGUU A GUGUAAAU 


1351 


auuuacac CUGAUGAG GCCGUUAGGC CGAA AACACCAC 


16659 


10478 


GUUAGUGU A AAUAGUUA 


1352 


UAACUAUU CUGAUGAG GCCGUUAGGC CGAA ACACUAAC 


16660 


10482 


GUGUAAAU A GUUAAGAA 


1353 


uuuuuaac CUGAUGAG GCCGUUAGGC CGAA AUUUACAC 


16661 


10485 


UAAAUAGU U AAGAAAAU 


1354 


auuuucuu CUGAUGAG GCCGUUAGGC CGAA ACUAUUUA 


16662 


10466 


AAAUAGUU A AGAAAAUU ! 


1355 


aauuuucu CUGAUGAG GCCGUUAGGC CGAA AACUAUUU 


16663 


10494 


AAGAAAAU U UUGAGGAG 


1356 


CUCCUCAA CUGAUGAG GCCGUUAGGC CGAA AUUUUCUU 


16664 


10495 


AGAAAAUU U UGAGGAGA 


1357 


uuullula CUGAUGAG GCCGUUAGGC CGAA AAUUUUCU 


16665 


10496 


GAAAAUUU U GAGGAGAA 


1358 


I TT TOT TOOT TO OT TO. A T in A n nr*/^/~iTTTTr. t~>r~i/~i r-\r* -n > «««w*v«w«m "" 

uucuccuc CUGAUGAG G CCGUUAGGC CGAA AAAUUUUC 


16666 


10508 


GAGAAAGU C AGGCCGGG 


1359 


u^uajVjccu CUGAUGAG , GCCGUUAGGC CGAA ACUUUCUC 


16667 


10521 


CGGGAAGU U CCCGCCAC 


1360 


OJ TrmOOOO OTTO AT TO A O OO^VTTfTA/^r^r^ t^\/~i -r> -k -_ 

uumjLAjirtjr CUGAUGAG GCCGUUAGGC CGAA ACUUCCCG 


16668 


10522 


GGGAAGUU C CCGCCACC 


1361 


fVTT 7nf5 r*nn or 7n at to a n nnnmTm\r^r*r^ rvjv* •» ■» <-*r-r»-»^^-t^. "~ 


16669 


10537 


CCGGAAGU U GAGUAGAC 


1362 


fTT 70T 7 A OtlO OT TO A T TO A n 0/"Vtt tt "»">\ r^firt s*trv* n — <^r»»-,«-,^-.^^. 

butu/iLUL CUGAUGAG GCCGUUAGGC CGAA ACUUCCGG 


16670 


10542 


AGUUGAGU A GACGGUGC 


1363 


fSPAr'Pmm OT TO A T TO A O OOrv^TTTTTi r*r~*m - _ ' " " 

VjUftUU<jU c CUGAUGAG GCCGUUAGGC CGAA ACUCAACU 


16671 


10562 


CUGCGACU C AACCCCAG 


1364 


cuwjWjuu CUGAUGAG GCCGUUAGGC CGAA AGUCGCAG 


16672 


10602 


GAAGUGAU C CAUGUAAG 


1365 


uuuAUiuvj CUGAUGAG GCCGUUAGGC CGAA AUCACUUC 


16673 


10608 


AUCCAUGU A AGCCCUCA 


1366 


UGAGGGCU CUGAUGAG GCOGUUAGGC CGAA ACAUGGAU 


16674 


10615 


UAAGCCCU C AGAACCGU 


1367 


aujVjuucu CUGAUGAG GCCGUUAGGC CGAA AGGGCUUA 


16675 


10624 


AGAACCGU C UCGGAAGG 


1368 


cuuuccga CUGAUGAG GCCGUUAGGC CGAA ACGGUUCD 


16676 


10626 


AACCGUCU C GGAAGGAG 


1369 


Ol TOOT TT TOO m TO A T Tfl A /^/*«/^/^ttttt\ r+tif^. — j-.,, ,„ . '_ _ 

cuccuucc CUGAUGAG GCCGUUAGGC CGAA AGACGGUU 


16677 


10647 


CCACAUGU U GUAACUUC 


1370 


vaAAUUUAC CUGAUGAG GCCGUUAGGC CGAA ACAUGUGG 


16678 


10650 


CAUGUUGU A ACUUCAAA 


1371 


f TT TT Ifi A A OT T 01 TO A I TO AO /^prvTTtTR/^Hn n n * ■» 

uuutxAauu CUGAUGAG GCCGUUAGGC CGAA ACAACAUG 


16679 


10654 


UUGUAACU U CAAAGCCC 


1372 


wjgcuuug CUGAUGag GCCGUUAGGC CGAA AGUUACAA 


16680 


10655 


UGUAACUU C AAAGCCCA 


1373 


uubULUUU CUGAUGAG GCCGUUAGGC CGAA AAGUUACA 


16681 


10668 


CCCAAUGU C AGACCACG 


1374 


CGUGGUCU CUGAUGAG GCCGUUAGGC CGAA ACAUUGGG 


16682 


10679 


ACCACGCU A CGGCGUGC 


1375 


GCACGCCG CUGAUGAG GCCGUUAGGC CGAA AGCGUGGU 


16683 


10689 


GGCGUGCU A CUCUGCGG 


1376 


CCGCAGAG CUGAUGAG GCCX3UUAGGC CGAA AGCACGCC 


16684 


10692 


GUGCUACU C UGCGGAGA 


1377 


UCUCCGCA CUGAUGAG GCCGUUAGGC CGAA AGUAGCAC 


16685 


10708 


AGUGCAGU C UGOGAUAG 


1378 


CUAUCGCA CUGAUGAG GCCGUUAGGC CGAA ACUGCACU 


16686 


10715 


UCUGCGAU A GUGCCCCA 


1379 


UGGGGCAC CUGAUGAG GCCGUUAGGC CGAA AUCGCAGA 


16687 


10736 


GACUGGGU U AACAAAGG 


1380 


CCUUUGUU CUGAUGAG GCCGUUAGGC CGAA ACCCAGUC 


16688 


10737 


ACUGGGUU A ACAAAGGC 


1381 


GCCUUUGU CUGAUGAG GCCGUUAGGC CGAA AACCCAGU 


16689 


10769 


GCGGCCCU A GCCCCGGU 


1382 


ACCGGGGC CUGAUGAG GCCGUUAGGC CGAA AGGGCCGC 


16690 
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10778 


GCCCCGGU A AUGGUGUU 


1383 


AACACCAU CUGAUGAG GCCGUUAGGC CGAA ACCGGGGC 




10786 


AAUGGUGU U AACCAGGG 


1384 


CCCUGGUU CUGAUGAG GCCGUUAGGC CGAA ACACCAUU 


lob 


10787 


AUGGUGUU A ACCAGGGC 


1385 


GCCCUGGU CUGAUGAG GCCGUUAGGC CGAA AACACCAU 


xooy j 


10805 


AAAGGACU A GAGGUUAG 


1386 


CUAACCUC CUGAUGAG GCCGT 17 7 a. fine pnaa arnirTTTTnT 


16694 


10811 


CUAGAGGU U AGAGGAGA 


1387 


UCUCCUCU CUGAUGAG GCCGUUAGGC CGAA AfTTTCTTAfi 


1od95 


10812 


UAGAGGUU A GAGGAGAC 


1388 


GUCUCCUC CUGAUGAG GCCG777TAGGC rwaa aarTTinTa 


16696 


10829 


CCCGCGGU U UAAAGUGC 


1389 


GCACUUUA CUGAUGAG GCCG77T7AGRC Pfia a a rrrinfmn 


16697 


10830 


CCGCGGUU U AAAGUGCA 


1390 


UGCACUUU CUGAUGAG GCCGUUAGGC PGA A AAPrv , 3^ , r!^ , 




10831 


CGCGGUUU A AAGUGCAC 


1391 


GUGCACUU CUGAUGAG GPPGUUAGnr' Pfiaa aaBPrfirr 


16699 


10862 


GAAGCUGU A GGUCAGGG 


1392 


CCCTTGACC CUGAUGAG GCCGTTTTAG/!^ , rniiii ar"ar«r»nTTr» 


16700 


10866 


CUGUAGGU C AGGGGAAG 


1393 


nit ICCfVT T niGAUGAG GCCGTTTTa.^2/7^ , rpaa RpnrTRnsr 


16701 


10879 


GAAGGACU A GAGGUUAG 


1394 


OTAACCTTP PTTGaT7/2a.G ncncmn^fli^r* rv^7\ TV af^TTr , r^TTTTn 


16702 


10885 


CUAGAGGU U AGUGGAGA 


1395 


UCUCCAOT CUGAUGAG GPPfHTTTAtmr' PPaa armTnrar 


16703 


10886 


UAGAGGUU A GUGGAGAC 


1396 


GT ICT ICT 1 A C niGAITGAG czcnczixiiUfznn rT*aa aarvTirrTa 


16704 


10928 


AACAGCAU A UUGACACC j 


1397 


GGUGUCAA CUGAUGAG GCCGUUAGGC CGAA AUGCUGUU 


16705 


10930 


CAGCAUAU U GACACCUG 


1398 


CAGGUGUC CUGAUGAG GCCGUUAGGC CGAA AUAUGCUG 


16706 


10943 


CCUGGGAV A GACUAGGA 


1399 


UCCUAGUC CUGAUGAG GCCGUUAGGC CGAA AUCCCAGG 


16707 


10948 


GAUAGACU A GGAGAUCU ! 


1400 


AGAUCUCC CUGAUGAG GCCGUUAGGC CGAA AGUCUAUC 


16708 


10955 


UAGGAGAU C UUCUGCUC 


1401 


GAGCAGAA CUGAUGAG GCCGUUAGGC CGAA AUCUCCUA 


16709 


10957 


GGAGAUCU U CUGCUCUG 


1402 


CAGAGCAG CUGAUGAG GCCGUUAGGC CGAA AGAUCUCC 


16710 


10958 


GAGAUCUU C UGCUCUGC 


1403 


GCAGAGCA CUGAUGAG GCCGUUAGGC CGAA AAGAUCUC 


16711 


10963 


CUUCUGCU C UGCACAAC 


1404 


GUUGUGCA CUGAUGAG GCCGUUAGGC CGAA AGCAGAAG 


16712 
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Pos 


Substrate 


Seq ZD 


Ribozyme 


Rz Seq 
ID 


11 




1 A flC 
±*± UD 


CUCACACA CUGAUGAG GCCGUUAGGC CGAA ICGAACUA 


16713 


12 


Af3TTTTrY2r , r' TT tf2TW2TTr ,, A/1/"» 


1 A f\C 


GCUCACAC CUGAUGAG GCCGUUAGGC CGAA IGCGAACU 


16714 


21 


uUvjUuHuL U vzn.L_nxVrvU.L/ 


14 U 1 


AGUUUGUC CUGAUGAG GCCGUUAGGC CGAA ICUCACAC 


16715 


ZD 


O "K OT TO 7v O TV nivrmrTK /^tt 

l3AVjV.UtiA.L- A AACUUAGU 


1408 


ACUAAGUU CUGAUGAG GCCGUUAGGC CGAA IUCAGCUC 


16716 


90 


UvsAA-AAAl. U UAbUAGUG 


1409 


CACUACUA CUGAUGAG GCCGUUAGGC CGAA IUUUGUCA 


16717 




f2f27lTTrTTi A I* 1 A A OA ATTtTA A 

VjuAUUAAL A ALAAUUAA 


1410 


UUAAUUGU CUGAUGAG GCCGUUAGGC CGAA IUUAAUCC 


16718 


3D 


UUAAv-AAL> A AUUAACA.L. 


1411 


GUGUUAAU CUGAUGAG GCCGUUAGGC CGAA IUUGUUAA 


16719 


/CI 


LAAUUAAu A CAGUGCGA 


1412 


UCGCACUG CUGAUGAG GCCGUUAGGC CGAA IUUAAUUG 


16720 


CC 
uj 


atttta a oa 0 a ott/t*o»/v 


1413 


GCUCGCAC CUGAUGAG GCCGUUAGGC CGAA IUGUUAAU 


16721 




GUtaCtSAGC U GUuuCUUA 


1414 


UAAGAAAC CUGAUGAG GCCGUUAGGC CGAA ICUCGCAC 


16722 


fin 
o u 


Lrt-UbUUUL. U UAGCACGA 


1415 


UCGUGCUA CUGAUGAG GCCGUUAGGC CGAA IAAACAGC 


16723 




UUCUUAGC A CGAAGAUC 


1416 


GAUCUUCG CUGAUGAG GCCGUUAGGC CGAA ICUAAGAA 


16724 


94 


UvjtHAvjAUL. U LXiAUGULU 


1417 


AGACAUCG CUGAUGAG GCCGUUAGGC CGAA IAUCUUCG 


16725 


i n9 


U vJVjAUGU L, U AAGAAACC 


1418 


GGUUUCUU CUGAUGAG GCCGUUAGGC CGAA IACAUCGA 


16726 


110 




1419 


GCCCUCCU CUGAUGAG GCCGUUAGGC CGAA IUUUCUUA 


16727 


ITT 


AAGAAACC A GGAGGGCC 


1420 


GGCCCUCC CUGAUGAG GCCGUUAGGC CGAA IGUUUCUU 


16728 


i iig 


JIVaVaitlTVjoi. L. IaJGLAAGA 


1421 


UCUUGCCG CUGAUGAG GCCGUUAGGC CGAA ICCCUCCU 


16729 


120 


vjia/iULjoUL. C. G<jCAAGAG 


1422 


CUCUUGCC CUGAUGAG GCCGUUAGGC CGAA IGCCCUCC 


16730 




uoUCUoVjU A AGAGvJvJGG 


1423 


CCGGCUCU CUGAUGAG GCCGUUAGGC CGAA ICCGGGCC 


16731 


1j u 


ULA/UifWjL, GGGCUGUC* 


1424 


GACAGCCC CUGAUGAG GCCGUUAGGC CGAA ICUCUUGC 


16732 


■Ljj 


AGt-CGGGC U GUCAAUAU 


1425 


AUAUUGAC CUGAUGAG GCCGUUAGGC CGAA ICCCGGCU 


16733 




c*nf^r r tir % nr* a a tta ttootttv 
GGUCUGUC A auaugcua 


1426 


UAGCAUAU CUGAUGAG GCCGUUAGGC CGAA IACAGCCC 


16734 


1 AC 
J. ft o 


LAAUAUGt- U AAAACGCG 


1427 


CGCGUUUU CUGAUGAG GCCGUUAGGC CGAA ICAUAUUG 


16735 




CGGAAUGC c ccgcgugu 


1428 


ACACGCGG CUGAUGAG GCCGUUAGGC CGAA ICAUUCCG 


16736 


T CO 


GGAAUGCC C CGCGUGUU 


1429 


AACACGCG CUGAUGAG GCCGUUAGGC CGAA IGCAUUCC 


16737 


Xo J 


GAAUGCCC C GCGUGUUG 


1430 


CAACACGC CUGAUGAG GCCGUUAGGC CGAA IGGCAUUC 


16738 




OT TOT TT TOT TO O TTTTO A TIT TOO 

vjUvjUUvjUL c uugauugg 


1431 


CCAAUCAA CUGAUGAG GCCGUUAGGC CGAA IACAACAC 


16739 


x /o 


UtiUUGUL'C U UGAUUGGA 


1432 


UCCAAUCA CUGAUGAG GCCGUUAGGC CGAA IGACAACA 


16740 


XOD 


O ATTT TOO TV O TT O TV A O TV OO^ 

GAUUGGAC U GAAGAGGG 


1433 


CCCUCUUC CUGAUGAG GCCGUUAGGC CGAA IUCCAAUC 


16741 


1 OC 


AAOAOOOO TT HTWTtTTWTIk/1 

AAGAUGGL U AUGUUGAG 


1434 


OJCAACAU CUGAUGAG GCCGUUAGGC CGAA ICCCUCUU 


16742 


9f>^ 


UuU UliAGL U UGAU UGAC 


1435 


GUCGAUCA CUGAUGAG GCCGUUAGGC CGAA ICUCAACA 


16743 




OTTTTO ^ OOO TT /^TkTT/WTl /VI 

GUUGAGCC U GAUCGACG 


1436 


CGUCGAUC CUGAUGAG GCCGUUAGGC CGAA IGCUCAAC 


16744 


Z J. / 


ULvaAUjvjL. A AGGGGCCA 


1437 


UGGCCCCU CUGAUGAG GCCGUUAGGC CGAA ICCGUCGA 


16745 


994 


OTV A OOOOO O A A T T A /V TV TT 

w^AvjLKjVjU L. AAUACisAU 


1438 


AUCGUAUU CUGAUGAG GCCGUUAGGC CGAA ICCCCUUG 


16746 


225 


A SfjnfVjnp A A TTA OO TV TTTT 

/i/io<jVjvjL.L. A AUAL.GAUU 


1439 


AAUCGUAU CUGAUGAG GCCGUUAGGC CGAA IGCCCCUU 


16747 


243 


OTTOTTT TOOO TT OPT TOT TT TOO O 


1440 


GCCAAGAG CUGAUGAG GCCGUUAGGC CGAA ICCAACAC 


16748 


245 


C2J 17 infl/~f I/" 1 TT OT TTTOOOOT T 


1441 


ACGCCAAG CUGAUGAG GCCGUUAGGC CGAA IAGCCAAC 


16749 


247 


UvjvjV-U v_Uv». U U^sOL-vjUUL. 


1442 


GAACGCCA CUGAUGAG GCCGUUAGGC CGAA IAGAGCCA 


16750 


256 


TTfi^SPreTTTTr 1 TT 7TV , A/1/~ , TTTTO 


1443 


GAACCUGA CUGAUGAG GCCGUUAGGC CGAA IAACGCCA 


16751 


259 


ubUULUUL A GuUUGACA 


1444 


UGUGAACC CUGAUGAG GCCGUUAGGC CGAA IAAGAACG 


16752 


265 


Ul-ftUVJUUL A UAuUuiUU 


1445 


AAUUGCUG CUGAUGAG GCCGUUAGGC CGAA IAACCUGA 


16753 


267 


AuuUUUiL x4 vjLAAUUuU 


1446 


GCAAUUGC CUGAUGAG GCCGUUAGGC CGAA IUGAACCU 


16754 


270 


TTTTr'ar'artr' a attttoot too 


1447 


GGAGCAAU CUGAUGAG GCCGUUAGGC CGAA ICUGUGAA 


16755 


276 


fZfA ATTT TOO IT fWAO/'W* 

\j\_i\AUUGv, U tCGACCCG 


1448 


CGGGUCGG CUGAUGAG GCCGUUAGGC CGAA ICAAUUGC 


16756 


97R 


AAUUbCUU v- GAC-CGGAG 


1449 


CUCGGGUC CUGAUGAG GCCGUUAGGC CGAA IAGCAAUU j 


16757 


282 


\j\~Ui«\JVdAv» v vJGAvj LAG U 


1450 


ACUGCUCG CUGAUGAG GCCGUUAGGC CGAA IUCGGAGC 


16758 


283 


V*Uv.l,unLv. L- uAvjUALtU\7 


1451 


CACUGCUC CUGAUGAG GCCGUUAGGC CGAA IGUCGGAG 


16759 


288 


ACCCGAGC A GUGCUGGA 


1452 


UCCAGCAC CUGAUGAG GCCGUUARGC 1 poaa imm/zmt 


XD/oO 


293 


AGCAGUGC U GGAUCGAU 


1453 


AUCGAUCC CUGAUGAG GCCGUUAGGC CGAA ICACUGCU 


16761 


316 


GUGUGAAC A AACAAACA 


1454 


UGUUUGUU CUGAUGAG GCCGUUAGGC CGAA IUUCACAC 


16762 


320 


GAACAAAC A AACAGCGA 


1455 


UCGCUGUU CUGAUGAG GCCGUUAGGC CGAA IUUUGUUC 


16763 


324 


AAACAAAC A GCGAUGAA 


1456 


UUCAUCGC CUGAUGAG GCCGUUAGGC CGAA IUUUGUUU 


16764 


335 


GAUGAAAC A CCUUCUGA 


1457 


UCAGAAGG CUGAUGAG GCCGUUAGGC CGAA IUUUCAUC | 


16765 


337 


UGAAACAC c UUCUGAGU 


1458 


ACUCAGAA CUGAUGAG GCCGUUAGGC CGAA IUGUUUCA 


16766 


338 


GAAACACC U UCUGAGUU 


1459 


AACUCAGA CUGAUGAG GCCGUUAGGC CGAA IGUGUUUC 


16767 


341 


ACACCUUC U GAGUUUUA 


1460 


UAAAACUC CUGAUGAG GCCGUUAGGC CGAA IAAGGUGU 


16768 


359 


GAAGGAAC U AGGGACCU 


1461 


AGGUCCCU CUGAUGAG GCCGUUAGGC CGAA IUUCCUUC 


16769 


366 


CUAGGGAC C UUGACCAG 


1462 


CUGGUCAA CUGAUGAG GCCGUUAGGC CGAA IUCCCUAG 


16770 
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367 


UAGGGACC U UGACCAGU 




ACUGGUCA CUGAUGAG GCCGUUAGGC CGAA IGUCCCUA 


16771 


372 


ACCUUGAC C AGUGCUAU 


1464 


MUi«jt-At,U CUGAUGAG GCCGUUAGGC CGAA IUCAAGGU 


16772 


373 


1 CCUUGACC A GUGCUAUC 


JL<± D3 


GAUAGCAC cuuAUGAG GCCGUUAGGC CGAA IGUCAAGG 


16773 


378 


ACCAGUGC U AUCAAUCG 


1466 


u\iHUUUAU CUGAUGAG GCCGUUAGGC CGAA ICACUGGU 


16774 


382 


GUGCUAUC A AUCGGCGG 


X*tD / 


CCGCCGAU CUGAUGAG GCCGUUAGGC CGAA IAUAGCAC 


16775 


394 


GGOGGAGC U CAAAACAA 


ItQO 


1 UU(aUUUUG CUGAUGAG GCCGUUAGGC CGAA ICUCCGCC 


16776 


396 


CGGAGCUP A AAAPAAAA 


1 ACQ 


UUUUGUUU CUGAUGAG GCCGUUAGGC CGAA IAGCUCCG 


16777 


401 


CUCAAAAC A AAACSaAAA 


-L% /u 


UUUUCUUU CUGAUGAG GCCGUUAGGC CGAA IUUUUGAG 


16778 


423 


GGAAARAP P flnAATTTTnP 


1471 


GCAAUUCC CUGAUGAG GCCGUUAGGC CGAA IUCUUUCC 


16779 


432 


UUnnUUUv r\ VjU\--rvUvxriU 


1472 


AUCAUGAC CUGAUGAG GCCGUUAGGC CGAA ICAAUUCC 


16780 


436 


tjugpagtip A TTRATTTTf3f2P 


14 13 


GCCAAUCA CUGAUGAG GCCGUUAGGC CGAA IACUGCAA 


16781* 


445 




1474 


GGCGAUCA CUGAUGAG GCCGUUAGGC CGAA ICCAAUCA 


16782 


446 


GATJTTf^fiPP IT PATTPflPPa 


14 /b 


UGGCGAUC CUGAUGAG GCCGUUAGGC CGAA IGCCAAUC 


16783 


453 




1476 


CCUACGCU CUGAUGAG GCCGUUAGGC CGAA ICGAUCAG 


16784 


454 


HRATTPPPp a nrvTrrarmn 


1477 


\ UCCUACGC CUGAUGAG GCCGUUAGGC CGAA IGCGAUCA 


16785 


465 






AGGGUAAC CUGAUGAG GCCGUUAGGC CGAA ICUCCUAC 


16786 


471 


GPAfSTTTTAP p pnpTtpnaa 


1479 


UUAGAGAG CUGAUGAG GCCGUUAGGC CGAA IUAACUGC 


16787 


472 


PAOIJTTAPP P ITPTTPTTAAP 


1 1 Jl Oft 

1480 


GUUAGAGA CUGAUGAG GCCGUUAGGC CGAA IGUAACUG 


16788 


473 


AGITtTAPPP TT PTTPTTaaPTT 


1481 


AGUUAGAG CUGAUGAG GCCGUUAGGC CGAA IGGUAACU 


16789 


475 


UTTAPPPTTP TT PTTAAPTTTTP 


1482 


GAAGUUAG CUGAUGAG GCCGUUAGGC CGAA IAGGGUAA 


16790 


477 


APPPTTPTTP TT AaPTTTTrT'a 


1483 


UGGAAGUU CUGAUGAG GCCGUUAGGC CGAA IAGAGGGU 


16791 


481 


UPUPTJAAP TT TTPPAnn/3f2 


1484 


CCCUUGGA CUGAUGAG GCCGUUAGGC CGAA IUUAGAGA 


16792 


484 


PTTAAPTTTTP P aannflA an 


1485 


CUUCCCUU CUGAUGAG GCCGUUAGGC CGAA IAAGUUAG 


16793 


485 




1 A Q £T 

I486 


CCUUCCCU CUGAUGAG GCCGUUAGGC CGAA IGAAGUUA 


16794 


513 


GUAAAUGC U APnOAPRTT 


14 O / 


i ACGUCAGU CUGAUGAG GCCGUUAGGC CGAA ICAUUUAC 


16795 


516 


AAUGPTJAP tl RAPRTTPAP 


i /I no 

14 oo 


GUGACGUC CUGAUGAG GCCGUUAGGC CGAA IUAGCAUU 


16796 


523 


CUGACGIIP A PAGATTfSTTP 


1 4 Q Q 

14 oy 


GACAUCUG CUGAUGAG GCCGUUAGGC CGAA IACGUCAG 


16797 


525 


GACGUCAC A GATJGTTPATT 


i4y u 


AUGACAUC CUGAUGAG GCCGUUAGGC CGAA IUGACGUC 


16798 


532 


PAGATTGTTP A TTPAPP.ATTTT 


1491 


AAUCGUGA CUGAUGAG GCCGUUAGGC CGAA IACAUCUG 


16799 


535 


AUGTJPATTP A PRATTTTPPa 


1492 


UGGAAUCG CUGAUGAG GCCGUUAGGC CGAA IAUGACAU 


16800 


542 


PAPGATTTTP P AAParsprip 


1493 


CAGCUGUU CUGAUGAG GCCGUUAGGC CGAA IAAUCGUG 


16801 


543 


ACGATJTTPP A APartPTTf2P 


1 A QA 

1494 


GCAGCUGU CUGAUGAG GCCGUUAGGC CGAA IGAAUCGU 


16802 


546 


ATTTTPPaap a nPTTPPTTrv 


1495 


CCAGCAGC CUGAUGAG GCCGUUAGGC CGAA IUUGGAAU 


16803 


549 


v<un/iUAuu \J uLUounnn 


1496 


UUUCCAGC CUGAUGAG GCCGUUAGGC CGAA ICUGUUGG 


16804 


552 


APAGPTTRP TT fiflAfitPan 


1497 


UUCUUUCC CUGAUGAG GCCGUUAGGC CGAA ICAGCUGU 


16805 


562 


fiAAanaaf 1 p TTATTrspaTTtT 


1498 


AAUGCAUA CUGAUGAG GCCGUUAGGC CGAA IUUCUUUC 


16806 


563 


AAAGAAPP TT ATTRPafTTTP 


1499 


CAAUGCAU CUGAUGAG GCCGUUAGGC CGAA IGUUCUUU 


16807 


568 


APPTTATTflP A TTTTPJTPaPa 


1500 


UCUGACAA CUGAUGAG GCCGUUAGGC CGAA ICAUAGGU 


16808 


574 


GPATTTTPJTP A P.AflPaaTTP 


1501 


CAUUGCUC CUGAUGAG GCCGUUAGGC CGAA IACAAUGC 


16809 


579 


GUCAGAGP A ATTfiTJATTflTT 


IbUz 


ACAUCCAU CUGAUGAG GCCGUUAGGC CGAA ICUCUGAC 


16810 


595 


UGGGATJAP A TTnTTfSPfSATT 


1503 


AUCGCACA CUGAUGAG GCCGUUAGGC CGAA IUAUCCCA 


16811 


609 


GATICSATTAP TT ATTPAPTTTTa 


1504 


UAAGUGAU CUGAUGAG GCCGUUAGGC CGAA IUAUCAUC 


16812 


613 


AUAPTIATTP A PTTTTaiTrsaa 


1505 


UUCAUAAG CUGAUGAG GCCGUUAGGC CGAA IAUAGUAU 


16813 


615 


ACUAUCAC U UAUGAATTO 


1506 


CAUUCAUA CUGAUGAG GCCGUUAGGC CGAA IUGAUAGU 


16814 


625 


AUGAAUGC C CAGUGCUG 


-LOU / 


CAGCACUG CUGAUGAG GCCGUUAGGC CGAA ICAUUCAU 


16615 


626 


UGAAUGCC C AGTJGPTTniT 


loue 


ACAGCACU CUGAUGAG GCCGUUAGGC CGAA IGCAUUCA 


16816 


627 


GAAUGCCC A-GUGCUGUC 


1 cno 


GACAGCAC CUGAUGAG GCCGUUAGGC CGAA IGGCAUUC 


16817 


632 


CCCAGUGC U GUCGGPTIG 


i c i n 

lOlU 


CAGCCGAC CUGAUGAG GCCGUUAGGC CGAA ICACUGGG 


16818 


639 


CUGUCGGC U GGUAATTRA 


loll 


UCAUUACC CUGAUGAG GCCGUUAGGC CGAA ICCGACAG 


16819 


650 


UAAUGAUC C AGAAGAPA 


1312 


UGUCUUCU CUGAUGAG GCCGUUAGGC CGAA IAUCAUUA 


16820 


651 


AAUGAtJPP A GAAP. A PAT T 


1 C 1 *3 

1513 


AUGUCUUC CUGAUGAG GCCGUUAGGC CGAA IGAUCAUU 


16821 


658 


CAGAAGAC A UCGACUGU 


1514 


ACAGUCGA CUGAUGAG GCCGUUAGGC CGAA IUCUUCUG 


16822 


664 


ACAUCGAC U GUUGGUGC 




GCACCAAC CUGAUGAG GCCGUUAGGC CGAA IUCGAUGU 


16823 


673 


GUUGGUGC A CAAAGUCA \ 


1516 


UGACUUUG CUGAUGAG GCCGUUAGGC CGAA ICACCAAC 


16824 


675 


UGGUGCAC A AAGUCAGC 


1517 


GCUGACUU CUGAUGAG GCCGUUAGGC CGAA IUGCACCA 


10043 


681 


ACAAAGUC A GCAGUCTJA 


1518 


UAGACUGC CUGAUGAG GCCGUUAGGC CGAA IACUUUGU 


16826 


684 


AAGUCAGC A GUCUACGU 


1519 


ACGUAGAC CUGAUGAG GCCGUUAGGC CGAA ICUGACUU 


16827 


688 


CAGCAGUC U ACGUCAGG 


1520 


CCUGACGU CUGAUGAG GCCGUUAGGC CGAA IACUGCUG 


16828 


694 
709 


UCUACGUC A GGUAUGGA 
GAAGAXJGC A CCAAGACA 


1521 
1522 


UCCAUACC CUGAUGAG GCCGUUAGGC CGAA IACGUAGA 
UGUCUUGG CUGAUGAG GCCGUUAGGC CGAA ICAUCUUC 


16829 
16830 


711 
712 


AGAUGCAC C AAGACACG 
GAUGCACC A AGACACGC 


1523 i 
1524 


CGUGUCUU CUGAUGAG GCCGUUAGGC CGAA IUGCAUCU 
GCGUGUCU CUGAUGAG GCCGUUAGGC CGAA IGUGCAUC 


16831 
16832 
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717 


ACCAAGAC A CGCCACUC 


1525 


GAGUGGCG CUGAUGAG GCCGUUAGGC CGAA IUCUUGGU 


16833 


721 


AGACACGC C ACUCAAGA 


1526 


UCUUGAGU CUGAUGAG GCCGUUAGGC CGAA ICGUGUCU 


16834 


722 


GACACGCC A CUCAAGAC 


1527 


GUCUUGAG CUGAUGAG GCCGUUAGGC CGAA IGCGUGUC 


16835 


724 


CACGCCAC U CAAGACGC 


1528 


GCGUCUUG CUGAUGAG GCCGUUAGGC CGAA IUGGCGUG 


16836 


726 


CGCCACUC A A6AC6CAG 


1529 


CUGCGUCU CUGAUGAG GCCGUUAGGC CGAA IAGUGGCG 


16837 


733 


CAAUACUC A GUCGGAGG 


1530 


CCUCCGAC CUGAUGAG GCCGUUAGGC CGAA ICGUCUUG 


16838 


744 


CGGAGGUC A CUGACAGU 


1531 


ACUGUCAG CUGAUGAG GCCGUUAGGC CGAA IACCUCCG 


16839 


746 


GAGGUCAC U GACAGUGC 


1532 


GCACUGUC CUGAUGAG GCCGUUAGGC CGAA IUGACCUC 


16840 


750 


UCACUGAC A GUGCAGAC 


1533 


GUCUGCAC CUGAUGAG GCCGUUAGGC CGAA IUCAGUGA 


16841 


755 


GACAGUGC A GACACACG 


1534 


CGUGUGUC CUGAUGAG GCCGUUAGGC CGAA ICACUGUC 


16842 


759 


GUGCAGAC A CACGGAGA 


1535 


UCUCCGUG CUGAUGAG GCCGUUAGGC CGAA IUCUGCAC 


16843 


761 


GCAGACAC A CGGAGAAA 


1536 


UUUCUCCG CUGAUGAG GCCGUUAGGC CGAA IUGUrrTRT 


16844 


772 


GAGAAAGC A CUCUAGCG 


1537 


CGCUAGAG CUGAUGAG GCCGUUAGGC CGAA ICUUUCUC 


16845 


774 


GAAAGCAC U CUAGCGAA 


1538 


UUCGCUAG CUGAUGAG GCCGUUAGGC CGAA IUGCUUUC 


16846 


776 


AAGCACUC U AGCGAACA 


1539 


UGUUCGCU CUGAUGAG GCCGUUAGGC CGAA IAGUGCUU 


16847 


784 


UAGCGAAC A AGAAGGGG 


1540 


CCCCUUCU CUGAUGAG GCCGUUAGGC CGAA IUUCGCUA 


16848 


795 


AAGGGGGC U UGGAUGGA 


1541 


UCCAUCCA CUGAUGAG GCCGUUAGGC CGAA ICCCCCUU 


16849 


805 


GGAUGGAC A GCACCAAG 


1542 


CUUGGUGC CUGAUGAG GCCGUUAGGC CGAA IUCCAUCC 


16850 


808 


UGGACAGC A CCAAGGCC 


1543 


GGCCUUGG CUGAUGAG GCCGUUAGGC CGAA ICUGUCCA 


16851 


810 


GACAGCAC C AAGGCCAC 


1544 


GUGGCCUU CUGAUGAG GCCGUUAGGC CGAA IUGCUGUC 


16852 


811 


ACAGCACC A AGGCCACA 


1545 


UGUGGCCU CUGAUGAG GCCGUUAGGC CGAA IGUGCUGU 


16853 


816 


ACCAAGGC C ACAAGGUA 


1546 


UACCUUGU CUGAUGAG GCCGUUAGGC CGAA ICCUUGGU 


16854 


817 


CCAAGGCC A CAAGGUAU 


1547 


AUACCUUG CUGAUGAG GCCGUUAGGC CGAA IGCCUUGG 


16855 


819 


AAGGCCAC A AGGUAUUU 


1548 


AAAUACCU CUGAUGAG GCCGUUAGGC CGAA IUGGCCUU 


16856 


837 


GUAAAAAC A GAAUCAUG 


1549 


CAUGAUUC CUGAUGAG GCCGUUAGGC CGAA IUUUUUAC 


16857 


843 


ACAGAAUC A UGGAUCUU 


1550 


AAGAUCCA CUGAUGAG GCCGUUAGGC CGAA IAUUCUGU 


16858 


850 


CAUGGAUC U UGAGGAAC 


1551 


GUUCCUCA CUGAUGAG GCCGUUAGGC CGAA IAUCCAUG 


16859 


859 


UGAGGAAC C CUGGAUAU 


1552 


AUAUCCAG CUGAUGAG GCCGUUAGGC CGAA IUUCCUCA 


16860 


860 


GAGGAACC C UGGAUAUG 


1553 


CAUAUCCA CUGAUGAG GCCGUUAGGC CGAA IGUUCCUC 


16861 


861 


AGGAACCC U GGAUAUGC 


1554 


GCAUAUCC CUGAUGAG GCCGUUAGGC CGAA IGGUUCCU 


16862 


870 


GGAUAUGC C CUGGUGGC 


1555 


GCCACCAG CUGAUGAG GCCGUUAGGC CGAA ICAUAUCC 


16863 


871 


GAUAUGCC C UGGUGGCA 


1556 


UGCCACCA CUGAUGAG GCCGUUAGGC CGAA IGCAUAUC 


16864 


872 


AUAUGCCC U GGUGGCAG 


1557 


CUGCCACC CUGAUGAG GCCGUUAGGC CGAA IGGCAUAU 


16865 


879 


CUGGUGGC A GCCGUCAU 


1558 


AUGACGGC CUGAUGAG GCCGUUAGGC CGAA ICCACCAG 


16866 


882 


GUGGCAGC C GUCAUUGG 


1559 


CCAAUGAC CUGAUGAG GCCGUUAGGC CGAA ICUGCCAC 


16867 


886 


CAGCCGUC A UUGGUUGG 


1560 


CCAACCAA CUGAUGAG GCCGUUAGGC CGAA IACGGCUG 


16868 


899 


UUGGAUGC U UGGGAGCA 


1561 


UGCUCCCA CUGAUGAG GCCGUUAGGC CGAA ICAUCCAA 


16869 


907 


UUGGGAGC A ACACCAUG 


1562 


CAUGGUGU CUGAUGAG GCCGUUAGGC CGAA ICUCCCAA 


16870 


910 


GGAGCAAC A CCAUGCAG 


1563 


CUGCAUGG CUGAUGAG GCCGUUAGGC CGAA IUUGCUCC 


16871 


912 


AGCAACAC C AUGCAGAG 


1564 


CUCUGCAU CUGAUGAG GCCGUUAGGC CGAA IUGUUGCU ' 


16872 


913 


GCAACACC A UGCAGAGA 


1565 


UCUCUGCA CUGAUGAG GCCGUUAGGC CGAA IGUGUUGC 


16873 


917 


CACCAUGC A GAGAGUUG 


1566 


CAACUCUC CUGAUGAG GCCGUUAGGC CGAA ICAUGGUG 


16874 


938 


UGUCGUGC U AUUGCUUU 


1567 


AAAGCAAU CUGAUGAG GCCGUUAGGC CGAA ICACGACA 


16875 


944 


GCUAUUGC U UUUGGUGG 


1568 


CCACCAAA CUGAUGAG GCCGUUAGGC CGAA ICAAUAGC 


16876 


954 


UUGGUGGC C CCAGCUUA 


1569 


UAAGCUGG CUGAUGAG GCCGUUAGGC CGAA ICCACCAA 


16877 


955 


UGGUGGCC C CAGCUUAC 


1570 


GUAAGCUG CUGAUGAG GCCGUUAGGC CGAA IGCCACCA 


16878 


956 


GGUGGCCC C AGCUUACA 


1571 


UGUAAGCU CUGAUGAG GCCGUUAGGC CGAA IGGCCACC 


16B79 


957 


GUGGCCCC A GCUUACAG 


1572 


CUGUAAGC CUGAUGAG GCCGUUAGGC CGAA IGGGCCAC 


16880 


960 


GCCCCAGC U UACAGCUU 


1573 


AAGCUGUA CUGAUGAG GCCGUUAGGC CGAA ICUGGGGC 


16881 


jo4 


CAGCUUAC A GCUUCAAC 


1574 


GUUGAAGC CUGAUGAG GCCGUUAGGC CGAA IUAAGCUG 


16882 


yb / 


CUUACAGC U UCAACUGC 


1575 


GCAGUUGA CUGAUGAG GCCGUUAGGC CGAA ICUGUAAG 


16883 


a /u 


ACAGCUUC A ACUGCCUU 


1576 


AAGGCAGU CUGAUGAG GCCGUUAGGC CGAA IAAGCUGU 


16884 


973 


GCUUCAAC U GCCUUGGA 


1577 


UCCAAGGC CUGAUGAG GCCGUUAGGC CGAA IUUGAAGC 


16885 




ULAAuUvjC. C UUGGAAUG 


1578 


CAUUCCAA CUGAUGAG GCCGUUAGGC CGAA ICAGUUGA 


16886 


977 


CAACUGCC U UGGAAUGA 


1579 




16887 


988 


GAAUGAGC A ACAGAGAC 


1580 


GUCUCUGU CUGAUGAG GCCGUUAGGC CGAA ICUCAUUC 


16888 


991 


UGAGCAAC A GAGACUUC 


1581 


GAAGUCUC CUGAUGAG GCCGUUAGGC CGAA IUUGCUCA 


16889 


997 


ACAGAGAC U UCUUGGAA 


1582 


UUCCAAGA CUGAUGAG GCCGUUAGGC CGAA IUCUCUGU 


16890 


1000 


GAGACUUC U UGGAAGGA 


1583 


UCCUUCCA CUGAUGAG GCCGUUAGGC CGAA IAAGUCUC 


16891 


1014 


GGAGUGUC U GGAGCAAC 


1584 


GUUGCUCC CUGAUGAG GCCGUUAGGC CGAA IACACUCC 


16892 


1020 


UCUGGAGC A ACAUGGGU 


1585 


ACCCAUGU CUGAUGAG GCCGUUAGGC CGAA ICUCCAGA 


16893 


1023 


GGAGCAAC A UGGGUGGA 


1586 


UCCACCCA CUGAUGAG GCCGUUAGGC CGAA IUUGCUCC 


16894 
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1040 


UUDGGUUC U CGAAGGCG 


1587 


CGCCUUCG CUGAUGAG GCCGUUAGGC CGAA IAACCAAA 


16895 


1051 


AAGGCGAC A GCUGCGUG 


1588 


1 CACGCAGC CUGAUGAG GCCGUUAGGC CGAA IUCGCCUU 


16896 


1054 


GCGACAGC U GCGUGACU 


1589 


AGUCACGC CUGAUGAG GCCGUUAGGC CGAA ICUGUCGC 


16897 


1062 


UGCGUGAC U AUCAUGUC 


1590 


| GACAUGAU CUGAUGAG GCCGUUAGGC CGAA IUCACGCA 


16898 


1066 


UGACUAUC A UGUCUAAG 


1591 


CUUAGACA CUGAUGAG GCCGUUAGGC CGAA IAUAGUCA 


16899 


1071 


AUCAUGUC U AAGGACAA 


1592 


UUGUCCUU CUGAUGAG GCCGUUAGGC CGAA IACAUGAU 


16900 


1078 


CUAAGGAC A AGCCUACC 


1593 


GGUAGGCU CUGAUGAG GCCGUUAGGC CGAA IUCCUUAG 


16901 


1082 


GGACAAGC C UACCAUCG 


1594 


CGAUGGUA CUGAUGAG GCCGUUAGGC CGAA ICUUGUCC 


16902 


1083 


GACAAGCC U ACCAUCGA 


1595 


UCGAUGGU CUGAUGAG GCCGUUAGGC CGAA IGCUUGUC 


16903 


1086 


AAGCCUAC C AUCGAUGU 


1596 


ACAUCGAU CUGAUGAG GCCGUUAGGC CGAA IUAGGCUU 


16904 


1087 


AGCCUACC A UCGAUGUG 


1597 


CACAUCGA CUGAUGAG GCCGUUAGGC CGAA IGUAGGCU 


16905 


1120 


AGGCGGUC A ACCUGGCA 


1598 


UGCCAGGU CUGAUGAG GCCGUUAGGC CGAA IACCGCCU 


16906 


1123 


CGGUCAAC C UGGCAGAG 


1599 


CUCUGCCA CUGAUGAG GCCGUUAGGC CGAA IUUGACCG 


16907 


1124 


GGUCAACC U GGCAGAGG 


1600 


CCUCUGCC CUGAUGAG GCCGUUAGGC CGAA IGUUGACC 


16908 


1128 


AACCUGGC A GAGGUCCG 


1601 


CGGACCUC CUGAUGAG GCCGUUAGGC CGAA ICCAGGUU 




1135 


CAGAGGUC C GCAGUUAU 


1602 


AUAACUGC CUGAUGAG GCCGUUAGGC CGAA IACCUCUG 


16910 


1138 


AGGUCCGC A GUUAUUGC 


1603 


GCAAUAAC CUGAUGAG GCCGUUAGGC CGAA ICGGACCU 


16911 


1147 


GUUAUUGC U AUUUGGCU 


1604 


AGCCAAAU CUGAUGAG GCCGUUAGGC CGAA ICAAUAAC 


16912 


1155 


UAUUUGGC U ACCGUCAG 


1605 


CUGACGGU CUGAUGAG GCCGUUAGGC CGAA ICCAAAUA 


16913 


1158 


UUGGCUAC C GUCAGCGA 


1606 


UCGCUGAC CUGAUGAG GCCGUUAGGC CGAA IUAGCCAA 


16914 


1162 


CUACCGUC A GCGAUCUC 


1607 


GAGAUCGC CUGAUGAG GCCGUUAGGC CGAA IACGGUAG 


16915 


1169 


CAGCGAUC U CUCCACCA 


1608 


UGGUGGAG CUGAUGAG GCCGUUAGGC CGAA IAUCGCUG 


16916 


1171 


GCGAUCUC U CCACCAAA 


1609 


UUUGGUGG CUGAUGAG GCCGUUAGGC CGAA IAGAUCGC 


16917 


1173 


GAUCUCUC C ACCAAAGC 


1610 


GCUUUGGU CUGAUGAG GCCGUUAGGC CGAA IAGAGAUC 


16918 


1174 


AUCUCUCC A CCAAAGCU 


1611 


AGCUUUGG CUGAUGAG GCCGUUAGGC CGAA IGAGAGAU 


16919 


1176 


CUCUCCAC C AAAGCUGC 


1612 


GCAGCUUU CUGAUGAG GCCGUUAGGC CGAA IUGGAGAG 


16920 


1177 


UCUCCACC A AAGCUGCG 


1613 


CGCAGCUU CUGAUGAG GCCGUUAGGC CGAA IGUGGAGA 


16921 


1182 


ACCAAAGC U GCGUGCCC 


1614 


GGGCACGC CUGAUGAG GCCGUUAGGC CGAA ICUUUGGU 


16922 


1189 


CUGCGUGC C CGACCAUG 


1615 


CAUGGUCG CUGAUGAG GCCGUUAGGC CGAA ICACGCAG 


16923 


1190 


UGCGUGCC C GACCAUGG 


1616 


CCAUGGUC CUGAUGAG GCCGUUAGGC CGAA IGCACGCA 


16924 


1194 


UGCCCGAC C AUGGGAGA 


1617 


UCUCCCAU CUGAUGAG GCCGUUAGGC CGAA IUCGGGCA 


16925 


1195 


GCCCGACC A UGGGAGAA 


1618 


UUCUCCCA CUGAUGAG GCCGUUAGGC CGAA IGUCGGGC 


16926 


1206 


GGAGAAGC U CACAAUGA 


1619 


UCAUUGUG CUGAUGAG GCCGUUAGGC CGAA ICUUCUCC 




1208 


AGAAGCUC A CAAUGACA 


1620 


UGUCAUUG CUGAUGAG GCCGUUAGGC CGAA IAGCUUCU 


16928 


1210 


AAGCUCAC A AUGACAAA 


1621 


UUUGUCAU CUGAUGAG GCCGUUAGGC CGAA IUGAGCUU 




1216 


ACAAUGAC A AACGUGCU 


1622 


AGCACGUU CUGAUGAG GCCGUUAGGC CGAA IUCAUUGU 


ICQ-}/) 


1224 


AAACGUGC U GACCCAGC 


1623 


GCUGGGUC CUGAUGAG GCCGUUAGGC CGAA ICACGUUU 


± o y j x 


1228 


GUGCUGAC C CAGCUUUU 


1624 


AAAAGCUG CUGAUGAG GCCGUUAGGC CGAA IUCAGCAC 


1 CQ-Jl 


1229 


UGCUGACC C AGCUUUUG 


1625 


CAAAAGCU CUGAUGAG GCCGUUAGGC CGAA IGUCAGCA 


16933 


1230 


GCUGACCC A GCUUUUGU 


1626 


ACAAAAGC CUGAUGAG GCCGUUAGGC CGAA IGGUCAGC 


MO? J* 


1233 


GACCCAGC U UUUGUGUG 


1627 


CACACAAA CUGAUGAG GCCGUUAGGC CGAA ICUGGGUC 


16935 


1243 


UUGUGUGC A GACAAGGA 


1628 


UCCUUGUC CUGAUGAG GCCGUUAGGC CGAA ICACACAA 


16936 


1247 


GUGCAGAC A AGGAGUGG 


1629 


CCACUCCU CUGAUGAG GCCGUUAGGC CGAA IUCUGCAC I 


16937 


1261 


UGGUGGAC A GGGGCUGG 


1630 


CCAGCCCC CUGAUGAG GCCGUUAGGC CGAA IUCCACCA 


16938 


1267 


ACAGGGGC U GGGGCAAC 


1631 


GUUGCCCC CUGAUGAG GCCGUUAGGC CGAA ICCCCUGU 




1273 


GCUGGGGC A ACGGCUGC 


1632 


GCAGCCGU CUGAUGAG GCCGUUAGGC CGAA ICCCCAGC 




1279 


GCAACGGC U GCGGAUUA 


1633 


UAAUCCGC CUGAUGAG GCCGUUAGGC CGAA ICCGUUGC 




1294 


UAUUUGGC A AAGGAAGC 


1634 


GCUUCCUU CUGAUGAG GCCGUUAGGC CGAA ICCAAAUA 


-LO;7*± Z 


1303 


AAGGAAGC A UUGACACA 


1635 


UGUGUCAA CUGAUGAG GCCGUUAGGC CGAA ICUUCCUU 


16943 


1309 


GCAUUGAC A CAUGCGCC 


1636 


GGCGCAUG CUGAUGAG GCCGUUAGGC CGAA IUCAAUGC 


16944 


1311 


AUUGACAC A UGCGCCAA 


1637 


UUGGCGCA CUGAUGAG GCCGUUAGGC CGAA IUGUCAAU 


lO 313 


1317 


ACAUGCGC C AAAUUUGC 


1638 


GCAAAUUU CUGAUGAG GCCGUUAGGC CGAA ICGCAUGU 


16946 


1318 


CAUGCGCC A AAUUUGCC 


1639 


GGCAAAUU CUGAUGAG GCCGUUAGGC CGAA IGCGCAUG 


1 6Q47 


1326 


AAAUUUGC C UGCUCUAC 


1640 


GUAGAGCA CUGAUGAG GCCGUUAGGC CGAA ICAAAUUU j 


16948 


1327 


AAUUUGCC U GCUCUACC 


1641 


GGUAGAGC CUGAUGAG GCCGUUAGGC CGAA IGCAAAUU 1 


16949 


1330 


UUGCCUGC U CUACCAAG 


1642 


CUUGGUAG CUGAUGAG GCCGUUAGGC CGAA ICAGGCAA 


16950 


1332 


GCCUGCUC U ACCAAGGC 


1643 


GCCUUGGU CUGAUGAG GCCGUUAGGC CGAA IAGCAGGC 


16951 


1335 


UGCUCUAC C AAGGCAAU 


1644 


AUUGCCUU CUGAUGAG GCCGUUAGGC CGAA IUAGAGCA 


16952 


1336 


GCUCUACC A AGGCAAUA 


1645 


UAUUGCCU CUGAUGAG GCCGUUAGGC CGAA IGUAGAGC 


16953 


1341 


ACCAAGGC A AUAGGAAG 


1646 


CUUCCUAU CUGAUGAG GCCGUUAGGC CGAA ICCUUGGU 


16954 


1353 


GGAAGAAC C AUCUUGAA 


1647 


UUCAAGAU CUGAUGAG GCCGUUAGGC CGAA IUUCUUCC 


16955 


1354 


GAAGAACC A UCUUGAAA 


1648 


UUUCAAGA CUGAUGAG GCCGUUAGGC CGAA IGUUCUUC 


16956 
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1357 


GAACCADC U UGAAAGAG 


1649 


CUCUUUCA CUGAUGAG GCCGUUAGGC CGAA IA0GGUUC 


16957 


1372 


AGAAUAUC A AGUACGAA 


1650 


UUCGUACU CUGAUGAG GCCGUUAGGC CGAA IAUAUUCU 


16958 


1386 


GAAGUGGC C AUUUUUGU 


1651 


ACAAAAAU CUGAUGAG GCCGUUAGGC CGAA ICCACUUC 


16959 


1387 


AAGUGGCC A UUUUUGUC 


1652 


GACAAAAA CUGAUGAG GCCGUUAGGC CGAA IGCCACUU 


16960 


1396 


UUUUUGUC C AUGGACCA 


1653 


UGGUCCAU CUGAUGAG GCCGUUAGGC CGAA IACAAAAA 


16961 


1397 


UUUUGUCC A UGGACCAA 


1654 


UUGGUCCA CUGAUGAG GCCGUUAGGC CGAA IGACAAAA 


16962 


1403 


CCAUGGAC C AACUACUG 


1655 


CAGUAGUU CUGAUGAG GCCGUUAGGC CGAA IUCCAUGG 


16963 


1404 


CAUGGACC A ACOACUGU 


1656 


ACAGUAGU CUGAUGAG GCCGUUAGGC CGAA IGUCCAUG 


16964 


1407 


GGACCAAC 0 ACUGUGGA 


1657 


UCCACAGU CUGAUGAG GCCGUUAGGC CGAA IUUGGUCC 


16965 


1410 


CCAACUAC U GUGGAGUC 


1658 


GACUCCAC CUGAUGAG GCCGUUAGGC CGAA IUAGUUGG 


16966 


1421 


GGAGUCGC A CGGAAACU 


1659 


AGUUUCCG CUGAUGAG GCCGUUAGGC CGAA ICGACUCC 


16967 


1429 


ACGGAAAC U ACUCCACA 


1660 


UGUGGAGU CUGAUGAG GCCGUUAGGC CGAA IUUUCCGU 


16968 


1432 


GAAACUAC U CCACACAG 


1661 


CUGUGUGG CUGAUGAG GCCGUUAGGC CGAA IUAGUUUC 


16969 


1434 


AACUACUC C ACACAGGU 


1662 


ACCUGUGU CUGAUGAG GCCGUUAGGC CGAA IAGUAGUU 


16970 


1435 


ACUACUCC A CACAGGUU 


1663 


AACCUGUG CUGAUGAG GCCGUUAGGC CGAA IGAGUAGU 


16971 


1437 


UACUCCAC A CAGGUUGG 


1664 


CCAACCUG CUGAUGAG GCCGUUAGGC CGAA IUGGAGUA 


16972 


1439 


CUCCACAC A GGUUGGAG 


1665 


CUCCAACC CUGAUGAG GCCGUUAGGC CGAA IUGUGGAG 


16973 


1449 


GUUGGAGC C ACUCAGGC 


1666 


GCCUGAGU CUGAUGAG GCCGUUAGGC CGAA ICUCCAAC 


16974 


1450 


UUGGAGCC A CUCAGGCA 


1667 


UGCCUGAG CUGAUGAG GCCGUUAGGC CGAA IGCUCCAA 


16975 


1452 


GGAGCCAC U CAGGCAGG 


1668 


CCUGCCUG CUGAUGAG GCCGUUAGGC CGAA IUGGCUCC 


16976 


1454 


AGCCACUC A GGCAGGGA 


1669 


UCCCUGCC CUGAUGAG GCCGUUAGGC CGAA IAGUGGCU 


16977 


1458 


ACUCAGGC A GGGAGAUU 


1670 


AAUCUCCC CUGAUGAG GCCGUUAGGC CGAA ICCUGAGU 


16978 


1468 


GGAGAUUC A GCAUCACU 


1671 


AGUGAUGC CUGAUGAG GCCGUUAGGC CGAA IAAUCUCC 


16979 


1471 


GAUUCAGC A UCACUCCU 


1672 


AGGAGUGA CUGAUGAG GCCGUUAGGC CGAA ICUGAAUC 


16980 


1474 


UCAGCAUC A CUCCUGCG 


1673 


CGCAGGAG CUGAUGAG GCCGUUAGGC CGAA IAUGCUGA 


16981 


1476 


AGCAUCAC U CCUGCGGC 


1674 


GCCGCAGG CUGAUGAG GCCGUUAGGC CGAA IUGAUGCU 


16982 


1478 


CAUCACUC C UGCGGCGC 


1675 


GCGCCGCA CUGAUGAG GCCGUUAGGC CGAA IAGUGAUG 


16983 


1479 


AUCACUCC U GCGGCGCC 


1676 


GGCGCCGC CUGAUGAG GCCGUUAGGC CGAA IGAGUGAU 


16984 


1487 


UGCGGCGC C UUCAUACA 


1677 


UGUAUGAA CUGAUGAG GCCGUUAGGC CGAA ICGCCGCA 


16985 


1488 


GCGGCGCC U UCAUACAC 


1678 


GUGUAUGA CUGAUGAG GCCGUUAGGC CGAA IGCGCCGC 


16986 


1491 


GCGCCUUC A UACACACU 


1679 


AGUGUGUA CUGAUGAG GCCGUUAGGC CGAA IAAGGCGC 


16987 


1495 


CUUCAUAC A CACUAAAG 


1680 


CUUUAGUG CUGAUGAG GCCGUUAGGC CGAA IUAUGAAG 


16988 


1497 


UCAUACAC A CUAAAGCU 


1681 


AGCUUUAG CUGAUGAG GCCGUUAGGC CGAA IUGUAUGA 


16989 


1499 


AUACACAC U AAAGCUUG 


1682 


CAAGCUUU CUGAUGAG GCCGUUAGGC CGAA IUGUGUAU 


16990 


1505 


ACUAAAGC U UGGAGAAU 


1683 


AUUCUCCA CUGAUGAG GCCGUUAGGC CGAA ICUUUAGU 


16991 


1527 


GAGGUGAC A GUGGACUG 


1684 


CAGUCCAC CUGAUGAG GCCGUUAGGC CGAA IUCACCUC 


16992 


1534 


CAGUGGAC U GUGAACCA 


1685 


UGGUUCAC CUGAUGAG GCCGUUAGGC CGAA IUCCACUG 


16993 


1541 


CUGUGAAC C ACGGUCAG 


1686 


CUGACCGU CUGAUGAG GCCGUUAGGC CGAA IUUCACAG 


16994 


1542 


UGUGAACC A CGGUCAGG 


1687 


CCUGACCG CUGAUGAG GCCGUUAGGC CGAA IGUUCACA 


16995 


1548 


CCACGGUC A GGGAUUGA 


1688 


UCAAUCCC CUGAUGAG GCCGUUAGGC CGAA IACCGUGG 


16996 


1558 


GGAUUGAC A CCAAUGCA 


1689 


UGCAUUGG CUGAUGAG GCCGUUAGGC CGAA IUCAAUCC 


16997 


1560 


AUUGACAC C AAUGCAUA 


1690 


UAUGCAUU CUGAUGAG GCCGUUAGGC CGAA IUGUCAAU 


16998 


1561 


UUGACACC A AUGCAUAC 


1691 


GUAUGCAU CUGAUGAG GCCGUUAGGC CGAA IGUGUCAA 


16999 


1566 


ACCAAUGC A UACUACGU 


1692 


ACGUAGUA CUGAUGAG GCCGUUAGGC CGAA ICAUUGGU 


17000 


1570 


AUGCAUAC U ACGUGAUG 


1693 


CAUCACGU CUGAUGAG GCCGUUAGGC CGAA IUAUGCAU 


17001 


1581 


GUGAUGAC U GUUGGAAC 


1694 


GUUCCAAC CUGAUGAG GCCGUUAGGC CGAA IUCAUCAC 


17002 


1590 


GUUGGAAC A AAGACGUU 


1695 


AACGUCUU CUGAUGAG GCCGUUAGGC CGAA IUUCCAAC 


17003 


1600 


AGACGUUC U UGGUCCAU 


1696 


AUGGACCA CUGAUGAG GCCGUUAGGC CGAA IAACGUCU 


17004 


1606 


UCUUGGUC C AUCGUGAG 


1697 


CUCACGAU CUGAUGAG GCCGUUAGGC CGAA IACCAAGA 


17005 


1607 


CUUGGUCC A UCGUGAGU 


1698 


ACUCACGA CUGAUGAG GCCGUUAGGC CGAA IGACCAAG 


17006 


1621 


AGUGGUUC A UGGACCUC 


1699 


GAGGUCCA CUGAUGAG GCCGUUAGGC CGAA IAACCACU 


17007 


1627 


UCAUGGAC C UCAACCUC | 


1700 


GAGGUUGA CUGAUGAG GCCGUUAGGC CGAA IUCCAUGA 


17008 


1628 


CAUGGACC U CAACCUCC 


1701 


GGAGGUUG CUGAUGAG GCCGUUAGGC CGAA IGUCCAUG 


17009 


1630 


UGGACCUC A ACCUCCCU 


1702 


AGGGAGGU CUGAUGAG GCCGUUAGGC CGAA IAGGUCCA 


17010 


lOJJ 




1703 


CCAAGGGA CUGAUGAG GCCGUUAGGC CGAA IUUGAGGU 


17011 


1634 


CCUCAACC U CCCUUGGA 


1704 


UCCAAGGG CUGAUGAG GCCGUUAGGC CGAA IGUUGAGG 


17012 


1636 


UCAACCUC C CUUGGAGC 


1705 


GCUCCAAG CUGAUGAG GCCGUUAGGC CGAA IAGGUUGA 


17013 


1637 


CAACCUCC C UUGGAGCA 


1706 


UGCUCCAA CUGAUGAG GCCGUUAGGC CGAA IGAGGUUG 


17014 


1638 


AACCUCCC U UGGAGCAG 


1707 


CUGCUCCA CUGAUGAG GCCGUUAGGC CGAA IGGAGGUU 


17015 


1645 


CUUGGAGC A GUGCUGGA 


1708 


UCCAGCAC CUGAUGAG GCCGUUAGGC CGAA ICUCCAAG 


17016 


1650 


AGCAGUGC U GGAAGUAC 


1709 


GUACUUCC CUGAUGAG GCCGUUAGGC CGAA ICACUGCU 


17017 


1659 


GGAAGUAC U GUGUGGAG 


1710 


CUCCACAC CUGAUGAG GCCGUUAGGC CGAA IUACUUCC 


17018 
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1672 


GGAGGAAC A GAGAGACG 


1711 


PflTTPTTPT TP PTTflJiTTfZAO RPPTOTTTARnP mR ft T7TTrrv~»rT/-v~» 


17019 


1700 


UGAGGAAC C ACACGCCA 


1712 


nnnprn Trn t piTfZATTnao f^pnriTTAnnp pnaa rrmnrmr'Ti 


17020 


1701 


GAGGAACC A CACGCCAC 


1713 


GI TnfJPfJT 1CI PT7f3ATTf;aG nPPnTTTTftnnP rv^aa Tramnmr* 


17021 


1703 


GGAACCAC A CGCCACGA 


1714 


TJPRITnnPR PTTfiAT7/2Af? nPfY177T7ftnnP rv^aa T77r2T»77TTrw^ 


17022 


1707 


CCACACGC C ACGAAGCA 


1715 


i TTf2Pr777fY2i I Pi7f2ftnnan npo/^T777ftf , r , r* r*r*nii t /ttt t/^t m /t 


17023 


1708 


CACACGPP. A CGAAGPAG 


X 1 xo 


PITr2PI777P^2 PTT^2a77f2an CI C* f^f^l TTT7V O nr~* /"V»J\A T r*nr* I T/**tTT/*» 


17024 


1715 


PAPRAa/^p a nTTPTTniTna 


X / X / 


ULAlAuAL UUvjAULiAVj uL LajU UAvjoC CGAA 1CUUCGUG 


17025 


1 71 Q 

X / 17 


nnuUvaUU U \3 U vxAU A\JL- 


1 71 P 
X / XO 


LtCUAUUAu LUwUuAb Lju vjvi U UAGGC CGAA IACUGCUU 


17026 


1 HI ft 
X f 4o 


LiUoAUALjL. A UUv9viV3L.UL, 


x / iy 


GAGCCCAA CUGAUGAG GCCGUUAGGC CGAA ICUAUCAC 


17027 


1 7^c 


LaU UuuuL U IavAaijaIj 


X /tfll 


CUCUUGUG CUGAUGAG GCCGUUAGGC CGAA I CCCAAUG 


17028 




UUuuItCUU. a UUUsAuw 


X 1 £.X 


CCCUCUUG CUGAUGAG GCCGUUAGGC CGAA IAGCCCAA 


17029 


1739 


fsn/jpripap & APAnp/zap, 




L-ULvJCULU uUGAUUAG GCCGUUAGGC CGAA IUGAGCCC 


17030 


1 HA Q 


fao/ioAfo tt rrTfOTATTOTv 


1723 


UGAUGCAG CUGAUGAG GCCGUUAGGC CGAA ICUCCCUC 


17031 


17C1 
X / 91 


ppptappttp 7T pparTPaap. 


1 HHA 


LUUGAUGC CUGAUGAG GCCGUUAGGC CGAA IAGCUCCC 


17032 


1 7^4 




X / ZD 


aaGCUUGA CUGAUGAG GCCGUUAGGC CGAA ICAGAGCU 


17033 


1757 


TTnTn/T\TTr' A TvrjrTTTTT 


"1 T5C 

1/zb 


CCAAAGCU CUGAUGAG GCCGUUAGGC CGAA IAUGCAGA 


17034 


1 7£1 
x / o X 


/"•ftTTf^a apr» 77 ttttpo/ttop 


1727 


CCAGCCAA CUGAUGAG GCCGUUAGGC CGAA ICUUGAUG 


17035 


X / O i 


p/^tttttp/sp 77 tirfhrmn^n 

uLUUUouL U lJV3AoL*l«AU 


1 TOO 

X /zo 


AUGGCUCC CUGAUGAG GCCGUUAGGC CGAA ICCAAAGC 


17036 


1773 


13V«U urVaAVTv* L, nUULLUuU 


x /za 


ACAGGAAU CUGAUGAG GCCGUUAGGC CGAA ICUCCAGC 


17037 


1774 


lrUL7LxHuL.L* A UU\wV_LHjUtj 


1730 


CACAGGAA CUGAUGAG GCCGUUAGGC CGAA IGCUCCAG 


17038 


1778 


& P.PP ft 7TT7r' O 77f27T/2/" , 7Aft77 
nuLLfiUUL L- UuULnjAAU 


1731 


AUUCCACA CUGAUGAG GCCGUUAGGC CGAA IAAUGGCU 


17039 


1779 


ULLnUULL U VSUvsuinnUU 


1 H1H 
X 1 34 


AAUUCCAC CUGAUGAG GCCGUUAGGC CGAA IGAAUGGC 


17040 


1791 


GAATTTTTTTTP A TAPPAftPAP 


i nil 


oUCiUULaUU CUGAUGAG GCCGUUAGGC CGAA IAAAAUUC 


17041 


1795 


TTTTTTPAapp a a p ft rT7rn ir* 


1 "7*3 A 


GACAGUGU CUGAUGAG GCCGUUAGGC CGAA ICUUGAAA 


17042 


1798 


' PAAPtpaAP a PTTPT7Paan 




CUUGACAG CUGAUGAG GCCGUUAGGC CGAA IUUGCUUG 


17043 


1800 


nuLnAUil» U UUWuiUUU 


1/ Jo 


AACUUvjAC CUGAUGAG GCCGUUAGGC CGAA IUGUUGCU 


17044 


1804 


AUnUUVJUU A nUUUUnLU 


1 7*57 
X / J / 


LAaULAACU CUGAUGAG GCCGUUAGGC CGAA IACAGUGU 


17045 


1820 


PITPPtPPTTP A TTTTT7/iaaPT7 


x /oo 


ACUUCAAA CUGAUGAG GCCGUUAGGC CGAA IACCCGAC 


17046 


1853 


nnnnUUtfL A VUUVtAAvto 


x / 


CCUULAAC CUGAUGAG GCCGUUAGGC CGAA ICAAUUUU 


17047 


1866 


MftuuuiuiL A Av_L.UAULjLJ 


x /4U 


CCAUAGGU CUGAUGAG GCCGUUAGGC CGAA IUUCCCUU 


17048 


1 R£Q 


VsLtAALaAL. L. UAULAjL-VjU 


1741 


ACGCCAUA CUGAUGAG GCCGUUAGGC CGAA IUUGUUCC 


17049 


i ft*7n 

X O 1 u 


VoAAUAAUV* U AULitJCo LIL- 


1742 


GACGCCAU CUGAUGAG GCCGUUAGGC CGAA IGUUGUUC 


17050 


1 fl7Q 


ts. T Tri/irY^T to 77 or Trio a ht\p 
AULrtjUVjUU U OUULAAALr 


1743 


CUUUGAAC CUGAUGAG GCCGUUAGGC CGAA IACGCCAU 


17051 


loot 


L?UL.ULiUUL, A AALtLtL-IJUU 


1744 


AAAGCCUU CUGAUGAG GCCGUUAGGC CGAA IAACAGAC 


17052 


1890 


ULAAAvjLtL. U UULAnuUU 


1745 


AACUUGAA CUGAUGAG GCCGUUAGGC CGAA ICCUUUGA 


17053 




AoVjV-UUUL. A AV7UUUL.UU 


1 1 A C 

174b 


AAGAAACU CUGAUGAG GCCGUUAGGC CGAA IAAAGCCU 


17054 


1901 


LftHuUUUL U ULtL7LtAL.UL. 


1747 


GAGUCCCA CUGAUGAG GCCGUUAGGC CGAA IAAACUUG 


17055 


xy\jo 


r"*T tt icier* Tk t~* 77 pooo/™» ao tv 

L-UULtLiLjAL, U L.L.L*GLaL7A 


1748 


UCUGCGGG CUGAUGAG GCCGUUAGGC CGAA IUCCCAAG 


17056 


x^x V 


ttppp&pttp p rYinanann 

UbuuALUL L. UAjLaLtALA 


1749 


UGUCUGCG CUGAUGAG GCCGUUAGGC CGAA IAGUCCCA 


17057 


1911 


UwViftLULL L. LtWVjALAL. 


x /bO 


GUGUCUGC CUGAUGAG GCCGUUAGGC CGAA IGAGUCCC 


17058 


1914 


rtLULLLuL A Lf 




CCUGUGUC CUGAUGAG GCCGUUAGGC CGAA ICGGGAGU 


17059 


1918 


PPPPaPaP ft Pftr2/2T7<^ftr | 


X iOZ 


GUGACCUG CUGAUGAG GCCGUUAGGC CGAA IUCUGCGG 


17060 


1920 


wwiUftWIL A UUULInLuu 


7 7CO 

1753 


CCGUGACC CUGAUGAG GCCGUUAGGC CGAA IUGUCUGC 


17061 


1925 


W-tUAoLaUL. A LA3U L-AL. U o 


1754 


CAGUGCCG CUGAUGAG GCCGUUAGGC CGAA IACCUGUG 


17062 


1930 


WUi—AvoOL. A LUvjUubUb 


1755 


CACCACAG CUGAUGAG GCCGUUAGGC CGAA ICCGUGAC 


17063 


1932 


PAPGOPAP TT RTTPPTTPTTTT 


X /9b 


AACACCAC CUGAUGAG GCCGUUAGGC CGAA IUGCCGUG 


17064 


1949 


GGAAITIIRP A P.TTAPAPTTP 


1 *7C*7 

x to t 


CAGUGUAC CUGAUGAG GCCGUUAGGC CGAA ICAAUUCC 


17065 


1954 




i 7«;q 
X /so 


lXjUCjCCACj CUGAUGAG GCCGUUAGGC CGAA IUACUGCA 


17066 


1956 


CAGUACAC U GGPAPGGA 


1 7^Q 


ULAA7UL7CC CUGAUGAG GCCGUUAGGC CGAA IUGUACUG 


17067 


1960 


ACACUGGC A PGPAT7PPA 


1 7^n 
x sol/ 


UCCAUCCG CUGAUGAG GCCGUUAGGC CGAA XCCAGUGU 


17068 


1970 


GGAUGGAC C UUGPAAAG 


1 7C1 
X /ox 


CUUUGCAA CUGAUGAG GCCGUUAGGC CGAA IUCCAUCC 


17069 


1971 


GAUGGAPP U IJRPAAAPTT 


1 7CO 

X /oz 


ACUUUGCA CUGAUGAG GCCGUUAGGC CGAA IGUCCAUC 


17070 


1975 


GAPPTITTfJP A AAPTTTTPPTT 


1 7C1 

X /bj 


AGGAACUU CUGAUGAG GCCGUUAGGC CGAA ICAAGGUC 


17071 


1982 


WWUWUt V* UAULULUU 


1 7CA 


ACGAGAUA CUGAUGAG GCCGUUAGGC CGAA IAACUUUG 


17072 


1983 


AAAGUUCC U AUCUCGUC 


1765 


GACGAGAU CUGAUGAG GCCGUUAGGC CGAA IGAACUUU 


17073 


1987 


UUCCUAUC U CGUCAGUG 


1766 


CACUGACG CUGAUGAG GCCGUUAGGC CGAA IAUAGGAA 


17074 


1992 


AUCUCGUC A GUGGCUUC 


1767 


GAAGCCAC CUGAUGAG GCCGUUAGGC CGAA IACGAGAU 


17075 


1998 


UCAGUGGC U UCAUUGAA 


1768 


UUCAAUGA CUGAUGAG GCCGUUAGGC CGAA ICCACUGA 


17076 


2001 


GUGGCUUC A UUGAACGA 


1769 


UCGUUCAA CUGAUGAG GCCGUUAGGC CGAA IAAGCCAC ! 


17077 


2011 


UGAACGAC C UAACGCCA 


1770 


UGGCGUUA CUGAUGAG GCCGUUAGGC CGAA IUCGUUCA 


17078 


2012 


GAACGACC U AACGCCAG 


1771 


CUGGCGUU CUGAUGAG GCCGUUAGGC CGAA IGUCGUUC 


17079 


2018 


CCUAACGC C AGUGGGCA 


1772 


UGCCCACU CUGAUGAG GCCGUUAGGC CGAA ICGUUAGG | 17080 
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2019 


CUAACGCC A GUGGGCAG 


1773 


CUGCCCAC CUGAUGAG GCOGUUAGGC CGAA IGCGUUAG 


17081 


2026 


CAGUGGGC A GAUUGGUC 


1774 


GACCAAUC CUGAUGAG GCCGUUAGGC CGAA ICCCACUG 


17082 


2035 


GAUUGGUC A CUGUCAAC 


1775 


GUUGACAG CUGAUGAG GCCGUUAGGC CGAA IACCAAUC 


17083 


2037 


UUGGUCAC 0 GUCAACCC 


1776 


GGGUUGAC CUGAUGAG GCCGUUAGGC CGAA IUGACCAA 


17084 


2041 


UCACUGUC A ACCCUUUU 


1777 


AAAAGGGU CUGAUGAG GCCGUUAGGC CGAA IACAGUGA 


17085 


2044 


CUGUCAAC C CUUUUGUU 


1778 


| AACAAAAG CUGAUGAG GCCGUUAGGC CGAA IUUGACAG 


17086 


2045 


UGUCAACC C UUUUGUUU 


1779 


AAACAAAA CUGAUGAG GCCGUUAGGC CGAA IGUUGACA 


17087 


2046 


GUCAACCC U UUUGUUUC 


1780 


GAAACAAA CUGAUGAG GCCGUUAGGC CGAA IGGUUGAC 


17088 


2055 


UUUGUUUC A GUGGCCAC 


1781 


GUGGCCAC CUGAUGAG GCCGUUAGGC CGAA IAAACAAA 


17089 


2061 


UCAGUGGC C ACGGCCAA 


1782 


UUGGCCGU CUGAUGAG GCCGUUAGGC CGAA ICCACUGA 


17090 


2062 


CAGUGGCC A CGGCCAAC 


1783 


GUUGGCCG CUGAUGAG GCCGUUAGGC CGAA IGCCACUG 


17091 


2067 


GCCACGGC C AACGCUAA 


1784 


UUAGOGUU CUGAUGAG GCCGUUAGGC CGAA ICCGUGGC 


17092 


2068 


CCACGGCC A ACGCUAAG 


1785 


CUUAGCGU CUGAUGAG GCCGUUAGGC CGAA IGCCGUGG 


17093 


2073 


GCCAACGC U AAGGUCCU 


1786 


AGGACCUU CUGAUGAG GCCGUUAGGC CGAA ICGUUGGC 


17094 


2080 


CUAAGGUC C UGAUUGAA 


1787 


UUCAAUCA CUGAUGAG GCCGUUAGGC CGAA IACCUUAG 


17095 


2081 


UAAGGUCC U GAUUGAAU 


1788 


AUUCAAUC CUGAUGAG GCCGUUAGGC CGAA IGACCUUA 


17096 


2096 


AUUGGAAC C ACCCUUUG 


1789 


CAAAGGGU CUGAUGAG GCCGUUAGGC CGAA IUUCCAAU 


17097 


2097 


UUGGAACC A CCCUUUGG 


1790 


CCAAAGGG CUGAUGAG GCCGUUAGGC CGAA IGUUCCAA 


17098 


2099 


GGAACCAC C CUUUGGAG 


1791 


CUCCAAAG CUGAUGAG GCCGUUAGGC CGAA IUGGUUCC 


17099 


2100 


GAACCACC C UUUGGAGA 


1792 


UCUCCAAA CUGAUGAG GCCGUUAGGC CGAA IGUGGUUC 


X/1UU 


2101 


AACCACCC U UUGGAGAC 


1793 


GUCUCCAA CUGAUGAG GCCGUUAGGC CGAA IGGUGGUU 


17101 


2110 


UUGGAGAC U CAUACAUA 


1794 


UAUGUAUG CUGAUGAG GCCGUUAGGC CGAA IUCUCCAA 


17102 


2112 


GGAGACUC A UACAUAGU 


1795 


ACUAUGUA CUGAUGAG GCCGUUAGGC CGAA IAGUCUCC 


17103 


2116 


ACUCAUAC A UAGUGGUG 


1796 


CACCACUA CUGAUGAG GCCGUUAGGC CGAA IUAUGAGU 


17104 


2128 


UGGUGGGC A GAGGAGAA 


1797 


UUCUCCUC CUGAUGAG GCCGUUAGGC CGAA ICCCACCA 


17105 


2138 


AGGAGAAC A ACAGAUCA 


1798 


UGAUCUGU CUGAUGAG GCCGUUAGGC CGAA IUUCUCCU 


17106 


2141 


AGAACAAC A GAUCAAUC 


1799 


GAUUGAUC CUGAUGAG GCCGUUAGGC CGAA IUUGUUCU 


17107 


2146 


AACAGAUC A AUCACCAU 


1800 


AUGGUGAU CUGAUGAG GCCGUUAGGC CGAA IAUCUGUU 


17108 


2150 


GAUCAAUC A CCAUUGGC 


1801 


GCCAAUGG CUGAUGAG GCCGUUAGGC CGAA IAUUGAUC 


17109 


2152 


UCAAUCAC C AUUGGCAC 


1802 


GUGCCAAU CUGAUGAG GCCGUUAGGC CGAA IUGAUUGA 


17110 


2153 


CAAUCACC A UUGGCACA 


1803 


UGUGCCAA CUGAUGAG GCCGUUAGGC CGAA IGUGAUUG 


17111 
± 1 ill 


2159 


CCAUUGGC A CAAGUCUG 


1804 


CAGACUUG CUGAUGAG GCCGUUAGGC CGAA 1CCAAUGG 


17112 


2161 


AUUGGCAC A AGUCUGGA 


1805 


UCCAGACU CUGAUGAG GCCGUUAGGC CGAA IUGCCAAU 


17113 


2166 


CACAAGUC U GGAAGCAG 


1806 


CUGCUUCC CUGAUGAG GCCGUUAGGC CGAA IACUUGUG 


17114 


2173 


CUGGAAGC A GCAUUGGC 


1807 


GCCAAUGC CUGAUGAG GCCGUUAGGC CGAA ICUUCCAG 


17115 


2176 


GAAGCAGC A UUGGCAAA 


1808 


UUUGCCAA CUGAUGAG GCCGUUAGGC CGAA ICUGCUUC 


1 71 1 G 
X / no 


2182 


GCAUUGGC A AAGCCUUU 


1809 


AAAGGCUU CUGAUGAG GCCGUUAGGC CGAA ICCAAUGC 


17117 


2187 


GGCAAAGC C UUUACAAC 


1810 


GUUGUAAA CUGAUGAG GCCGUUAGGC CGAA ICUUUGCC 


17118 


2188 


GCAAAGCC U UUACAACC 


1811 


GGUUGUAA CUGAUGAG GCCGUUAGGC CGAA IGCUUUGC 


171 1 Q 


2193 


GCCUUUAC A ACCACCCU 


1812 


AGGGUGGU CUGAUGAG GCCGUUAGGC CGAA IUAAAGGC 


1 71 on 


2196 


UUUACAAC C ACCCUCAA 


1813 


UUGAGGGU CUGAUGAG GCCGUUAGGC CGAA IUUGUAAA 


17171 


2197 


UUACAACC A CCCUCAAA 


1814 


UUUGAGGG CUGAUGAG GCCGUUAGGC CGAA IGUUGUAA 


17122 


2199 


ACAACCAC C CUCAAAGG 


1815 


CCUUUGAG CUGAUGAG GCCGUUAGGC CGAA IUGGUUGU 


1 71 71 


2200 


CAACCACC C UCAAAGGA 


1816 


UCCUUUGA CUGAUGAG GCCGUUAGGC CGAA IGUGGUUG 


17124 


2201 


AACCACCC U CAAAGGAG 


1817 


CUCCUUUG CUGAUGAG GCCGUUAGGC CGAA IGGUGGUU 


17125 


2203 


CCACCCUC A AAGGAGCG 


1818 


CGCUCCUU CUGAUGAG GCCGUUAGGC CGAA IAGGGUGG 


17126 


2213 


AGGAGCGC A GAGACUAG 


1819 


CUAGUCUC CUGAUGAG GCCGUUAGGC CGAA ICGCUCCU 


17127 


2219 


GCAGAGAC U AGCCGCUC 


1820 


GAGCGGCU CUGAUGAG GCCGUUAGGC CGAA IUCUCUGC 


17128 


2223 


AGACUAGC C GCUCUAGG 


1821 


CCUAGAGC CUGAUGAG GCCGUUAGGC CGAA ICUAGUCU 


17129 


2226 


CUAGCCGC U CUAGGAGA 


1822 


UCUCCUAG CUGAUGAG GCCGUUAGGC CGAA ICGGCUAG 


17130 


2228 


AGCCGCUC U AGGAGACA 


1823 


UGUCUCCU CUGAUGAG GCCGUUAGGC CGAA IAGCGGCU 


17111 


2236 


UAGGAGAC A CAGCUUGG 


1824 


CCAAGCUG CUGAUGAG GCCGUUAGGC CGAA IUCUCCUA 


17117 


2238 


GGAGACAC A GCUUGGGA 


1825 


UCCCAAGC CUGAUGAG GCCGUUAGGC CGAA IUGUCUCC 


17133 


2241 


GACACAGC U UGGGACUU 


1826 


AAGUCCCA CUGAUGAG GCCGUUAGGC CGAA ICUGUGUC 


17134 


2248 


CUUGGGAC U UUGGAUCA 


1827 


UGAUCCAA CUGAUGAG GCCGUUAGGC CGAA IUCCCAAG 


17135 


2256 


UUUGGAUC A GUUGGAGG 


1628 


CCUCCAAC CUGAUGAG GCCGUUAGGC CGAA IAUCCAAA 


17136 


2272 


GGGUGUUC A CCUCAGUU 


1829 


AACUGAGG CUGAUGAG GCCGUUAGGC CGAA IAACACCC 


17137 


2274 


GUGUUCAC C UCAGUUGG 


1830 


CCAACUGA CUGAUGAG GCCGUUAGGC CGAA IUGAACAC 


17138 


2275 


UGUUCACC U CAGUUGGG 


1831 


CCCAACUG CUGAUGAG GCCGUUAGGC CGAA IGUGAACA 


17139 


2277 


UUCACCUC A GUUGGGAA 


1832 


UUCCCAAC CUGAUGAG GCCGUUAGGC CGAA IAGGUGAA 


17140 


2289 
2293 


GGGAAGGC U GUCCAUCA 
AGGCUGUC C AUCAAGUG 


1833 
1834 


UGAUGGAC CUGAUGAG GCCGUUAGGC CGAA ICCUUCCC 
CACUUGAU CUGAUGAG GCCGUUAGGC CGAA IACAGCCU 


17141 
17142 
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2294 


GGCUGUCC A UCAAGUGU 


1835 


ACACUUGA CUGAUGAG GCCGUUAGGC CGAA IGACAGCC 


17143 


2297 


UGUCCAUC A AGUGUUCG 


1836 


CGAACACU CUGAUGAG GCCGUUAGGC CGAA IAUGGACA 


17144 


2313 


GGAGGAGC A UUCCGCUC 


1837 


GAGCGGAA CUGAUGAG GCCGUUAGGC CGAA ICUCCUCC 


17145 


2317 


GAGCAUUC C GCUCACUG 


1838 


CAGUGAGC CUGAUGAG GCCGUUAGGC CGAA IAAUGCUC 


17146 


2320 


CAUUCCGC U CACUGUUC 


1839 


GAACAGUG CUGAUGAG GCCGUUAGGC CGAA ICGGAAUG 


17147 


2322 


UUCCGCUC A CUGUUCGG 


1840 


CCGAACAG CUGAUGAG GCCGUUAGGC CGAA IAGCGGAA 


17148 


2324 


CCGCUCAC U GUUCGGAG 


1841 


CUCCGAAC CUGAUGAG GCCGUUAGGC CGAA IUGAGCGG 


17149 


2335 


UCGGAGGC A UGUCCUGG 


1842 


CCAGGACA CUGAUGAG GCCGUUAGGC CGAA ICCUCCGA 


17150 


2340 


GGCAUGUC C UGGAUAAC 


1843 


GUUAUCCA CUGAUGAG GCCGUUAGGC CGAA IACAUGCC 


17151 


2341 


GCAUGUCC U GGAUAACG 


1844 


CGUUAUCC CUGAUGAG GCCGUUAGGC CGAA IGACAUGC 


17152 


2351 


GAUAACGC A AGGAUUGC 


1845 


GCAAUCCU CUGAUGAG GCCGUUAGGC CGAA ICGUUAUC 


17153 


2360 


AGGAUUGC U GGGGGCUC 


1846 


GAGCCCCC CUGAUGAG GCCGUUAGGC CGAA ICAAUCCU 


17154 


2367 


CUGGGGGC U CUCCUGUU 


1847 


AACAGGAG CUGAUGAG GCCGUUAGGC CGAA ICCCCCAG 


17155 


2369 


GGGGGCUC U CCUGUUGU 


1848 


ACAACAGG CUGAUGAG GCCGUUAGGC CGAA IAGCCCCC 


17156 


2371 


GGGCUCUC C UGUUGUGG 


1849 


CCACAACA CUGAUGAG GCCGUUAGGC CGAA IAGAGCCC 


17157 


2372 


GGCUCUCC U GUUGUGGA 


1850 


UCCACAAC CUGAUGAG GCCGUUAGGC CGAA IGAGAGCC 


17158 


2386 


| GGAUGGGC A UCAAUGCU 


1851 


AGCAUUGA CUGAUGAG GCCGUUAGGC CGAA ICCCAUCC 


17159 


2389 


UGGGCAUC A AUGCUCGU 


1852 


ACGAGCAU CUGAUGAG GCCGUUAGGC CGAA IAUGCCCA 


17160 


2394 


AUCAAUGC U CGUGAUAG 


1853 


CUAUCACG CUGAUGAG GCCGUUAGGC CGAA ICAUUGAU 


17161 


2406 


GAUAGGUC C AUAGCUCU 


1854 


AGAGCUAU CUGAUGAG GCCGUUAGGC CGAA IACCUAUC 


17162 


2407 


AUAGGUCC A UAGCUCUC 


1855 


GAGAGCUA CUGAUGAG GCCGUUAGGC CGAA IGACCUAU 


17163 


2412 


UCCAUAGC U CUCACGUU 


1856 


AACGUGAG CUGAUGAG GCCGUUAGGC CGAA ICUAUGGA 


17164 


2414 


CAUAGCUC U CACGUUUC 


1857 


GAAACGUG CUGAUGAG GCCGUUAGGC CGAA IAGCUAUG 


17165 


2416 


UAGCUCUC A CGUUUCUC 


1858 


GAGAAACG CUGAUGAG GCCGUUAGGC CGAA IAGAGCUA 


17166 


2423 


CACGUUUC U CGCAGUUG 


1859 


CAACUGCG CUGAUGAG GCCGUUAGGC CGAA IAAACGUG 


17167 


2427 


UUUCUCGC A GUUGGAGG 


1860 


CCUCCAAC CUGAUGAG GCCGUUAGGC CGAA ICGAGAAA 


17168 


2441 


AGGAGUUC U GCUCUUCC 


1861 


GGAAGAGC CUGAUGAG GCCGUUAGGC CGAA IAACUCCU 


17169 


2444 


AGUUCUGC U CUUCCUCU 


1862 


AGAGGAAG CUGAUGAG GCCGUUAGGC CGAA ICAGAACU 


17170 


2446 


UUCUGCUC U UCCUCUCC 


1863 


GGAGAGGA CUGAUGAG GCCGUUAGGC CGAA IAGCAGAA 


17171 


2449 


UGCUCUUC C UCUCCGUG 


1864 


CACGGAGA CUGAUGAG GCCGUUAGGC CGAA IAAGAGCA 


17172 


2450 


GCUCUUCC U CUCCGUGA 


1865 


UCACGGAG CUGAUGAG GCCGUUAGGC CGAA IGAAGAGC 


17173 


2452 


UCUUCCUC U CCGUGAAC 


1866 


GUUCACGG CUGAUGAG GCCGUUAGGC CGAA IAGGAAGA 


17174 


2454 


UUCCUCUC C GUGAACGU 


1867 


ACGUUCAC CUGAUGAG GCCGUUAGGC CGAA IAGAGGAA 


17175 


2465 


GAACGUGC A CGCUGACA 


1868 


UGUCAGCG CUGAUGAG GCCGUUAGGC CGAA ICACGUUC 


17176 


2469 


GUGCACGC U GACACUGG 


1869 


CCAGUGUC CUGAUGAG GCCGUUAGGC CGAA ICGUGCAC 


17177 


2473 


ACGCUGAC A CUGGGUGU 


1870 


ACACCCAG CUGAUGAG GCCGUUAGGC CGAA IUCAGCGU 


17178 


2475 


GCUGACAC U GGGUGUGC 


1871 


GCACACCC CUGAUGAG GCCGUUAGGC CGAA IUGUCAGC 


17179 


2484 


GGGUGUGC C AUAGACAU 


1872 


AUGUCUAU CUGAUGAG GCCGUUAGGC CGAA ICACACCC 


17180 


2485 


GGUGUGCC A UAGACAUC 


1873 


GAUGUCUA CUGAUGAG GCCGUUAGGC CGAA IGCACACC 


17181 


2491 


CCAUAGAC A UCAGCCGG 


1874 


CCGGCUGA CUGAUGAG GCCGUUAGGC CGAA IUCUAUGG 


17182 


2494 


UAGACAUC A GCCGGCAA 


1875 


UUGCCGGC CUGAUGAG GCCGUUAGGC CGAA IAUGUCUA 


17183 


2497 


ACAUCAGC C GGCAAGAG 


1876 


CUCUUGCC CUGAUGAG GCCGUUAGGC CGAA ICUGAUGU 


17184 


2501 


CAGCCGGC A AGAGCUGA 


1877 


UCAGCUCU CUGAUGAG GCCGUUAGGC CGAA ICCGGCUG 


17185 


2507 


GCAAGAGC U GAGAUGUG 


1878 


CACAUCUC CUGAUGAG GCCGUUAGGC CGAA ICUCUUGC 


17186 


2530 


GAGUGUUC A UACACAAU 


1879 


AUUGUGUA CUGAUGAG GCCGUUAGGC CGAA IAACACUC 


17187 


2534 


GUUCAUAC A CAAUGAUG 


1880 


CAUCAUUG CUGAUGAG GCCGUUAGGC CGAA IUAUGAAC 


17188 


2536 


UCAUACAC A AUGAUGUG 


1881 


CACAUCAU CUGAUGAG GCCGUUAGGC CGAA IUGUAUGA 


17189 


2550 


GUGGAGGC U UGGAUGGA 


1882 


UCCAUCCA CUGAUGAG GCCGUUAGGC CGAA ICCUCCAC 


17190 


2560 


GGAUGGAC C GGUACAAG 


1883 


CUUGUACC CUGAUGAG GCCGUUAGGC CGAA IUCCAUCC 


17191 


2566 


ACCGGUAC A AGUAUUAC 


1884 


GUAAUACU CUGAUGAG GCCGUUAGGC CGAA IUACCGGU 


17192 


2575 


AGUAUUAC C CUGAAACG 


1885 


CGUUUCAG CUGAUGAG GCCGUUAGGC CGAA IUAAUACU 


17193 


2576 


GUAUUACC C UGAAACGC 


1886 


GCGUUUCA CUGAUGAG GCCGUUAGGC CGAA IGUAAUAC 


17194 


2577 


UAUUACCC U GAAACGCC 


1887 


GGCGUUUC CUGAUGAG GCCGUUAGGC CGAA IGGUAAUA 


17195 


2585 


UGAAACGC C ACAAGGCC 


1888 


GGCOJUGU CUGAUGAG GCCGUUAGGC CGAA ICGUUUCA 


17196 


2586 


GAAACGCC A CAAGGCCU 


1889 


AGGCCUUG CUGAUGAG GCCGUUAGGC CGAA IGCGUUUC 


17197 


2588 


AACGCCAC A AGGCCUAG 


1890 


CUAGGCCU CUGAUGAG GCCGUUAGGC CGAA IUGGCGUU 


17198 


2593 


CACAAGGC C UAGCCAAG 


1891 


CUUGGCUA CUGAUGAG GCCGUUAGGC CGAA ICCUUGUG 


17199 


2594 


ACAAGGCC U AGCCAAGA 


1892 


UCUUGGCU CUGAUGAG GCCGUUAGGC CGAA IGCCUUGU 


17200 


2596 


GGCCUAGC C AAGAUCAU 


1893 


AUGAUCUU CUGAUGAG GCCGUUAGGC CGAA ICUAGGCC 


17201 


2599 


GCCUAGCC A AGAUCAUU 


1894 


AAUGAUCU CUGAUGAG GCCGUUAGGC CGAA IGCUAGGC 


17202 


2605 


CCAAGAUC A UUCAGAAA 


1895 


UUUCUGAA CUGAUGAG GCCGUUAGGC CGAA IAUCUUGG 


17203 


2609 


GAUCAUUC A GAAAGCUC 


1896 


GAGCOUUC CUGAUGAG GCCGUUAGGC CGAA IAAUGAUC 


17204 



92 



WO 02/068637 



Table IV 



PCT/US01/48350 



2616 


CAGAAAGC U vJAUAAGGA 


1897 


UCCUUAUG CUGAUGAG GCCGUUAGGC CGAA ICUUUCUG 


17205 


2618 


GAAAGCuC A UAAGGAAG 


1898 


CUUCCUUA CUGAUGAG GCCGUUAGGC CGAA IAGCUUUC 


17206 


2639 


uugCgguc u aCgaucag 


1899 


CUGAUCGU CUGAUGAG GCCGUUAGGC CGAA IACCGCAC 


17207 


2646 


CUACGAUC A GUUUCCAG 


1900 


CUGGAAAC CUGAUGAG GCCGUUAGGC CGAA IAUCGUAG 


17208 


2652 


UCAGUUUC C agacugga 


1901 


UCCAGUCU CUGAUGAG GCCGUUAGGC CGAA IAAACUGA 


17209 


2653 


CAGUlJUCC A GACUGGAG 


1902 


CUCCAGUC CUGAUGAG GCCGUUAGGC CGAA IGAAACUG 


17210 


2657 


UUCCAGAC U GGAGCAUC 


1903 


GAUGCUCC CUGAUGAG GCCGUUAGGC CGAA IUCUGGAA 


17211 


2663 


ACUGGAGC A UCAAAUGU 


1904 


ACAUUUGA CUGAUGAG GCCGUUAGGC CGAA ICUCCAGU 


17212 


2666 


GGAGCAUC A AAUGUGGG 


1905 


CCCACAUU CUGAUGAG GCCGUUAGGC CGAA IAUGCUCC 


17213 


2679 


UGGGAAGC A GUGAAGGA 


1906 


UCCUUCAC CUGAUGAG GCCGUUAGGC CGAA ICUUCCCA 


17214 


2693 


GGACGAGC U GAACACUC 


1907 


GAGUGUUC CUGAUGAG GCCGUUAGGC CGAA ICUCGUCC 


17215 


2698 


AGCUGAAC A CUCUUUUG 


1908 


CAAAAGAG CUGAUGAG GCCGUUAGGC CGAA IUUCAGCU 


17216 


2700 


CUGAACAC U CUUUUGAA 


1909 


! UUCAAAAG CUGAUGAG GCCGUUAGGC CGAA IUGUUCAG 


17217 


2702 


GAACACUC U UUUGAAGG 


1910 


CCUUCAAA CUGAUGAG GCCGUUAGGC CGAA IAGUGUUC 


17218 


2725 


GUGUGGAC C UUAGUGUC 


1911 


GACACUAA CUGAUGAG GCCGUUAGGC CGAA IUCCACAC 


17219 


2726 


UGUGGACC U UAGUGUCG 


1912 


! CGACACUA CUGAUGAG GCCGUUAGGC CGAA IGUCCACA 


17220 


2747 


UGAGAAAC A GGAGGGAA 


1913 


UUCCCUCC CUGAUGAG GCCGUUAGGC CGAA IUUUCUCA 


17221 


2761 


GAAUGUAC A AGUCAGCA 


1914 


UGCUGACU CUGAUGAG GCCGUUAGGC CGAA IUACAUUC 


17222 


2766 


UACAAGUC A GCACCUAA 


1915 


UUAGGUGC CUGAUGAG GCCGUUAGGC CGAA IACUUGUA 


17223 


2769 


AAGUCAGC A CCUAAACG 


1916 


CGUUUAGG CUGAUGAG GCCGUUAGGC CGAA ICUGACUU 


17224 


2771 


GUCAGCAC C UAAACGCC 


1917 


GGCGUUUA CUGAUGAG GCCGUUAGGC CGAA IUGCUGAC 


17225 


2772 


UCAGCACC U AAACGCCU 


1918 


AGGCGUUU CUGAUGAG GCCGUUAGGC CGAA IGUGCUGA 


17226 


2779 


CUAAACGC C UCACCGCC 


1919 


GGCGGUGA CUGAUGAG GCCGUUAGGC CGAA ICGUUUAG 


17227 


2780 


UAAACGCC U CACCGCCA 


1920 


UGGCGGUG CUGAUGAG GCCGUUAGGC CGAA IGCGUUUA 


17228 


2782 


AACGCCUC A CCGCCACC 


1921 


GGUGGCGG CUGAUGAG GCCGUUAGGC CGAA IAGGCGUU 


17229 


2784 


CGCCUCAC C GCCACCAC 


1922 


GUGGUGGC CUGAUGAG GCCGUUAGGC CGAA IUGAGGCG 


17230 


2787 


CUCACCGC C ACCACGGA 


1923 


UCCGUGGU CUGAUGAG GCCGUUAGGC CGAA ICGGUGAG 


17231 


2788 


UCACCGCC A CCACGGAA 


1924 


UUCCGUGG CUGAUGAG GCCGUUAGGC CGAA IGCGGUGA 


17232 


2790 


ACCGCCAC C ACGGAAAA 


1925 


UUUUCCGU CUGAUGAG GCCGUUAGGC CGAA IUGGCGGU 


17233 


2791 


CCGCCACC A CGGAAAAA 


1926 


UUUUUCCG CUGAUGAG GCCGUUAGGC CGAA IGUGGCGG 


17234 


2812 


AAAUUGGC U GGAAGGCC 


1927 


GGCCUUCC CUGAUGAG GCCGUUAGGC CGAA ICCAAUUU 


17235 


2820 


UGGAAGGC C UGGGGAAA 


1928 


UUUCCCCA CUGAUGAG GCCGUUAGGC CGAA ICCUUCCA 


17236 


2821 


GGAAGGCC U GGGGAAAG 


1929 


CUUUCCCC CUGAUGAG GCCGUUAGGC CGAA IGCCUUCC 


17237 


2844 


UUAUUUGC A CCAGAACU 


1930 


AGUUCUGG CUGAUGAG GCCGUUAGGC CGAA ICAAAUAA 


17238 


2846 


AUUUGCAC C AGAACUCG 


1931 


CGAGUUCU CUGAUGAG GCCGUUAGGC CGAA IUGCAAAU 


17239 


2847 


UUUGCACC A GAACUCGC 


1932 


GCGAGUUC CUGAUGAG GCCGUUAGGC CGAA IGUGCAAA 


17240 


2852 


ACCAGAAC U CGCCAACA 


1933 


UGUUGGCG CUGAUGAG GCCGUUAGGC CGAA IUUCUGGU 


17241 


2856 


GAACUCGC C AACAACAC 


1934 


GUGUUGUU CUGAUGAG GCCGUUAGGC CGAA ICGAGUUC 


17242 


2857 


AACUCGCC A ACAACACC 


1935 


GGUGUUGU CUGAUGAG GCCGUUAGGC CGAA IGCGAGUU 


17243 


2860 


UCGCCAAC A ACACCUUU 


1936 


AAAGGUGU CUGAUGAG GCCGUUAGGC CGAA IUUGGCGA 


17244 


2863 


CCAACAAC A CCUUUGUG 


1937 


CACAAAGG CUGAUGAG GCCGUUAGGC CGAA IUUGUUGG 


17245 


2865 


AACAACAC C UUUGUGGU 


1938 


ACCACAAA CUGAUGAG GCCGUUAGGC CGAA IUGUUGUU 


17246 


2866 


ACAACACC U UUGUGGUU 


1939 


AACCACAA CUGAUGAG GCCGUUAGGC CGAA IGUGUUGU 


17247 


2882 


UGAUGGUC C GGAGACCA 


1940 


UGGUCUCC CUGAUGAG GCCGUUAGGC CGAA IACCAUCA 


17248 


2889 


CCGGAGAC C AAGGAAUG 


1941 


CAUUCCUU CUGAUGAG GCCGUUAGGC CGAA IUCUCCGG 


17249 


2890 


CGGAGACC A AGGAAUGU 


1942 


ACAUUCCU CUGAUGAG GCCGUUAGGC CGAA IGUCUCCG 


17250 


2900 


GGAAUGUC C GACUCAGA 


1943 


UCUGAGUC CUGAUGAG GCCGUUAGGC CGAA IACAUUCC 


17251 


2904 


UGUCCGAC U CAGAAUCG 


1944 


CGAUUCUG CUGAUGAG GCCGUUAGGC CGAA IUCGGACA 


17252 


2906 


UCCGACUC A GAAUCGCG 


1945 


CGCGAUUC CUGAUGAG GCCGUUAGGC CGAA IAGUCGGA 


17253 


2916 


AAUCGCGC U UGGAAUAG 


1946 


CUAUUCCA CUGAUGAG GCCGUUAGGC CGAA ICGCGAUU 


17254 


2926 


GGAAUAGC U UAGAAGUG 


1947 


CACUUCUA CUGAUGAG GCCGUUAGGC CGAA ICUAUUCC 


17255 


2954 


AUUUGGUC U CACCAGCA 


1948 


UGCUGGUG CUGAUGAG GCCGUUAGGC CGAA IACCAAAU | 


17256 


2956 


UUGGUCUC A CCAGCACU 


1949 


AGUGCUGG CUGAUGAG GCCGUUAGGC CGAA IAGACCAA 


17257 


2958 


GGUCUCAC C AGCACUCG 


1950 


CGAGUGCU CUGAUGAG GCCGUUAGGC CGAA IUGAGACC 


17258 


2959 


GUCUCACC A GCACUCGG 


1951 




17259 


2962 


UCACCAGC A CUCGGAUG 


1952 


CAUCCGAG CUGAUGAG GCCGUUAGGC CGAA ICUGGUGA 


17260 


2964 


ACCAGCAC U CGGAUGUU 


1953 


AACAUCCG CUGAUGAG GCCGUUAGGC CGAA IUGCUGGD 


17261 


2974 


GGAUGUUC C UGAAGGUC 


1954 


GACCUUCA CUGAUGAG GCCGUUAGGC CGAA IAACAUCC 


17262 


2975 


GAUGUUCC U GAAGGUCA 


1955 


UGACCUUC CUGAUGAG GCCGUUAGGC CGAA IGAACAUC 


17263 


2983 


UGAAGGUC A GAGAGAGC 


1956 


GCUCUCUC CUGAUGAG GCCGUUAGGC CGAA IACCUUCA | 


17264 


2992 


GAGAGAGC A ACACAACU 


1957 


AGUUGUGU CUGAUGAG GCCGUUAGGC CGAA ICUCUCUC 


17265 


2995 


AGAGCAAC A CAACUGAA 


1958 


UUCAGUUG CUGAUGAG GCCGUUAGGC CGAA IUUGCUCU 


17266 
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2997 


AGCAACAC A ACUGAAUG 


1959 


CAUUCAGU CUGAUGAG GCCGUUAGGC CGAA IUGUUGCU 


17267 


3000 


AACACAAC U GAAUGUGA 


1960 


UCACAUUC CUGAUGAG GCCGUUAGGC CGAA IUUGUGUU 


17268 


3010 


AAUGUGAC U CGAAGAUC 


1961 


GAUCUUCG CUGAUGAG GCCGUUAGGC CGAA IUCACAUU 


17269 


3019 


CGAAGAUC A UUGGAACG 


1962 


CGUUCCAA CUGAUGAG GCCGUUAGGC CGAA IAUCUUCG 


17270 


3030 


GGAACGGC 0 GUCAAGAA 


1963 


UUCUUGAC CUGAUGAG GCCGUUAGGC CGAA ICCGUUCC 


17271 


3034 


CGGCUGUC A AGAACAAC 


1964 


GUUGUUCU CUGAUGAG GCCGUUAGGC CGAA IACAGCCG 


17272 


3040 


UCAAGAAC A ACUUGGCG 


1965 


CGCCAAGU CUGAUGAG GCCGUUAGGC CGAA IUUCUUGA 


17273 


3043 


AGAACAAC U UGGCGAUC 


1966 


GAUCGCCA CUGAUGAG GCCGUUAGGC CGAA IUUGUUCU 


17274 


3052 


UGGCGAUC C ACAGUGAC 


1967 


GUCACUGU CUGAUGAG GCCGUUAGGC CGAA IAUCGCCA 


1 797R 


3053 


GGCGAUCC A CAGUGACC 


1968 


GGUCACUG CUGAUGAG GCCGUUAGGC CGAA IGAUCGPC 

wyuwnwvv v* wwifiwwiTw vwwuvwrujww wviuin lunuwwww 


17276 


3055 


CGAUCCAC A GUGACCUG 


1969 


CAGGUCAC CUGAUGAG GCCGUUAGGC CGAA IUGGAUPG 

wnwwwwnw wvuiwwriw wwwu w vnwww w\2nii luwunUww 


17277 


3061 


ACAGUGAC C UGUCCUAU 


1970 


AUAGGAPA PUGATTGAG GPPGUTTAGGP PGAA TnPAPTTGTT 


x / z / a 


3062 


CAGUGACC U GUCCUAUU 


1971 


AAUAGGAP PUGATTGAG GPPGUTTAGGP PGAA TGTTPaPTTf: 




3066 


GACCUGUC C UAUUGGAU 


1972 


AT ICC A ATT A CUGAUGAG GPPGTTUAGGP PGAA T APAGGTTP 




3067 


ACCUGUCC U AUUGGAUU 


1973 


AATTPPAATI PTTGATTGAG GPPGTTTTAGGP PGAA TGAPAGT3TT 


X / (tul 


3082 


! UUGAAAGC A GGCUCAAU 


1974 


ATTUGAGPP PUGATTGAG GPPGTTTTAGGP PGAA TPTTTTTTPa A 


X /Zoz 


3086 


AAGCAGGC U CAAUGAUA 


1975 


UAUPATTTTG PTTGAT TGAG GPPGTTTTAGGP PGA A TPPTTGPTTTT 


X / zoo 


3088 


GCAGGCUC A AUGAUACG 


1976 


PGUAUPAU PUGATTGAG GPPGTTTTAGGP PGA A TAGPPTTGP 


X / 


3104 


GUGGAAGC U UGAAAGGG 


1977 


PPPTTTTTIPA PTTGATTGAG GPPGTTTTAGGP PGA A TPTTTTPPaP 




3114 


GAAAGGGC A GUUCUGGG 


1978 


PPPAGAAP PtIGATTGAG GPPGTTTTAGGP PGA A TPPPTTTTTTP 


1 TOBC 
X /ZOO 


3119 


GGCAGUUC U GGGUGAAG 


1979 


PTTUPAPPP PUGATTGAG GPPGTTTTAGGP PGA A T AAPTTGPP 


X /Za / 


3130 


GUGAAGUC A AAUCAUGU 


1980 


APAtTGATTTT PUGATTGAG GPPGTTTTAGGP PGAA TAPTTTTPAP 


X /ZOO 


3135 


GUCAAAUC A UGUACGUG 


1981 


PAPGTTAPA PUGATTGAG GPPGTTTTAGGP PGA a T aTTTTTTPaP 


x /zo y 


3146 


UACGUGGC C UGAGACGC 


1982 


GPGUCUPA PUGATTGAG GPPGTTTTAGGP CY3AA TPPAPGTTA 


X / 


3147 


ACGUGGCC U GAGACGCA 


1983 


UGCGUPUP PTIGATTGAG GPPGTTTTAGGP PGAA TGPPAPGIT 


1 75Q1 

X sz^x 


3155 


UGAGACGC A UACCUUGU 


1984 


APAAGGTTA PUGATTGAG GPPGITTTAGGP PGAA TPGTTPTTPA 


X / Z 3Z 


3159 


ACGCAUAC C UUGUGGGG 


1985 


CCCCACAA CUGAUGAG GPPGTTTTAGGP PGAA TTTATTGPGTT 


X //JJ 


3160 


CGCAUACC U UGUGGGGC 


1986 


GCCCCACA CUGAUGAG GCCGUUAGGC CGAA IGUAIIGPG 


X 1 


3178 


AUGGAAUC C UUGAGAGU 


1987 


ACUCUCAA CUGAUGAG GCPGTTUAGGP PGAA TATTTTPPAT7 


X / i3D 


3179 


UGGAAUCC U UGAGAGUG 


1988 


PACT I PUPA CUGAUGAG GPPGTTUAGGP PGAA TGATTTTPPA 


1 70QC 
X / Z 3D 


3190 


AGAGUGAC U UGAUAAUA 


1989 


tTATTTTATTPA PUGATTGAG GPPGTTTTAGGP PGA1 TTTPaPTIPTT 


X / Z9 / 


3200 


GAUAAUAC C AGUCACAC 


1990 


GTJGTTGAPU PUGATTGAG GPPGTTTTflGGP P/3A& TT7AT7TTaTTP 


1 *7*9 Q O 

x /zyo 


3201 


AUAAUACC A GUCACACU 


1991 


AGUGUGAP PTTGATTGAG GPPGTTTTAGGP PGA a TGTTATTTTATT 
AUUVJUV3A\« V^UvJAUlJAU VJUV>V7UUAWL V,V7nn X uUnU UAU 


x /zyy 


3205 


UACCAGUC A CACUGGCG 


1992 


PGPPAGTTG PUGATTGAG GPPGTTTTAGGP PGAA TAPTTGTITTa 




3207 


CCAGUCAC A CUGGCGGG 


1993 


PPCGCPAG PTTGATTGAG GPPGTTTTAGGP PGAA TTTGaPTTGP 


1 *7"J ft 1 
X / JUx 


3209 


AGUCACAC U GGCGGGAC 


1994 


GUPPPGPP PUGATTGAG GPPGTTTTAGGP PGA a TTTGTTGaPTT 


X /3UZ 


3218 


GGCGGGAC C ACGAAGCA 


1995 


UGPTTTJPGT7 PTTGATTGAG GPPGTTTTAGGP PGAA Tlirnmnc* 


X / jUj 


3219 


GCGGGACC A CGAAGCAA 


1996 


UUGCUUPG PTTGATTGAG GPPGTTTTAGGP PGA a TGrTPPmn 


X 


3226 


CACGAAGC A AUCACAAU 


1997 


ATTTTGT IGATT PTTGATTGAG GPPGTTTTAGGP PGAA TPTTTTPT'TTP 


nine 
X / JUD 


3230 


AAGCAAUC A CAAUCGGA 


1998 


UPP/5AT7UG PTTGATTGAG GPPGTTTTAGGP CYiaa TaTTTTPTTTTT 


T 71 ftiT 


3232 


GCAAUCAC A AUCGGAGA 


1999 


UCUCCGAU CUGAUGAG GPPGTTUAGGP PGA a TTTGATTTTGP 


X / JU / 


3242 


UCGGAGAC C UGGGUACA 


2000 


UGUAPPPA PTTGATTGAG GPPGTTTTAGGP PGAA TTTPTTPfY'A 


T TO ft Q 


3243 


CGGAGACC U GGGUACAA 


2001 


UUGUAPPP PUGATTGAG GPPGTTTTAGGP PGAA TGTTPITPPn 


1 71ftQ 

x /juy 


3250 


CUGGGUAC A AGACACAA 


2002 


TTUGTTGTTPTT PTTGATTGAG GPPGTTTTAGGP rYlA A TTTAPrv&P 


17310 


3255 


UACAAGAC A CAAAACCA 


2003 


UGGUUUUG PTTGATTGAG GPPGT TT TA GP P PGA1 TTTPTTTnTTTA 


X / Jll 


3257 


CAAGACAC A AAACCAGG 


2004 


CCUGGUUU PTTGATTGAG GPPGT TTTAPPP PGA a TTTrtTTPTTT TH 


X / JxZ 


3262 


CACAAAAC C AGGGCCCA 


2005 


UGGGCCCU PTTGATTGAG GPPGTTTTAGGP PGAA TTTTTTTTTGTTG 


X filJ 


3263 


ACAAAACC A GGGCCCAU 


2006 


AUGGGCCC CUGAUGAG GPPGTTTTAGGP PGAA TGTTTTTTTTGTT 


1 711 A 
X / Jlv 


3268 


ACCAGGGC C CAUGGGAC 


2007 


GUCCCAUG CUGAUGAG GPPGTTUAGGP PGAA TPPPTTGGTT 


1 711 C 


3269 


CCAGGGCC C AUGGGACG 


2006 


CGUCCCAU CUGAUGAG GPPGTTTTAGGP PGAA TGPPPITGG 


1 711 C 
X / Jib 


3270 


CAGGGCCC A UGGGACGA 


2009 


UCGUCCCA CUGAUGAG GPPGTTUAGGP PGAA TGGPPPTTG ! 


17017 
X /JX / 


3283 


ACGAAGGC C GGGUAGAG 


2010 


CUCUAPCP CUGAUGAG GPPGTTTTAGGP PGAA TPPTTTTPGTT 


1 *71 1 Q 
X / J XO 


3298 


AGAUUGAC V UCGAUUAC 


2011 


GUAAUPGA CUGAUGAG GPPGTTTTAGGP PGAA TTTPAATTPTT 
uuaauv<ua vUUnUuno V3V<UvUUaUU\« vAltvi XULnnUUU 


1 7*5 1 O 

x / 0 xy 


3307 


UCGAUUAC U GCCCAGGA 


2012 


TTPPTTGGGP PTTGATTGAG GPPGTTTTaGflP PGaa TTia aTTr*G A 


1 7*5 Oft 
X /OZU 


3310 


AUUACUGC C CAGGAACU 


2013 


AGUUCCUG CUGAUGAG GCCGUUAGGC CGAA ICAGUAAU 


17321 


3311 


UDACUGCC C AGGAACUA 


2014 


UAGUUCCU CUGAUGAG GCCGUUAGGC CGAA IGCAGUAA 


17322 


3312 


UACUGCCC A GGAACUAC 


2015 


GUAGUUCC CUGAUGAG GCCGUUAGGC CGAA IGGCAGUA 


17323 


3318 


CCAGGAAC U ACGGUCAC 


2016 


GUGACCGU CUGAUGAG GCCX5UUAGGC CGAA IUUCCUGG 


17324 


3325 


CUACGGUC A CCCUGAGU 


2017 


ACUCAGGG CUGAUGAG GCCGUUAGGC CGAA IACCGUAG 


17325 


3327 


ACGGUCAC C CUGAGUGA 


2018 


UCACUCAG CUGAUGAG GCCGUUAGGC CGAA IUGACCGU 


17326 


3328 


CGGUCACC C UGAGUGAG 


2019 


CUCACUCA CUGAUGAG GCCGUUAGGC CGAA IGUGACCG 


17327 


3329 


GGUCACCC U GAGUGAGA 


2020 


UCUCACUC CUGAUGAG GCCGUUAGGC CGAA IGGUGACC 


17328 
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3298 


ananTTf^ap tt ■ TimaTTTTap 


5m i 


GUAAUUGA CUGAUGAG GCCGUUAGGC CGAA J.UCAAUCU 


17319 


TJA7 
J J u / 


UlAxAUUAi. U oLIUUmjA 


onto 


UCCUGGGC CUGAUGAG GCCGUUAGGC CGAA lUAAUCGA 


17320 


J J XV 


AUUALUuU l» UAlauAAl^U 




TV /^T TTT/'V'T'WI /^T W TV TTf^ TV nn/V«TnT»/Vl/l /Vllklk T/1» /11m 

AGUUCCUG CUGAUGAG GCCGUUAGGC CGAA ICAGUAAU 


17321 




UUACUGCC C AGGAACUA 




UAGUUCCU CUGAUGAG GCCGUUAGGC CGAA IgCaGuaA 


17322 




UAV.UGCI.C A GGAftV-UAC 




GUAGUUCC CUGAUGAG GCCGUUAGGC CGAA IGGCAGUA 


17323 


on a 

JjIQ 




)A1 ^ 


GUGACCGU CUGAUGAG GCCGUUAGGC CGAA IUUCCUGG 


17324 




LUAUGGUC A CCCUGAGU 


^□17 


ACUCAGGG CUGAUGAG GCCGUUAGGC CGAA XACCGUAG 


17325 




ACGGUCAC C CUGAGUGA 


2018 


UCACUCAG CUGAUGAG GCCGUUAGGC CGAA IUGACCGU 


17326 


n oft 


0*5r2TT/^R/V' TTr»JAf 1 TT/5JVf» 
L. <lt<j U LALU l_ UGAGUGAG 


2019 


CUCACUCA CUGAUGAG GCCGUUAGGC CGAA IGUGACCG 


17327 




0/*T Tl*1 T\ f"V»/»» f>l\/1TTOTVr" a TV 

GGUCACCC U GAUUGAGA 


2020 


UCUCACUC CUGAUGAG GCCGUUAGGC CGAA IGGUGACC 


17328 


J J4U 


GUGAGAGC U GCGGACAC 


2021 


GUGUCCGC CUGAUGAG GCCGUUAGGC CGAA ICUCUCAC 


17329 


Jjfk / 


LUGCGGAL. A CCGUGGAC 


2022 


GUCCACGG CUGAUGAG GCCGUUAGGC CGAA IUCCGCAG 


17330 


3349 


GCGGACAC C GUGGACCU 


2023 


AGgUCCAC CUGAUGAG GCCGUUAGGC CGAA IUGUCCGC 


17331 


J J 3D 


rrvi i/*/^tv 0 ttjtv^tv mr+ 
CCGUGGAC C UG CCA CUC 


2024 


GAGUGGCA CUGAUGAG GCCGUUAGGC CGAA IUCCACGG 


17332 


"3 *J C7 


CGUGGACC u gccacucg 


2025 


CGAGUGGC CUGAUGAG GCCGUUAGGC CGAA IGUCCACG 


17333 


JJOO 


GLxACCUGC c acucgcac 


2026 


GUGCGAGU CUGAUGAG GCCGUUAGGC CGAA ICAGGUCC 


17334 


3361 


GACCUGCC A CuCGCACC 


2027 


GGUGCGAG CUGAUGAG GCCGUUAGGC CGAA IGCAGGUC 


17335 


3363 


CCUGCCAC U CGCACCAC 


2028 


GUGGUGCG CUGAUGAG GCCGUUAGGC CGAA IUGGCAGG 


17336 


JJD/ 


CCACUCbL A ccaccaca 


2029 


UGUGGUGG CUGAUGAG GCCGUUAGGC CGAA ICGAGUGG 


17337 




ALUCGCAC C ALCACAGA 


2030 


! UCUGUGGU CUGAUGAG GCCGUUAGGC CGAA IUGCGAGU 


17338 


inn 


/"*T t r^r* ■« ^"»Tk^"»iv*i 

CUCGCACC A CCACAGAG 


2031 


CUCUGUGG CUGAUGAG GCCGUUAGGC CGAA XGOGCGAG 


17339 


jo /Z 


CGCACLAC c ACAGAGAG 


2032 


CUCUCUGU CUGAUGAG GCCGUUAGGC CGAA IUGGUGCG 


17340 


jj / J 


GCACCACC A CAGAGAGC 


2033 


GCUCUCUG CUGAUGAG GCCGUUAGGC CGAA IGUGGUGC 


17341 


jj r J 


AtuitUil. A GAGAGCGG 


2034 


CCGCUCUC CUGAUGAG GCCGUUAGGC CGAA IUGGUGGU 


17342 


3 3 96 


TTTTf'TATTT\ J\ j\ <^?ATTTT/V»TTr» 

UUGAUAAC A GAUUGGUG 


2035 


CACCAAUC CUGAUGAG GCCGUUAGGC CGAA IUUAUCAA 


17343 




AUUGGUbL U GLAGGAGC 


2036 


GCUCCUGC CUGAUGAG GCCGUUAGGC CGAA ICACCAAU 


17344 




GGUGCUGC A GGAGCUGC 


2037 


GCAGCUCC CUGAUGAG GCCGUUAGGC CGAA ICAGCACC 


17345 


lb 


GCAGGAGC u GCACCUUA 


2038 


UAAGGUGC CUGAUGAG GCCGUUAGGC CGAA ICUCCUGC 


17346 


1/11 n 


GGAGCUGC A CCUUACCA 


2039 


UGGUAAGG CUGAUGAG GCCGUUAGGC CGAA ICAGCUCC 


17347 




AGCUGCAC C UUACCACC 


2040 


GGUGGUAA CUGAUGAG GCCGUUAGGC CGAA IUGCAGCU 


17348 


3421 


GCUGCACC U UACCaCCA 


2041 


UGGUGGUA CUGAUGAG GCCGUUAGGC CGAA IGUGCAGC 


17349 




GACLUUAC C ACCACUGC 


2042 


GCAGUGGU CUGAUGAG GCCGUUAGGC CGAA IUAAGGUG 


17350 


^ /IOC 


ACCUUACC A CCACUGCG 


2043 


CGCAGUGG CUGAUGAG GCCGUUAGGC CGAA IGUAAGGU 


17351 




f*TTTT7V ^f^7\ TV ("TT/TV'/'iTT 

CUUACCAC C ACUGCGCU 


2044 


AGCGCAGU CUGAUGAG GCCGUUAGGC CGAA IUGGUAAG 


17352 


3429 


UUACCACC A CUGCGCUA 


2045 


UAGCGCAG CUGAUGAG GCCGUUAGGC CGAA IGUGGUAA 


17353 




A V- LA L. LAC U GCGCUACC 


2046 


GGUAGCGC CUGAUGAG GCCGUUAGGC CGAA IUGGUGGU 


17354 


ia 1 a 


CACUGCGC U ACCAAACU 


2047 


AGUUUGGU CUGAUGAG GCCGUUAGGC CGAA ICGCAGUG 


17355 




UGCGCUAC C AAACUGAC 


204B 


GUCAGUUU CUGAUGAG GCCGUUAGGC CGAA IUAGCGCA 


17356 




GCGCUACC A AACUGACA 


2049 


UGUCAGUU CUGAUGAG GCCGUUAGGC CGAA IGUAGCGC 


17357 


"i A AA 


UACCAAAC U GACAGCGG 


2050 


CCGCUGUC CUGAUGAG GCCGUUAGGC CGAA IUUUGGUA 


17358 


"5 AAQ 


AAACUGAC A GCGGLUGU 


2051 


ACAGCCGC CUGAUGAG GCCGUUAGGC CGAA IUCAGUUU 


17359 


1 A CA 


ACALtCGGC u guugguau 


2052 


AUACCAAC CUGAUGAG GCCGUUAGGC CGAA ICCGCUGU 


17360 




UGGAGAUC A GACCACAG 


2053 


CUGUGGUC CUGAUGAG GCCGUUAGGC CGAA IAUCUCCA 


17361 




GAULAGAC C ACAGAGAC 


2054 


GUCUCUGU CUGAUGAG GCCGUUAGGC CGAA IUCUGAUC 


17362 


3480 


AUUAGA.GC A L-AGAGACA 


2055 


UGUCUCUG CUGAUGAG GCCGUUAGGC CGAA IGUCUGAU 


17363 


3482 


*— H.U*H»L-H.^ A uAunUiUiJ 


once 

ZU30 


CAUGUCUC CUGAUGAG GCCGUUAGGC CGAA IUGGUCUG 


17364 


3488 


nUUsnunU A UGAUGAAA 


2057 


UUUCAUCA CUGAUGAG GCCGUUAGGC CGAA IUCUCUGU 


17365 


3501 


ixAnAKlsAU LUUGUGVJA 


2058 


UGCACGAG CUGAUGAG GCCGUUAGGC CGAA IUCUUUUC 


17366 


T *5ft9 


AAAAGAL.C C UCGUGCAG 


2059 


CUGCACGA CUGAUGAG GCCGUUAGGC CGAA IGUCUUUU 


17367 


JjUj 


AAAGAuGG U CGUGCAGU 


2060 


ACUGCACG CUGAUGAG GCCGUUAGGC CGAA IGGUCUUU 


17368 


3509 


CCUCGUGC A 6UCACAA6 


2061 


CUUGUGAC CUGAUGAG GCCGUUAGGC CGAA ICACGAGG 


17369 


3513 


GUGCAG0C A CAAGUGAA 


2062 


UUCACUUG CUGAUGAG GCCGUUAGGC CGAA IACUGCAC 


17370 


3515 


GCAGUCAC A AGTJGAAUG 


2063 


CAUUCACU CUGAUGAG GCCGUUAGGC CGAA IUGACUGC 


17371 


3525 


GUGAAUGC U UAUAAUGC 


2064 


GCAUUAUA CUGAUGAG GCCGUUAGGC CGAA ICAUUCAC 


17372 


3534 


UAUAAUGC U GAUAUGAU 


2065 


AUCAUAUC CUGAUGAG GCCGUUAGGC CGAA ICAUUAUA 


17373 


3547 


TJGAUUGAC C CUUUUCAG 


2066 


CUGAAAAG CUGAUGAG GCCGUUAGGC CGAA IUCAAUCA 


17374 


3548 


GAOUGACC C UUUUCAGU 


2067 


ACUGaAAA CUGAUGAG GCCGUUAGGC CGAA IGUCAAUC 


17375 


3549 


AUUGACCC U UUUCAGUU 


2068 


AACUGAAA CUGAUGAG GCCGUUAGGC CGAA IGGUCAAU 


17376 


3554 


CCCUUUUC A GX7UGGGCC 


2069 


GGCCCAAC CUGAUGAG GCCGUUAGGC CGAA IAAAAGGG 


17377 


3562 


AGUUGGGC C UUCUGGUC 


2070 


GACCAGAA CUGAUGAG GCCGUUAGGC CGAA ICCCAACU 


17378 


3563 


GUUGGGCC U UCUGGUCG 


2071 


CGACCAGA CUGAUGAG GCCGUUAGGC CGAA IGCCCAAC | 17379 



95 



WO 02/068637 PCTYUS01/48350 



Table IV 



3566 


GGGCCUUU U GUUCX5UGU 


2072 


ACACGACC CUGAUGAG GCOGUUAGGC CGAA IAAGGCCC 


17380 


3577 


UCGUGUUC U UGGCGACC 


2073 


GGUGGCCA CUGAUGAG GCOGUUAGGC CGAA IAACACGA 


17381 


3582 


UUCUUGGC C ACCCAGGA 


2074 


UCCUGGGU CUGAUGAG GCCGUUAGGC CGAA ICCAAGAA 


17382 


3583 


UCUUGGCC A CCCAGGaG 


2075 


CUCCUGGG CUGAUGAG GCCGUUAGGC CGAA IGCCAAGA 


17383 


3585 


UUGGCCAC C CAGGAGGU 


2076 


ACCUCCUG CUGAUGAG GCCGUUAGGC CGAA IUGGCCAA 


17384 


3586 


UGGOCACC C AGGAGGUC 


2077 


GACCUCCU CUGAUGAG GCCGUUAGGC CGAA IGUGGCCA 


17385 


3587 


GGCCACCC A GGAGGUCC 


2078 


GGACCUCC CUGAUGAG GCCGUUAGGC CGAA IGGUGGCC 


17386 


3595 


AGGAGGUC C UUCGCAAG 


2079 


CUUGCGAA CUGAUGAG GCCGUUAGGC CGAA IACCUCCU 


17387 


3596 


GtaAGGOCC U UtXaCAAGA 


2080 


UCUUGCGA CUGAUGAG GCCGUUAGGC CGAA IGACCUCC 


17388 


3601 


UCCUUUiL: A AUAGGUGG 


2081 


CCACCUCU CUGAUGAG GCCGUUAGGC CGAA XCGAAGGA 


17389 


3612 


AGGUGGAC A GCCAAGAU 


2082 


AUCUUGGC CUGAUGAG GCCGUUAGGC CGAA IUCCACCU 


17390 


3615 


UGGACAGC C AAGAUCAG 


2063 


CUGAUCUU CUGAUGAG GCCGUUAGGC CGAA ICUGUCCA 


17391 


3616 


GGACAGCC A AGAUCAGC 


2084 


GCUGAUCU CUGAUGAG GCCGUUAGGC CGAA IGCUGUCC 


17392 


3622 


CCAAGAUC A GCAUGCCA 


2085 


UGGCAUGC CUGAUGAG GCCGUUAGGC CGAA IAUCUUGG 


17393 


3625 


AGAUCAGC A UGCCAGCU 


2086 


AGCUGGCA CUGAUGAG GCCGUUAGGC CGAA ICUGAUCU 


17394 


3629 


CAGCAUGC C AGCUAUAC 


2087 


GUAUAGCU CUGAUGAG GCCGUUAGGC CGAA ICAUGCUG 


17395 


3630 


AGCAUGCC A GCUAUACU 


2088 


AGUAUAGC CUGAUGAG GCCGUUAGGC CGAA IGCAUGCU 


17396 


3633 


AUGCCAGC U AUACUGAU 


2089 


AUCAGUAU CUGAUGAG GCCGUUAGGC CGAA ICUGGCAU 


17397 


3638 


AGCUAUAC U GAUUGCUC 


2090 


GAGCAAUC CUGAUGAG GCCGUUAGGC CGAA IUAUAGCU 


17398 


3645 


CUGAUUGC U CUGCUAGU 


2091 


ACUAGCAG CUGAUGAG GCCGUUAGGC CGAA ICAAUCAG 


17399 


3647 


GAUUGCUC U GCUAGUCC 


2092 


GGACUAGC CUGAUGAG GCCGUUAGGC CGAA IAGCAAUC 


17400 


3650 


UGCUCUGC U AGUCCUGG 


2093 


CCAGGACU CUGAUGAG GCCGUUAGGC CGAA ICAGAGCA 


17401 


3655 


UGCUAGUC C UGGUGUUU 


2094 


AAACACCA CUGAUGAG GCCGUUAGGC CGAA IACUAGCA 


17402 


3656 


GCUAGUCC U GGUGUUUG 


2095 


CAAACACC CUGAUGAG GCCGUUAGGC CGAA IGACUAGC 


17403 


3670 


UUGGGGGC A UUACUUAC 


2096 


GUAAGUAA CUGAUGAG GCCGUUAGGC CGAA ICCCCCAA 


17404 


3675 


GGCAUUAC U UACACUGA 


2097 


UCAGUGUA CUGAUGAG GCCGUUAGGC CGAA IUAAUGCC 


17405 


3679 


UUACUUAC A CUGAUGUG 


2098 


CACAUCAG CUGAUGAG GCCGUUAGGC CGAA IUAAGUAA 


17406 


3681 


ACUUACAC U GAUGUGUU 


2099 


AACACAUC CUGAUGAG GCCGUUAGGC CGAA IUGUAAGU 


17407 


3694 


UGUUACGC U AUGUCAUC 


2100 


GAUGACAU CUGAUGAG GCCGUUAGGC CGAA ICGUAACA 


17408 


3700 


GCUAUGUC A UCUUGGUG 


2101 


CACCAAGA CUGAUGAG GCCGUUAGGC CGAA IACAUAGC 


17409 


3703 


AUGUCAUC U UGGUGGGG 


2102 


CCCCACCA CUGAUGAG GCCGUUAGGC CGAA IAUGACAU 


17410 


3714 


GUGGGGGC A GCUUUCGC 


2103 


GCGAAAGC CUGAUGAG GCCGUUAGGC CGAA ICCCCCAC 


17411 


3717 


GGGGCAGC U UUCGCAGA 


2104 


UCUGCGAA CUGAUGAG GCCGUUAGGC CGAA ICUGCCCC 


17412 


3723 


GCUUUCGC A GAAUCUAA 


2105 


UUAGAUUC CUGAUGAG GCCGUUAGGC CGAA ICGAAAGC 


17413 


3729 


GCAGAAUC U AAUUCGGG 


2106 


CCCGAAUU CUGAUGAG GCCGUUAGGC CGAA IAUUCUGC 


17414 


3752 


CGUGGUAC A CUUGGCGC 


2107 


GCGCCAAG CUGAUGAG GCCGUUAGGC CGAA IUACCACG 


17415 


3754 


UGGUACAC U UGGCGCUC 


2108 


GAGCGCCA CUGAUGAG GCCGUUAGGC CGAA IUGUACCA 


17416 


3761 


CUUGGCGC U CAUGGCGA 


2109 


UCGCCAUG CUGAUGAG GCCGUUAGGC CGAA ICGCCAAG 


17417 


3763 


UGGCGCUC A UGGCGACC 


2110 


GGUCGCCA CUGAUGAG GCCGUUAGGC CGAA IAGCGCCA 


17418 


3771 


AUGGCGAC C UUCAAGAU 


2111 


AUCUUGAA CUGAUGAG GCCGUUAGGC CGAA IUCGCCAU 


17419 


3772 


UGGCGACC U UCAAGAUA 


2112 


UAUCUUGA CUGAUGAG GCCGUUAGGC CGAA IGUCGCCA 


17420 


3775 


CGACCUUC A AGAUACAA 


2113 


UUGUAUCU CUGAUGAG GCCGUUAGGC CGAA IAAGGUCG 


17421 


3782 


CAAGAUAC A ACCAGUGU 


2114 


ACACUGGU CUGAUGAG GCCGUUAGGC CGAA IUAUCUUG 


17422 


3785 


GAUACAAC C AGUGUUUA 


2115 


UAAACACU CUGAUGAG GCCGUUAGGC CGAA IUUGUAUC 


17423 


o no c 


AUACAACC A GUGUUUAU 


2116 


AUAAACAC CUGAUGAG GCCGUUAGGC CGAA IGUUGUAU 


17424 


JoOl 


AUGGUGGC A UCGUUUCU 


2117 


AGAAACGA CUGAUGAG GCCGUUAGGC CGAA ICCACCAU 


17425 


3809 


AUCGUUUC U CAAAGCGA 


2118 


UCGCUUUG CUGAUGAG GCCGUUAGGC CGAA IAAAOGAU 


17426 


3811 


CGUUUCUC A AAGCGAGA 


2119 


UCUCGCUU CUGAUGAG GCCGUUAGGC CGAA IAGAAACG 


17427 


3825 


AGAUGGAC C AACCAGGA 


2120 


UCCUGGUU CUGAUGAG GCCGUUAGGC CGAA IUCCAUCU 


17428 


3826 


GAUGGACC A ACCAGGAG 


2121 


CUCCUGGU CUGAUGAG GCCGUUAGGC CGAA IGUCCAUC 


17429 


3829 


GGACCAAC C AGGAGAAC 


2122 


GUUCUCCU CUGAUGAG GCCGUUAGGC CGAA IUUGGUCC 


17430 


3830 


GACCAACC A GGAGAACA 


2123 


UGUUCUCC CUGAUGAG GCCGUUAGGC CGAA IGUUGGUC 


17431 


3838 


AGGAGAAC A UUUUGUUG 


2124 


CAACAAAA CUGAUGAG GCCGUUAGGC CGAA IUUCUCCU 


17432 


3858 


UUGGCGGC U GUUUUCUU 


2125 


nnwuuUiL LUuAUuASj VjCLAiUUAGGL. tJoAA 1CCGCCAA 


17433 


3865 


CUGUUUUC U UUCAAAUG 


2126 


CAUUUGAA CUGAUGAG GCCGUUAGGC CGAA IAAAACAG 


17434 


3869 


UUUCUUUC A AAUGGCUU 


2127 


AAGCCAUU CUGAUGAG GCCGUUAGGC CGAA IAAAGAAA 


17435 


3876 


CAAAUGGC U UAUCACGA 


2128 


UCGUGAUA CUGAUGAG GCOGUUAGGC CGAA ICCAUUUG 


17436 


3881 


GGCUUAUC A CGAUGCCC 


2129 


GGGCAUCG CUGAUGAG GCOGUUAGGC CGAA IAUAAGCC 


17437 


3688 


CACGAUGC C CGCCAAAU 


2130 


AUUUGGCG CUGAUGAG GCCGUUAGGC CGAA ICAUCGUG 


17438 


3889 


ACGAUGCC C GCCAAAUU 


2131 


AAUUUGGC CUGAUGAG GCCGUUAGGC CGAA IGCAUCGU 


17439 


3892 


AUGCCCGC C AAAUUCUG 


2132 


CAGAAUUU CUGAUGAG GCCGUUAGGC CGAA ICGGGCAU 


17440 
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3893 


UGCCCGCC A AAUUCUGC 


2133 


GCAGAAUU CUGAUGAG GCCGUUAGGC CGAA IGCGGGCA 


17441 


3899 


CCAAAUUC U GCUCUGGG 


2134 


CCCAGAGC CUGAUGAG GCCGUUAGGC CGAA IAAUUUGG 


17442 


3902 


AAUUCUGC U CUGGGAGA 


2135 


UCUCCCAG CUGAUGAG GCCGUUAGGC CGAA ICAGAAUU 


17443 


3904 


UUCUGCUC U GGGAGAUC 


2136 


GAUCUCCC CUGAUGAG GCCGUUAGGC CGAA IAGCAGAA 


17444 


3913 


GGGAGAUC C CUGAUGUG 


2137 


CACAUCAG CUGAUGAG GCCGUUAGGC CGAA IAUCUCPP 

wiwiv w*»*J ww***wv**^w wwwwuwiOOw V>Unn XrtUwwwww 


1 744. c; 


3914 


GGAGAUCC C UGAUGUGU 


2138 


ACACAUCA CUGAUGAG GCCGUUAGGC CGAA IGAUCUCC 


1 7ddfi 


3915 


GAOAUCCC U GAUGUGUU 


2139 


AACACAUC CUGAUGAG GPPGT TTTAGGP PGA A T GO ATTPI TP 

rtnwrtwrtUw UUUOUwnu uv>wUUnuUV> OOrtrt X OO-rtU w U w 


1 7AA7 




TTTTOAATTTTP A PTTOGPGOTT 


2140 


APPOPPAO PTTOATTGAG GPPOTTTTAPOP rvjia TAATTTTPaa 
rtwwOwwrtO LUUnUwwj OOOOUUrtOOO LAjnn innUUUui 


1 *7>1 A Q 

X /44o 




oaattitpap tt oopgottao 


2141 


PTTAPPOPP PTTOATTGAG GPPOITTTAOOP POAa TTTPA ATTTTP 
OUrtOOOwO OU OrtU OrtO ULUjuunOuL LunA luunAUUL 


17449 


3942 


opoottaop n ttgoauoao 


2142 


ATTPATTPPA PTTOATTGAG OPPOTTTTAOOP POAA TPTTAPPOP 

rtUOrtUwwrt OUOxUJOrtO uLLuU UrtOOO OOrtrt XwUAwwOw 


■L 


lOC-i 


PtatlO ATI AC IT OAGAGPCA 


2143 


TIGGCTTPITP CUGAUGAG GPPOTTTTAOOP POAA TTTATTPATTP 
UOOwUOUO wuunuunu w wwOU UrtOOO OOrtrt J,UAULaUL 


1 1A CI 




PITOAOAOP P ATTAAPAT7TI 


2144 


AA1TOTTTTATT PTTOATTGAG GPPfZTTTTAfSOP POAa TPfTnTPan. 
iUiUVjUunU LUUnUwlVJ OOOOU UrtOOw OOrtrt 1LULU Lrtw 


17452 


3961 


ITOAOAOPP A TTAAPAI7IJP 


2145 


GAATTOTTTTA PTTOATTGAG GPPOTTITAfJOP POAA TOPTTPTTHA 
UnnUUUUn OUOrtUOrtO OwOOU UrtOOw wOrtrt XOwU wUOrt 


1 *7 A C 1 


3966 


GCCAUAAC A TTTTPAPAAP 
ooortUrtrto /% uuwvwuiv 


2146 


GUUGUGAA CUGAUGAG GPPOITTTAOOP POAA TTTTTATTOGP 

OUUOUOrtrt V.UUftUUftVJ OwOOU UrtOOw w^Ortrt X U UrtUOOw 


± /4D4 


3970 


tTAAPATTTIP A PAAPOACA 


2147 


TTOTTPGTTTTG PTTOATTGAG ClHCCZl TTT A nOP POAA TAATTOTTTTA 

UOUwOUUO OUOfiUOrtO OOOOU UrtOOw wOrtrt J.rtrt U O U Urt 


1 1A C C 


3972 


APAITTTPAP A APOAPAUP 


2148 


GATTOTTPOTT PTTOATTGAG GPPOTTTTAOOP POAtt TTTOAMTPTT 
OrtUOUOOU OUOrtUOrtO uLLuU UrtOOw wOrtrt J. UOrtrtUOU 


1 1 A C C 


3978 


APAAPOAP A TTPAAAPOTT 


2149 


APOTTTKTGA PTTOATTGAG GPPOITTTAOOP POAft TTTPOTHTrTT 
rtwOU U UOrt w U Ort U OrtO ULLuu UrtOOw wOrtrt iULuUUuU 


1 HA C*7 


3981 


APOAPAUP A AACGUGGU 


2150 


APPAPGTTU PTTOATTGAG GPPOITTTAOOP POAA TATTOTTPOTT 
r\wwr%wouu vUwtnuunvj \jw ww r U UjtVOO w wOrtrt J.rtUOUOOU 


1 7AC0 
X /4DQ 


3995 


OOTTTTGTTTTP P OPTTOPTTAO 


2151 


PTTAOPAOP PTTOATTGAG GPPOITTTAOOP POAR TAAPAAPH 
W UrtOwrtOw wUOrtUOrtO O wwOU UrtOOw UjAfl liiflUiflLL 


1 HA C O 


3998 


UOITT TPPGP TI GPUAGPPP 

U O w Unu\» WW 


2152 


GGGPTTAGP PTTOATTGAG OPPOTTTTAOfSP POAi TPOOtAna 

OOOwUrtOw OUOrtUOrtO O wOOU UrtOOO OOrtrt ILuvjnAUi 


1 /4oU 


4001 


IIPPGPtTGP IT AGCCCUGC 


2153 


OPAOOGPTT PTTOATTGAG OPPOTTTTAOfiP POAa TPAOPOPA 
OwrtOOOwU OUOrtUOrtO OOwOU UrtOOw wOrtrt X wriOwOOri 


1 /4ol 


4005 


PITOPTTAOP P PITOPTTAAP 

wUwfOUrtOw O cuuuunnu 


2154 


OTTITAOPAO PTTOATTOAO OPPOTTTTAOOP PHA A THTThflH'&fl 
OU UrtO wrtO w U Ort U OrtO OOOOUUrtOOO OOrtrt lUJnuLnu 


J. /4b^ 


4006 


UGCUAGCC C UGCUAACA 


2155 


TTOTTTTAGPA PTTOATTOAO OPPOTTTTAOOP POAA TOPTTAOPA 
UOUUrtOwrt w U Ort U OrtO OOOOU UrtOOw wOrtrt X OO UrtOwrl 


1 ha o 
i /4b J 


4007 


RPTTAOPPP H OCUAAPAp 




OITOTTTTAGP PTTOATTGAG OPPOTTTTAOOP POAJ*. TOOPTTAPH 
OU OU UrtO w w U Ort U OrtO OOwOU UrtOOw wOrtrt XOOwUiiUw 


1 HA C A 

x /4b4 


4010 


AGCCCUGC U AACACCCG 


2157 


PGGGTTGTTTT PTTOATTOAO GPPOITTTAOOP POAa TPAOOOPTT 

wOOOUOUU wUOrtUOrtO ULLuU UrtOOw WOrtrt X wrtOOOwU 


1 H A GtZ 

x /lb D 


4014 


CUGCUAAC A CCCGGGCU 


2158 


AGCCCGGG CUGAUGAG GPPOTTTTAOOP POAA TTTTTAGPAO 
**ww w wvjsjvj wuunuunvj uvwvuAwV}^ OOrtrt J.UUrtOwrtO 


X /400 


4016 


GCUAACAC C CGGOPTJOA 


2159 


UCAGPPPG PTTOATTGAG GPPOITTTAOOP POAA TTTOTTTTAOP 

Uwrt.vjwwwO vuunuunvj OwwwUUrtOOw wOrtrt iUuU UrtOw 


1 HACH 
x, /4o / 


4017 


PTTAAPAPP P GGGPUGAG 


2160 


PTTPAOPPP PTTOATTOAO OPPOTTTT A flfn <"V2A2V T^ t TT^ , T'TTTA^ , 
w U wrtOw O w w U Ort U OrtO OOOOU UrtOOw wOrtrt XOUoUUrtO 


17468 


4022 


ACCC'dOaC 1 TT GAGATTGPTT 

rtV-.wV-.OOOw U OrtOriU O O U 


2161 


AOPATTPTTP PTTOATTOAO OPPPT1TTAOOP PPAA TPPPnTTTT 
rtO wrtU LUU O U Ort U OrtO Ow wo U U/iljuL LuHft X ww wOOOU 


17469 


4030 


TTOAOATTGP TT TTGAATTPTTG 

UOrtOrtUOO \J UOrtrtUwUO 


91 fi9 


PAOATTTTP& PTTfzaTTOAn ^rrvsTTTTarvr* pp7\ 7\ Tr , 7\TTr r TTr , A 

wrtOrtUUwrt w U Ort U OrtO OwwOU UrtOOw LUnn XwrtUwUwrt 


17470 




PTTTTOa ATTP TT OOATTOTTOTT 
OUUOrtrtUO U OOrtUOUOU 


91 fi*3 
ZXO J 


AuAUiULv. tUuftUuftb o o w o u u Aoow woAA lAUUwAAo 


17471 


404 8 


ATTOTTOTTAP A GGATTAPTTG 
rtUOUOUrtw rt OOrtUrtw u o 


91 fid 


OiuUhULL LUuiiUuflu OwwoUUAoOw wOrtrt 1 UAuAliAU 


17472 


incc 


PAOOATTAP TT OPTTOTTTTOA 
wrt-OOrtUrt w U uLUuU UOrt 


91 fit; 


TTPAAPAOP PTTflSTTflAn r3rTV^TTTT7\nO/^ r<r»R» TTT7VTTnrTTr« 

UUiAUibt wuuAuuAu OwwOuUAoOw LoM lUAULwUo 


17473 


4058 


GATTAPTTGP TT GTTTTGATTGG 

OrtUrtOUOO U VJUUUftUUU 


91 fifi 


PPATTPAAP PTTOATTOAO firTfiTnTAflf^C npii TP , ar , TT7VTTr' 
OwrtU wrtrtO O U Ort U OrtO utLuUUnuuL oortrt XUnbUAUL 


17474 


4078 


GAAITAGGP A GPUtTGATTP 


2167 


OATTPAAOP PTTOATTOAO OPPPT7TTAOPP PPA5 TrTTTZiTTTTr 1 
OrtU wrtrtOw O U Ort U OrtO O WwOU UrtOOw w\zrirt ILLUAUUL 


17475 


4081 


TTAGGPAGP TT TTGATTPAGG 

Urt»OOwrtOO U U OrtU wrtOO 


91 fifi 


ppitoattpa PTTnuTTrsAn nPTV^TTrTAnpT 1 ripjs TnTr»r»r»TTiv 
wOUOiAUwrt wUOrtUO/iO o w L. vj U U Aoo w LuM lLUuLLUA 


17476 


4087 


GCJUUGAUC A GGGAOAAO 


2169 


PTTTTPTTPPP PTTOATTOAO 0^ , ^V2T'^ , T2i^!/3^ , rV2R» T ATTP"7\ Rpp 
wUUOUwww OU OrtU OrtO OOOOUUrtOOO LAxHii lAULAAuU 


17477 


4104 


AGGAGUGC A GCUGCAAA 


2170 


TTTTITOPAOP PTTOATTOAO OPPOTTTTAOOP pfiia TPIPTTPPIT 
uuuowrtOw wUOrtUOrtO OwwOUU^iOOw Uvlnn ILALULLU 


17478 


4107 


AGUGCAGC U GCAAAAAA 


2171 


TTTTTTTTTTTTOP PTTOATTGAG OPPOTTTTAOOP POAa TPITOPAPTT 
UUUUUUOw OUOrtUOrtO OOwOU UrtOOw Ujnn X wUOOnOU 


17479 


4110 


GCAGCUGC A AAAAAGAA 


2172 


TTTTPTTTTTTTTIT PTTOATTGAG OPPOTTTTAOOP POAa TPAOPTTPP 
uuouuuuu wuortuorto oo.oouurt.oow oortrt _l wrtoouoo 


17480 


4125 


AAAGGAGC A AGTJCUGCTJ 

nnnuwiuv ** •rvvjwwww'wu 


2173 


AOPAGAPTT PTTOATTOAO GPPOITTTAOOP rY2Aa TrTTPrTTTTTT 
rtO wrt.Ort O U wUOrtUOrtO OOwOUUrtOOO OOtrtrt X OUOwUU U 


1 HA O 1 

x /4H1 


4130 


AGCAAGUC U GCUAUGCU 


2174 


AGPATTAGP PTTOATTOAO OPPOTTTTAOOP POAA TAPTTTTOPIT 
AumUttUv* wUOrtUOrtO OOOOU UrtOOw OOrtrt XrtwU UOwU 


1 HA D H 


4133 


AAGUCUGC U AUGCUUGG 


2175 


PPAAGPATT PTTOATTOAO OPPOTTTTAGOP POAA TPAOAPTTTT 
wwrtrtOwrtU w U OrtU OrtO OOOOU UrtOOw wOrtrt iUUj/iLUU 


i/4oJ 


4138 


UGCUAUGC U UGGCUCUA 


2176 


TTAGAOPPA PTTOATTOAO OPPTZT TT TA (ZdC PrtAa TPATTafSPa 
UrtOrtOwwrt OUOrtUOrtO OwOOU UrtOOw wOrtrt JLLAUAuLA 


J. /4U4 


4143 


UGCUUGGC U CUAGCCUC 


2177 


OAGGPTTAO PTTOATTOAO OPPOTTTTAOOP POAa TPPaaOPa 
UrtOU w UrtO O UOrt UOrt O OOOOU UrtOOw Uinn ILLAnuCA 


1 *7>l DC 

x /4ob 


4145 


CUUGGCUC U AGCCUCAA 


2178 


UUGAGGCU PUGAUGAG OPPOTTTTAGOP POAA TAOPPAAO 
uuunwuuw v<uunwunw u\>v>uuuaUwv< wOrtrt XrtOwwrtrtO 


X /4 OO 


4149 


GCUCUAGC C UCAACAGG 


2179 


CCUGUTIGA PTTOATTOAO OPPOTTTTAOOP POAA TPTTAOAP.P 
v>v»u<juuvjn VaUOnuunu uv.LVJUUnuuV> OOrtrt lUUnUnuL 


x /4o / 


4150 


CUCUAGCC U CAACAGGA 


2180 


UCCUGTTUG PTTOATTOAO OPPOTTTTAGOP POAA TOPTTAOaO 

UwwUOUUO OU OrtU OrtO O w wO U UrtOOw OOrtrt XuUJAUnC 


x /4oo 


4152 


CUAGCCUC A ACAGGACU 


2181 


AGTTPPTTGTT PTTOATTOAO OPPOTTTTAGOP POAA TAOOPTTAO 
rtOUOOUOU OUOrtUOrtO OwwOU UrtOOw oortrt X rtOOw UrtO 


1 HA Q Q 
1 /403 


4155 


GCCUCAAC A GGACUUUU 


2182 


AAAAGTTPP PTTOATTGAG OPPOTTTTAOOP POAa TTTTTOAOOP 
nnrtrtUUUU OUOrtUOrtOr OOwOUUrtOOO OOrtrt XUUOrtOOO 


1 7A Ort 
X /4?U 


4160 


AACAGGAC U UUUCAACC 


2183 


GOTTTTGAAA PTTOATTOAO OPPOTTTTAOOP POAa TTTPPTTOITTT 
OOUUOrtrtrt O U OrtU OrtO OwwOU UrtOOO wVxHrt X UOwUOUU 


x /491 


4165 


GACUUUUC A ACCCCAUG 


2184 


PATTOOOOTT PTTOATTOAO OPPOITTTAfiOP PV^aa TAAAaPTTP 
wrtUOOOOU OU OrtU OrtO UU>v7UUAouL LvjnA XAAAAuUL 


x/492 


4168 


UUUUCAAC C CCAUGAUC 


2185 


GAUCAUGG CUGAUGAG GCCGUUAGGC CGAA IUUGAAAA 


17493 


4169 


UUUCAACC C CAUGAUCC 


2186 


GGAUCAUG CUGAUGAG GCCGUUAGGC CGAA IGUUGAAA 


17494 


4170 


UUCAACCC C AUGAUCCU 


2187 


AGGAUCAU CUGAUGAG GCCX3UUAGGC CGAA IGGUUGAA 


17495 


4171 


UCAACCCC A UGAUCCUU 


2188 


AAGGAUCA CUGAUGAG GCCGUUAGGC CGAA IGGGUUGA 


17496 


4177 


CCAUGAUC C UUGCUGCU 


2189 


AGCAGCAA CUGAUGAG GCCGUUAGGC CGAA IAUCAUGG 


17497 


4178 


CAUGAUCC U UGCUGCUG 


2190 


CAGCAGCA CUGAUGAG GCCGUUAGGC CGAA IGAUCAUG 


17498 


4182 


AUCCUUGC U GCUGGACU 


2191 


AGUCCAGC CUGAUGAG GCCoTJUAGGC CGAA ICAAGGAU 


17499 


4185 


CUUGCUGC U GGACUGAU 


2192 


AUCAGUCC CUGAUGAG GCCGUUAGGC CGAA ICAGCAAG 


17500 


4190 


UGCUGGAC U GAUUGCAU 


2193 


AUGCAAUC CUGAUGAG GCCtSUUAGGC CGAA IUCCAGCA 


17501 
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A*>CC 


AULrtJUUCrL. U AUC\»U(JGvs 


2207 


CCGACGAU CUGAUGAG GCCGUUAGGC CGAA ICAAACAU 


17515 


/ 


UvrUUULnJu A UCVnJlJGGA 


2208 


UCCGACGA CUGAUGAG GCCGUUAGGC CGAA IGCAAACA 


17516 


4Z O U 




2209 


GCUCUGCC CUGAUGAG GCCGUUAGGC CGAA ICCCUCCG 


17517 




oviv^-UovsC A ViAUCUUGA 


2210 


UCAAGCUC CUGAUGAG GCCGUUAGGC CGAA ICCAGCCC 


17518 


AOQQ 


fiar*/"* it TT/iar , j\TTTTr« 
VatelAlaAvn. U UunuAUUo 


2211 


CAAUGUCA CUGAUGAG GCCGUUAGGC CGAA ICUCUGCC 


17519 




Av>l.UUUAC A UUGACUCC 


2212 


GGAGUCAA CUGAUGAG GCCGUUAGGC CGAA IUCAAGCU 


17520 




AUA.UUUA.C U k^JAUGGCC 


2213 


GGCCAUGG CUGAUGAG GCCGUUAGGC CGAA IUCAAUGU 


17521 


A*a n*5 


AULKjAuUC C AUGGCCAU 


2214 


AUGGCCAU CUGAUGAG GCCGUUAGGC CGAA IAGUCAAU 


17522 




UUviAUUsJC A U LjvR. VJAU U 


2215 


AAUGGCCA CUGAUGAG GCCGUUAGGC CGAA IGAGUCAA 


17523 


4 J Uo 


UCLAUGUC c auulcaau 


2216 


AUUGGAAU CUGAUGAG GCCGUUAGGC CGAA ICCAUGGA 


17524 


AO AO 


CCAUGGCC A UUCCAAUG 


2217 


CAUUGGAA CUGAUGAG GCCGUUAGGC CGAA IGCCAUGG 


17525 


4313 


GGCCADUC C AAUGACUA 


2218 


UAGUCAUU CUGAUGAG GCCGUUAGGC CGAA IAAUGGCC 


17526 


4314 


GCCkWJCC A AUGACUAU 


2219 


AUAGUCAU CUGAUGAG GCCGUUAGGC CGAA IGAAUGGC 


17527 


4320 


CCAAUGAC U AUCGCGGG 


2220 


CCCGCGAU CUGAUGAG GCCGUUAGGC CGAA IUCAUUGG 


17528 


4331 


CGCGGGGC U CAUGUUUG 


2221 


CAAACAUG CUGAUGAG GCCGUUAGGC CGAA ICCCCGCG 


17529 


43 33 


CGGGGCUC A UGUUUGCU 


2222 


AGCAAACA CUGAUGAG GCCGUUAGGC CGAA IAGCCCCG 


17530 


4341 


AUGUDDGC U GCUUUCGU 


2223 


ACGAAAGC CUGAUGAG GCCGUUAGGC CGAA ICAAACAU 


17531 


A*) AA 


UUUvjCUGC u uucgugau 


2224 


AUCACGAA CUGAUGAG GCCGUUAGGC CGAA ICAGCAAA 


17532 


4356 


GUGAUUUC U GGGAAAUC 


2225 


GAUUUCCC CUGAUGAG GCCGUUAGGC CGAA IAAAUCAC 


17533 




GGGAAAUC A ACAGAUAU 


2226 


AUAUCUGU CUGAUGAG GCCGUUAGGC CGAA IAUUUCCC 


17534 




AAAUCAAC A GAUAUGUG 


2227 


CACAUAUC CUGAUGAG GCCGUUAGGC CGAA IUUGAUUU 


17535 


A 1 Q «T 


CGGCGGAC A UUUCCUGG 


2228 


CCAGGAAA CUGAUGAG GCCGUUAGGC CGAA IUCCGCCG 


17536 


AA A1 


(aAiAUUUC C UGGGAAAG 


2229 


CUUUCCCA CUGAUGAG GCCGUUAGGC CGAA IAAAUGUC 


17537 


4402 


ACAUUUCC U GGGAAAGU 


2230 


ACUUUCCC CUGAUGAG GCCGUUAGGC CGAA IGAAAUGU 


17538 


AA 1 

44 JLo 


A6UGAUGC A GAAAUUAC 


2231 


GUAAUUUC CUGAUGAG GCCGUUAGGC CGAA ICAUCACU 


17539 


4425 


GAAAUUAC A GGCUCGAG 


2232 


CUCGAGCC CUGAUGAG GCCGUUAGGC CGAA IUAAUUUC 


17540 


44Z7 


UUACAGGC U CGAGCGAA 


2233 


UUCGCUCG CUGAUGAG GCCGUUAGGC CGAA ICCUGUAA 


17541 


A A CA 


UGUGOGGC U UGAUGAUG 


2234 


CAUCAUCA CUGAUGAG GCCGUUAGGC CGAA ICCGCACA 


17542 




AUGGAAAC U UCCAGCUC 


2235 


GAGCUGGA CUGAUGAG GCCGUUAGGC CGAA IUUUCCAU 


17543 


AA*7A 
44 /4 


bAAALUUC C AGCUCAUG 


2236 


CAUGAGCU CUGAUGAG GCCGUUAGGC CGAA IAAGUUUC 


17544 


A d7C 


AAACUUCC A GCUCAUGA 


2237 


UCAUGAGC CUGAUGAG GCCGUUAGGC CGAA IGAAGUUU 


17545 


AATO 
44 /O 


CUUCCAGC U CAUGAAUG 


2238 


CAUUCAUG CUGAUGAG GCCGUUAGGC CGAA ICUGGAAG 


17546 


44oU 


UUvJALH-UC A UGAAUGAU 


2239 


AUCAUUCA CUGAUGAG GCCGUUAGGC CGAA IAGCUGGA 


17547 


AAan 
44y U 


GAAUGAUC C AGGAGCAC 


2240 


GUGCUCCU CUGAUGAG GCCGUUAGGC CGAA IAUCAUUC 


17548 


4491 


AAUGAUCC A GGAGCACC 


2241 


GGUGCUCC CUGAUGAG GCCGUUAGGC CGAA IGAUCAUU 


17549 


4497 


CCAGGAGC A CCUUGGAA 


2242 


UUCCAAGG CUGAUGAG GCCGUUAGGC CGAA ICUCCUGG 


17550 


4499 


AGGAGCAC C UUGGAAGA 


2243 


UCUUCCAA CUGAUGAG GCCGUUAGGC CGAA IUGCUCCU 


17551 


4500 


GGAGCACC U UGGAAGAU 


2244 


AUCUUCCA CUGAUGAG GCCGUUAGGC CGAA IGUGCUCC 


17552 


4517 


AUGGAUGC U CAGAAUGG 


2245 


CCAUUCUG CUGAUGAG GCCGUUAGGC CGAA ICAUCCAU 


17553 


4519 


GGAUGCUC A GAAUGGUC 


2246 


GACCAUUC CUGAUGAG GCCGUUAGGC CGAA IAGCAUCC 


17554 


A COD 


GAAUGGUC U GUCUCGCG 


2247 


CGCGAGAC CUGAUGAG GCCGUUAGGC CGAA IACCAUUC " 


17555 




GGUCUGUC U CGCGAUUA 


2248 


UAAUOGCG CUGAUGAG GCCGUUAGGC CGAA IACAGACC 


17556 


A c 4. Q 


GUGCGUAL A CCCCCUGG 


2249 


CCAGGGGG CUGAUGAG GCCGUUAGGC CGAA IUACGCAC 


17557 




GC\3rUAV_AC C CCCUGGGC 


2250 


GCCCAGGG CUGAUGAG GCCGUUAGGC CGAA IUGUACGC 


17558 


AC O 


CGUACACC C CCUGGGCA 


2251 


UGCCCAGG CUGAUGAG GCCGUUAGGC CGAA IGUGUACG 


17559 


4553 


VjUALAUv^L. L. uUGGGGAA 


2252 


UUGCCCAG CUGAUGAG GCCGUUAGGC CGAA IGGUGUAC 


17560 


A CCA 
4334 


UALALXaJC L. UGGGCAAU 


2253 


AUUGCCCA CUGAUGAG GCCGUUAGGC CGAA IGGGUGUA 


17561 


Ijjj 


AVJiV-vAA.^. U GGGV-AAUC 


2254 


GAUUGCCC CUGAUGAG GCCGUUAGGC CGAA IGGGGUGU 


17562 




Ul.wUGGGu A AUCUUGCC 


2255 


GGCAAGAU CUGAUGAG GCCGUUAGGC CGAA ICCCAGGG 


17563 


AC£A 
4DD4 


owuiAUL u UGCCCUCA 


2256 


UGAGGGCA CUGAUGAG GCCGUUAGGC CGAA IAUUGCCC 


17564 




WiULUUW, C CUCAGUAG 


2257 


CUACUGAG CUGAUGAG GCCGUUAGGC CGAA ICAAGAUU 


17565 


4569 


AUUJUbLv. W Ut-AGUAGU 


2258 


ACUACUGA CUGAUGAG GCCGUUAGGC CGAA IGCAAGAU 


17566 


4570 


ULUUWXL U CAGUAGUU 


2259 


AACUaCUG CUGAUGAG GCCGUUAGGC CGAA IGGCAAGA | 


17567 


4572 


uuiMJUUUL. A GUAGUUGG 


2260 


CCAACUAC CUGAUGAG GCCGUUAGGC CGAA IAGGGCAA 


17568 


4593 


UGGAUAAC U CUCCAAUA 


2261 


UAUUGGAG CUGAUGAG RPCGUTBifinr rraa TrTTTannr'a 


17569 


4595 


GAUAACUC U CCAAUACA 


2262 


UGUAUUGG CUGAUGAG GCCGUUAGGC CGAA IAGUUAUC 


17570 


4597 


UAACUCUC C AAUACACA 


2263 


UGUguaUU CUGAUGAG GCCGUUAGGC CGAA IAGAGUUA 


17571 


4598 


AACUCUCC A AUACACAA 


2264 


UUGUGUAU CUGAUGAG GCCGUUAGGC CGAA IGAGAGUU 


17572 


4603 


DCCAAUAC A CAAAGAGA 


2265 


UCUCUuUG CUGAUGAG GCCGUUAGGC CGAA IUAUUGGA 


17573 


4605 


CAAUACAC A AAGAGAGG 


2266 


CCUCUCUU CUGAUGAG GCCGUUAGGC CGAA IUGUAUUG 


17574 


4630 


UGOGGGAC A CUCCCUCA 


2267 


UGAGGGAG CUGAUGAG GCCGUUAGGC CGAA IUCCCACA 


17575 


4632 


UGGGACAC U CCCUCACC 


2268 


GGUGAGGG CUGAUGAG GCCGUUAGGC CGAA IUGUCCCA 


17576 
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4634 


GGACACUC C CUCACCAA 


2269 


UUGGUGAG CUGAUGAG GCCGUUAGGC CGAA IAGUGUCC 


17577 


4635 


GACACUCC c UCACCAAA 


2270 


UUUGGUGA CUGAUGAG GCCGUUAGGC CGAA IGAGUGUC 


17578 


4636 


snsnnwv tt /••■n Unas* 


2271 


CUUUGGUG CUGAUGAG GCCGUUAGGC CGAA IGGAGDGU 


17579 


4638 


ACUCCCuC A CCAAAGGA 


2272 


UCCUUUGG CUGAUGAG GCCGUUAGGC CGAA IAGGGAGU 


17580 


4640 


UCCCuCAC C AAAGGAGU 


2273 


ACUCCUUU CUGAUGAG GCCGUUAGGC CGAA IUGAGGGA 


17581 


4641 


CCCUCACC A AAGGAGUA 


2274 


UACUCCUU CUGAUGAG GCCGUUAGGC CGAA IGUGAGGG 


17582 


4651 


AGGAGUAC A AAAAGGG6 


2275 


CCCCUUUU CUGAUGAG GCCGUUAGGC CGAA IUACUCCU 


17583 


4663 


AGGGGGAC A OGACCACC 


2276 


GGUGGUCG CUGAUGAG GCCGUUAGGC CGAA IUCCCCCU 


17584 


4668 


GACACGAC C ACCGGCGU 


2277 


ACGCCGGU CUGAUGAG GCCGUUAGGC CGAA IUCGUGUC 


17585 


4669 


ACACGACC A COGGCGUC 


2278 


GACGCCGG CUGAUGAG GCCGUUAGGC CGAA IGUCGUGU 


17586 


4671 


ACGACCAC C GGCGUCUA 


2279 


UAGACGCC CUGAUGAG GCCGUUAGGC CGAA IUGGUCGU 


17587 


4678 


CCGGCGUC U ACAGGAUC 


2280 


GAUCCUGU CUGAUGAG GCCGUUAGGC CGAA 1ACGCCGG 


17588 


4661 


GCGUCUAC A GGAUCAUG 


2281 


CAUGAUCC CUGAUGAG GCCGUUAGGC CGAA IUAGACGC 


17589 


4687 


ACAGGAUC A UGACUCGU 


2282 


ACGAGUCA CUGAUGAG GCCGUUAGGC CGAA IAUCCUGU 


17590 


4692 


AUCAUGAC U CGUGGGCU 


2283 


AGCCCACG CUGAUGAG GCCGUUAGGC CGAA IUCAUGAU 


17591 


4700 


UCGUGGGC U GCUCGGCA 


2284 


UGCCGAGC CUGAUGAG GCCGUUAGGC CGAA ICCCACGA 


17592 


4703 


UGGGCUGC U CGGCAGUU 


2285 


AACUGCCG CUGAUGAG GCCGUUAGGC CGAA ICAGCCCA 


17593 


4708 


UGCUCGGC A GUUAUCAA 


2286 


UUGAUAAC CUGAUGAG GCCGUUAGGC CGAA ICCGAGCA 


17594 


4715 


CAGUUAUC A AGCAGGAG 


2287 


CUCCUGCU CUGAUGAG GCCGUUAGGC CGAA IAUAACUG 


17595 


4719 


UAUCAAGC A GGAGCGGG 


2288 


CCCGCUCC CUGAUGAG GCCGUUAGGC CGAA ICUUGAUA 


17596 


4750 


GUGTJUUUC C ACACCCUU 


2289 


AAGGGUGU CUGAUGAG GCCGUUAGGC CGAA IAAAACAC 


17597 


4751 


UGUUUUCC A CACCCUUU 


2290 


AAAGGGUG CUGAUGAG GCCGUUAGGC CGAA IGAAAACA 


17598 


4753 


UUUUCCAC A CCCUUUGG 


2291 


CCAAAGGG CUGAUGAG GCCGUUAGGC CGAA IUGGAAAA 


17599 


4755 


UUCCACAC C CUUUGGCA 


2292 


UGCCAAAG CUGAUGAG GCCGUUAGGC CGAA IUGUGGAA 


17600 


4756 


UCCACACC C UUUGGCAU 


2293 


AUGCCAAA CUGAUGAG GCCGUUAGGC CGAA IGUGUGGA 


17601 


4757 


CCACACCC U UUGGCAUA 


2294 


UAUGCCAA CUGAUGAG GCCGUUAGGC CGAA IGGUGUGG 


17602 


4763 


CCUUUGGC A UACAACAA 


2295 


UUGUUGUA CUGAUGAG GCCGUUAGGC CGAA ICCAAAGG 


17603 


4767 


UGGCAUAC A ACAAAAGG 


2296 


CCUUUUGU CUGAUGAG GCCGUUAGGC CGAA IUAUGCCA 


17604 


4770 


CAUACAAC A AAAGGAGC 


2297 


GCUCCUUU CUGAUGAG GCCGUUAGGC CGAA IUUGUAUG 


17605 


4779 


AAAGGAGC C GCUUUGAU 


2298 


AUCAAAGC CUGAUGAG GCCGUUAGGC CGAA ICUCCUUU 


17606 


4782 


GGAGCCGC U UUGAUGAG 


2299 


CUCAUCAA CUGAUGAG GCCGUUAGGC CGAA ICGGCUCC 


17607 


4801 


GAGAGGGC C GCCUGGAC 


2300 


GUCCAGGC CUGAUGAG GCCGUUAGGC CGAA 1CCCUCUC 


17608 


4804 


AGGGCCGC C UGGACCCA 


2301 


UGGGUCCA CUGAUGAG GCCGUUAGGC CGAA ICGGCCCU 


17609 


4805 


GGGCCGCC U GGACCCAU 


2302 


AUGGGUCC CUGAUGAG GCCGUUAGGC CGAA IGCGGCCC 


17610 


4810 


GCCUGGAC C CAUACUGG 


2303 


CCAGUAUG CUGAUGAG GCCGUUAGGC CGAA IUCCAGGC 


17611 


4811 


CCUGGACC C AUACUGGG 


2304 


CCCAGUAU CUGAUGAG GCCGUUAGGC CGAA IGUCCAGG 


17612 


4812 


CUGGACCC A UACUGGGG 


2305 


CCCCAGUA CUGAUGAG GCCGUUAGGC CGAA IGGUCCAG 


17613 


4816 


ACCCAUAC U GGGGCAGU 


2306 


ACUGCCCC CUGAUGAG GCCGUUAGGC CGAA IUAUGGGU 


17614 


4822 


ACUGGGGC A GUGUCAAG 


2307 


CUUGACAC CUGAUGAG GCCGUUAGGC CGAA ICCCCAGU 


17615 


4828 


GCAGUGUC A AGGAGGAU 


2308 


AUCCUCCU CUGAUGAG GCCGUUAGGC CGAA IACACUGC 


17616 


4841 


GGAUCGAC U UUGUUACG 


2309 


CGUAACAA CUGAUGAG GCCGUUAGGC CGAA IUCGAUCC 


17617 


4856 


CGGAGGAC C CUGGAAAU 


2310 


AUUUCCAG CUGAUGAG GCCGUUAGGC CGAA IUCCUCCG 


17618 


4857 


GGAGGACC C UGGAAAUU 


2311 


AAUUUCCA CUGAUGAG GCCGUUAGGC CGAA IGUCCUCC 


17619 


4858 


GAGGACCC U GGAAAUUG 


2312 


CAAUUUCC CUGAUGAG GCCGUUAGGC CGAA IGGUCCUC 


17620 


4868 


GAAAUUGC A GCACAAGU 


2313 


ACUUGUGC CUGAUGAG GCCGUUAGGC CGAA ICAAUUUC 


17621 


4871 


AUUGCAGC A CAAGUGGA 


2314 


UCCACUUG CUGAUGAG GCCGUUAGGC CGAA ICUGCAAU 


17622 


4873 


UGCAGCAC A AGUGGAAC 


2315 


GUUCCACU CUGAUGAG GCCGUUAGGC CGAA IUGCUGCA 


17623 


4886 


GAACGGGC A GGAUGAGG 


2316 


CCUCAUCC CUGAUGAG GCCGUUAGGC CGAA ICCCGUUC 


17624 


4898 


UGAGGUGC A GAUGAUUG 


2317 


CAAUCAUC CUGAUGAG GCCGUUAGGC CGAA ICACCUCA i 


17625 


4916 


GGUGGAAC C UGGCAAGA 


2318 


UCUUGCCA CUGAUGAG GCCGUUAGGC CGAA IUUCCACC 


17626 


4917 


UUUUAACC U GGCAAGAA 


2319 


UUCUUGCC CUGAUGAG GCCGUUAGGC CGAA IGUUCCAC 


17627 


4921 


AACCUGGC A AGAACGUU 


2320 


AACGUUCU CUGAUGAG GCCGUUAGGC CGAA ICCAGGUU 


17628 


4939 


AGAACGUC C AGACGAAA 


2321 




17629 


4940 


GAACGUCC A GACGAAAC 


2322 


GUUUCGUC CUGAUGAG GCCGUUAGGC CGAA IGACGUUC 


17630 


4949 


GAOGAAAC C AGGGGUGU 


2323 


ACACCCCU CUGAUGAG GCCGUUAGGC CGAA IUOUCGUC 


17631 


4950 


ACGAAACC A GGGGUGUU 


2324 


AACACCCC CUGAUGAG GCCGUUAGGC CGAA IGUUUCGU 


17632 


4960 


GGGUGUUC A AAACACCU 


2325 


AGGUQUUU CUGAUGAG GCCGUUAGGC CGAA IAACACCC 


17633 


4965 


UUCAAAAC A CCUGAAGG 


2326 


CCUUCAGG CUGAUGAG GCCGUUAGGC CGAA IUUUUGAA 


17634 


4967 


CAAAACAC C UGAAGGAG 


2327 


CUCCUUCA CUGAUGAG GCCGUUAGGC CGAA IUGUUUUG 


17635 


4968 


AAAACACC U GAAGGAGA 


2328 


UCUCCUUC CUGAUGAG GCCGUUAGGC CGAA IGUGUUUU 


17636 


4986 


AUCGGGGC C GUGACUUU 


2329 


AAAGUCAC CUGAUGAG GCCGUUAGGC CGAA ICCCCGAU 


17637 


4992 


GCCGUGAC U UUGGACUU 


2330 


AAGUCCAA CUGAUGAG GCCGUUAGGC CGAA IUCACGGC 


17638 
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4999 


CUUUGGAC U UCCCCACU 


2331 


AGUGGGGA CUGAUGAG GCCGUUAGGC CGAA IUCCAAAG 


17639 


5002 


UGGACUUC C CCACUGGA 


2332 


UCCAGUGG CUGAUGAG GCCGUUAGGC CGAA IAAGUCCA 


17640 


5003 


GGACUUCC C CACUGGAA 


2333 


UUCCAGUG CUGAUGAG GCCGUUAGGC CGAA IGAAGUCC 


17641 


5004 


GACUUCCC C ACUGGAAC 


2334 


GUUCCAGU CUGAUGAG GCCGUUAGGC CGAA IGGAAGUC 


17642 


5005 


ACUUCCCC A CUGGAACA 


2335 


UGUUCCAG CUGAUGAG GCCGUUAGGC CGAA IGGGAAGU 


17643 


5007 


UUCCCCAC U GGAACAUC 


2336 


GAUGUUCC CUGAUGAG GCCGUUAGGC CGAA IUGGGGAA 


17644 


5013 


ACUGGAAC A UCAGGCOC 


2337 


GAGCuuUa. CUGAUGAG GCCGUUAGGC CGAA IUUCCAGU 


1 7£ft t; 


5016 


GGAACAUC A GGCUCACC 


2338 


GGUGAGCC CUGAUGAG GCCGUUAGGC CGAA IAUGUUCC 


17646 


5020 


CAUCAGGC U CACCAAUA 


2339 


UAUUGGUG CUGAUGAG GCCGUUAGGC CGAA ICCUGAUG 


X f o% 1 


5022 


UCAGGCOC A CCAAUAGU 


2340 


ACUAUUGG CuGAUGAG GCCGUUAGGC CGAA IAGCCUGA 


X l 04 O 


5024 


AGGCUCAC C AAUAGUGG 


2341 


CCACUAUU CUGAUGAG GCCGUUAGGC CGAA TTTRArtrrtl 


x /o^y 


5025 


GGCUCACC A AUAGUGGA 


2342 


UCCACUAU CUGAUGAG GCCGUUAGGC CGAA IGUGAGCC 


X 1 DDU 


5035 


UAGUGGAC A AAAACGGU 


2343 


ACCGUUUU CUGAUGAG GCCGUUAGGC! CGAA TiirvarrTft 


1 /o5X 


5057 


GAUUGGGC U UUAUGGCA 


2344 


UGCCAUAA CUGAUGAG GCCGUUAGGC CGAA ICCCAAUC 


X /ob<5 


5065 


UUUAUGGC A AUGGAGUC 


2345 


GACUCCAU CUGAUGAG GCCGUUAGGC CGAA iCTAlTAftft 


JL / DjJ 


5074 


AUGGAGUC A UAAUGCCC 


2346 


GGGCAUUA CUGAUGAG GCCGUUAGGC CGAA IACUCCAU 


X / 


5081 


CAUAAUGC C CAACGGCU 


2347 


AGCCGUUG CUGAUGAG GCCGUUAGGC CGAA ICAUUAUG 


l /bob 


5082 


AUAAUGCC C AACGGCCJC 


2348 


GAGCCGUU CUGAUGAG GCCGUUAGGC CGAA IGCAUUAU 


X / ODD 


5083 


UAAUGCCC A ACGGCUCA 


2349 


UGAGCCGU CUGAUGAG GCCGUUAGGC CGAA IGGCAUUA 


X t OO / 


5089 


CCAACGGC U CAUACAUA 


2350 


UAUGUAUG CUGAUGAG GCCGUUAGGC CGAA ICCGUUGG 


X fOOO 


5091 


AACGGCUC A UACAUAAG 


2351 


CUUAUGUA CUGAUGAG GCCGUUAGGC CGAA IAGCCGUU 


17659 


5095 


GCUCAUAC A UAAGCGCG 


2352 


CGCGCUUA CUGAUGAG GCCGUUAGGC CGAA IUAUGAGC 


1 n(ZCZC\ 
X f ODU 


5111 


GAUAGUGC A GGGUGAAA 


2353 


UUUCACCC CUGAUGAG GCCGUUAGGC CGAA ICACUAUC 


X 1 ODi 


5132 


GGAUGAGC C AAUCCCAG 


2354 


CUGGGAUU CUGAUGAG GCCGUUAGGC CGAA ICUCAUCC 


X 1 DO« 


5133 


GAUGAGCC A AUCCCAGC 


2355 


GCUGGGAU CUGAUGAG GCCGUUAGGC CGAA IGCUCAUC 


X 1 OOj 


5137 


AGCCAAUC C CAGCCGGA 


2356 


UCCGGCUG CUGAUGAG GCCGUUAGGC CGAA IAUUGGCU 


1 HCCA 
X /O04 


5138 


GCCAAUCC C AGCCGGAU 


2357 


AUCCGGCU CUGAUGAG GCCGUUAGGC CGAA IGAUUGGC 


1 7CCC 

X /bob 


5139 


CCAAUCCC A GCCGGAUU 


2358 


AAUCCGGC CUGAUGAG GCCGUUAGGC CGAA IGGAUUGG 


1 7CCC 

X / bob 


5142 


AUCCCAGC C GGAUUCGA 


2359 


UCGAAUCC CUGAUGAG GCCGUUAGRT' r*rcftft TrTTnrraTT 


17667 


5153 


AUUCGAAC C UGAGAUGC 


2360 


GCAUCUCA CUGAUGAG GCCGUUAGGC CGAA IUUCGAAU 


1 7CCO 

X /boo 


5154 


UUCGAACC U GAGAUGCU 


2361 


AGCAUCUC CUGAUGAG GCCGUIIAGnr' rnai TYirTTTrraa 


17669 


5162 


UGAGAUGC U GAGGAAAA 


2362 


UUUUCCUC CUGAUGAG GCCGUUAGnr* pfzaa TpannTriv 


17670 


5174 


GAAAAAAC A GAUCACUG 


2363 


CAGUGAUC CUGAUGAG GCCGUUAGCVT* pfiaa TTmrmTTTTr' 


17671 


S179 


AACAGAUC A CUGUACUG 


2364 


CAGUACAG CUGAUGAG GCCTCTITTAnra"* rvzfta Tnxintmrm 


17672 


5181 


CAGAUCAC U GUACUGGA 


2365 


UCCAGUAC CUGAUGAG GCCGU^Afifir , rnaa Tirns.tjmjr' 


17673 


5186 


CACUGUAC U GGAUCUCC 


2366 


GGAGAUCC CUGAUGAG GCCGUUAGnr* rnftft Tirarararr' 


17674 


5192 


ACUGGAtJC U CCAUCCCG 


2367 


CGGGAUGG CUGAUGAG GCCGtlUAGnn rnaa T^unnumi 


17675 


5194 


UGGAUCUC C AUCCCGGC 


2368 


GCCGGGAU CUGAUGAG GCCGunAGar 1 ma a Taraiirra 


17676 


5195 


GGAUCUCC A UCCCGGCG 


2369 


CGCCGGGA CUGAUGAG fiPPf3TTTTAf2fir» rv*ft ft TrnrMTrr 1 


17677 


5198 


UCUCCAUC C CGGCGCCG 


2370 


CGGCGCCG CUGAUGAG GCCGUUAGGC CGAA IAUGGAGA 


X fX> / O 


5199 


CUCCAUCC C GGCGCCGG 


2371 


CCGGCGCC CUGAUGAG GCCGUUAGGC CGAA IGAUGGAG 


i ne.no 

X /O /J? 


5205 


CCCGGCGC C GGUAAAAC 


2372 


GUUUUACC CUGAUGAG GCCGUUAGGC CGAA TCGCCGGG 


neon 
X /ooU 


5214 


GGUAAAAC A AGGAGGAU 


2373 


AUCCUCCU CUGAUGAG GCCGUUAGGC CGAA IUUUUACC 


x / oox 


5225 


GAGGAUUC U GCCACAGA 


2374 


UCUGUGGC CUGAUGAG GCCGUUAGGC CGAA IAAUCCUC 


X 1 DO<£ 


5228 


GAUUCUGC C ACAGAUCA 


2375 


UGAUCUGU CUGAUGAG GCCGUUAGGC CGAA ICAGAAUC 


X /DOJ 


5229 


AUUCUGCC A CAGAUCAU 


2376 


AUGAUCUG CUGAUGAG GCCGUUAGGC CGAA IGCAGAAU 


X I Ot3<± 


5231 


UCUGCCAC A GAUCAUCA 


2377 


UGAUGAUC CUGAUGAG GCCGUUAGGC CGAA IUGGCAGA 


X / ODD 


5236 


CACAGAUC A UCAAAGAG 


2378 


CUCUUUGA CUGAUGAG GCCGUUAGGC CGAA IAUCUGUG 


17686 


5239 


AGAUCAUC A AAGAGGCC 


2379 


GGCCUCUU CUGAUGAG GCCGUUAGGC CGAA IAUGAUCU 


17687 


5247 


AAAGAGGC C AUAAACAG 


2380 


CUGUUUAU CUGAUGAG GCCGUUAGGC CGAA ICCUCUUU i 


x /boo 


5248 


AAGAGGCC A UAAACAGA 


2381 


UuuiiJUUA CUGAUGAG GCCGUUAGGC CGAA IGCCUCUU 


X /DOJ 


5254 


CCAUAAAC A GAAGACUG 


2382 


CAGUCUUC CUGAUGAG GCCGUUAGGC CGAA IUUUAUGG 


17690 


5261 


CAGAAGAC U GAGAACAG 


2383 


CUGUUCUC CUGAUGAG GCCGUUAGGC CGAA IUCUUCUG 


17691 


5268 


CUGAGAAC A GCCGUGCU 


2384 


AGCACGGC CUGAUGAG GCCGUUAGGC CGAA IUUCUCAG 


17692 


5271 


AGAACAGC C GUGCUAGC 


2385 


GcuagCAC CUGAUGAG GCCGUUAGGC CGAA ICUGUUCU 


17693 


5276 


AGCCGUGC U AGCACCAA 


2386 


UUGGUGCU CUGAUGAG GCCGUUAGGC CGAA ICACGGCU 


17694 


5280 


GUGCUAGC A CCAACCAG 


2387 


CUGGUUGG CUGAUGAG GCCGUUAGGC CGAA ICUAGCAC 


17695 


5282 


GCUAGCAC C AACCAGGG 


2388 


CCCUGGUU CUGAUGAG GCCGUUAGGC CGAA IUGCUAGC 


17696 


5283 


CUAGCACC A ACCAGGGU 


2389 


ACCCUGGU CUGAUGAG GCCGUUAGGC CGAA 1GUGCUAG 


17697 


5286 


GCACCAAC C AGGGUUGU 


2390 


ACAACCCU CUGAUGAG GCCGUUAGGC CGAA IUUGGUGC 


17698 


5287 


CACCAACC A GGGUUGUG 


2391 


CACAACCC CUGAUGAG GCCGUUAGGC CGAA IGUUGGUG 


17699 


5298 


GUUGUGGC U GCUGAGAU 


2392 


AUCUCAGC CUGAUGAG GCCGUUAGGC CGAA ICCACAAC 


17700 
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5231 


UCUGCCAC A GAUCAUCA 


2377 


UGAUGAUC CUGAUGAG GCCGUUAGGC CGAA IUGGCAGA 


17685 


5236 


CACAGADC A UCAAAGAG 


2378 


CUCUUUGA CUGAUGAG GCCGUUAGGC CGAA IAUCUGUG 


17686 


5239 


j AGAUCAUC A AAGAGGCC 


2379 


GGCCUCUU CUGAUGAG GCCGUUAGGC CGAA IAUGAUCU 


17687 


5247 


AAAGAGGC C AUAAACA6 


2380 


CUGUUUAU CUGAUGAG GCCGUUAGGC CGAA ICCUCUUU 


17688 


5248 


AAGAGGCC A UAAACAGA 


2381 


UCUGUUUA CUGAUGAG GCCGUUAGGC CGAA IGCCUCUU 


17689 


5254 


CCAUAAAC A GAAGACUG 


2382 


CAGUCUUC CUGAUGAG GCCGUUAGGC CGAA IUUUAUGG 




5261 


CAGAAGAC U GAGAACAG 


2383 


CUGUUCUC CUGAUGAG GCCGUUAGGC CGAA IUCUUCUG 


1 7CQ1 
j. roy±. 


5268 


CUGAGAAC A GCCGUGCU 


2384 


AGCACGGC CUGAUGAG GCCGUUAGGC CGAA IUUCUCAG 


X / DJ£ 


5271 


AGAACAGC C GUGCUAGC 


2385 


GCUAGCAC CUGAUGAG GCCGUUAGGC CGAA ICUGUUCU 


1760*1 


5276 


AGCCGUGC U AGCACCAA 


2386 


UUGGUGCU CUGAUGAG GCCGUUAGGC CGAA ICACGGCU 


1 7SQA 


5280 


GUGCUAGC A CCAACCAG 


2387 


CUGGUUGG CUGAUGAG GCCGUUAGGC CGAA ICUAGCAC 


X 1 D 273 


5282 


GCUAGCAC C AACCAGGG 


2388 


CCCUGGUU CUGAUGAG GCCGUUAGGC CGAA IUGCUAGC 


1 7CQ£ 
J- / D J7D 


5283 


CUAGCACC A ACCAGGGU 


2389 


ACCCUGGU CUGAUGAG GCCGUUAGGC CGAA IGUGCUAG 


17697 


5286 


GCACCAAC C AGGGUUGU 


2390 


ACAACCCU CUGAUGAG GCCGUUAGGC CGAA IUUGGUGC 


1 7CQR 


5287 


CACCAACC A GGGUUGUG 


2391 


CACAACCC CUGAUGAG GCCGUUAGGC CGAA IGUUGGUG 


1 1CQQ 


5298 


GUUGUGGC U GCUGAGAU 


2392 


AUCUCAGC CUGAUGAG GCCGUUAGGC CGAA ICCACAAC 


x / /uu 


5301 


GUGGCUGC U GAGAUGGC 


2393 


GCCAUCUC CUGAUGAG GCCGUUAGGC CGAA ICAGCCAC 


x / / u X 


5310 


GAGAUGGC U GAAGCACU 


2394 


AGUGCUUC CUGAUGAG GCCGUUAGGC CGAA ICCAUCUC 


1 7707 
X / /UZ 


5316 


GCUGAAGC A CUGAGAGG 


2395 


CCUCUCAG CUGAUGAG GCCGUUAGGC CGAA ICUUCAGC 


1 7701 
X / /Uj 


5318 


UGAAGCAC U GAGAGGAC 


2396 


GUCCUCUC CUGAUGAG GCCGUUAGGC CGAA IUGCUUCA 


1 7*7 fid 


5327 


GAGAGGAC U GCCCAUCC 


2397 


GGAUGGGC CUGAUGAG GCCGUUAGGC CGAA IUPPIIPUP 


X / / uo 


5330 


AGGACUGC C CAUCCGGU 


2398 


ACCGGAUG CUGAUGAG GCCGUUAGGC CGAA ICAGUCCU 


X / / U O 


5331 


GGACUGCC C AUCCGGUA 


2399 


UACCGGAU CUGAUGAG GCCGUUAGGC CGAA IGCAGUCC 


1 7707 

X I / \J i 


5332 


GACUGCCC A UCCGGUAC 


2400 


GUACOGGA CUGAUGAG GCCGUUAGGC CGAA IGGCAGUC 


1 770ft 
x / / u a 


5335 


UGCCCAUC C GGUACCAG 


2401 


CUGGUACC CUGAUGAG GCCGUUAGGC CGAA IAUGGGCA 


1 77nQ 


5341 


UCCGGUAC C AGACAUCC 


2402 


GGAUGUCU CUGAUGAG GCCGUUAGGC CGAA IUACCGGA 


i 771 n 

X / f xu 


5342 


CCGGUACC A GACAUCCG 


2403 


CGGAUGUC CUGAUGAG GCCGUUAGGC CGAA IGUACCGG 


1 771 1 

X / / XX 


5346 


UACCAGAC A UCCGCAGU 


2404 


ACUGCGGA CUGAUGAG GCCGUUAGGC CGAA IUCUGGUA 


1 "7*71 O 
X / / 


5349 


CAGACAUC C GCAGUGCC 


2405 


GGCACUGC CUGAUGAG GCCGUUAGGC CGAA IAUGUCUG 


1 7*71 1 
X / / 1j 


5352 


ACAUCCGC A GUGCCCAG 


2406 


CUGGGCAC CUGAUGAG GCCGUUAGGP PGAA TPphatt/ztt 


1 *7*71 A 
X / /x4 


5357 


CGCAGUGC C CAGAGAAC 


2407 


GUUCUCUG CUGAUGAG GCCGUTTAGGP prjaa maninpn 


1 "7*71 C 

x / /lb 


5358 


GCAGUGCC C AGAGAACA 


2408 


UGUUCUCU CUGAUGAG GCCGUUAGGC PGAA IGPAPTTRP 


X / /xo 


5359 


CAGUGCCC A GAGAACAU 


2409 


AUGUUCUC CUGAUGAG GCCGUUAGGC CGAA IGGCACUG 


1 "7*71 *7 
X / / J. / 


5366 


CAGAGAAC A UAAUGGAA 


2410 


UUCCAUUA CUGAUGAG GCCGUUAGGC PGAA TT7TTPT7PTTP 


1 "7*71 Q 


5392 


UUGAUGUC A UGUGUCAU 


2411 


AUGACACA CUGAUGAG GCCGUUAGGC CGAA IACAUCAA 


1 111 Q 


5399 


CAUGUGUC A UGCUACCC 


2412 


GGGUAGCA CUGAUGAG GCCGUUAGGC PGAA tapapattp 


± / / zu 


5403 


UGUCAUGC U ACCCUCAC 


2413 


GUGAGGGU CUGAUGAG GCCGUUAGGC CGAA I CAUGACA 


1 •7*7*71 
X / /ZX 


5406 


CAUGCUAC C CUCACCCA 


2414 


UGGGUGAG CUGAUGAG GCCGUUAGGC PGAA TrTAnPATTP 


1 T7T) 


5407 


AUGCUACC C UCACCCAC 


2415 


GUGGGUGA CUGAUGAG GCCGUUAGGP PGAA TrcnafiPATT 


1 *7"7*> "l 


5408 


UGCUACCC U CACCCACA 


2416 


UGUGGGUG CUGAUGAG GCCGUUAGGC PGAA TGGTTfiGPA 


1 *7 "7*5 A 


5410 


CUACCCUC A CCCACAGG 


2417 


CCUGUGGG CUGAUGAG GCCGUUAGGC CGAA IAGGGUAG 


1 "7*7*7C 
X / /ZD 


5412 


ACCCUCAC C CACAGGCU 


2418 


AGCCUGuG CUGAUGAG GCCGUUAGGC CGAA IUGAGGGU 


1/ / AD 


5413 


CCCUCACC C ACAGGCUG 


2419 


CAGCCUGU CUGAUGAG GCCGUUAGGC CGAA IGUGAGGG 


1 "7*7*3 "7 
X / /Z / 


5414 


CCUCACCC A CAGGCUGA 


2420 


UCAGCCUG CUGAUGAG GCCGUUAGGC CGAA IGGUGAGG 


1 "7*7*7 Q 


5416 


UCACCCAC A GGCUGAUG 


2421 


CAUCAGCC CUGAUGAG GCCGUUAGGC CGAA IUGGGUGA 


1 779Q 


5420 


CCACAGGC U GAUGUCUC 


2422 


GAGACAUC CUGAUGAG GCCGUUAGGC CGAA ICCUGUGG 


i i7"in 


5427 


CUGAUGUC U CCUCACAG 


2423 


CUGUGAGG CUGAUGAG GCCGUUAGGC CGAA IACAUCAG 


1 77*5 1 
X / / J x 


5429 


GAUGUCUC C UCACAGGG 


2424 


CCCUGUGA CUGAUGAG GCCGUUAGGC CGAA IAGACAUC 


1 77"4 7 


5430 


AUGUCUCC U CACAGGGU 


2425 


ACCCUGUG CUGAUGAG GCCGUUAGGC CGAA IGAGACAU 


1 77*5 1 


5432 


GUCUCCUC A CAGGGUGC 


2426 


GCACCCUG CUGAUGAG GCCGUUAGGC PGAA TAGGAGAP 


1 *7*7*1 A 
X / / J 4 


5434 


CUCCUCAC A GGGUGCCG 


2427 


CGGCACCC CUGAUGAG GCCGUUAGGC PGAA TTTGAGGftG 


1 *7*7 "> C 


5441 


CAGGGUGC C GAACUACA 


2428 


UGUAGUUC CUGAUGAG GCCGUUAGGC PGAA TCACrmm 


1 "7*7 "J <T 
X / / JO 


5446 


UGCCGAAC U ACAACCUG 


2429 


CAGGUUGU CUGAUGAG GCCGUUAGGC PGAA TTTT7PGGPA 


1 "7*7*1 *7 
X / / J / 


5449 


CGAACUAC A ACCUGUUC 


2430 


GAACAGGU CUGAUGAG GCCGUUAGGC CGAA IUAGUUCG 


17738 


5452 


ACUACAAC C UGUUCGUG 


2431 


CACGAACA CUGAUGAG GCCGUUAGGC CGAA IUUGUAGU 


17739 


5453 


CUACAACC U GUUCGUGA 


2432 


UCACGAAC CUGAUGAG GCCGUUAGGC CGAA IGUUGUAG 


17740 


5472 


GAUGAGGC U CAUUUCAC 


2433 


GUGAAAUG CUGAUGAG GCCGUUAGGC CGAA ICCUCAUC 


17741 


5474 


UGAGGCUC A UUUCACCG 


2434 


CGGUGAAA CUGAUGAG GCCGUUAGGC CGAA IAGCCUCA 


17742 


5479 


CUCAUUUC A CCGACCCA 


2435 


UGGGUCGG CUGAUGAG GCCGUUAGGC CGAA IAAAUGAG 


17743 


5481 


CAUUUCAC C GACCCAGC 


2436 


GCUGGGUC CUGAUGAG GCCGUUAGGC CGAA IUGAAAUG 


17744 


5485 


UCACCGAC C CAGCUAGC 


2437 


GCUAGCUG CUGAUGAG GCCGUUAGGC CGAA IUCGGUGA 


17745 
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5486 


CACCGACC C AGCUAGCA 


2438 


UGCUAGCU CUGAUGAG GCCGUUAGGC CGAA IGUCGGUG 


17746 


5487 


ACCGACCC A GCUAGCAU 


2439 


AUGCUAGC CUGAUGAG GCCGUUAGGC CGAA IGGUCGGU 


17747 


5490 


GACCCAGC U AGCAUUGC 


2440 


GCAAUGCU CUGAUGAG GCCGUUAGGC CGAA ICUGGGUC 


17748 


5494 


CAGCUAGC A UUGCAGCA 


2441 


UGCUGCAA CUGAUGAG GCCGUUAGGC CGAA ICUAGCUG 


17749 


5499 


AGCAUUGC A GCAAGAGG 


2442 


CCUCUUGC CUGAUGAG GCCGUUAGGC CGAA ICAAUGCU 


17750 


5502 


AUUGCAGC A AGAGGUUA 


2443 


UAACCUCU CUGAUGAG GCCGUUAGGC CGAA ICUGCAAU 


17751 


5512 


GAGGUUAC A UUUCCACA 


2444 


UGUGGAAA CUGAUGAG GCCGUUAGGC CGAA IUAACCUC 


17752 


5517 


UACAUUUC C ACAAAGGU 


2445 


ACCUUUGU CUGAUGAG GCCGUUAGGC CGAA IAAAUGUA 


17753 


5518 


ACAUUUCC A CAAAGGUC 


2446 


GACCUUUG CUGAUGAG GCCGUUAGGC CGAA IGAAAUGU 


17754 


5520 


AUUUCCAC A AAGGUCGA 


2447 


UCGACCUU CUGAUGAG GCCGUUAGGC CGAA IUGGAAAU 


177S5 


5531 


GGUCGAGC U AGGGGAGG 


2448 


CCUCCCCU CUGAUGAG GCCGUUAGGC CGAA ICUCGACC 


17756 


5547 


GCGGCGGC A AUAUUCAU 


2449 


AUGAAUAU CUGAUGAG GCCGUUAGGC CGAA ICCGCCGC 


17757 


5554 


CAAUAUUC A UGACAGCC 


2450 


GGCUGUCA CUGAUGAG GCCGUUAGGC CGAA IAAUAUUG 


17758 


5559 


UUCAUGAC A GCCACCCC 


2451 


GGGGUGGC CUGAUGAG GCCGUUAGGC CGAA IUCAUGAA 


17759 


5562 


AUGACAGC C ACCCCACC 


2452 


GGUGGGGU CUGAUGAG GCCGUUAGGC CGAA ICUGUCAU 


17760 


5563 


UGACAGCC A CCCCACCA 


2453 


UGGUGGGG CUGAUGAG GCCGUUAGGC CGAA IGCUGUCA 


17761 


5565 


ACAGCCAC C CCACCAGG 


2454 


CCUGGUGG CUGAUGAG GCCGUUAGGC CGAA IUGGCUGU 


17762 


5566 


CAGCCACC C CACCAGGC 


2455 


GCCUGGUG CUGAUGAG GCCGUUAGGC CGAA IGUGGCUG 


17763 


5567 


AGCCACCC C ACCAGGCA 


2456 


VGCCUGGU CUGAUGAG GCCGUUAGGC CGAA IGGUGGCU 


17764 


5568 


GCCACCCC A CCAGGCAC 


2457 


GUGCCUGG CUGAUGAG GCCGUUAGGC CGAA IGGGUGGC 


17765 


5570 


CACCCCAC C AGGCACUU 


2458 


AAGUGCCU CUGAUGAG GCCGUUAGGC CGAA IUGGGGUG 


17766 


5571 


ACCCCACC A GGCACUUC 


2459 


GAAGUGCC CUGAUGAG GCCGUUAGGC CGAA IGUGGGGU 


17767 


5575 


CACCAGGC A CUUCAGAU 


2460 


AUCUGAAG CUGAUGAG GCCGUUAGGC CGAA ICCUGGUG 


17768 


5577 


CCAGGCAC U UCAGAUCC 


2461 


GGAUCUGA CUGAUGAG GCCGUUAGGC CGAA IUGCCUGG 


17769 


5580 


GGCACUUC A GAUCCAUU 


2462 


AAUGGAUC CUGAUGAG GCCGUUAGGC CGAA IAAGUGCC 


17770 


5585 


UUCAGAUC C AUUCCCAG 


2463 


CUGGGAAU CUGAUGAG GCCGUUAGGC CGAA IAUCUGAA 


17771 


5586 


UCAGAUCC A UUCCCAGA 


2464 


UCUGGGAA CUGAUGAG GCCGUUAGGC CGAA IGAUCUGA 


17772 


5590 


AUCCAUUC C CAGAGUCC 


2465 


GGACUCUG CUGAUGAG GCCGUUAGGC CGAA IAAUGGAU 


17773 


5591 


UCCAUUCC C AGAGUCCA 


2466 


UGGACUCU CUGAUGAG GCCGUUAGGC CGAA IGAAUGGA 


17774 


5592 


CCAUUCCC A GAGUCCAA 


2467 


UUGGACUC CUGAUGAG GCCGUUAGGC CGAA IGGAAUGG 


17775 


5598 


CCAGAGUC C AAUUCACC 


2468 


GGUGAAUU CUGAUGAG GCCGUUAGGC CGAA IACUCUGG 


17776 


5599 


CAGAGUCC A AUUCACCA 


2469 


UGGUGAAU CUGAUGAG GCCGUUAGGC CGAA IGACUCUG 


17777 


5604 


UCCAAUUC A CCAAUUUC 


2470 


GAAAUUGG CUGAUGAG GCCGUUAGGC CGAA IAAUUGGA 


17778 


5606 


CAAUUCAC C AAUUUCCG 


2471 


CGGAAAUU CUGAUGAG GCCGUUAGGC CGAA IUGAAUUG 


17779 


5607 


AAUUCACC A AUUUCCGA 


2472 


UCGGAAAU CUGAUGAG GCCGUUAGGC CGAA IGUGAAUU 


17780 


5613 


CCAAUUUC C GACUUACA 


2473 


UGUAAGUC CUGAUGAG GCCGUUAGGC CGAA IAAAUUGG 


17781 


5617 


UUUCCGAC U UACAGACU 


2474 


AGUCUGUA CUGAUGAG GCCGUUAGGC CGAA IUCGGAAA 


17782 


5621 


CGACUUAC A GACUGAGA 


2475 


UCUCAGUC CUGAUGAG GCCGUUAGGC CGAA IUAAGUCG 


17783 


5625 


UUACAGAC U GAGAUCCC 


24 76 


GGGAUCUC CUGAUGAG GCCGUUAGGC CGAA IUCUGUAA 


17784 


5632 


CUGAGAUC C CGGAUCGA 


2477 


UCGAUCCG CUGAUGAG GCCGUUAGGC CGAA IAUCUCAG 


17785 


5633 


UGAGAUCC C GGAUCGAG 


2478 


CUCGAUCC CUGAUGAG GCCGUUAGGC CGAA IGAUCUCA 


17786 


5643 


GAUCGAGC U UGGAACUC 


2479 


GAGUUCCA CUGAUGAG GCCGUUAGGC CGAA ICUCGAUC 


17787 


5650 


CUUGGAAC U CUGGAUAC 


2480 


GUAUCCAG CUGAUGAG GCCGUUAGGC CGAA IUUCCAAG 


17788 


5652 


UGGAACUC U GGAUACGA 


2481 


UCGUAUCC CUGAUGAG GCCGUUAGGC CGAA IAGUUCCA 


17789 


5668 


AAUGGAUC A CAGAAUAC 


2482 


GUAUUCUG CUGAUGAG GCCGUUAGGC CGAA IAUCCAUU 


17790 


5670 


UGGAUCAC A GAAUACAC 


2483 


GUGUAUUC CUGAUGAG GCCGUUAGGC CGAA IUGAUCCA 


17791 


5677 


CAGAAUAC A CCGGGAAG 


2484 


CUUCCCGG CUGAUGAG GCCGUUAGGC CGAA 1UAUUCUG 


17792 


5679 


GAAUACAC C GGGAAGAC 


2485 


GUCUUCCC CUGAUGAG GCCGUUAGGC CGAA IUGUAUUC 


17793 


5702 


GUUUGUGC C UAGUGUCA 


2486 


UGACACUA CUGAUGAG GCCGUUAGGC CGAA ICACAAAC 


17794 


5703 


UUUGUGCC U AGUGUCAA 


2487 


UUGACACU CUGAUGAG GCCGUUAGGC CGAA IGCACAAA 


17795 


5710 


CUAGUGUC A AGAUGGGG 


2488 


CCCCAUCU CUGAUGAG GCCGUUAGGC CGAA IACACUAG 


17796 


5730 


GAGAUUGC C CUUUGCCU 


2489 


AGGCAAAG CUGAUGAG GCCGUUAGGC CGAA ICAAUCUC 


17797 


5731 


AGAUUGCC C UUUGCCUA 


2490 


UAGGCAAA CUGAUGAG GCCGUUAGGC CGAA IGCAAUCU 


17798 


5732 


GAUUGCCC U XJUGCClTur 


a** yj. 


GUAGGCAA CUGAUGAG GCCGUUAGGC CGAA IGGCAAUC 


17799 


5737 


CCCDUUGC C UACAACGU 


2492 


ACGUUGUA CUGAUGAG GCCGUUAGGC CGAA ICAAAGGG 


17800 


5738 


CCUUUGCC U ACAACGUG 


2493 


CACGUUGU CUGAUGAG GCCGUUAGGC CGAA IGCAAAGG 


17801 


S741 


UUGCCUAC A ACGUGCUG 


2494 


CAGCACGU CUGAUGAG GCCGUUAGGC CGAA IUAGGCAA 


17802 


5748 


CAACGUGC U GGAAAGAA 


2495 


UUCUUUCC CUGAUGAG GCCGUUAGGC CGAA ICACGUUG 


17803 


5764 


AAGUAGUC C AAUUGAAC 


2496 


GUUCAAUU CUGAUGAG GCCGUUAGGC CGAA IACUACUU 


17804 


5765 


AGUAGUCC A AUUGAACA 


2497 


UGUUCAAU CUGAUGAG GCCGUUAGGC CGAA IGACUACU 


17805 


5773 


AAUUGAAC A GAAAGUCG 


2498 


CGACUUUC CUGAUGAG GCCGUUAGGC CGAA IUUCAAUU 


17806 
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5797 


CGGAGUAC C CaAAAUGU 


2499 


ACAUUUUG CUGAUGAG GCCGUUAGGC CGAA TTTA PTIPPG 


i iGftn 
X /ou / 


5798 


GGAGUACC C AAAAUGUA 


2500 


UACAUUUU CUGAUGAG GCCGUUAGGC CGAA TGTTAPTTPP 


X /bUo 


5799 


GAGUACCC A AAAUGUAA 


2501 


UUACAUUU CUGAUGAG GCCGUUAGGC CGAA IGGUACUC 


x /duy 


5824 


AUUGGGAC U UUGUUAUC 


2502 


GAUAACAA CUGAUGAG GCCGUUAGGC CGAA IUCCCAAU 


X /oIU 


5833 


UUGUUAUC A CAACAGAC 


2503 


GnPUGTJTTG CUGAUGAG GCPGTTT TA GGP PGA A TATTAapaa 


17811 


5835 


GUUAUCAC A ACAGACAU 


2504 


AUGUCUGU CUGAUGAG GCCGUUAGGP PPaa TTTParraap 


17812 


5838 


AUCACAAC A GACAUAUC 


2505 


GAUAUGUC CUGAUGAG GCPGTTTTAGGP rnaa TTTTTrsnnaTT 


X7B13 


5842 


CAACAGAC A UAUCUGAA 


2506 


UUCAGAUA CUGAUGAG GCCGUUAGGC CGAA IUCUGUUG 


X /oX4 


5847 


GACAUAUC U GAAAUGGG 


2507 


CCCAUUtTC PTTGATTGAG GPPGTTTTA GGP PPaa TTkTTAnram 

V>vUluUUV> UUVJnUUnVJ V7<-V_vjU U-rivjjlov^ 1-AjAA XAUAUGUl— 


17815 


5859 


MJGGGGGC U AACUUCAA 


2508 


LTUGAAGUD CURAT JGAG GPPGTTT7AGRP PGA A T/YVWan 


17816 


5863 


GGGCUAAC U UCAAGGCG 


2509 


CGCCUUGA PUGATIRAG GPPGTTTTAGGP rfiaa Tvm^nnnn 


17817 


5866 


CUAACUUC A AGGCGAGC 


2510 


G&ICGCCH PIIGAtTGAG GPPGTTTTAGGP PPaa TATLfinimn 


17818 


5875 






aanpappp pripaTTPAP nr^ry^ntJTMvr^ /-v^aa TnTT/w^nTT 
aauuaiaa. uulzAULxALj GCCGUUAGGC CGAA ICUCGCCU 


17819 


5887 


UGAUUGAC A GCCGGAAG 


2512 


ptittpprgp f'i igattgsg rzoccmTTunnr' pnnn TTTna att/"»a 


17820 


5890 


UUGACAGC C GGAAGAGU 


2513 


APTTPITTTPP PTTGATTGAG rinpnTTTTS nr^r* pp a a TrrTfTT/^A t\ 


17821 


5906 


UGUGAAAC C AACCAUCA 


2514 


UGAUGGTTU PTTGATTGAG GPPGT TT Ta PPP PPaa TTTTTfTnar , a 


17822 


5907 


GUGAAACC A ACCAUCAU 


2515 


ATTGATTRGTT PTTPATTPAP PPfYnTTTanrT' A Tr<TTTTTTr»7v r» 


17823 


5910 


AAACCAAC C AUCAUAAC 


2516 


GUUAUGAU CUGAUGAG GPPGTTTTAGGP PGA A TTTTTfirTTTTTT 


17824 


5911 


AACCAACC A UCAUAACA 


2517 


UGTJTJATJGA PTTPATTGAG GPPGT TT TA GPP PPaa Tr»TTTTry»TTTT 


17825 


5914 


CAACCAUC A UAACAGAA 


2518 


UUCUGUTTA PITGATTGAG GPPGT TT TA PPP PPaa T ATinmTTTr* 


17826 


5919 


AUCAUAAC A GAAGGAGA 


2519 


UPUPPUTTP PTTGATTGAG GPPGTTTTAPPP PPaa TrTTTarTr»nrT 


17827 


5941 


GAGUGAUC C UGGGAGAA 


2520 


TTTTPTTPPPA PTTPATTPaP nfi^TTTTTa/V/^ m"*AA t ATTriA i-mr"* 
UUUULLUn LUunUunu v^\j U UAuuL CGAA XAUGACUC 


17828 


5942 


AGUGAUCC U GGGAGAAC 


2521 


GTTIIPTIPPP PTTGATTGaG PfW2TTTTAf2/2/"' /"»r»AA TPAtTOR /-tt t 


17829 


5951 


GGGAGAAC C AUCUGCAG 


2522 


Pi Tf^PaPaT 7 PTTPATTPaP. rtprvsTTTTafs/^r' fv*AA tt ttt/"*tt/~i /">/■"» 


17830 


5952 


GGAGAACC A UCUGCAGU 




innfSTinfi fiTPaTTPAfs fmrv3TTTTA/*v^ ^"v^aa t/*^t Ttn~ni*~\r^ 
HtUljUiWl L.U(jtAL/LiAL7 CtCCGUUAGGC CGAA IGUUCUCC 


17831 


5955 


GAACCAUC U GCAGUGAC 


2524 


GlTPAPITGP PTTGATTGAG fZPPf2TTTTar2T , r* ppftji T t\ T T/-< r*T tt t/-t 


17832 


5958 


CCAUCUGC A GUGACAGC 


2525 




17833 


5964 


GCAGUGAC A GCAGCUAG 


2526 


PTTAf^PTTf2P PTT^aTTrSan <^/" 1 ^ , f T rTTT»/T/"»r^ rviTV A tttd* /nrt<-«r» 
uuwjluul. LUuHUunb lA>L.GUUAG\jt- UGAA i. ULZACUGC 


17834 


5967 


GUGACAGC A GCUAGUGC 


2527 


GPAPTTARP PtTrtATTf3an nPPT2TTTTart/V fVAR T r^rifTir*T\. n 


17835 


5970 


ACAGCAGC U AGUGCCGC 


2528 


GCGGCACU PTTGATTGAG GPPGTTTTAGGP prsaa Tntnminn 


17836 


5976 


GCUAGUGC C GCCCAGAG 


2529 


PlTPTlGGfiP PTTGATTGAfS ^PrVTTTTan/T^ /"•/"« 7\ a T/^nntTivrin 


17837 


5979 


AGUGCCGC C CAGAGACG 


2530 


PRITPTTPTTrt PTTr2aTT/ia^2 /IP/^n TT TA nr* O /-r/-t7» » rnpnnitnT 
LijUtL/cuij LUuAUuflb uLUbUUAvsuL CGAA XCGGCACU 


17838 


5980 


GUGCCGCC C AGAGACGU 


2531 


aPRTTPTTPTT fTTfZaTTnarS r2/ 1 ^"V , TTTT'A<V , 0 t\ ■>» mnnnnnn 
ALuUUULu UUuAUkaAv* vK-CGUUAGGC CGAA IGCGGCAC 


17839 


5981 


UGCCGCCC A GAGACGUG 


2532 


PAPGTTPTTP PTTGaTTf2A^2 /S/^^nTTTa/Vr"* /»v-«n » Trtn/vi/i/iit 


17840 


6008 


UAGAAAUC C GUCGCAAG 


2533 


PiTtTf-PfiaP PTTf2aTTr , ar* tir*rv^tTttv^r^r*r^ n^n t\ t tv tttttt^tt ttv 
V-UULaLAoAU L-UoAUGAlj GCCGUUAGGC CGAA 1AUUUCUA 


17841 


6014 


UCCGUCGC A AGUUGGUG 


2534 


PflPPaAPlT PTT(f2aTTf3art ns^ffTT TT TA rif^r* p/rai rrv^n/'VTnK 
UAUUiAL-U LUuAUuAvj uCCGUUAGGC CGAA XCGACGGA 


17842 


6031 


AUGAGUAC U GUUAUGGG 


2535 


ULUiuAAv. LUuAUuAu GL.CGUUAGGC CGAA XUACUCAU 


17843 


6044 


XJGGGGGGC A CACGAAUG 


2536 


PAFTTTPGTTG PTTfZaTmaf f*f*{V^TTtXTLC*fr* nrinn t r*r*r^nr~m 
lauuwUu LUvjAUuAIj GCCGUUAGGC CGAA XCCCCCCA 


17844 


6046 


GGGGGCAC A CGAAUGAA 


2537 


TTTTPaTTTTP<^ PTTrtaTT^aP' PPPPTTf (~*f~*r^ rvivx TTtonnnno 
UUUlUULvj UUvaAUGAG GCCGUUAGGC CGAA IUGCCCCC 


17845 


6061 


AAGACGAC U CGAACUUC 


2538 


GAAGTTTTPG PT TP a T Jri a n PPrTTTTTfirviP or»»A ttti^/^t t^tttt 
urtftuuuuu UuuHUuAu LjL.UjUUAubL CGAA XUUGUCUU 


17846 


6067 


ACUCGAAC U UCGCCCAU 


2539 


ATTPPPPPA PTTPaTTfUAf"* Or^PV^TTTTA f~'/~'t~ t /^t/-i t\ tv TTirmn •* ott 

rtUuvartjUVaA. UUuAUWUj GCCGUUAGGC CGAA XUUCGAGU 


17847 


6072 


AACUUCGC C CAUUGGAC 


2540 


GUCPAATIG PTTGATTGAG GPPGTTTTAPPf^ Pr»aa rrr* a arnrrt 


17848 


6073 


ACUUCGCC C AUUGGACU 


2541 


AGTTPPAATT PTTPATTnarS flTTTTTTTA ruir* rv-"AA T/^rv»n^r*TT 
aijuulaau wUUAUWib GCCGUUAGGC CGAA XGCGAAGU 


17849 


6074 


CUUCGCCC A UUGGACUG 


2542 


PAGTIPPAA PTTGAT7GAP PPPPTTTTAPPr 1 no a a t nn rv a a o 
wwuViUift v.u«HUumj vawv-vjUUAVavjC CGAA XGGCGAAG 


17850 


6081 


CAUUGGAC U GAGGCACG 


2543 


CTii TP PPT TP PTTGATTPaP PPPPTTTTarvr' rv*»AA tttpha ATtr* 
COUUULUL V»Uk2/wvxrll7 VjCVatU UAvioC CGAA XUuCAAUG 


17851 


6087 


ACUGAGGC A CGAAUCAU 


2544 


ATTGATTTTPG PTTGATTPan PPrVTTfTaPJ^n r«r»AA t r^rn t/~»t\ /ttt 
nUUnUU^u V«UVoM.U\3AXj GCCGU U AGGC CGAA XCCUCAGU 


17852 


6094 


CACGAAUC A UGCUGGAC 


2545 


tZTTPPAGPA PTTGATTPAP nrTVTT TT TA nnf rva a t ATTTTn/TTo 
uULUiwUH V.UUAUUAU GCCGUUAGGC CGAA XAUUCGUG 


17853 


6098 


AAUCAUGC U GGACAACA 


2546 


TTGTTTTGTTPP PTTTJaTTPari /IPfYlT TT T A r^t^r* nnAA T ^>tv TTrr t^tttt 
UoUUuULt CUoAUloALs GuCVjUUAGGC CGAA XCAUgAUU 


17854 


6103 


UGCUGGAC A ACAUCAAC 


2547 


GfTTTGaTTGTT PTTGATTPA/1 ^PfV3TTTTa f*flT* rVAA TtTn^A/^/Mi 
VTUUVxrlUOU UUVxAUuALt GUCurUUAGLrC CGAA XUCCAGCA 


17855 


6106 


UGGACAAC A UCAACAUG 


2548 


PATTGTTTTGA PTTGATTGAG nf*WIITTT&.nflf* rw A a TTTTTr»TT/ - v»n 


17656 


6109 


ACAACAUC A ACAUGCCA 


2549 


T TGGPfl. T7G7 T PTTGafTPA/'l nHCflX tt ta nnr* rv» a a tat tvt tt t/~t t 
UV7V3WUJVJU uuvsnUunu u\.wUUAuuv. CGAA XAUGUUGU 


17857 


6112 


ACAUCAAC A UGCCAAAC 


2550 


GITTTTIGGPA PTTGATTP.AP PPPPTTTTappn rviA a ttttt/^ attttt 
uuuuovjvn uuvsnuunu V3L>vv7UUAuLn_ LiuAA XUUGAUGU 


17858 


6116 


CAACAUGC C AAACGGAC 


2551 


GUCCGUTJU CUGAUGAG GCCGUUAGGC CGAA ICAUGUUG 


17859 


6117 


AACAUGCC A AACGGACU 


2552 


AGUCCGUU CUGAUGAG GCCGUUAGGC CGAA IGCAUGUU 


17860 


6125 


AAACGGAC U GAUCGCUC 


2553 


GAGCGAUC CUGAUGAG GCCGUUAGGC CGAA IUCCGUUU 


17861 


6132 


CUGAUCGC U CAAUUCUA 


2554 


UAGAAUUG CUGAUGAG GCCGUUAGGC CGAA ICGAUCAG 


17862 


6134 


GAUCGCUC A AUUCUACC 


2555 


GGUAGAAU CUGAUGAG GCCGUUAGGC CGAA IAGCGAUC 


17863 


6139 


CUCAAUUC U ACCAACCA 


2556 


UGGUUGGU CUGAUGAG GCCGUUAGGC CGAA IAAUUGAG 


17864 


6142 


AAUUCUAC C AACCAGAG 


2557 


CUCUGGUU CUGAUGAG GCCGUUAGGC CGAA IUAGAAUU 


17865 


6143 


AUUCUACC A ACCAGAGC 


2558 


GCUCUGGU CUGAUGAG GCCX3UUAGGC CGAA IGUAGAAU 


17866 , 


6146 


CUACCAAC C AGAGCGUG 


2559 


CACGCUCU CUGAUGAG GCa^JUAGGC CGAA IUUGGUAG 


17867 



103 



WO 02/068637 



Table IV 



PCTAJS01/48350 





6147 


UACCAACC A GAGCGUGA 


2560 


UCACGCUC CUGADGAG GCCGUUAGGC CGAA TPTTTTnnrTA 


17868 


6168 


GUAUAUAC C AUGGAUGG 


2561 


CCAUCCAU CUGAUGAG GCCGUUAGGC CGAA IUAUAUAC 


17869 


6169 


UAUAUACC A UGGAUGGG 


2562 


CCCADCCA CUGAUGAG GCCGUUAGGC rnaa tpj tat tarra 


17870 


6184 


GGGAAUAC C GGCUCAGA 


2563 


UCUGAGCC CUGAUGAG GCPGUTJAGGP pnna TTT7ATTTTr«r«o 


17871 


6188 


AUACOGGC U CAGAGGAG 


2564 


PITPP1 If '1 IG PITPATTGAfJ PPPP7 TTT A nnn /"VAA TOooott~*tt 


17872 


6190 


ACCGGCUC A GAGGAGAA 


2565 


UUCUCCUC CUGAUGAG GCCGUUAGGC PGA A Tincinmnrt 


17873 


6211 


GAAAAAAC U UUCUGGAA 


2566 


1 UUCCAGAA CUGAUGAG GCPGT TTTA GGP PPA A TTTf ttttttttt/^ 


17874 


6215 


AAACUUUC U GGAACUGU 


2567 


ACAGUTTPP PTIGATTGAG PPPPTTTTAnnr' rv^KK tkm\ otttttt 


17875 


6221 


UCUGGAAC D GUUGAGGA 


2568 


UCCUCAAC CUGAUGAG GPPfJTTTTAPPP rfiha tttttoo7votv 


17876 


6231 


UUGAGGAC U GCAGAUCU 


2569 


AGAUPUGP PUG AUG AG GPfYZITTTAPiPP PfA & tttoottota * 
nunuuuuv. v^uunUoiiu U^uuU UnuuL UGAA XUCCUCAA 


17877 


6234 


AGGACUGC A GAUCUGCC 


2570 


GGCAGAUC CUGAUGAG GPTY3ITTTAGGP PflA A TfnrrTPrm 


17878 


6239 


UGCAGAUC U GCCAGUUU 


2571 


AAAPTTGGP PTTPATTPAPi nnnm TTTA OOO oot\ * TXTT/nTnn* 


17879 


6242 


AGAUCUGC C AGUUUGGC 


2572 


GPPAAAPIT PI TP AT TP A n nPPPTTfTA/^/v 1 oo*» t/^k n T/-n t 
o^uutfiuu LUurtUbiUj ljuv»AjU UAoGC CGAA XCAGAUCU 


17880 


6243 


GAUCUGCC A GUUUGGCU 


2573 


AGPPAAAP PITPAITPAP nnnm TTT7V OOO ooi\r Tnnnn«TTn 

aui,uaaai_ ^UbiiUuAu Vjv.LajU UAGCjC CGAA IGCAGAUC 


17881 


6251 


AGUUUGGC U GGCUUACA 


2574 


UGIIAAGPP PT TP AT TP An /yvy'i tt tiv ooo ooat* v nn * <-rr t 
uuuam\?v_v. v~lhjauv3Av? vzCCGU UACGC CGAA X CGAAACU 


17882 


6255 


UGGCUGGC U UACAAGGU 


2575 


APPTTTTPTTA PTTPATTPAn nz-WTTTTTiOOO OO ■>» t\ Te^sim-is-isi* 

aui^uuvjua cUuAUuAb vj{_ laj U UAIju C CGAA XCCAGCCA 


17883 


6259 


UGGCUUAC A AGGUUGCA 


2576 


T TP PJS nPT T Tn A T TO 7\ O OOOOT TTT7S OOO rTTKH/inmi 

u^uiflu.u L-UVxfiUvjAL» GCCGUUAGGC CGAA XUAAGCCA 


17884 


6267 


AAGGUUGC A GCGGCUGG 


2577 


LUbAUOAO GCCGUUAGGC CGAA ICAACCUU 


17885 


6273 


GCAGCGGC U GGAGUGUC 


2578 


GAPAPITPP PTTPATTPAP PPrV2TTTTAnn/"» OOJVTi TnrmnTTnn 


17886 


6282 


GGAGUGUC A UACCACGA 


2579 


LTPGITGGTIA PTTPATTPAP PPfnTTTTAnno /V a t\ Ti\n»rirT/<iri 


17887 


6286 


UGUCAUAC C ACGACCGG 


2580 


PPGGTTPPTT PTTPATTPAP nrppTTrTS/yp ootvtv tttt\t to 
v~v.v7V7UV.ou LUUnUuno vjv^vaUUAvjvjL. CGAA X UAUGACA 


17888 


6287 


GUCAUACC A CGACCGGA 


2581 


UCPGGIJPG PTTPATTPAP nnnm TT T A nnn oot\ t\ TPiTRTTnn /~i 
v/v.v*vjv7uv.vi V.uv3riuv3/\V3 uv.LuUUiiV3uL LunA xGUAUGAC 


17889 


6292 


ACCACGAC C GGAGGUGG 


2582 


PPAPPITPP PT TP A 1 A CI f PPnTTTiWP ppmi tt rrw-iT t/^/^ttt 
V.U4LLUtL LUufttluAu ULuLjUUALKjL- CGAA X UCG U GGU 


17890 


6304 


GGUGGUGC U UUGAUGGU 


2583 


APPATTPAA PT TP A 1 Tn A n nnnrnTtmnnn /vixk y r*in. 
Av.uiuuih v^uuauuAo vjCCGUUAGGC CGAA ICACCACC 


17891 


6314 


UGAUGGUC C UAGGACAA 


2584 


UUGIIPPITA PTTPATTnAn n/TVTrTTAnno nni^K TnnmvrTri« 
uuouluuh LUwiUijAb VoUUurUUAGGU CGAA XACCAUCA 


17892 


6315 


GAUGGUCC U AGGACAAA 


2585 


uuuuullu v^UuAUiiAvj viCUGUUAGGC CGAA XGACCAUC 


17893 


6321 


CCUAGGAC A AACACAAU 


2586 


auuv»uljUU v^ultAUUAG GUUGUUAGGC CGAA IUCCUAGG 


17894 


6325 


GGACAAAC A CAAUUUUA 


2587 


UHHHHUUb UUtaAUUAVj tiCCGUUAGGC CGAA IUUUGUCC 


17895 


6327 


ACAAACAC A AUUUUAGA 


2588 


uuuaaaau uuvjAUUAo GCUGUUAGGC CGAA IUGUUUGU 


17896 


6340 


UAGAAGAC A ACAACGAA 


2589 


TTTTPPTTTTPTT PTTfifiTTPaP nnrvuTmnrr' r*r*-t\ x TTTnTtrinTtii 
UUV.UUUUU luuauijHu oL-CvjU UALivaL. L-UtAA IUCUUCUA 


17897 


6343 


AAGACAAC A ACGAAGUG 


2590 


PAPT7TTPPTT am'h.nn'h n n opv^ttttr r*r*r* r^m^ ^ TTTTT< ~. T — - 
H.\_uuv-kru LUwiUuAw GUvJGUUAGGC CGAA IUUGUCUU 


17898 


6358 


UGGAAGUC A UCACGAAG 


2591 


^uuwjuvja L>UufiUwUj vjrUvAaUUAliijL. UGAA XACUUCCA 


17899 


6361 


AAGUCAUC A CGAAGCUU 


2592 


B1PPTTT7PP /~T m 7\ T TO ^ f ooo/^TTTT7\ r^r^r* /vi«» t»tt«h^tw» 

AAi3i~uuL\? UUGAUijAG GCCGUUAGGC CGAA IAUGACUU 


17900 


6368 


CACGAAGC U UGGUGAAA 


2593 


UUUCAPPA PTTGMTfiUP PrTYTrTTTan/ir' rir«l\7i t r^x tt T/"v™tr t/^ 
uuuwa^wn uuonUuAlj v^wxJurU UAljvjU. vJuAA XCUUCGUG 


17901 


6386 


GAAGAUUC U GAGGCCGC 


2594 


GPGGPPTTP PTTPaTTPTi/^ r!rTY2TTTT*/3r»r» rviTi* -r fi nTT/^rTrm 

»j\-v3\jr\_v_ui- v» uvjauvjav? uLuuUUiuiuL UGAA XAAUCUUC 


17902 


6392 


UCUGAGGC C GCGCUGGA 


2595 


uLuwLbc L-ULaAUvaAvj GCUGUUAGGC CGAA ICCUCAGA 


17903 


6397 


GGCCGCGC U GGAUUGAC 


2596 


GITPATilTPP /TTflRTTOTv n nnnmTTTT\r*ri/~* /vi»» 

VjUUnnULU LUuftUliAb GL.CGUUAGGC CGAA ICGCGGCC ! 


17904 


6408 


AUUGACGC C AGGGUGUA 


2597 


ITJUPAPPPfT m m r tin t± n pppptttta rvmn t^«y"t«« 
u/iLALLLU UUlyAUvaAvj GLLGUUAGGC CGAA ICGUCAAU 


17905 


6409 


UUGACGCC A GGGUGUAC 


2596 


bUAUiLtL CUGAUGAG GCCGUUAGGC CGAA IGCGUCAA 


17906 


6418 


GGGUGUAC U CGGAUCAC 


2599 


uutjftJLL\j V-UoAUlaAG GCCGUUAGGC CGAA IUACACCC 


17907 


6425 


CUCGGAUC A CCAGGCAC 


2600 


v»ukj\-*— uvjo luuAUWUj UCCGUUAGGC CGAA IAUCCGAG 


17908 


6427 


CGGAUCAC C AGGCACUA 


2601 


ITAGTTfiPPIT nun^lim^n OOOOr TTTAOOO Trmmmnn 

uavjuvouuu LUbAUbiib GCCGUUAGGC CGAA XUGAUCCG 


17909 


6428 


GGAUCACC A GGCACUAA 


2602 


ITITAGTTfiPP PTTPATTPAO ooooTTTT7\ooo nnn » T/"nTo«TT^n 
uuH\jui3tt uubflU^Ab GCCGUUAGGC CGAA IGUGAUCC 


17910 


6432 


CACCAGGC A CUAAAGGC 1 


2603 


GPPI It IT TAP PTiiri2iTTP2iP nnnm tt t a nnn rvi\ n T#^r^TT/-»<-rrr»-» 
vrv-v-u uuflw ^.uunUunu ^UjUU/vjuC CGAA XCCUGGUG 


17911 




6434 


CCAGGCAC U AAAGGCGU 


2604 


ACGCCUUU CUGAUGAG PPPPTTT7APPP nn a r tttooottoo 
fxww\»v«uuu uuunuunu uUUljUU/iuuL CoAA xUGCCUGG 


17912 




6445 


AGGCGUUC A AGGACUUC 


2605 


GAAGl TP PIT n TP A tip a P nnnmiri^nnf* 00* » TxxnnnmT 
wiHuycLU LUu/iUU/iu vjCL.LjUUAGGC CGAA XAACGCCU 


17913 




6451 


UCAAGGAC U UCGCCUCG 


2606 


PGAGGfYJA PTTPATTPAn OOOOTTTT7\000 » TTinnrirtrtit 

cuftuvaLun ^uuftUuftu GCCGUUAGGC CGAA XUCCUUGA 


17914 




6456 


GACUUCGC C UCGGGAAA 


2607 


ITT TT IP PPP A PTTPATTPAP nrTVJTTTTAr«r*0 007\ * T/iniMknTTn 

uuuv.v_v.vja UU0AU0AU IjCCoUUAGGC CGAA XCGAAGUC 


17915 




6457 


ACUUCGCC U CGGGAAAA 


2608 


UTTTTT'IPPPP or Tn A T TO is 0 0 n nm tt t 7\ 0 00 fir^n* .m. 


17916 




6471 


AAACGUUC U CAGAUAGG 


2609 


PPITATTPITP OT m A TTO A O OOOOT TTTJ\ OOO rinitit t« ncvmrnT 

LLUAULUb CUGAUGAG GCCGUUAGGC CGAA IAACGUUU 


17917 




6473 


ACGUUCUC A GAUAGGGC 


2610 


GPPPIIAITP OT Tn A TTO 7\ O OOOOT TTT7\ OOO ^"»OT4 » ▼ -m n rim t 


17918 




6482 


GAUAGGGC U CAUUGAGG 


2611 


PPITPAATtP ot TO TV T TO TV o pnn/mTTJvnnn T^r^^wT^T-**^ 

V.V.UCAAUG CUGAUGAG GCCGUUAGGC CGAA ICCCUAUC 


17919 




6484 


UAGGGCUC A UUGAGGUU 


2612 


aauuucaa CUGAUGAG GCCGUUAGGC CGAA IAGCCCUA 


17920 




6494 


UGAGGUUC U GGGAAAGA 


2613 


UCUUUCCC CUGAUGAG GCCGUTJAGGC CGAA IAACCUCA 


17921 




6506 


AAAGAUGC C UGAGCACU 


2614 


AGUGCUCA CUGAUGAG GCOSuTIAGGC CGAA ICAUCUUU 


17922 




6507 


AAGAUGCC U GAGCACUU 


2615 ! 


AAGUGCUC CUGAUGAG GCCGUUAGGC CGAA IGCAUCUU 


17923 




6512 


GCCUGAGC A CUUCAUGG 


2616 


CCAUGAAG CUGAUGAG GCCGUUAGGC CGAA ICUCAGGC 


17924 




6514 


CUGAGCAC U UCAUGGGG 


2617 


CCCCAUGA CUGAUGAG GCCGUUAGGC CGAA IUGCUCAG 


17925 




6517 


AGCACUUC A UGGGGAAG 


2618 


CUUCCCCA CUGAUGAG GCCGUUAGGC CGAA IAAGUGCU 


17926 




6528 


GGGAAGAC A UGGGAAGC 


2619 


GCUUCCCA CUGAUGAG GCCGUUAGGC CGAA IUCUUCCC 


17927 




6537 


UGGGAAGC A CUUGACAC 


2620 


GUGUCAAG CUGAUGAG GCCGUUAGGC CGAA ICUUCCCA | 17928 
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6539 


GGAAGCAC U UGACACCA 


2621 


UGGUGUCA CUGAUGAG GCCGUUAGGC CGAA IUGCUUCC 


17929 


6544 


CACUUGAC A CCAUGUAC 


2622 


GUACAUGG CUGAUGAG GCCGUUAGGC CGAA IUCAAGUG 


17930 


6546 


CUUGACAC C AUGUACGU 


2623 


ACGUACAU CUGAUGAG GCCGUUAGGC CGAA IUGUCAAG 


17931 


6547 


UUGACACC A UGUACGUU 


2624 


AACGUACA CUGAUGAG GCCGUUAGGC CGAA IGUGUCAA 


17932 


6561 


GUUGUGGC C ACUGCAGA 


2625 


UCUGCAGU CUGAUGAG GCCGUUAGGC CGAA ICCACAAC 


17933 


6562 


UUGUGGCC A CUGCAGAG 


2626 


CUCUGCAG CUGAUGAG GCCGUUAGGC CGAA IGCCACAA 


17934 


6564 


GUGGCCAC U GCAGAGAA 


2627 


UUCUCUGC CUGAUGAG GCCGUUAGGC CGAA IUGGCCAC 


17Q7C 

J. / 3J J 


6567 


GCCACUGC A GAGAAAGG 


2628 


CCUUUCUC CUGAUGAG GCCGUUAGGC CGAA ICAGUGGC 


X fJJO 


6585 


GGAAGAGC U CACAGAAU 


2629 


AUUCUGUG CUGAUGAG GCCGUUAGGC CGAA ICUCUUCC 


1 7Q**7 
X / jj / 


6587 


AAGAGCUC A CAGAAUGG 


2630 


CCAUUCUG CUGAUGAG GCCGUUAGGC CGAA IAGCUCUU 


17938 


6589 


GAGCUCAC A GAAUGGCC 


2631 


GGCCAUUC CUGAUGAG GCCGUUAGGC CGAA IUGAGCUC 


1 7Q*5 Q 

X / ?JJ 


6597 


AGAAUGGC C CUGGAGGA 


2632 


UCCUCCAG CUGAUGAG GCCGUUAGGC CGAA ICCAUUCU 


X ty**\J 


6598 


GAAUGGCC C UGGAGGAA 


2633 


UUCCUCCA CUGAUGAG GCCGUUAGGC CGAA IGCCAUUC 


7 7QA1 


6599 


AAUGGCCC U GGAGGAAC 


2634 


GUUCCUCC CUGAUGAG GCCGUUAGGC CGAA IGGCCAUU 


X / ^ft4t 


6608 


GGAGGAAC U GCCAGAUG 


2635 


CAUCUGGC CUGAUGAG GCCGUUAGGC CGAA IUUCCUCC 


7 'JQ/l'i 


6611 


GGAACUGC C AGAUGCUC 


2636 


GAGCAUCU CUGAUGAG GCCGUUAGGC CGAA ICAGUUCC 


x / y****. 


6612 


GAACUGCC A GAUGCUCU 


2637 


AGAGCAUC CUGAUGAG GCCGUUAGGC CGAA IGCAGUUC 


X / y*t3 


6618 


CCAGAUGC U CUUCAGAC 


2638 


GUCUGAAG CUGAUGAG GCCGUUAGGC CGAA ICAUCUGG 


7 TQAC 


6620 


AGAUGCUC U UCAGACAA 


2639 


UUGUCUGA CUGAUGAG GCCGUUAGGC CGAA IAGCAUCU 


X f^9 t k f 


6623 


UGCUCUUC A GACAAUUG 


2640 


CAAUUGUC CUGAUGAG GCCGUUAGGC CGAA IAAGAGCA 


7 7 QA Q 


6627 


CUUCAGAC A AUUGCCUU 


2641 


AAGGCAAU CUGAUGAG GCCGUUAGGC CGAA IUCUGAAG 


1 7Q4Q 


6633 


ACAAUUGC C UUGAUUGC 


2642 


GCAAUCAA CUGAUGAG GCCGUUAGGC CGAA ICAAUUGU 


T Toe n 


6634 


CAAUUGCC U UGAUUGCC 


2643 


GGCAAUCA CUGAUGAG GCCGUUAGGC CGAA IGCAAUUG 


X / 73 X 


6642 


UUGAUUGC C UUAUUGAG 


2644 


CUCAAUAA CUGAUGAG GCCGUUAGGC CGAA ICAAUCAA 


7 7QR7 

X / JJZ 


6643 


UGAUUGCC U UAUUGAGU 


2645 


ACUCAAUA CUGAUGAG GCCGUUAGGC CGAA IGCAAUCA 


1 7q c 7 


6660 


GUGAUGAC C AUGGGAGU 


2646 


ACUCCCAU CUGAUGAG GCCGUUAGGC CGAA IUCAUCAC 


17954 


6661 


UGAUGACC A UGGGAGUA 


2647 


UACUCCCA CUGAUGAG GCCGUUAGGC CGAA IGUCAUCA 


7 7Q^C 


6673 


GAGUAUUC U UCCUCCUC 


2648 


GAGGAGGA CUGAUGAG GCCGUUAGGC CGAA IAAUACUC 


X / j3D 


6676 


UAUUCUUC C UCCUCAUG 


2649 


CAUGAGGA CUGAUGAG GCCGUUAGGC CGAA- IAAGAAUA 


x /y;> / 


6677 


AUUCUUCC U CCUCAUGC 


2650 


GCAUGAGG CUGAUGAG GCCGUUAGGC CGAA IGAAGAAU 


1 T OC O 
X /^DO 


6679 


UCUUCCUC C UCAUGCAG 


2651 


CUGCAUGA CUGAUGAG GCCGUUAGGC PGA A TARnaana 


noco 
17959 


6680 


CUUCCUCC U CAUGCAGC 


2652 


GCUGCAUG CUGAUGAG GCCGUUAGGC CGAA IGAGGAAG 


17960 


6682 


UCCUCCUC A UGCAGCGG 


2653 


CCGCUGCA CUGAUGAG GCCGUUAGGC CGAA IAGGAGGA 


1 70C1 


6686 


CCUCAUGC A GCGGAAGG 


2654 


CCUUCCGC CUGAUGAG GCCGUUAGGC CGAA ICAUGAGG 


7 7QJCO 


6697 


GGAAGGGC A UUGGAAAG 


2655 


CUUUCCAA CUGAUGAG GCCGUUAGGC CGAA 1CCCUUCC 




6723 


GGAGGCGC U GUCUUGGG 


2656 


CCCAAGAC CUGAUGAG GCCGUUAGGC CGAA ICGCCUCC 


x / y&4 


6727 


GCGCUGUC U UGGGAGUC 


2657 


GACUCCCA CUGAUGAG GCCGUUAGGC CGAA IACAGCGC 


x /y bo 


6741 


GUCGCGAC C UUUUUCUG 


2658 


CAGAAAAA CUGAUGAG GCCGUUAGGC CGAA IUCGCGAC 


x /yob 


6742 


UCGCGACC U UUUUCUGU 


2659 


ACAGAAAA CUGAUGAG GCCGUUAGGC CGAA IGUCGCGA 


x /yb / 


6748 


CCUUUUUC U GUUGGAUG 


2660 


CAUCCAAC CUGAUGAG GCCGUUAGGC CGAA IAAAAAGG 


7 7QCR 


6759 


UGGAUGGC U GAAGUUCC 


2661 


GGAACUUC CUGAUGAG GCCGUUAGGC CGAA ICCAUCCA 


x / yoy 


6767 


UGAAGUUC C AGGAACGA 


2662 


UCGUUCCU CUGAUGAG GCCGUUAGGC CGAA IAACUUCA 


x /y f\j 


6768 


GAAGUUCC A GGAACGAA 


2663 


UUCGUUCC CUGAUGAG GCCGUUAGGC CGAA IGAACUUC 


1 7Q71 

x /y / x 


6783 


AAGAUCGC C GGAAUGUU 


2664 


AACAUUCC CUGAUGAG GCCGUUAGGC CGAA ICGAUCUU 


7 7Q77 

x / y i £ 


6794 


AAUGUUGC U GCUCUCCC 


2665 


GGGAGAGC CUGAUGAG GCCGUUAGGC CGAA ICAACAUU 


7 7Q7"3 


6797 


GUUGCUGC U CUCCCUUC 


2666 


GAAGGGAG CUGAUGAG GCCGUUAGGC CGAA ICAGCAAC 


1 7Q7A 


6799 


UGCUGCUC U CCCUUCUC 


2667 


GAGAAGGG CUGAUGAG GCCGUUAGGC CGAA IAGCAGCA 


17975 


6801 


CUGCUCUC C CUUCUCUU 


2668 


AAGAGAAG CUGAUGAG GCCGUUAGGC CGAA IAGAGCAG 


17976 


6802 


UGCUCUCC C UUCUCUUG 


2669 


CAAGAGAA CUGAUGAG GCCGUUAGGC CGAA IGAGAGCA 


1 7Q77 

X f Z? f f 


6803 


GCUCUCCC U UCUCUUGA 


2670 


UCAAGAGA CUGAUGAG GCCGUUAGGC CGAA IGGAGAGC 


1 7Q7D 
X / 3 / O 


6806 


CUCCCUUC U CUUGAUGA 


2671 


UCAUCAAG CUGAUGAG GCCGUUAGGC CGAA IAAGGGAG 


7 7070 

x /y /y 


6808 


CCCUUCUC U UGAUGAUU 


2672 


AAUCAUCA CUGAUGAG GCCGUUAGGC CGAA IAGAAnnri ! 


x /you 


6821 


GAUUGUGC U AAUUCCUG 


2673 


CAGGAAUU CUGAUGAG GCCGUUAGGC CGAA ICACAAUC 


17981 


6827 


GCUAAUUC C UGAGCCAG 


2674 


CUGGCUCA CUGAUGAG GCCGUUAGGC CGAA IAAUUAGC I 


17982 


6828 


CUAAUUCC U GAGCCAGA 


2675 


UCUGGCUC CUGAUGAG GCCGUUAGGC CGAA IGAAUUAG 


17983 


6833 


UCCUGAGC C AGAGAAGC 


2676 


GCUUCUCU CUGAUGAG GCCGUUAGGC CGAA ICUCAGGA 


17984 


6834 


CCUGAGCC A GAGAAGCA 


2677 


UGCUUCUC CUGAUGAG GCCGUUAGGC CGAA IGCUCAGG 


17985 


6842 


AGAGAAGC A ACGUUCGC 


2678 


GCGAACGU CUGAUGAG GCCGUUAGGC CGAA ICUUCUCU 


17986 


6851 


ACGUUCGC A GACAGACA 


2679 


UGUCUGUC CUGAUGAG GCCGUUAGGC CGAA ICGAACGU 


17987 


6855 


UCGCAGAC A GACAACCA 


2680 


UGGUUGUC CUGAUGAG GCCGUUAGGC CGAA IUCUGCGA 


17988 


6859 


AGACAGAC A ACCAGCUA 


2681 


UAGCUGGU CUGAUGAG GCCGUUAGGC CGAA IUCUGUCU 


17989 
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6862 


CAGACAAC C AGCUAGCC 


2682 


GGCUAGCU CUGAUGAG GCCGUUAGGC CGAA IUUGUCUG 


17990 


6863 


j AGACAACC A GCUAGCCG 


2683 


CGGCUAGC CUGAUGAG GCCGUUAGGC CGAA IGUUGUCU 


17991 


6866 


CAACCAGC U AGCCGUGU 


2684 


ACACGGCU CUGAUGAG GCCGUUAGGC CGAA ICUGGUUG 


17992 


6870 


CAGCUAGC C GDGDUCCU 


2685 


AGGAACAC CUGAUGAG GCCGUUAGGC CGAA ICUAGCUG 


17993 


6877 


CCGUGUUC C UGAUUUGU 


2686 


ACAAAUCA CUGAUGAG GCCGUUAGGC CGAA IAACACGG 


17994 


6878 


CGUGUUCC U GAUUUGUG 


2687 


CACAAAUC CUGAUGAG GCCGUUAGGC CGAA IGAACACG 


17995 


6889 


UUUGUGUC A UGACCCUU 


2688 


AAGGGUCA CUGAUGAG GCCGUUAGGC CGAA IACACAAA 




6894 


GUCAUGAC C CUUGUGAG 


2689 


CUCACAAG CUGAUGAG GCCGUUAGGC CGAA 1UCAUGAC 




6895 


UCAUGACC C UUGUGAGC 


2690 


GCUCACAA CUGAUGAG GCCGUUAGGC CGAA XGUCAUGA 


1 7QQQ 


6896 


CAUGACCC U UGUGAGCG 


2691 


CGCUCACA CUGAUGAG GCCGUUAGGC CGAA 1GGUCAUG 


•1 7QQQ 


6906 


GUGAGCGC A GUGGCAGC 


2692 


GCUGCCAC CUGAUGAG GCCGUUAGGC CGAA ICGCUCAC 


18000 


6912 


GCAGUGGC A GCCAACGA 


2693 


UCGUUGGC CUGAUGAG GCCGUUAGGC CGAA ICCACUGC 


XoUUl 


6915 


GUGGCAGC C AACGAGAU 


2694 


AUCUCGUU CUGAUGAG GCCGUUAGGC CGAA TPTTHPrar 


18002 


6916 


UGGCAGCC A ACGAGAUG 


2695 


CAUCUCGU CUGAUGAG GCCGUUAGGC CGAA IGCUGCCA 


lOUUj 


6932 


GGGUUGGC U AGAUAAGA 


2696 


UCUUAUCU CUGAUGAG GCCGUUAGGC CGAA ICCAACCC 


XOUU4 


6942 


GAUAAGAC C AAGAGUGA 


2697 


UCACUCUU, CUGAUGAG GCCGUUAGGC CGAA IUCUUAUC 


i onftc 
iouUb 


6943 


AUAAGACC A AGAGUGAC 


2698 


GUCACUCU CUGAUGAG GCCGUUAGGC CGAA IGUCUUAU 


18006 


6952 


AGAGUGAC A UAAGCAGU 


2699 


ACUGCUUA CUGAUGAG GCCGUUAGGC CGAA IUCACUCU 


18007 


6956 


ACAUAAGC A GUUUGUUU 


2700 


AAACAAAC CUGAUGAG GCCGUUAGGC CGAA ICUUAUGU 


1 onno 
ioUUo 


6971 


GUUUGGGC A AAGAAUUG 


2701 


CAAUUCUU CUGAUGAG GCCGUUAGGC CGAA ICCCAAAC 


18009 


6985 


UUGAGGUC A AGGAGAAU 


2702 


AUUCUCCU CUGAUGAG GCCGUUAGGC CGAA IACCUCAA 


i Q m n 
ioUXU 


6997 


AGAAUUUC A GCAUGGGA 


2703 


UCCCAUGC CUGAUGAG GCCGUUAGGC CGAA IAAAUUCU 


±o\J±± 


7000 


AUUUCAGC A UGGGAGAG 


2704 


CUCUCCCA CUGAUGAG GCCGUUAGGC CGAA ICUGAAAU 


i oni o 

JLoU J.Z 


7013 


AGAGUUUC U UUUGGACU 


2705 


AGUCCAAA CUGAUGAG GCCGUUAGGC CGAA IAAACUCU 


XUUJ.J 


7021 


UUUUGGAC U UGAGGCCG 


2706 


CGGCCUCA CUGAUGAG GCCGUUAGGC CGAA IUCCAAAA 




7028 


CUUGAGGC C GGCAACAG 


2707 


CUGUUGCC CUGAUGAG GCCGUUAGGC CGAA ICCUCAAG 


XOUJ.D 


7032 


AGGCCGGC A ACAGCCUG 


2708 


CAGGCUGU CUGAUGAG GCCGUUAGGC CGAA ICCGGCCU 


1 q m c 

XoUlb 


7035 


CCGGCAAC A GCCUGGUC 


2709 


GACCAGGC CUGAUGAG GCCGUUAGGC CGAA IUUGCCGG 


XoU-L / 


7038 


GCAACAGC C UGGUCACU 


2710 


AGUGACCA CUGAUGAG GCCGUUAGGC CGAA ICUGUUGC 


lOUio 


7039 


CAACAGCC U GGUCACUG 


2711 


CAGUGACC CUGAUGAG GCCGUUAGGC CGAA IGCUGUUG 


1 oni q 


7044 


GCCUGGUC A CUGUACGC 


2712 


GCGUACAG CUGAUGAG GCCGUUAGGC CGAA JAnn^nnn 


18020 


7046 


CUGGUCAC U GUACGCUG 


2713 


CAGCGUAC CUGAUGAG GCCGUUAGGC CGAA IUGACCAG 


18021 


7053 


CUGUACGC U GUGACAAC 


2714 


GUUGUCAC CUGAUGAG GCCGUUAGGC CGAA ICGUACAG 


18022 


7059 


GCUGUGAC A ACAGCGGU 


2715 


ACCGCUGU CUGAUGAG GCCGUUAGGC CGAA Tnmnznn 


18023 


7062 


GUGACAAC A GCGGUCCU 


2716 


AGGACCGC CUGAUGAG GCCGUUAGGC CGAA TTTTTCnnar' 


18024 


7069 


CAGCGGUC C UCACUCCA 


2717 


UGGAGUGA CUGAUGAG GCCGUUAGGC CGAA TAnnamm 


18025 


7070 


AGCGGUCC U CACUCCAC 


2718 


GUGGAGUG CUGAUGAG GCCGUUAGGC CGAA Tnanrnnt 


18026 


7072 


CGGUCCUC A CUCCACUG 


2719 


CAGUGGAG CUGAUGAG GCCGUUAGGC CGAA IAGGACCG 


18027 


7074 


GUCCUCAC U CCACUGCU 


2720 


AGCAGUGG CUGAUGAG GCCGUUAGGC CGAA IUGAGGAC 


18028 


7076 


CCUCACUC C ACUGCUAA 


2721 


UUAGCAGU CUGAUGAG GCCGUUAGGC CGAA IAGUGAGG 


18029 


7077 


CUCACUCC A CUGCUAAA 


2722 


UUUAGCAG CUGAUGAG GCCGUUAGGC CGAA IGAGUGAG 


18030 


7079 


CACUCCAC U GCUAAAGC 


2723 


GCUUUAGC CUGAUGAG GCCGUUAGGC CGAA IUGGAGUG 


i-tf U 3 1 


7082 


UCCACUGC U AAAGCAUU 


2724 


AAUGCUUU CUGAUGAG GCCGUUAGGC CGAA mAmmrL. 


18032 


7088 


GCUAAAGC A UUUGAUCA 


2725 


UGAUCAAA CUGAUGAG GCCGUUAGGC CGAA ICUUUAGC 


18033 


7096 


AUUUGAUC A CGUCAGAU 


2726 


AUCUGACG CUGAUGAG GCCGUUAGGC CGAA IAUCAAAU 




7101 


AUCACGUC A GAUUACAU 


2727 


AUGUAAUC CUGAUGAG GCCGUUAGGC CGAA IACGUGAU 


ionic 


7108 


CAGAUUAC A UCAACACC 


2728 


GGUGUUGA CUGAUGAG GCCGUUAGGC CGAA IUAAUCUG 


■Lou Jo 


7111 


AUUACAUC A ACACCUCA 


2729 


UGAGGUGU CUGAUGAG GCCGUUAGGC CGAA IAUGUAAU 


JLoU J / 


7114 


ACAUCAAC A CCUCAUUG 


2730 


CAAUGAGG CUGAUGAG GCCGUUAGGC CGAA IUUGAUGU 


i on?Q 
lOUJ o 


7116 


AUCAACAC C UCAUUGAC 


2731 


GUCAAUGA CUGAUGAG GCCGUUAGGC CGAA IUGUUGAU 




7117 


UCAACACC U CAUUGACC 


2732 


GGOCAAUG CUGAUGAG GCCGUUAGGC CGAA IGUGUUGA 


10U4U 


7119 


AACACCUC A UUGACCUC 


2733 


GAGGUCAA CUGAUGAG GCCGUUAGGC CGAA IAGGUGUU 


i an a i 
XBQ41 


7125 


UCAUUGAC C UCAAUAAA 


2734 


UUUAUUGA CUGAUGAG GCCGUUAGGC CGAA IUCAAUGA i 


18042 


I xZo 


CAUUGACC U CAAUAAAC 


2735 


GUUUAUUG CUGAUGAG GCCGUUAGGC CGAA IGUCAAUG 


18043 


7128 


UUGACCUC A AUAAACGU 


2736 


ACGUUUAU CUGAUGAG GCCGUUAGGC CGAA IAGGUCAA 


18044 


7139 


AAACGUUC A GGCAAGUG 


2737 


CACUUGCC CUGAUGAG GCCGUUAGGC CGAA IAACGUUU 


18045 


7143 


GUUCAGGC A AGUGCACU 


2738 


AGUGCACU CUGAUGAG GCCGUUAGGC CGAA ICCUGAAC 


18046 


7149 


GCAAGUGC A CUAUUCAC 


2739 


GUGAAUAG CUGAUGAG GCCGUUAGGC CGAA ICACUUGC 


18047 


7151 


AAGUGCAC U AUUCACAC 


2740 


GUGUGAAU CUGAUGAG GCCGUUAGGC CGAA IUGCACUU 


18048 


7156 


CACUAUUC A CACUCGCG 


2741 


CGCGAGUG CUGAUGAG GCCGUUAGGC CGAA IAAUAGUG 


18049 


7158 


CUAUUCAC A CUCGCGCG 


2742 


CGCGCGAG CUGAUGAG GCCGUUAGGC CGAA IUGAAUAG ' 


18050 
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7160 


AUUCACAC U CGCGCGAG 


2743 


CUCGCGCG CUGAUGAG GCCGUUAGGC CGAA IUGuGAAU 


18051 


7171 


CGCGAGGC U UCCCCUUC 


2744 


! GAAGGGGA CUGAUGAG GCCGUUAGGC CGAA ICCUCGCG 


18052 


7174 


GAGGCUUC C CCUUCGUC 


2745 


GACGAAGG CUGAUGAG GCCGUUAGGC PPAA Tmrmmin 


18053 


7175 


AGGCUUCC C CXJUCGUCG 


2746 


CGACGAAG CUGAUGAG GCCGUUAGGC PPAA TPaanrvHT 


18054 


7176 


GGCUUCCC C UUCGUCGA 


2747 


UCGACGAA CUGAUGAG GCCGUUAGGC PGA A Tfyaarnr- 


18055 


7177 


GCUUCCCC U UCGUCGAU 


2748 


AUCGACGA CUGAUGAG GCPPITTJAPfiP PT5A& Tnnr>fkTir>r> 
nu^wT«.«n www&uvznu u\«^.vjuunvjnjL. CG/i/i XGGGAAGC 


18056 


7200 


G0GUCGGC U CUCCUGCU 


2749 


AGCAGGAG CUGAUGAG GPCGITIIAORP fvjia Tr»or»ar'7vr« 


18057 


7202 


GUCGGCUC U CCUGCUAG 


2750 


CUAGCAGG PUGAITPAP. PPPfiTTITAPflP nr»Mv Titrvfw^ikj-i 


18058 


7204 


CGGOJOJC C UGCUAGCA 


2751 


UGCUAGCA CUGAUGAG GPPPnTTAPPP rvjis TAPArnnr 
vwunuunu viuvAJUUAOVA. CGAA XAGAGCCG 


18059 


7205 


GGCUCUCC U GCUAGCAG 


2752 


CUGCUAGC CUGAtTRAG RPPPTTfTAPPP ppaa TP7v/*-fcr»r«j-» "~ 


18060 


7208 


UCUCCUGC U AGCAGCCG 


2753 


OGGCUGCTJ PXTGAriRAP PPPTTT ITTl nnr* nnn n TntrrmnK 


18061 


7212 


CUGCUAGC A GCCGGAUG 


2754 


w\uv*\.uu\, uuurtuunu uccgu UAGGC CGAA XCUAGCAG 


18062 


7215 


CUAGCAGC C GGAUGCUG 


2755 


cmucaucc CUGAUGAG GCCGUUAGGC CGAA ICUGCUAG 


18063 


7222 


CCGGPJJGC U GGGGACAA 


2756 


uuuu^luu v^uuHUwiu GCCG UC/AJLjOC CGAA ICAUCCGG 


18064 


7229 


CUGGGGAC A AGUCACCC 


2757 


fSPPlTGAPTT PTTPaiTP.af2 nf*r*r*tftTnr*fr* ev+n* mnnnmin 


18065 


7234 


GACAAGUC A CCCUCACC 


2758 


V3V7UurAuuo CUUAUGAG GCCGU UAGGC CGAA IACUUGUC 


18066 


7236 


CAAGUCAC C CUCACCGU 


2759 


acisi^ugag CUGAUGAG GCCGUUAGGC CGAA IUGACUUG 


18067 


7237 


AAGUCACC C UCACCGUU 


2760 


ru-iv-.vjvjuw\ uuvaftUuAw GCCGUUAGGC CGAA XGUGACUU 


18068 


7238 


AGUCACCC U CACCGUUA 


2761 


UAACGGUG PUGATTPAP RPPPTTTTan/iP rvTin mnTTP^r^T 

wnnuwuu v«UVJnuv>nU UUUjUUnuuL LunA XGGUGACU 


18069 


7240 


UCACCCUC A CCGUUACG 


2762 




18070 


7242 


ACCCUCAC C GUUACGGU 


2763 


ACCGUAAP PKTPATTflAR ncrvrnmn/T> <-v^aa TTTruv/"i<-«/~rrT 
vjwrvrvv^. v-uvaMUvarnjr vjCCGU UAGGC CGAA lUGAGGGU 


18071 


7254 


ACGGUAAC A GCGGCAAC 


2764 


GUUGCPPP PI inaiTnan fippnTTiTA/vp rv"AA tttttr /-m-utt * 
«wuvj^\,uu ^.uunuuAVj uccGUUAGGC CGAA XUUACCGU 


18072 


7260 


ACAGCGGC A ACACUCCU 


2765 


jvovxivjuvju uu«hu«Ao GCCGUUAGGC CGAA ICCGCUGU 


18073 


7263 


GCGGCAAC A CUCCUUUU 


2766 


AAAAGPAP PTTPATTPan P-PPPTtttappo /vka TTirT/^n^^ 
rtHftftV5V *w L.uuftUuAu GCCGUUAGGC CGAA IUUGCCGC 


18074 


7265 


GGCAACAC U CCUUUUUU 


2767 


A A A A A A da PT in 7 Jn A n PP/"v t tttt* rr>n /-i/nt * TTT/^rnTnno 
LUuftUoftu GCCGUUAGGC CGAA IUGUUGCC 


18075 


7267 


CAACACUC C UUUUUUGC 


2768 


GPAAAAAA PTTPATTPaP. P. PPPT TTT A PPr» rV"»TVR T«mt/<nTfTn 

vyv,-rtrtrtrtft/\ cuvjaugag GCCGUUAGGC CGAA IAGUGUUG 


18076 


7268 


AACACUCC U UUUUUGCC 


2769 


wunnhAA CUGAUGAG GCCGUUAGGC CGAA IGAGUGUU 


18077 


7276 


UUUUUUGC C ACUAUGCC 


2770 


uuurturtuu cuc-/tUGAG GCCGUUAGGC CGAA XCAAAAAA 


18078 


7277 


UUUUUGCC A CUAUGCCU 


2771 


AGGPATTAP PTTPATTPAP- PPrVT ttt7\ r*r*r* * T^nn n. » » 
i^.vjov_^-i.uj-i.vj cu\j/iuGAG GCCGUUAGGC CGAA IGCAAAAA 


18079 


7279 


UUUGCCAC U AUGCCUAC 


2772 


uuiiuuuiU v, UvxrVUGAG GCCGUUAGGC CGAA IUGGCAAA 


18080 


7284 


CACUAUGC C UACAUGGU 


2773 


ACCAUGI7A P7TPAItp.zip. pppptttta/'W' nnK» T«»Tm/ntn 
ftUUW^Uh CUGAUGAG GCCGUUAGGC CGAA ICAUAGUG 


18081 


7285 


ACUAUGCC U ACAUGGUU 


2774 


AAPPATTfZTT PTTPZiTTP Af* n/~'/"VT tt ttv t~*r*n sv^n* _ 
rtAULrtuuU CUGAUGAG GCCGUUAGGC CGAA IGCAUAGU 


18082 


7288 


AUGCCUAC A UGGUUCCC 


2775 


GGGAAPPA PTTPATTP.fif2 P^" , ppTTTTAPr»r« r*r*7m. Ttr» non*TT 
uuwin ^ Ui cuv»tuijr.ttG GCCGUUAGGC CGAA 1UAGGCAU 


18083 


7295 


CAUGGUUC C CGGUUGGC 


2776 




18084 


7296 


AUGGUUCC C GGUUGGCA 


2777 


UGPPAAPP PT m a t TP. A n r , r , rv*TTtn\r*r*rt rmn* * nrt ... 

uuuHUuAu GCCGUUAGGC CGAA IGAACCAU 


18085 


7304 


CGGUUGGC A AGCUGAGG 


2778 


PPTTPAPPTT PT TP ^ T Tr» 7\ r* rT*rwrTtTiir*nr* ■» t-^_ _ _ 
luulaijLU CUGAUGAG GCCGUUAGGC CGAA ICCAACCG 


18086 


7308 


UGGCAAGC U GAGGCAAU 


2779 


Auuw-UUL CUGAUGAG GCCGUUAGGC CGAA ICUUGCCA 


18087 


7314 


GCUGAGGC A AUGCGCUC 


2780 


\3avs^v3w\u cutxriUGAG GCCGUUAGGC CGAA ICCUCAGC 


18088 


7321 


CAAUGCGC U CAGCCCAG 


2781 


cuouu\,ub uuisAUGAG GCCGUUAGGC CGAA ICGCAUUG 


18089 


7323 


AUGCGCUC A GCCCAGCG 


2782 


^u^uuwa. CUUAUGAG GUCGUUAGGC CGAA IAGCGCAU 


18090 


7326 


CGCUCAGC C CAGCGGCG 


2783 




18091 


7327 


GCUCAGCC C AGCGGCGG 


2784 


CCGCOGCU PUGATTPAfS PPfYSTTrrars/ir' rv5AA Tri/ — _ _ 
v^uunuunu vjccoUUAGGC CGAA ± GCu GAGC 


18092 


7328 


CUCAGCCC A GCGGCGGA 


2785 


UCCGCCGP PTIGAT7PAP PPPPTiTTartrsn r«r«HA t/-»#-»/^tt/-i»/^ 
uuu\j^uu\- v-uurtuonu vjccguuaggc CGAA IGGCUGAG 


18093 


7338 


CGGCGGAC A GCGGCCGG 


2786 


CCGGCCGC PUGAITPAP PrrVSTTrTAnnT' rVAA TTT/innnnn 
\-uw\«w^ v»uv3nuvjnV3 vsuuvaUUAGGC CGAA XuCCGCCG 


18094 


7344 


ACAGCGGC C GGAAUCAU 


2787 


AUGAUTTPP PTTPATTfia/Tl fWYTTITll/Wn * -r /wi <<Tr r/TT t 
nwvjftuucL LuuAIXjMU GCCGUUAGGC CGAA ICCGCUGU 


18095 


7351 


CCGGAAUC A UGAAGAAC 


2788 


GUUCUUCA CUGATTPAP rmnm'm'^nnn r»r»A» TATTTinnnn 

wwwwwut^n vuuauuau V7CCGUUAGGC CGAA XAUUCCGG 


18096 


7362 


AAGAACGC U GUAGUGGA 


2789 


uuuilual LUiaAUwivj GCCGUUAGGC CGAA ICGUUCUU 


18097 


7375 


UGGAUGGC A UCGUGGCC 


2790 


GGPPAPP A niPATTf^ara nFr*r*THTnr*f*r* rv+n-n t/vhitm/i« ™ — 


18098 


7383 


AUCGUGGC C ACGGACGU 


2791 


ntuuLLUU CUWLUGAG GCCGUUAGGC CGAA ICCACGAU 


18099 


7384 


UCGUGGCC A CGGACGUC 


2792 


Mnwvu^vj ^.uwiuuno vtCCGUUAGGC CGAA XGCCACGA 


18100 


7393 


CGGACGUC C CAGAAUUA 


2793 


unnuuuuu uuwiuuftu GCCGUUAGGC CGAA IACGUCCG 


18101 


7394 


GGAOGUCC C AGAAUUAG 


2794 


v*urtftuutu CUortXJGAG GCCGUUAGGC CGAA IGACGUCC 


18102 


7395 


GACGUCCC A GAAUUAGA 


2795 


UCUAAUUC CUGAUGAG GCCGUUAGGC CGAA IGGACGUC 


18103 


7408 


UAGAGCGC A CCACACCC 


2796 


GGGUGUGG CUGAUGAG GCCGUUAGGC CGAA ICGCUCUA 


18104 


7410 


GAGCGCAC C ACACCCAU 


2797 


AUGGGUGU CUGAUGAG GCCGIJUaGGC CGAA IUGCGCUC 


18105 


7411 


AGCGCACC A CACCCAUC 


2798 


GAUGGGUG CUGAUGAG GCCGUUAGGC CGAA IGUGCGCU 


18106 


7413 


CGCACCAC A CCCAUCAU 


2799 


AUGAUGGG CUGAUGAG GCCGUUAGGC CGAA IUGGUGCG 


18107 


7415 


CACCACAC C CAUCAUGC 


2800 


GCAUGAUG CUGAUGAG GCCGUUAGGC CGAA IUGUGGUG I 


18108 


7416 


ACCACACC C AUCAUGCA 


2801 


UGCAUGAU CUGAUGAG GCCGUUAGGC CGAA IGUGUGGU 


18109 


7417 


CCACACCC A UCAUGCAG 


2802 


CUGCAUGA CUGAUGAG GCCGUUAGGC CGAA IGGUGUGG 


18110 


7420 


CACCCAUC A UGCAGAAG 


2803 | 


CUUCUGCA CUGAUGAG GCCGUUAGGC CGAA IAUGGGUG 


18111 J 
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7424 


CAUCAUGC A GAAGAAAG 


2804 




18112 


7439 


AGUUGGAC A GAUCAUGC 


2805 


GPAUGATIP PTTPATTPAP PPPPTTTTAPPP rviaa TTTr>r»Tv TvrTT 


18113 


7444 


GACAGADC A UGCUGAUP 


2806 


UAUUAVM-A L.UUAUUAlj VaUulaUUAliiaC CGAA IAUCUGUC 


18114 


7448 


GAUCAUGC U GAUCUUGG 


2807 


vAmHALxAUL. L-ULiA.UvxA.Lj LnJUvjU UAvivxC CoAA JCAUGAUC 


18115 


7453 


UGCUGAUC U UGGUGUCU 


2808 


nurtUitUi LULxAUvaAAj vtV^Uaj U U ALto L- LXiAA XAUCAGCA 


18116 


7461 


TJUGGUGUC U CTIAGCUGP 




owivjCUAvj L,UviAUuAv3 oULajU UAGvjL CGAA IACACCAA 


18117 


7463 


GGUGUCUP U AGCUGCAG 


2810 


L,UvjW\ul.U CUCiAUoAU GCCGUUAGGC CGAA IAGACACC 


18118 


7467 


UCUCUAGC U GPAGTTAGIT 


9R1 1 


al.ual.uijU LUGAUCxaLj GLXX5UTJAGGC CGAA ICUAGAGA 


18119 


7470 


CUAGCUGC A GUAGUAGTT 


2812 


AL.UAUUAL. UULxAUbALr LKJCL7UUAGGC CGAA XCAGCUAG 


18120 


74 83 


UAPURAAP P PnTTPTTPTTfJ 


9ft 1 1 


L-ALALxAULj CUGAUGAG GCCGUUAGGC CGAA IUUCACUA 


18121 


7484 


AGUGAAPP P PTTPITRTTRA 


9R1 A 


UUALALjAU CUGAUGAG GCCGUUAGGC CGAA IGUUCACU 


18122 


7488 


AACCCGUC U GUGAAGAP 


9 m c 


GUUUULAL. CUGAUGAG GCCGUUAGGC CGAA IACGGGUU 


18123 


7497 


GUGAAGAC A GTTAPGAGA 




UL.UUGUAL. CUGAUGAG GCCGUUAGGC CGAA IUCUUCAC 


18124 


7509 


CGAGAAGP P PPAATTITTTTT 


9R1 7 


AAAAUUCC CUGAUGAG GCCGUUAGGC CGAA ICUUCUCG 


18125 


7522 


uuuugauc a pppppppa 


9R1 ft 


UUCWjCCU CUGAUGAG GCCGUUAGGC CGAA IAUCAAAA 


18126 


7527 


AUPAPGT5P p ppapppptt 


9ft1 Q 


ACCGCUGC CUGAUGAG GCCGUUAGGC CGAA ICCGUGAU 


18127 


7530 


•rVV^V30^-V-VJV» r\ njI»-1»jv3UoAL. 




GUCACCGC CUGAUGAG GCCGUUAGGC CGAA ICGGCCGU 


18128 


7541 


gptjpappp tt vmcx~zn.&fi& 


■ ZoZJ. 


UCUCCCAA CUGAUGAG GCCGUUAGGC CGAA ICGUCACC 


18129 


7557 






1 ACAGAGCU CUGAUGAG GCCGUUAGGC CGAA ICUCCAUU 


18130 


7561 


GAGPAAGP IT PTTPTTTTTTPn 




CCAAACAG CUGAUGAG GCCGUUAGGC CGAA ICUUGCUC 


18131 


7563 


GCAAGPUC II GTTtTTIPPAA 


9ft9 A 


UUCCAAAC CUGAUGAG GCCGUUAGGC CGAA IAGCUUGC 


18132 


7575 


UGGAAPGP A APAAPTTPP 


9 Q9 C 


GCAGUUGU CUGAUGAG GCCGUUAGGC CGAA ICGUUCCA 


18133 


7578 


AACGCAAC A ACUGCCAU 


2826 


AUGGCAGU CUGAUGAG GCCGUUAGGC CGAA IUUGCGUU 


18134 


7581 


GPAAPAAP TT PPPATTPPP 




CCGAUGGC CUGAUGAG GCCGUUAGGC CGAA IUUGUUGC 


18135 


7584 


APAAPUGP P ATTPPP&PIT 


9fl9 ft 


AGUCCGAU CUGAUGAG GCCGUUAGGC CGAA ICAGUUGU 


18136 


7585 


CAAPUGPP A TTPPPAPITP 


9 0 O Q 


GAGUCCGA CUGAUGAG GCCGUUAGGC CGAA IGCAGUUG 


18137 


7592 


PATTPPPAP TT PTTPPPlPa 


zo J U 


UGUGGCAG CUGAUGAG GCCGUUAGGC CGAA IUCCGAUG 


18138 


7594 






! GAUGUGGC CUGAUGAG GCCGUUAGGC CGAA IAGUCCGA 


18139 


7597 


GAPITPITPP p apattp&ttt; 




CAUGAUGU CUGAUGAG GCCGUUAGGC CGAA ICAGAGUC 


18140 


7598 


APTTPTTPPP a r , aTTf , aT - mr' 


2833 


GCAUGAUG CUGAUGAG GCCGUUAGGC CGAA IGCAGAGU 


18141 


7600 






ACGCAUGA CUGAUGAG GCCGUUAGGC CGAA IUGGCAGA 


18142 


7603 


GPPAPATIP A TTPPPTTPPP 




CCCACGCA CUGAUGAG GCCGUUAGGC CGAA IAUGUGGC 


18143 


7623 


UGGntTPITP A TTOTTPTTaTTP 


9ft"3 C 


GAUAGACA CUGAUGAG GCCGUUAGGC CGAA IACAACCA 


18144 


7628 


GUCATJGUP TT ATTPPATTAA 


Zoo / 


UUAUGGAU CUGAUGAG GCCGUUAGGC CGAA IACAUGAC 


18145 


7632 


UGUCUAUP P ATJAAPATTP 


9ft"3 ft 


CAUGUUAU CUGAUGAG GCCGUUAGGC CGAA IAUAGACA 


18146 


7633 


GUPUAUPP A TTAAPATTPP 


9ft9 Q 


CCAUGUUA CUGAUGAG GCCGUUAGGC CGAA IGAUAGAC 


18147 


7638 


UCPATJAAP A T7PPAPAPTT 
\j uv«nunn\« ui3vxraV«Ai*U 


9 ft a r» 


AGUGUCCA CUGAUGAG GCCGUUAGGC CGAA IUUAUGGA 


18148 


7644 


APATJPPAP A PTTPATTaaa 


■JO/11 


UUUAUGAG CUGAUGAG GCCGUUAGGC CGAA IUCCAUGU 


18149 


7646 


ATTPPAPAP TT PATTAAaPa 
AUV3V2mv»Ai« \j \^/\UAAAvxA 


90A O 


UCUUUAUG CUGAUGAG GCCGUUAGGC CGAA IUGUCCAU 


18150 


7648 


GGAPAPITP A TTA&Ar3&&P 


Zo4 J 


GUUCUUUA CUGAUGAG GCCGUUAGGC CGAA IAGUGUCC 


18151 


7657 


UAAAGAAP A TTPPAAAAA 




UUUUUCCA CUGAUGAG GCCGUUAGGC CGAA IUUCUUUA 


18152 


7667 


GGAAAAAP P APPAPTTAa 


9ftA R 


UUAGUCCU CUGAUGAG GCCGUUAGGC CGAA IUUUUUCC 


18153 


7668 


GAAAAAPP A PP APT7A a a 


9 ft AC 
Z Oft D 


UUUAGUCC CUGAUGAG GCCGUUAGGC CGAA IGUUUUUC 


18154 


7673 


ACCAGGAC U AAAAAGAG 


2847 


CUCUUUUU CUGAUGAG GCCGUUAGGC CGAA IUCCUGGU 


18155 


7689 


GGUGGGGC A AAAGGAPG 


9RA ft 


CGUCCUUU CUGAUGAG GCCGUUAGGC CGAA ICCCCACC 


18156 


7699 


AAGGACGC A CCUUGGGA 




UCCCAAGG CUGAUGAG GCCGUUAGGC CGAA ICGUCCUU 


18157 


7701 


GGACGCAC C UUGGGAGA 


9ftt;o 


TT^TT^^^^^A A ^^TT^* A T T^t TV ^ f*% ^*I# p t/ im it ^ f ir *m ^^^^ ^ ^ ^ — - - - 

UCUCCCAA CUGAUGAG GXjCgUUAGGC CGAA IUGCGUCC 


18158 


7702 


GACGCACC U UGGGAGAG 




CUCUCCCA CUGAUGAG GCCGUUAGGC CGAA IGUGCGUC 


18159 


7727 


AGAAAGAC U CAACCAGA 




UCUGGUUG CUGAUGAG GCCGUUAGGC CGAA IUCUUUCU 


18160 


7729 


AAAGACUC A ACPAGATTP 




CAUCUGGU CUGAUGAG GCCGUUAGGC CGAA IAGUCUUU 


18161 


7732 


GACUCAAC P AGATTGAPA 


9ftCA 


UGUCAUCU CUGAUGAG GCCGUUAGGC CGAA IUUGAGUC 


18162 


7733 


ACUCAACP A GATTPAPAA 




UUGUCAUC CUGAUGAG GCCGUUAGGC CGAA IGUUGAGU 


18163 


7740 


CAGAUGAC A AAAGAAPA 




UCUUCUUU CUGAUGAG GCCGUUAGGC CGAA IUCAUCUG 


18164 


7753 


AAGAGUUC A CUAGGUAC 


2857 


GUACCUAG CUGAUGAG GCCGUUAGGC CGAA IAACUCUU 


lfli fi* 

x 0 10 0 


7755 


gaguucac u agguaccg 


2858 


CGGUACCU CUGAUGAG GCCGUUAGGC CGAA IUGAACUC 


18166 


7762 


CUAGGUAC C GCAAAGAG j 


2859 


CUCUUUGC CUGAUGAG GCCGUUAGGC CGAA IUACCUAG 


18167 


7765 


GGUACCGC A AAGAGGCC 


2860 


GGCCUCUU CUGAUGAG GCCGUUAGGC CGAA ICGGUACC 


18168 


7773 


AAAGAGGC C AUCAUCGA 


2861 


UCGAUGAU CUGAUGAG GCCGUUAGGC CGAA ICCUCUUU 


18169 


7774 


AAGAGGCC A UCAUCGAA 


2862 


UUCGAUGA CUGAUGAG GCCGUUAGGC CGAA IGCCUCUU 


18170 


7777 


AGGCCAUC A UCGAAGUC 


2863 


GACUUCGA CUGAUGAG GCCGUUAGGC CGAA IAUGGCCU 


18171 


7792 


UCGAUCGC U CAGCGGCA 


2864 


UGCCGCUG CUGAUGAG GCCGUUAGGC CGAA ICGAUCGA 


18172 
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7794 


GAUCGCUC A GCGGCAAA 


2865 


UUUGCCGC CUGAUGAG GCCGUUAGGC CGAA IAGCGAUC 


18173 


7800 


UCAGCGGC A AAACACGC 


2866 


GCGUGUUU CUGAUGAG GCCGUUAGGC CGAA ICCGCUGA 


±o± /ft 


7805 


1 GGCAAAAC A GGCCA6GA 


2867 


UCCUGGCG CUGAUGAG GCCGUUAGGC CGAA IUUUUGCC 


±o± to 


7809 


AAACACGC C AGGAAAGA 


2868 


UCUUUCCU CUGAUGAG GCCGUUAGGC CGAA ICGUGUUU 


±oX /o 


78X0 


AACACGCC A GGAAAGAA 


2869 


UUCUUUCC CUGAUGAG GCCGUUAGGC CGAA IGCGUGUU 


1 Q1 T~J 


7822 


AAGAAGGC A AUGUCACU 


2870 


AGUGACAU CUGAUGAG GCCGUUAGGC CGAA ICCUUCUU 


1 Q1 "7Q 


7828 


GCAAUGUC A CUGGAGGG 


2871 


CCCUCCAG CUGAUGAG GCCGTmAGGP maa T^n-hi-mrm 


18179 


7830 


AAUGUCAC U GGAGGGCA 


2872 


UGCCCUCC CUGAUGAG GCCGUUAGGC? CGAA rrTnararTTT 


18180 


7838 


UGGAGGGC A UCCAGUCU 


2873 


AGACUGGA CUGAUGAG GCCOTTTTRnnr' rnaa rwrmnni 


18181 


7841 


AGGGCAUC C AGUCUCUA 


2874 


UAGAGACU CUGAUGAG GCCGTTTTlinnr* rvsaa TzviTrrvvnT 


18182 


7842 


GGGCAUCC A GUCUCUAG 


2875 


CUAGAGAC CUGAUGAG GCCGnn&finr* fV3aa Tnnnnnr^n 


18183 


7846 


AUCCAGUC U CUAGGGGC 


2876 


! GCCCCUAG CUGAUGAG GCCGUUAGGC CGAA IACUGGAU 


18184 


7848 


CCAGUCUC U AGGGGCAC 


2877 


GUGCCCCU CUGAUGAG GCCGUUAGGC CGAA IAGACUGG 


18165 


7855 


CUAGGGGC A CAGCAAAA 


2878 


UUUUGCUG CUGAUGAG GCCGUUAGGC CGAA ICCCCUAG 


18186 


7857 


AGGGGCAC A GCAAAACU 


2879 


AGUUUUGC CUGAUGAG GCCGUUAGGC CGAA IUGCCCCU 


18187 


7860 


GGCACAGC A AAACUGAG 


2860 


CUCAGUUU CUGAUGAG GCCGUUAGGC CGAA ICUGUGCC 


18188 


7865 


AGCAAAAC U GAGAUGGC 


2881 


GCCAUCUC CUGAUGAG GCCGUUAGGC CGAA IUUUUGCU 


18189 


7874 


GAGAUGGC U GGUCGAAC 


2882 


GUUCGACC CUGAUGAG GCCGUUAGGC CGAA ICCAUCUC 


18190 


7892 


GAGGUUUC U CGAACCGG 


2683 


CCGGUUCG CUGAUGAG GCCGUUAGGC CGAA IAAACCUC 


18191 


7898 


UCUCGAAC C GGUCGGAA 


2884 | UUCCGACC CUGAUGAG GCCGUUAGGC CGAA IUUCGAGA 


16192 


7918 


UGAUUGAC C UUGGAUGU 


2885 


ACAUCCAA CUGAUGAG GCCGUUAGGC CGAA IUCAAUCA 


18193 


7919 


GAUUGACC U UGGAUGUG 


2886 


CACAUCCA CUGAUGAG GCCGUUAGGC CGAA IGUCAAUC 


18194 


7948 


GGUGUUAC U AUAUGGCA 


2887 


UGCCAUAU CUGAUGAG GCCGUUAGGC CGAA IUAACACC 


18195 


7956 


UAUAUGGC A ACCCAAAA 


2868 


UUUUGGGU CUGAUGAG GCCGUUAGGC CGAA ICCAUAUA 


18196 


7959 


AUGGCAAC C CAAAAAAG 


2889 


CUUUUUUG CUGAUGAG GCCGUUAGGC CGAA IUUGCCAU 


18197 


7960 


UGGCAACC C AAAAAAGA 


2890 


UCUUUUUU CUGAUGAG GCCGUUAGGC CGAA IGUUGCCA 


18198 


7961 


GGCAACCC A AAAAAGAG 


2891 


CUCUUUUU CUGAUGAG GCCGUUAGGC CGAA IGGUUGCC 


18199 


7972 


AAAGAGUC C AAGAAGUC 


2892 


GACUUCUU CUGAUGAG GCCGUUAGGC CGAA IACUCUUU 


18200 


7973 


AAGAGUCC A AGAAGUCA 


2893 


UGACUUCU CUGAUGAG GCCGUUAGGC CGAA IGACUCUU 


18201 


7981 


AAGAAGUC A GAGGGUAC 


2894 


1 GUACCCUC CUGAUGAG GCCGUUAGGC CGAA IACUUCUU 


18202 


7990 


GAGGGUAC A CAAAGGGC 


2895 


GCCCUUUG CUGAUGAG GCCGUUAGGC CGAA IUACCCUC 


18203 


7992 


GGGUACAC A AAGGGCGG 


2896 


CCGCCCUU CUGAUGAG GCCGUUAGGC CGAA IUGUACCC 


18204 


8003 


GGGCGGUC C CGGACAUG 


2897 


CAUGUCCG CUGAUGAG GT fGT TT T A CZCIH man tt\ nnr>nr>r> 


18205 


8004 


GGCGGUCC C GGACAUGA 


2898 


UCAUGUCC CUGAUGAG GCCGUUAGGC CGAA IGACCGCC 


18206 


8009 


UCCCGGAC A UGAAGAGC 


2899 


GCUCUUCA CUGAUGAG GCCGUUAGGC CGAA IUCCGGGA 


18207 


8018 


UGAAGAGC C CCAACUAG 


2900 


CUAGUUGG CUGAUGAG GCCGUUAGGC CGAA ICUCUUCA 


18208 


8019 


GAAGAGCC C CAACUAGU 


2901 


ACUAGUUG CUGAUGAG GCCGUUAGGC CGAA IGCUCUUC 


18209 


8020 


AAGAGCCC C AACUAGUG 


2902 


CACUAGUU CUGAUGAG GCCGUUAGGC CGAA IGGCUCUU 


18210 


8021 


AGAGCCCC A ACUAGUGC 


2903 


GCACUAGU CUGAUGAG GCCGUUAGGC CGAA IGGGCUCU 


18211 


8024 


GCCCCAAC U AGUGCAAA 


2904 


UUUGCACU CUGAUGAG GCCGUUAGGC CGAA IUUGGGGC 


18212 


8030 


ACUAGUGC A AAGUUAUG 


2905 


CAUAACUU CUGAUGAG GCCGUUAGGC CGAA ICACUAGU 


18213 


8047 


GAUGGAAC A UUGUCACC 


2906 


GGUGACAA CUGAUGAG GCCGUUAGGC CGAA IUUCCAUC 


18214 


8053 


ACAUUGUC A CCAUGAAG 


2907 


CUUCAUGG CUGAUGAG GCCGUUAGGC CGAA IACAAUGU 


18215 


8055 


AUUGUCAC C AUGAAGAG 


2908 


CUCUUCAU CUGAUGAG GCCGUUAGGC CGAA IUGACAAU 


18216 


8056 


UUGUCACC A UGAAGAGU 


2909 


ACUCUUCA CUGAUGAG GCCGUUAGGC CGAA IGUGACAA 


18217 


8080 


AUGUGUUC U ACAGACCU 


2910 


AGGUCUGU CUGAUGAG GCCGUUAGGC CGAA IAACACAU 


18218 


8083 


UGUUCUAC A GACCUUCU 


2911 


AGAAGGUC CUGAUGAG GCCGUUAGGC CGAA IUAGAACA 


18219 


8087 


CUACAGAC C UUCUGAGU 


2912 


ACUCAGAA CUGAUGAG GCCGUUAGGC CGAA IUCUGUAG 


18220 


8088 


UACAGACC U UCUGAGUG 


2913 


CACUCAGA CUGAUGAG GCCGUUAGGC CGAA IGUCUGUA 


18221 


8091 


AGACCUUC U GAGUGUUG 


2914 


CAACACUC CUGAUGAG GCCGUUAGGC CGAA IAAGGUCU 


18222 


8104 


GUUGUGAC A CCCUCCUU 


2915 


AAGGAGGG CUGAUGAG GCCGUUAGGC CGAA IUCACAAC 


18223 


8106 


UGUGACAC C CUCCUUUG 


2916 


CAAAGGAG CUGAUGAG GCCGUUAGGC CGAA IUGUCACA j 


18224 


8107 


GUGACACC C UCCUUUGU 


2917 


ACAAAGGA CUGAUGAG GCCGUUAGGC CGAA IGUGUCAC 


18225 


8108 


UGACACCC U CCUUUGUG 


2918 


CACAAAGG CUGAUGAG GCCGUUAGGC CGAA IGGUGUCA 


18226 


8110 


ACACCCUC C UUUGUGAC 


2919 


GUCACAAA CUGAUGAG GCCGUUAGGC CGAA IAGGGUGU 


18227 


8111 


CACCCUCC U UUGUGACA 


2920 


UGUCACAA CUGAUGAG GCCGUUAGGC CGAA IGAGGGUG 


18228 


8119 


UUUGUGAC A UCGGAGAG 


2921 


CUCUCCGA CUGAUGAG GCCGUUAGGC CGAA IUCACAAA 


18229 


8130 


GGAGAGUC C UCGUCAAG 


2922 


CUUGACGA CUGAUGAG GCCGUUAGGC CGAA IACUCUCC j 


18230 


8131 


GAGAGUCC U CGUCAAGU 


2923 


ACUUGACG CUGAUGAG GCCGUUAGGC CGAA IGACUCUC 


18231 


8136 


UCCUCGUC A AGUGCUGA 


2924 


UCAGCACU CUGAUGAG GCCGUUAGGC CGAA IACGAGGA 


18232 


8142 


UCAAGUGC U GAGGUUGA 


2925 


UCAACCUC CUGAUGAG GCCGUUAGGC CGAA ICACUUGA 


18233 
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8156 


"1 OGA^ 

w*p*rs*an*3w a VUiUUnLun 


none 


UUXjUUXJjA CUGAUGAG gcuguuaggc cgaa ICUPTTTTPA 


18234 


8173 


triTPGGGiTP p tttttjjn aarm 

uuv-ovjVjUL. v» UUunnnUu 


2927 


1 CAUUUCAA CLTGAUGAG gccguuaggc CGAA IACCPGAA 


18235 


8174 


UCGGGUCC U UGAAATTGf* 




CCAUUUCA CuGAUGAG GCCGUUAGGC CGAA IGACcCGA 


18236 


8191 


UUGAGGAC IT GGTUfinAP 




GUGCAGCC CUGAUGAG GCCGUUAGGC CGAA IUCCUCAA 


18237 


8195 


u\Jn\-.UUUU U UWiV«^.UnU 


6 7 JU 


UUUGUUGC CUGAUGAG GCCGUUAGGC CGAA ICCAGUPC 


18238 


8198 


cuggpjjgc a ppfSAfjnnr' 


67J X 


GCCCUCGG CUGAUGAG GCCGUUAGGC CGAA ICAGCCAG 


18239 


8200 


ggcugpap p ragggppa 




UGGCCCUC CUGAUGAG GCCGUUAGGC CGAA IUGCAGCC 


18240 


8207 




2933 


AUUCCCUU CUGAUGAG GCCGUUAGGC CGAA ICCCUCGG 


18241 


8208 


V»UAVJV3VjV»\. a aV30V3aaUU 


2934 


AAUUCCCU CUGAUGAG GCCGTJUAGGC CGAA IGCCCUCG 


18242 


8231 


vannUVjUW* U UUVjL.TJL.UU 


2935 


AGGGGCAG CUGAUGAG GCCGUUAGGC CGAA ICACCUUC 


18243 


8233 


HvmUw,UU U GUUUUUAU 


2936 


GUAGGGGC CUGAUGAG GCCGUUAGGC CGAA IAGCACCU 


18244 


8236 


UVjV-UUUGU v- UUUAUAUG 


2937 


CAUGUAGG CUGAUGAG GCCGUUAGGC CGAA ICAGAGCA 


18245 


O^j / 


GUUUUGCC c uuauaugc 


2938 


; GCAUGUAG CUGAUGAG GCCGUUAGGC CGAA IGCAGAGC 


16246 


Ofc Jo 


UUUUoCCC c uacaugcc 


2939 


GGCAUGUA CUGAUGAG GCCGUUAGGC CGAA IGGCAGAG 


18247 




UUUGCCCC u acaugccg 


2940 


CGGCAUGU CUGAUGAG GCCGUUAGGC CGAA IGGGCAGA ' 


18248 




W-t.Cv.UAC A uGCCGAAA 


2941 


UUUCGGCA CUGAUGAG GCCGUUAGGC CGAA IUAGGGGC 


18249 


6246 


LUaUaUGU U GAAAGUCA 


2942 


UGACUUUC CUGAUGAG GCCGUUAGGC CGAA ICAUGUAG 


16250 


8254 


UjaftAOUL A UAGAGAAG 


2943 


CUUCUCUA CUGAUGAG GCCGUUAGGC CGAA IACUUUCG 


18251 


8270 


LxRUVjLtALtU U oLULuAAC 


2944 


GUUGGAGC CUGAUGAG GCCGUUAGGC CGAA ICUCCAUC 


18252 


8273 


GGAGPTTnp tt PPAArvarv- 1 

VJOAtJV.wVyV- U LV-aAVAiL-U 


2945 


GGCGUUGG CUGAUGAG GCCGUUAGGC CGAA ICAGCUCC 


18253 


8275 


AOV-UVsrV-UU U AAL.oV-L.ViVj 


2946 


CCGGCGUU CUGAUGAG GCCGUUAGGC CGAA IAGCAGCU 


18254 


8276 


nPTTnPITPn 71 A PPPPTT'TT 
VjV*UV7V*UUU A AUUUULtUtU 


2947 


ACCGGCGU CUGAUGAG GCCGUUAGGC CGAA IGAGCAGC 


18255 


8281 


ULLAHtbL L GLtUAUUGG 


2948 


CCCAUACC CUGAUGAG GCCGUUAGGC CGAA ICGUUGGA 


18256 


8297 


LtLtv^LtvsAL. U GGUGAGAA 


2949 


UUCUGACC CUGAUGAG GCCGUUAGGC CGAA IUCCCCCC 


16257 


8302 


vjAUUGLtUU A gaaaccca 


2950 


UGGGUUTJC CUGAUGAG GCCGUUAGGC CGAA IACCAGUC 


18258 


8308 


TTPAf^AAar 1 P 1 f"»A /~fTT/-rrT/-i7\ 
ULAVsAAAU U LaL.UL.UUA 


2951 


UGAGAGUG CUGAUGAG GCCGUUAGGC CGAA IUUUPITGA 


18259 


8309 


PAf^AAAfV"' r* 7\ /~t jrn j/~*7ir* 
UibhftHuL U ALU LU UAL. 


2952 


GUGAGAGU CUGAUGAG GCCGUUAGGC CGAA IGUUUCUG 


18260 


8310 


numuiLVA. a LULULALu 


2953 


CGUGAGAG CUGAUGAG GCCGUUAGGC CGAA IGGUTJUCU 


18261 


8312 


AAAPPPAf* tt c*t to a rv^r* a 
AHAL.LUAU U UUUAUGUiA 


2954 


UCCGUGAG CUGAUGAG GCCGUUAGGC CGAA IUGGGUUU 


18262 


8314 


HCWUiLUL U UAUuLiAAU 


2955 


AUUCCGUG CUGAUGAG GCCGUUAGGC CGAA IAGUGGGU 


18263 


8316 


PPAPTTnTf* a t~*nr* a a t tt t/~« 
LWiV.UL.UL a ULrLiAAUUU 


2956 


GAAUUCCG CUGAUGAG GCCGUUAGGC CGAA IAGAGUGG 


18264 


8325 


LVJUfthUUL U AU LtUAULtA 


2957 


UCGUGCGU CUGAUGAG GCCGUUAGGC CGAA IAAUUCCG 


18265 


8326 


f^fSAATTTTTV* 71 rvonnpAP 
VjVoaAUUUU A ULj UAUGALt 


2958 


CUCGUGCG CUGAUGAG GCCGUUAGGC CGAA IGAAUUCC 


18266 




TTTTPfafW^ TV T\ /~« 7M TOT T 

UULUAUUU A UGAGAUGU 


2959 


ACAUCUCG CUGAUGAG GCCGUUAGGC CGAA ICGUGGAA 


18267 


a 7 c c 


ALtUULtAGC u UCAGGCAA 


2960 


UUGCCUGA CUGAUGAG GCCGUUAGGC CGAA ICUCGACU 


18268 


8358 


V-VxftL»L.UUU A LtLtUAAULtU 


2961 


ACAUUGCC CUGAUGAG GCCGUUAGGC CGAA lAAGCUCG 


18269 


OjD<S 


UUUUAGGC A AUGUGGTJA 


2962 


UACCACAU CUGAUGAG GCCGUUAGGC CGAA ICCUGAAG 


18270 


8372 


ULjUVjGUAU a UUCAGUGA 


2963 


UCACUGAA CUGAUGAG GCCGUUAGGC CGAA IUACCACA 


18271 


8376 


fJTTAPATTiTr* a tp* a attatt 

uurtuhUUL a oUoAAUAU 


2964 


AUAUUCAC CUGAUGAG GCCGUUAGGC CGAA IAAUGUAC 


18272 


8386 


aaUAUVjAU U AGUUAGLtU 


2965 


ACCUGGCU CUGAUGAG GCCGUUAGGC CGAA IUCAUAUU 


18273 


8389 


AUaUVjAUU A GUUAGLtUG 


2966 


CACCUGGC CUGAUGAG GCCGUUAGGC CGAA IGUCAUAU 


18274 


8392 


TJGAPPArtr* P a/^fSTTra/^TTr' 

uuftLLnuL L. AUVsULiV-UL. 


2967 


GAGCACCU CUGAUGAG GCCGUUAGGC CGAA ICUGGIJCA 


18275 


8393 


unLwiu I— A VaUnJViUUUU 


2968 


GGAGCACC CUGAUGAG GCCGUUAGGC CGAA IGCUGGUC 


18276 


8399 




2969 


UUCCUAGG CUGAUGAG GCCGUUAGGC CGAA ICACCUGG 


18277 


8401 


AGGTTGPTTP P iTa/2naa/3a 
nouu\jLUL V* UnuunAvin 


2970 


UCUUCCUA CUGAUGAG GCCGUUAGGC CGAA IAGCACCU 


18278 


8402 


GGURPTTPP TT an/iaanaa 
V9UUUV.ULL U AOVxnAutAA 


2971 


UUCUUCCU CUGAUGAG GCCGUUAGGC CGAA IGAGCACC 


18279 


8424 




2972 


CCCUUCCA CUGAUGAG GCCGUUAGGC CGAA IUCCUUUU 


16280 


8425 




2973 


UCCCUUCC CUGAUGAG GCCGUUAGGC CGAA IGUCCUUU 


18281 


8435 


wv^vjvjurtV. v» LLiuiUnUj 


2974 


CGUAUUGG CUGAUGAG GCCGUUAGGC CGAA lUCCCUUC 


18282 


8436 


AAGGGACP P PAATTAPfSA. 


2975 


UCGUAUUG CUGAUGAG GCCGUUAGGC CGAA IGUCCCUU 


18263 


8437 


nuuunLLL V* aaUaLasAVj 


2976 


CUCGUAUU CUGAUGAG GCCGUUAGGC CGAA IGGUCCCU 


18284 


8436 


GGGACCCC A AUACGAGG 


2977 


CCUCGUAU CUGAUGAG GCCGUUAGGC CGAA IGGGUCCC 


18265 


8458 


AUGUAAAC U UGGGAAGU 


2978 


ACUUCCCA CUGAUGAG GCCGUUAGGC CGAA IUUUACAU 


18286 


8472 


aguggaac c agggcggu 


2979 


ACCGCCCU CUGAUGAG GCCGUUAGGC CGAA IUUCCACU 


-LOdStJ / 


8473 


guggaacc a gggcggug 


2980 


CACCGCCC CUGAUGAG GCCGUUAGGC CGAA IGUUCCAC 


1B288 


8489 


gggaaaac c ccugcuca 


2981 


UGAGCAGG CUGAUGAG GCCGUUAGGC CGAA IUUUUCCC 


18289 


8490 


ggaaaacc c cugcucaa 


2982 


UUGAGCAG CUGAUGAG GCCGUUAGGC CGAA IGUUUUCC 


18290 


8491 


gaaaaccc c ugcucaac 1 


2983 


GUUGAGCA CUGAUGAG GCCGUUAGGC CGAA IGGUUUUC 


18291 


8492 
8495 
8497 


AAAACCCC U GCUCAACU 
ACCCCUGC U CAACUCAG 
CCCUGCUC A ACUCAGAC 


2984 
2985 
2986 


AGUUGAGC CUGAUGAG GCCGUUAGGC CGAA IGGGUUUU i 
CUGAGUUG CUGAUGAG GCCGUUAGGC CGAA ICAGGGGU 
GUCUGAGU CUGAUGAG GCCGUUAGGC CGAA IAGCAGGG 


18292 
18293 
18294 



no 
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8500 


UGCUCAAC U CAGACACC 


2987 


GGUGUCUG CUGAUGAG GCCGUUAGGC CGAA IUUGAOCA 


18295 


8502 


CUCAACUC A GACACCAG 


2988 


CUGGUGUC CUGAUGAG GCCGUUAGGC CGAA IAGUUGAO 


18296 


8506 


ACUCAGAC A CCAGUAAA 


2989 


UUUACUGG CUGAUGAG GCCGUUAGGC CGAA IUCUGAGU 


18297 


8508 


UCAGACAC C AGUAAAAU 


2990 


; AUUUUACU CUGAUGAG GCCGUUAGGC CGAA IUGUCUGA 


18298 


8509 


CAGACACC A GUAAAAUC 


2991 


GAUUUUAC CUGAUGAG GCCGUUAGGC CGAA IGUGUCUG" 


18299 


8518 


GUAAAAUC A AGAACAGG 


2992 


CCUGUUCU CUGAUGAG GCCGUUAGGC CGAA IAUUUUAC 


18300 


8524 


UCAAGAAC A GGAUUGAA 


2993 


UUCAAUCC CUGAUGAG GCCGUUAGGC CGAA IUUCUUGA 


18301 


8537 


UGAACGAC U CAGGCGUG 


2994 


CACGCCUG CUGAUGAG GCCGUUAGGC CGAA IUCGUUCA 


18302 


6539 


AACGACUC A GGCGUGAG 


2995 


CUCACGCC CUGAUGAG GCCGUUAGGC CGAA IAGUCGUU 


18303 


8551 


GUGAGUAC A GUUCGACG 


2996. 


CGUCGAAC CUGAUGAG GCCGUUAGGC CGAA IUACUCAC 


18304 


8564 


GACGUGGC A CCACGAUG 


2997 


CAUCGUGG CUGAUGAG GCCGUUAGGC CGAA ICCACGITC 


18305 


8566 


CGUGGCAC C ACGAUGAG 


2998 


CUCAUCGU CUGAUGAG GCCGUUAGGC CGAA IUGCCACW " 


16306 


8567 


GUGGCACC A CGAUGAGA 


2999 


UCUCAUCG CUGAUGAG GCCGUUAGGC CGAA IGUGCCAC 


18307 


8578 


AUGAGAAC C ACCCAUAU 


3000 


AUAUGGGU CUGAUGAG GCCGUUAGGC CGAA IUUCUCAU 


18306 


8579 


UGAGAACC A CCCAUAUA 


3001 


UAUAUGGG CUGAUGAG GCCGUUAGGC CGAA IGUUCUCA 


18309 


8581 


AGAACCAC C CAUAUAGA 


3002 


UCUAUAUG CUGAUGAG GCCGUUAGGC CGAA IUGGUUCU 


18310 


8582 


GAACCACC C AUAUAGAA 


3003 


UUCUAUAU CUGAUGAG GCCGUUAGGC CGAA IGUGGUUC 


18311 


8583 


AACCACCC A UAUAGAAC 


3004 


GUUCUAUA CUGAUGAG GCCGUUAGGC CGAA IGGUGGUU 


18312 


8592 


UAUAGAAC C UGGAACUA 


3005 


UAGUUCCA CUGAUGAG GCCGUUAGGC CGAA IUUCUAUA 


18313 


8593 


AUAGAACC U GGAACUAU 


3006 


AUAGUUCC CUGAUGAG GCCGUUAGGC CGAA IGUUCUAU 


18314 


8599 


CCUGGAAC U AUCACGGC 


3007 


GCOGUGAU CUGAUGAG GCCGUUAGGC CGAA IUUCCAGG 


18315 


8603 


GAACUAUC A CGGCAGUU 


3008 


AACUGCCG CUGAUGAG GCCGUUAGGC CGAA IAUAGUUC 


18316 


8608 


AUCACGGC A GUUAUGAU 


3009 


AUCAUAAC CUGAUGAG GCCGUUAGGC CGAA ICCGUGAU 


18317 


8624 


UGUGAAGC C CACAGGCU 


3010 


AGCCUGUG CUGAUGAG GCCGUUAGGC CGAA ICUUCACA 


18318 


8625 


GUGAAGCC C ACAGGCUC 


3011 


GAGCCUGU CUGAUGAG GCCGUUAGGC CGAA IGCUUCAC 


18319 


6626 


UGAAGCCC A CAGGCUCC 


3012 


GGAGCCUG CUGAUGAG GCCGUUAGGC CGAA IGGCUUCA 


18320 


8628 


AAGCCCAC A GGCUCCGC 


3013 


GCGGAGCC CUGAUGAG GCCGUUAGGC CGAA IUGGGCUU 


18321 


8632 


CCACAGGC U CCGCCAGU 


3014 


ACUGGCGG CUGAUGAG GCCGUUAGGC CGAA ICCUGUGG 


18322 


8634 


ACAGGCUC C GCCAGUUC 


3015 


GAACUGGC CUGAUGAG GCCGUUAGGC CGAA IAGCCUGU 


18323 


8637 


GGCUCCGC C AGUUCGCU 


3016 


AGCGAACU CUGAUGAG GCCGUUAGGC CGAA ICGGAGCC 


18324 


8638 


GCUCCGCC A GUUCGCUG 


3017 


CAGCGAAC CUGAUGAG GCCGUUAGGC CGAA IGCGGAGC 


18325 


8645 


CAGUUCGC U GGUCAAUG 


3018 


CAUUGACC CUGAUGAG GCCGUUAGGC CGAA ICGAACUG 


18326 


8650 


CGCUGGUC A AUGGAGUG 


3019 


CACUCCAU CUGAUGAG GCCGUUAGGC CGAA IACCAGCG 


18327 


8662 


GAGUGGUC A GGCUCCUC 


3020 


GAGGAGCC CUGAUGAG GCCGUUAGGC CGAA IACCACUC 


18328 


8666 


GGUCAGGC U CCUCUCAA 


3021 


UUGAGAGG CUGAUGAG GCCGUUAGGC CGAA ICCUGACC 


18329 


8668 


UCAGGCUC C UCUCAAAA 


3022 


UUUUGAGA CUGAUGAG GCCGUUAGGC CGAA IAGCCUGA 


18330 


8669 


CAGGCUCC U CUCAAAAC 


3023 


^UUUUbAU CUGAUGAG GCCGUUAGGC CGAA IGAGCCUG 


18331 


8671 


GGCUCCUC U CAAAACCA 


3024 


UGGUUUUG CUGAUGAG GCCGUUAGGC CGAA IAGGAGCC 


18332 


8673 


CUCCUCUC A AAACCAUG 


3025 


CAUGGUUU CUGAUGAG GCCGUUAGGC CGAA IAGAGGAG 


18333 


8678 


CUCAAAAC C AUGGGACA 


3026 


mgUiiiAU CUGAUGAG GCCGUUAGGC CGAA IUUUUGAG 


18334 


8679 


UCAAAACC A UGGGACAC 


3027 


GUGUCCCA CUGAUGAG GCCGUUAGGC CGAA IGUUUUGA 


18335 


8686 


CAUGGGAC A CCAUCACG 


3028 


CGUGAUGG CUGAUGAG GCCGUUAGGC CGAA IUCCCAUG 


18336 


8688 


UGGGACAC C AUCACGAA 


3029 


UUCGUGAU CUGAUGAG GCCGUUAGGC CGAA IUGUCCCA 


18337 


8689 
8692 


GGGACACC A UCACGAAU 
ACACCAUC A CGAAUGUU 


3030 
3031 


AUUCGUGA CUGAUGAG GCCGUUAGGC CGAA IGUGUCCC " 


18338 


8703 


AAUGUUAC C ACCAUGGC 


3032 


AACAUUCG CUGAUGAG GCCGUUAGGC CGAA IAUGGUGU " 
GCCAUGGU CUGAUGAG GCCGUUAGGC CGAA IUAACAUU 


18339 
18340 


8704 
8706 


AUGUUACC A CCAUGGCC 
GUUACCAC C AUGGCCAU 


3033 
3034 


GGCCAUGG CUGAUGAG GCCGUUAGGC CGAA IGUAACAU 


18341 


8707 


UUACCACC A UGGCCAUG 


3035 


AUGGCCAU CUGAUGAG GCCGUUAGGC CGAA IUGGUAAC 
CAUGGCCA CUGAUGAG GCCGUUAGGC CGAA IGUGGUAA 


18342 
18343 


8712 
6713 
8718 
8722 
8724 
8727 
8729 
8730 
8731 
8738 
8741 
8752 


ACCAUGGC C AUGACUGA 
CCAUGGCC A UGACUGAC 
GCCAUGAC U GACACUAC 
UGACUGAC A CUACUCCC 1 
ACUGACAC U ACUCCCUU 
GACACUAC U CCCUUCGG 
CACUACUC C CUUCGGGC 
ACUACUCC C UUCGGGCA 
CUACUCCC U UCGGGCAG 
CUUCGGGC A GCAGCGAG 
CGGGCAGC A GCGAGUGU 
GAGUGUUC A AAGAGAAG 


3036 
3037 
3038 
3039 
3040 
3041 
3042 
3043 
3044 
3045 
3046 
3047 


UCAGUCAU CUGAUGAG GCCGUUAGGC CGAA ICCAUGGU 
GUCAGUCA CUGAUGAG GCCGUUAGGC CGAA IGCCAUGG 
GUAGUGUC CUGAUGAG GCCGUUAGGC CGAA IUCAUGGC 
GGGAGUAG CUGAUGAG GCCGUUAGGC CGAA IUCAGUCA 
AAGGGAGU CUGAUGAG GCCGUUAGGC CGAA IUGUCAGU 
CCGAAGGG CUGAUGAG GCCGUUAGGC CGAA IUAGUGUC 
GCCCGAAG CUGAUGAG GCCGUUAGGC CGAA IAGUAGUG 
UGCCCQAA CUGAUGAG GCCGUUAGGC CGAA IGAGUAGU 
CUGCCCGA CUGAUGAG GCCGUUAGGC CGAA 1GGAGUAG 
CUCGCUGC CUGAUGAG GCCGUUAGGC CGAA ICCCGAAG 
ACACUCGC CUGAUGAG GCCGUUAGGC CGAA ICUGCCCG " ~ 
_CUUCUCUU CUGAUGAG GCCGUUAGGC CGAA IAACACUC 


16344 
18345 
18346 
18347 
18348 
18349 
18350 
18351 
18352 
18353 
18354 
18355 
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8767 


AGGUGGAC A CGAAAGCU 


3048 


AGCUUUCG CUGAUGAG GCCGUUAGGC CGAA IUCCACCU 


18356 


8775 


ACGAAAGC U CCUGAA.CC 


3049 


GGUUCAGG CUGAUGAG GCCGUUAGGC CGAA ICUUUCGU 


18357 


8777 


GAAAGCUC C UGAACCGC 


3050 


GCGGUUCA CUGAUGAG GCCGUUAGGC CGAA IAGCUUUC 


18358 


Q*7*7Q 

o / to 


AAAGCUCC U GAACCGCC 


3051 


GGCGGUUC CUGAUGAG GCCGUUAGGC CGAA IGAGCUUU 


18359 


O /OJ 


UCCUGAAC C GCCAGAAG 


3052 


CUUCUGGC CUGAUGAG GCCGUUAGGC CGAA IUUCAGGA 


18360 


8786 


UGAACCGC C AGAAGGAG 


3053 


CUCCUUCU CUGAUGAG GCCGUUAGGC CGAA ICGGUUCA 


18361 


8787 


GAACCGCC A GAAGGAGU 


3054 


ACUCCUUC CUGAUGAG GCCGUUAGGC CGAA IGCGGUUC 


18362 


8807 


GUaCGUGC U caaugaga 


3055 


UCUCAUUG CUGAUGAG GCCGUUAGGC CGAA ICACGDAC 


18363 


8809 


ACGUGCUC A AUGAGACC 


3056 


GGUCUCAU CUGAUGAG GCCGUUAGGC CGAA IAGCACGU 


18364 


8817 


AAUGAGAC C ACCAACUG 


3057 


CAGUUGGU CUGAUGAG GCCGUUAGGC CGAA IUCUCAIJT7 


18365 


8818 


AUGAGACC A CCAACUGG 


3058 


CCAGUUGG CUGAUGAG GCCGUUAGGC CGAA IGUCUCAU 


18366 


8820 


GAGACCAC C AACUGGUU 


3059 


AACCAGUU CUGAUGAG GCCGUUAGGC CGAA IUGGUCUC 


18367 


8821 


AGACCACC A ACUGGUUG 


3060 


CAACCAGU CUGAUGAG GCCGUUAGGC CGAA IGUGGUCU 


16368 


8824 


CCACCAAC U GGUUGUGG 


3061 


CCACAACC CUGAUGAG GCCGUUAGGC CGAA IUUGGUGG 


18369 


8844 


UUUUUGGC C AGAGAAAA 


3062 


UUUUCUCU CUGAUGAG GCCGUUAGGC CGAA ICCAAAAA 


18370 


8845 


UUUUGGCC A GAGAAAAA 


3063 


UUUUUCUC CUGAUGAG GCCGUUAGGC CGAA IGCCAAAA 


18371 


8858 


AAAACGUC C CAGAAUGU 


3064 


ACAUUCUG CUGAUGAG GCCGUUAGGC CGAA IACGUUUU 


18372 


8859 


AAACGUCC C AGAAUGUG 


3065 


CACAUUCU CUGAUGAG GCCGUUAGGC CGAA IGACGUUU 


163 73 


8860 


AACGUCCC A GAAUGUGC 


3066 


GCACAUUC CUGAUGAG GCCGUUAGGC CGAA IGGACGUU 


18374 


8869 


GAAUGUGC U CUCGAGAG 


3067 


CUCUCGAG CUGAUGAG GCCGUUAGGC CGAA ICACAUUC 


18375 


8871 


AUGUGCUC U CGAGAGGA 


3068 


UCCUCUCG CUGAUGAG GCCGUUAGGC CGAA IAGCACAU 


18376 


8884 


AGGAAUUC A UAAGAAAG 


3069 


CUUUCUUA CUGAUGAG GCCGUUAGGC CGAA IAAUUCCU 


18377 


88 96 


GAAAGGUC A ACAGCAAU 


3070 


AUUGCUGU CUGAUGAG GCCGUUAGGC CGAA IACCUUUC 


18378 


8899 


AGGUCAAC A GCAAUGCA 


3071 


UGCAUUGC CUGAUGAG GCCGUUAGGC CGAA IUUGACCU 


18379 


8902 


! UCAACAGC A AUGCAGCU 


3072 


AGCUGCAU CUGAUGAG GCCGUUAGGC CGAA ICUGUUGA 


18380 


8907 


AGCAAUGC A GCUUUGGG 


3073 


CCCAAAGC CUGAUGAG GCCGUUAGGC CGAA ICAUUGCU 


18381 


8910 


AAUGCAGC U UUGGGUGC 


3074 


GCACCCAA CUGAUGAG GCCGUUAGGC CGAA ICUGCAUU 


18382 


8919 


UUGGGUGC C AUGUUUGA 


3075 


UCAAACAU CUGAUGAG GCCGUUAGGC CGAA ICACCCAA 


18383 


8920 


UGGGUGCC A UGUUUGAA 


3076 


UUCAAACA CUGAUGAG GCCGUUAGGC CGAA IGCACCCA 


18384 


8933 


UGAAGAGC A GAAUCAAU 


3077 


! AUUGAUUC CUGAUGAG GCCGUUAGGC CGAA ICUCUUCA 


18385 


8939 


GCAGAAUC A AUGGAGGA 


3078 


UCCUCCAU CUGAUGAG GCCGUUAGGC CGAA IAUUCUGC 


18386 


8952 


AGGAGCGC C AGAGAAGC 


3079 


GCUUCUCU CUGAUGAG GCCGUUAGGC CGAA ICGCUCCU 


16387 


8953 


GGAGCGCC A GAGAAGCA 


3080 


UGCUUCUC CUGAUGAG GCCGUUAGGC CGAA IGCGCUCC 


18388 


8961 


AGAGAAGC A GUUGAAGA 


3081 


UCUUCAAC CUGAUGAG GCCGUUAGGC CGAA ICUUCUCU 


18389 


8972 


UGAAGAUC C AAAAUUUU 


3082 


AAAAUUUU CUGAUGAG GCCGUUAGGC CGAA IAUCUUCA 


18390 


8973 


GAAGAUCC A AAAUUUUG 


3083 


CAAAAUUU CUGAUGAG GCCGUUAGGC CGAA IGAUCUUC 


18391 


9009 


CGCGAGGC A CAUCUGCG 


3084 


CGCAGAUG CUGAUGAG GCCGUUAGGC CGAA ICCUCGCG 


18392 


9011 


CGAGGCAC A UCUGCGGG 


3085 


CCCGCAGA CUGAUGAG GCCGUUAGGC CGAA IUGCCUCG 


18393 


9014 


GGCACAUC U GCGGGGGG 


3086 


CCCCCCGC CUGAUGAG GCCGUUAGGC CGAA IAUGUGCC 


18394 


9029 


GGAAUGUC A CACUUGCA 


3087 


UGCAAGUG CUGAUGAG GCCGUUAGGC CGAA IACAUUCC 


18395 


9031 


AAUGUCAC A CUUGCAUU 


3088 


AAUGCAAG CUGAUGAG GCCGUUAGGC CGAA IUGACAUU 


18396 


9033 


UGUCACAC U UGCAUUUA 


3089 


UAAAUGCA CUGAUGAG GCCGUUAGGC CGAA IUGUGACA 


18397 


9037 


ACACUUGC A UUUACAAC 


3090 


GUUGUAAA CUGAUGAG GCCGUUAGGC CGAA ICAAGUGU 


18398 




GCAUUUAC A ACAUGAUG 


3091 


CAUCAUGU CUGAUGAG GCCGUUAGGC CGAA IUAAAUGC 


18399 


9046 


UUUACAAC A UGAUGGGA 


3092 


UCCCAUCA CUGAUGAG GCCGUUAGGC CGAA IUUGUAAA 


18400 


9071 


GAAAAAAC C CGGAGAGU 


3093 


ACUCUCCG CUGAUGAG GCCGUUAGGC CGAA IUUUUUUC 


18401 


omo 
5*U / z 


AAAAAACC C GGAGAGUU 


3094 


AACUCUCC CUGAUGAG GCCGUUAGGC CGAA IGUUUUUU 


18402 


anon 


GGAAAGGC C AAGGGAAG 


3095 


CUUCCCUU CUGAUGAG GCCGUUAGGC CGAA ICCUUUCC 


18403 


QflQI 


tiAAAGGCC A AGGGAAGC 


3096 


GCUUCCCU CUGAUGAG GCCGUUAGGC CGAA IGCCUUUC 


18404 


oi nn 


AGGGAAGC A GAGCCAUU 


3097 


AAUGGCUC CUGAUGAG GCCGUUAGGC CGAA ICUUCCCU 


18405 


7lU9 


AGCAGAGC C AUUUGGUU 


3098 


AACCAAAU CUGAUGAG GCCGUUAGGC CGAA ICUCUGCU 


18406 


7XUO 


GCAGAGCC A UUUGGUUC 


3099 


GAACCAAA CUGAUGAG GCCGUUAGGC CGAA IGCUCUGC 


18407 


y lib 


UUUGGUUC A UGUGGCUC 


3100 


GAGCCACA CUGAUGAG GCCGUUAGGC CGAA IAACCAAA 


18408 


9122 


CAUGUGGC U CGGAGCUC 


3101 




18409 


9129 


CUCGGAGC U CGCUUUCU 


3102 


AGAAAGCG CUGAUGAG GCCGUUAGGC CGAA ICUCCGAG 


18410 


9133 


GAGCUCGC U UUCUGGAG 


3103 


CUCCAGAA CUGAUGAG GCCGUUAGGC CGAA ICGAGCUC 


18411 


9137 


UCGCUUUC U GGAGUUCG 


3104 


CGAACUCC CUGAUGAG GCCGUUAGGC CGAA IAAAGCGA 


18412 


9150 


UUCGAGGC U CUGGGUUU 


3105 


AAACCCAG CUGAUGAG GCCGUUAGGC CGAA ICCUCGAA 


18413 


9152 


CGAGGCUC U GGGUUUUC 


3106 


GAAAACCC CUGAUGAG GCCGUUAGGC CGAA IAGCCUCG 


18414 


9161 


GGGUUUUC U CAAUGAAG 


3107 


CUUCAUUG CUGAUGAG GCCGUUAGGC CGAA IAAAACCC 


18415 


9163 


GUUUUCUC A AUGAAGAC 


3108 


GUCUUCAU CUGAUGAG GCCGUUAGGC CGAA IAGAAAAC 


18416 j 
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9172 


AUQAAGAC C ACDGGCUU 


3109 


AAGCCAGU CUGAUGAG GCCGUUAGGC CGAA TTTPTTTTPan 


18417 


9173 


UGAAGACC A CUGGCUUG 


3110 


CAAGPPAG CI TGAUG AG GCCGUUAGGC' CGAA TPTTPTTTTPA 


18418 


9175 


AAGACCAC U GGCDUGGA 


3111 


UCCAAGCC CUGAUGAG GCCGUUAGGC CGAA TTTGGTTPTTn 


T Q A 1 Q 

xo4 xy 


9179 


CCACUGGC U UGGAAGAA 


3112 


UUCUUCCA CUGAUGAG GCCGUUAGGC CGAA ICCAGUGG 




9193 


GAAAGAAC U CAGGAGGA 


3113 


UCCUCCUG CUGAUGAG GCCGUUAGGC CGAA TtnTCTTnnp 


Xo4^X 


9195 


AAGAACUC A GGAGGAGG 


3114 


C CUfl CT IPC CUGAUGAG GCCGUIIAGGP PPaa T aPTTTTrrTTT 


18422 


9214 


UCGAGGGC U UGGGCCUC 


3115 


GAGGCCCA CUGAUGAG GCCGUUAGGC CGAA TCCPTTPPA 


lo4« J 


9220 


GCUUGGGC C UCCAAAAA 


3116 


UUUUUGGA CUGAUGAG GCCGI7TTAGGP CGAA Trrraarp 


Xo424 


9221 


CUUGGGCC U CCAAAAAC 


3117 


GOlxnTTUGG PITGAITGAG GCCGTTTTAPPP ppaa Tfl/rnnxnn 


18425 


9223 


UGGGCCUC C AAAAACUG 


3118 


CAGUUUUU CUGAUGAG GCCGUTTAGGP rfia a Tifi^rws 


18426 


9224 


GGGCCUCC A AAAACUGG 


3119 


CCAPTTTTTTTT PTTPATTPAP PPPP! TT T&fl/V /vrh T/-»nr»r'r»*-ii^ 
v»wivjuuuu v^ijvjLrUJiaAur uuvasU UAvjuC CGAA XGAGGCCC 


18427 


9230 


CCAAAAAC U GGGUUACA 


3120 


UGITAAPPC PITGATTGAG PPPPTTTTaPP/"' /vrs ttti TTTTTTTr^/^ 
uvjunnv#\«v> \_vjijnuv2Avj uULWUAuuU CGAA lUUUUUuu 


18428 


9238 


UGGGUUAC A UCCUGCGU 


3121 


ACGCAGGA PTTGATTGAP PPPPJTTTaPPO f^fTN 7\ tttiv isrvv* 


18429 


9241 


GUUACAUC C UGCGUGAA 


3122 


T TT TP a PPP 21 PTTPaTTPBP PPP/**TTTT7\ finr*> /-«r»i\ j\ t htt/^»tt7v » <^ 
UUUiLOWi CUutAUGAG VjC CGU UAGGC CGAA XAUGUAAC 


18430 


9242 


UUACAUCC U GCGUGAAG 


3123 


PTTTtPZIPGP PTTPATTPAP PPPPTTTTJUT/^/"* T^KTTnm k 

v,uui~4M«\3V. LuuftUuftb vji_LJjU UAGGC CGAA IGAuGUAA 


18431 


9256 


AAGUUGGC A CCCGGCCU 


3124 


AGGPPGGG PT TP ATTP A P PPPPTTTTaPP^ /"VA 7\ t /■»/-»» is r»TTTi 


18432 


9258 


GUUGGCAC C CGGCCUGG 


3125 


CCAGGCCG CUGAUGAG GPPPTTTTAPPP ppaa TTTPPr'aan 


18433 


9259 


UUGGCACC C GGCCUGGG 


3126 


CCCAGGCC CUGAUGAG PPPPTTTTaPPP ppaa Trrnr* r>r* 7\ a 


18434 


9263 


CACCCGGC C UGGGGGCA 


3127 


TTPpppppa PTTGATTGAP PPPPI TTTaPPr* rrai Trw»r»r»TTr* 


18435 


9264 


ACCCGGCC U GGGGGCAA 


3128 


UUGPPPCC PrTP.21TTP.AP PPPPTTTTaPP/"" 1 rvis T/wv^rv-rrT 
uuuu^ouu v,uvartuunu Vja_v_oU U.Hv?vjv_ Lunn XGGGGGGU 


18436 


9271 


CUGGGGGC A AGAUCUAU 


3129 


AUAGAUCU CUGAUGAG GCPGITTTA PGP ppaa TPPrrn^r 1 


18437 


9277 


GCAAGAUC U AUGCUGAU 


3130 


AUCAGCAU CUGAUGAG GCPPTTTTAPGP rraa tattptttt/v 


18438 


9282 


AUCUAUGC U GAUGACAC 


3131 


GUGUCAUC CUGAUGAG PPPPTTTTAPPP PPaa TPJ1TT7\pmt 


18439 


9289 


CUGAUGAC A CAGCUGGC 


3132 


GCCaGCITG PT TP 21 T TP ZIP PPP/2TTTTaPP/"» /"V7\ T\ TTTr^7STTn»n 


18440 


9291 


GAUGACAC A GCUGGCUG 


3133 


CAGPPAGP PTTPATTPAP PPPPTTTTaPP/"* rV»7VTV TTTT»TTr'»TTi-« 
\-~r*\jv_ v^rt.vj ^VJunVJuAVj uI»wGUUAV3\jG VjAA lUbUvJAUC 


18441 


9294 


GACACAGC U GGCUGGGA 


3134 


TICCPAGPP PI TP AT TP 21 CI PPPPT TlTAfinr* r»r»i\a xmir'Timr* 


18442 


9298 


CAGCUGGC U GGGACACC 


3135 


GGUGUCCC CI TG AUG AG GPPPTTTTAPPP PPAA TPP»pr»TTr» 


18443 


9304 


GCUGGGAC A CCCGCAUC 


3136 


GAUGCGGG CUGAUGAG GCCGITTTA GPP ppaa tttpppjviv 


18444 


9306 


UGGGACAC C CGCAUCAC 


3137 


GTTGATTPPG PTTPATTPzvP fifteen TT TAnnr* rrivn xT?/~fTTi^r~i/~i ^ 


18445 


9307 


GGGACACC C GCAUCACG 


3138 


CGUGAUGC CUGAUGAG GPPPJTTTAPPP ppaa t mirnrtrr* 


18446 


9310 


ACACCCGC A UCACGAGA 


3139 


UCTTPGtTGA PUGATTPAP PPPPTTrTapp^• rvM\ T/*»r'r«/*nTr*TT 


18447 


9313 


CCCGCAUC A CGAGAGCU 


3140 


AGCITCUCG PTTP21TTP21P rSPPPlTtTUPPP ppjsr t MTPrrinn 


18448 


9321 


ACGAGAGC U GACUUGGA 


3141 


i TTPPAAPTTP PTTPATTP21P PPP^TTTTiv/V^t /-»r«jvn T/"*rY/iT¥*"viTT 


18449 


9325 


GAGCUGAC U UGGAAAAU 


3142 


AUT7T7TTPPA f~*l TP B T TP 7\ f PPP/^7TTTA/"*^»/*» rv*7in T t t/~i 7t /~* rtr yr-i 

nuuuucui LUuAUViAvj GCCGUUAGGC CGAA l U CAGCU C 


18450 


9339 


AAUGAAGC U AAGGUGCU 


3143 


AGPaPPITTT PTTPaTTPUP PPP^**! TITS nr*r^ r*r* 7\ 7\ -r /ttttt/^ a tttt 
auualluu LUuAwuAu GCCGUUAGGC CGAA XCUUCAUU 


18451 


9347 


UAAGGUGC U UGAGCUGC 


3144 


GPAPPTTPA PTTPaTTPaP PPPPtTtTTi/T!r , r^ rv<Tviv TrnvnnTirT« 
V9Wi.vaUUU/l tUWiUijAu GCCGUUAGGC CGAA i CACCUUA 


18452 


9353 


GCUUGAGC U GCUUGAUG 


3145 


PATTPAAPP PTTPaTTPaP PPPTTTTUV/TU^o or»7V7v TmTnn«nn 
uwjuinvTVr uuuaUwUj uLUjUUAuuu CGAA XCUCAAGC 


18453 


9356 


UGAGCUGC U UGAUGGGG 


3146 


CCPPATTPA PTTPATTPAP nPPfTTTT^r'Pn /-ir"A7\ rnnrinTTriK 
v-^uujui cuvjauvjAu vjv^CGUUAGGC CGAA ICAGCUCA 


18454 


9368 


UGGGGAAC A UCGGCGUC 


3147 


V7/\uoUUVaH. UUVsAUGAG GCCGUUAGGC CGAA IUUCCCCA 


18455 


9377 


XJCGGCGVC U UGCCAGGG 


3148 


CPPITPGPA PITPATTPaP PPP/HTTiarw rim\ tv rxrvm/viK 
s-t-wWU\j»— rt CUunUunu (^LuUUAIjuL CGAA iACGCCGA 


18456 


9381 


CGUCUUGC C AGGGCCAU 


3149 


AUf'il'if'^PPI I PTTPaTTPaP PPPn TTTAnr^r^ rvnn TnivAD^rwn 
ftuuu\.^uu LUonUVjAu VJV.CGUUAGGC CGAA 1CAAGACG 


18457 


9382 


GUCUUGCC A GGGCCAUC 


3150 


GATTGGPPP PITPATTPaP PPPPTTTTaPPr* /vtva T/^r^Tk 
unuouu^v-. v^uuuVvjVtAvx o^.CGUUAuuC CGAA IGCAAGAC 


18458 


9387 


GCCAGGGC C AUCAUUGA 


3151 


UCAAUGAU CUGATTGAP PPPPTTTTaPPr» r»paa t nrrrnnnn 
vwuwunu v.uuhUviAu V3v<V<uUUAl}uL CGAA X CCCUGGC 


18459 


9388 


CCAGGGCC A UCAUUGAG 


3152 


CUCAaTIGA PTTPATTPAP PPPPTTTTaPPP PT>AS Tr*r*r^rrtrrtrt 
\«uuinuwn ^.uu/iuvjAo uv.vjuU UAuvjU CGAA XGCCCUGG 


18460 


9391 


GGGCCAUC A UUGAGCUC 


3153 


GAGCTTPAA PTTPATTPAP PPPPTTTTappp rv^nn rnTTr*n/^/vi 
vanu^uuift ^UkxHUvaAG ot^GGUUAGGC CGAA XAUGGCCC 


18461 


9396 


CAUUGAGC U CACCUAUC 


3154 


GATTAGGITG PITPATTPaP PPPPTTTTaPPri /vjiji t /■^tt**»* a ttti 
uftUAUouu CUutAUviAU GCCGUUAGGC CGAA XCUCAAUG 


18462 


9400 


UUGAGCUC A CCUAUCGU 


3155 


ACGAUAGG CUGATTGAP GPPPTTTTaPPP ppaa t nnninTi tv 
wuwiijVsAxj uLuaUUAouc CGAA XAGCUCAA 


18463 


9402 


GAGCUCAC C UAUCGUCA 


3156 


UGACGAUA CUGAUGAG PP PPT TTT a PPP ppaa TTTpapr^Tn 
uun^unun %-uv5/i.uwiV3 uUUjUUAuuv CGAA XUGAGCUC 


18464 


9403 


AGCUCACC U AUCGUCAC 


3157 


• GUGACGAU CUGAUGAG GPPPTTTTAPPP PPaa TPTTr"ar»r«TT 
uuionuuAU \m\f\3Jn\J\3evj uUVJuUUAuuU CGAA XGUGAGCU 


18465 


9410 


CUAUCGUC A CAAAGUUG 


3158 


CAACUUUG CUGAnGAG PPPPTTTTAPPP ppaa TuppiTTUP 
vnnuuuuvj ^.uutrtUxsASjr U^CuUUAuuL CGAA XACGAUAG 


18466 


9412 


AUCGUCAC A AAGUUGUG 


3159 


CACAACUU PTTPATTPAP GPPPTTTTAPPP rv^a a Tiva/VMT 


18467 


9433 


UGAUGCGC C CGGCUGCU 


3160 


AGCAGCCG PTTPATTPAP PPPPTTTTaPPP ppaa t nnrninnTi 
iuvnuvv>V7 uuunUuAu UUUUUUrUJviL CGAA XCGCAUCA 


18468 


9434 


GAUGCGCC C GGCUGCUG 


3161 


CJ^GCJ^GCC PTTPATTPAP PPPPTlfTA PPr* rv^7\ 7\ TPrwRtrn 


18469 


9438 


CGCCCGGC U GCUGAUGG 


3162 


CCAUCAGC CUGAUGAG GCCX5UUAGGC CGAA ICCGGGCG 


18470 


9441 


CCGGCUGC U GAUGGAAG 


3163 


CUUCCAUC CUGAUGAG GCCGUUAGGC CGAA ICAGCCGG 


18471 


9453 


GGAAGAAC C GUCAUGGA 


3164 


UCCAUGAC CUGAUGAG GCmJUAGGC CGAA IUUCUUCC 


18472 


9457 


GAACCGUC A UGGAUGUU 


3165 


AACAUCCA CUGAUGAG GCCGUUAGGC CGAA IACGGUUC 


18473 


9469 


AUGUUAUC U CCAGAGAA 


3166 


UUCUCUGG CUGAUGAG GCCGUUAGGC CGAA IAUAACAU 


18474 


9471 


GUUAUCUC C AGAGAAGA j 


3167 


UCUUCUCU CUGAUGAG GCCGUUAGGC CGAA IAGAUAAC 


18475 


9472 


UUAUCUCC A GAGAAGAU 


3168 


AUCUUCUC CUGAUGAG GCCGUUAGGC CGAA IGAGAUAA 


18476 


9482 


AGAAGAUC A GAGGGGGA 


3169 


UCCCCCUC CUGAUGAG GCCGUUAGGC CGAA IAUCUUCU 


18477 
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9497 



9505 



9507 



9508 



9513 



GAGUGGAC A AGUUGUCA 



AAGUUGUC A CCUACGCC 



GUUGUCAC C UACGCCCU 



UUGUCACC U ACGCCCUA 



ACCUACGC C CUAAACAC 



3170 



3171 



3172 



3173 



3174 



UGACAACU CUGAUGAG GCCGUUAGGC CGAA IUCCArtrF 



GGCGUAGQ CUGAUGAG GCCGDUAGGC CGAA IACAACUU 



AGGGCGUA CUGAUGAG GCCGUUAGGC CGAA IUGACAAC 



UAGGGCGU CUGAUGAG GCCGUUAGGC CGAA IGUGACAA 



GUGUUUAG CUGAUGAG GCCGUUAGGC CGAA ICGUAGGU 



CCUACGCC C UAAACACU 



3175 



AGUGUUUA CUGAUGAG GCCGUUAGGC CGAA IGCGUAGG" 



9515 



CUACGCCC U AAACACUU 



3176 



9520 



CCCUAAAC A CUUUCACC 



3177 



AAGUGUUU CUGAUGAG GCCGUUAGGC CGAA IGGCGUAG 



GGUGAAAG CUGAUGAG GCCGUUAGGC CGAA IUUUAGGG 



9522 



CUAAACAC U UUCACCAA 



3178 



9526 



ACACUUUC A CCAACCUG 



3179 



9528 



ACUUDCAC C AACCUGGC 



3180 



UUGGUGAA CUGAUGAG GCCGUUAGGC CGAA IUGUUUA G 
CAGGUUGG CUGAUGAG GCCGUUAGGC CGAA IAAAGUGU 



9529 



CUUUCACC A ACCUGGCC 



3181 



GCCAGGUU CUGAUGAG GCCGUUAGGC CGAA IUGAAAGU 



9532 



UCACCAAC C UGGCCGUC 



3182 



GGCCAGGU CUGAUGAG GCCGUUAGGC CGAA IGUGAAAG 



GACGGCCA CUGAUGAG GCCGUUAGGC CGAA IUUGGUGA 



CACCAACC U GGCCGUCC 



3183 



9537 



AACCUGGC C GUCCAGCU 



3184 



GGACGGCC CUGAUGAG GCCGUUAGGC CGAA IGUUGGUG 



AGCUGGAC CUGAUGAG GCCGUUAGGC CGAA ICCAGGUU 



UGGCCGUC C AGCUGGUG 



3185 



9542 



GGCCGUCC A GCUGGUGA 



CACCAGCU CUGAUGAG GCCGUUAGGC CGAA IACGGCCA 



3186 



9545 



CGUCCAGC U GGUGAGGA 



3187 



UCACCAGC CUGAUGAG GCCGUUAGGC CGAA IGACGGCC 



UCCUCACC CUGAUGAG GCCGUUAGGC CGAA ICUGGACG 



UGAUUGGC C CAGAUGAU 



3188 



9581 



GAUUGGCC C AGAUGAUG 
AUUGGCCC A GAUGAUGU 



3189 



AUCAUCUG CUGAUGAG GCCGUUAGGC CGAA ICCAAUCA' 



CAUCAUCU CUGAUGAG GCCGUUAGGC CGAA IGCCAAUC 



9582 
9599 



9601 



3190 



GGAGAAAC U CACAAAAG 



3191 



ACAUCAUC CUGAUGAG GCCGUUAGGC CGAA IGGCCAAU 



AGAAACUC A CAAAAGGG 



3192 



CUUUUGUG CUGAUGAG GCCGUUAGGC CGAA IUUUCUCC 



CCCUUUUG CUGAUGAG GCCGUUAGGC CGAA IAGUUUCU 



AAACUCAC A AAAGGGAA 



3193 



9617 



GAAAGGAC C CAAAGUCA 



3194 



UUCCCUUU CUGAUGAG GCCGUUAGGC CGAA IUGAGUUU 



9618 



AAAGGACC C AAAGUCAG 
AAGGACCC A AAGUCAGG 



3195 



UGACUUUG CUGAUGAG GCCGUUAGGC CGAA IUCCUUUC 



CUGACUUU CUGAUGAG GCCGUUAGGC CGAA IGUCCUUU 



9619 



9625 



CCAAAGUC A GGACCUGG 
GUCAGGAC C UGGCUGUU 



3196 
3197 



CCUGACUU CUGAUGAG GCCGUUAGGC CGAA IGGUCCUU 



CCAGGUCC CUGAUGAG GCCGUUAGGC CGAA IACUUUGG 



3198 



9631 



UCAGGACC U GGCUGUUU 
GACCUGGC U GUUUGAGA 



3199 



AACAGCCA CUGAUGAG GCCGUUAGGC CGAA IUCCUGAC 



AAACAGCC CUGAUGAG GCCGUUAGGC CGAA IGUCCUGA 



3200 



UCUCAAAC CUGAUGAG GCCGUUAGGC CGAA ICCAGGUC 



AGAAAGAC U CAGCCGCA 



3201 



9661 



AAAGACUC A GCCGCAUG 



9664 



GACUCAGC C GCAUGGCU 



3202 
3203 



UGCGGCUG CUGAUGAG GCCGUUAGGC CGAA IUCUUUCU 



CAUGCGGC CUGAUGAG GCCGUUAGGC CGAA IAGUCIJTTTT 



9667 



UCAGCCGC A UGGCUGUC 



3204 



AGCCAUGC CUGAUGAG GCCGUUAGGC CGAA ICUGAGUC 



GACAGCCA CUGAUGAG GCCGUUAGGC CGAA ICGGCUGA 



CGCAUGGC U GUCAGUGG 



3205 



9676 



UGGCUGUC A GUGGAGAU 



3206 



CCACUGAC CUGAUGAG GCCGUUAGGC CGAA ICCAUGCG 



9688 



GAGAUGAC U GUGUGGUA 



3207 



AUCUCCAC CUGAUGAG GCCGUUAGGC CGAA IACAGCCA 



9701 



GGUAAAGC C CCUGGACG 



3208 



UACCACAC CUGAUGAG GCCGUUAGGC CGAA IUCAUCUC 



9702 



GUAAAGCC C CUGGACGA 



9703 



UAAAGCCC C UGGACGAU 



3209 
3210 



CGUCCAGG CUGAUGAG GCCGUUAGGC CGAA ICUUUACC 



UCGUCCAG CUGAUGAG GCCGUUAGGC CGAA IGCUUUAC 



9704 



AAAGCCCC U GGACGAUC 



3211 



AUCGUCCA CUGAUGAG GCCGUUAGGC CGAA IGGCUUUA 



9715 



ACGAUCGC U UUGCCACC 



3212 



GAUCGUCC CUGAUGAG GCCGUUAGGC CGAA IGGGCUUU 



GGUGGCAA CUGAUGAG GCCGUUAGGC CGAA ICGAUCGU 



18519 



18520 



CGCUUUGC C ACCUCGCU 



3213 



9721 



GCUUUGCC A CCUCGCUC 



3214 



AGCGAGGU CUGAUGAG GCCGUUAGGC CGAA ICAAAGCG 



9723 



UUUGCCAC C UCGCUCCA 



3215 



GAGCGAGG CUGAUGAG GCCGUUAGGC CGAA IGCAAAGC 



9724 



UUGCCACC U CGCUCCAC 



3216 



UGGAGCGA CUGAUGAG GCCGUUAGGC CGAA IUGGCAAA 



18521 



18522 



9728 



CACCUCGC U 
CCUCGCUC C 



CCACUUCC 



3217 



GUGGAGCG CUGAUGAG GCCGUUAGGC CGAA IGUGGCAA 



18523 



GGAAGUGG CUGAUGAG GCCGUUAGGC CGAA ICQAGGUQ 



18524 



18525 



ACUUCCUC 



3218 



9731 



9733 



CUCGCUCC A 
CGCUCCAC V 



CUUCCUCA 



3219 



GAGGAAGU CUGAUGAG GCCGUUAGGC CGAA IAGCGAGG 



UCCUCAAU 
UCAAUGCU 



3220 



UGAGGAAG CUGAUGAG GCCGUUAGGC CGAA IGAGCGAG 



AUUGAGGA CUGAUGAG GCCGUUAGGC CGAA ZUGGAGCQ 



18526 
18527 



3221 



9737 



CCACUUCC U CAAUGCUA 



3222 



AGCAUUGA CUGAUGAG GCCGUUAGGC CGAA IAAGUGGA 



UAGCAUUG CUGAUGAG GCCGUUAGGC CGAA IGAAGUGG 



18529 
18530 



ACUUCCUC A AUGCUAUG 



3223 



9744 



9750 



CUCAAUGC U 
GCUAUGUC A 



AUGUCAAA 



3224 



CAUAGCAU CUGAUGAG GCCGUUAGGC CGAA IAGGAAGU 



9760 



AGGUUCGC A 



AAGGUUCG 
AAGACAUC 



3225 



UUUGACAU CUGAUGAG GCCGUUAGGC CGAA ICAUUGAG 



18531 



3226 



CGAACCUU CUGAUGAG GCCGUUAGGC CGAA IACAUAGC 



18532 



9766 
9769 



GCAAAGAC A 



UCCAAGAG 
AAGAGUGG 



GAUGUCUU CUGAUGAG 



18533 



3227 



CUCUUGGA CUGAUGAG 



GCCGUUAGGC 
GCCGUUAGGC 



CGAA ICGAACCU 



18534 



CGAA IUCUUUGC 



18535 



AAGACAUC C 



9770 
9782 



AGACAUCC A 
GUGGAAAC C 



AGAGUGGA 
GUCAACUG 



3228 



3229 
3230 



CCACUCUU CUGAUGAG GCCGUUAGGC CGAA IAUGUCUU 



UCCACUCU CUGAUGAG GCCGUUAGGC CGAA IGAUGUCU 



18536 
18537 



CAGUUGAC CUGAUGAG GCCGUUAGGC CGAA IUUUCCAC 



18538 
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y /OO 


AAAlAAZlJl* A A\»UwVjAUVj 




CAUCCAGU CUGAUGAG GCCGUUAGGC CGAA IACGGUUU 


18539 


2? toy 






UACCAUCC CUGAUGAG GCCGUUAGGC CGAA IUUGACGG 


18540 




UuAU Uvjvjv. A \3V«A'oV?U U L. 


■Jill 


GAACCUGC CUGAUGAG GCCGUUAGGC CGAA ICCAAUCA 


18541 




TTnnnnTiRP & fifunTrr'aTT 

UUUUUftUL A u\jUUL>CAU 




AUGGAACC CUGAUGAG GCCGUUAGGC CGAA ICUGCCAA 


18542 


Solo 


f2f*^fWTnf* O 7ATTTTTTTT/"5f"TT 
GCAGGUUC V- AUUUUUtU 


3235 


AGCAAAAU CUGAUGAG GCCGUUAGGC CGAA IAACCUGC 


18543 


y ox o 


L/ibuUUCU A UUUUuUUL 


Jo 


GAGCAAAA CUGAUGAG GCCGUUAGGC CGAA XGAACCUG 


18544 




U\UUUUoC U CAAACCAU 


JZj/ 


AUGGUUUG CUGAUGAG GCCGUUAGGC CGAA ICAAAAUG 


18545 


QQOC 


UUUUuCUL A AACCAU U U 




AAAUGGUU CUGAUGAG GCCGUUAGGC CGAA IAGCAAAA 


18546 


yozy 


GCUCAAAC C AUUUCACU 


3239 


AGUGAAAU CUGAUGAG GCCGUUAGGC CGAA IUUUGAGC 


18547 


QOOA 

So JO 


CUCAAACC A UUUCACUG 


3240 


CAGUGAAA CUGAUGAG GCCGUUAGGC CGAA IGUUUGAG 


18548 




ACCAUUUC A CUGAAUUG 


3241 


CAAUUCAG CUGAUGAG GCCGUUAGGC CGAA IAAAUGGU 


18549 


qq n 


CAUUUCAC U GAAUUGAU 


3242 


AUCAAUUC CUGAUGAG GCCGUUAGGC CGAA IUGAAAUG 


18550 




AAUUGAUC A UGAAAGAU 


3243 


AUCUUUCA CUGAUGAG GCCGUUAGGC CGAA IAUCAAUU 


18551 




GGAAGAAC A LUuuUQuU 


3244 


ACCACCAG CUGAUGAG GCCGUUAGGC CGAA IUUCUUCC 


18552 


9866 


AAGAACAC u ggugguuc 


3245 


GAACCACC CUGAUGAG GCCGUUAGGC CGAA IUGUUCUU 


18553 


9875 


GGUGGUUC C AUGCCGAG 


3246 


CUCGGCAU CUGAUGAG GCCGUUAGGC CGAA IAACCACC 


18554 


Ho /O 


GUGGUUCC A UGCCGAGG 


3247 


CCUCGGCA CUGAUGAG GCCGUUAGGC CGAA IGAACCAC 


16555 


y oou 


UUCCAUGC C GAGGACAG 


3248 


CUGUCCUC CUGAUGAG GCCGUUAGGC CGAA ICAUGGAA 


18556 


QQQ1 


CGGAGGAC A GGAUGAAU 


3249 


AUUCAUCC CUGAUGAG GCCGUUAGGC CGAA IUCCUCGG 


18557 


yyU** 


UGGUAGGC A GAGCUCGC 


3250 


GCGAGCUC CUGAUGAG GCCGUUAGGC CGAA ICCUACCA 


18558 




GGCAGAGC U CGCAUAUC 


3251 


GAUAUGCG CUGAUGAG GCCGUUAGGC CGAA ICUCUGCC 


18559 


QQ1 1 


GAGCUCGC A uaucucca 


3252 


UGGAGAUA CUGAUGAG GCCGUUAGGC CGAA ICGAGCUC 


18560 


qoi n 


LbLftUAUL U CCAGGGGC 


3253 


GCCCCUGG CUGAUGAG GCCGUUAGGC CGAA IAUAUGCG 


18561 




CAUAUCUC C AGGGGCCG 


3254 


CGGCCCCU CUGAUGAG GCCGUUAGGC CGAA IAGAUAUG 


18562 


QQO 1 


AUAUtULL A GGGGCCGG 


3255 


CCGGCCCC CUGAUGAG GCCGUUAGGC CGAA IGAGAUAU 


18563 




CUiWjWjt C GGAUGGAA 


3256 


UUCCAUCC CUGAUGAG GCCGUUAGGC CGAA ICCCCUGG 


18564 


Q Q A n 
yy^i w 


GGAAGGUC C GCGACACU 


3257 


AGUGUCGC CUGAUGAG GCCGUUAGGC CGAA IACGUUCC 


18565 


9946 


UCCGCGAC A CUGCUUGU 


3258 


ACAAGCAG CUGAUGAG GCCGUUAGGC CGAA IUCGCGGA 


18566 


9948 


CGCGACAC U GCUUGUCU 


3259 


AGACAAGC CUGAUGAG GCCGUUAGGC CGAA IUGUCGCG 


18567 




GACACUGC U UGUCUGGC 


3260 


GCCAGACA CUGAUGAG GCCGUUAGGC CGAA ICAGUGUC 


18568 




UGCUUGUC U GGCUAAGU 


3261 


ACUUAGCC CUGAUGAG GCCGUUAGGC CGAA IACAAGCA 


18569 


770U 


UGUCUGGC U AAGUCUUA 


3262 


UAAGACUU CUGAUGAG GCCGUUAGGC CGAA ICCAGACA 


18570 


yy bo 


GCUAAGUC U UAUGCCCA 


3263 


UGGGCAUA CUGAUGAG GCCGUUAGGC CGAA IACUUAGC 


18571 


QQ70 


U I- U U AUGC C CAGAUGUG 


3264 


CACAUCUG CUGAUGAG GCCGUUAGGC CGAA ICAUAAGA 


18572 


yy /j 


CUUAUGCC C AGAUGUGG 


3265 


CCACAUCU CUGAUGAG GCCGUUAGGC CGAA IGCAUAAG 


18573 


yy /*± 


UUAUGCCC A GAUGUGGC 


3266 


GCCACAUC CUGAUGAG GCCGUUAGGC CGAA IGGCAUAA 


18574 


yy o j 


f~t 7\TTf" T TT/'~ , /T"' TT f IT TT T/T T/"*T T 

GAUGUGGG U GCUUCUGU 


3267 


ACAGAAGC CUGAUGAG GCCGUUAGGC CGAA ICCACAUC 


18575 




GUGGCUGC U ULUbUALU 


3268 


AGUACAGA CUGAUGAG GCCGUUAGGC CGAA ICAGCCAC 


18576 


yyoy 


GCUGCUUC U GUACUUCC 


3269 


GGAAGUAC CUGAUGAG GCCGUUAGGC CGAA IAAGCAGC 


18577 


yyy*a 


UUCUGUAC U UCCACAGA 


3270 


UCUGUGGA CUGAUGAG GCCGUUAGGC CGAA IUACAGAA 


18578 


OOQ*7 

yyy / 


UGUACUUC C ACAGAAGA 


3271 


UCUUCUGU CUGAUGAG GCCGUUAGGC CGAA IAAGUACA 


18579 


QQQQ 


<"ZT T A CI TT TPT 1 A nUPRINnRP 
(jUALUUtu A GAGAAGAG 


3272 


CUCUUCUG CUGAUGAG GCCGUUAGGC CGAA IGAAGUAC 


18580 


ivUUU 


AL-UULLKL A GAAGAGAC 


3273 


GUCUCUUC CUGAUGAG GCCGUUAGGC CGAA IUGGAAGU 


18581 


AUwU7 


UAnVaHuAU UIjuuvjLUL. 


3274 


GAGCCGCA CUGAUGAG GCCGUUAGGC CGAA IUCUCUUC 


18582 


i nm o 

1UU1U 


A7Af27Af27A/"v*' tt /vvvvntPR 
AAuAuAGC U GGGGCUCA 


3275 


UGAGCCGC CUGAUGAG GCCGUUAGGC CGAA IGUCUCUU 


18583 


10016 


cr^inmnr' n r , »TTr2/2r , r , a 


3276 


UGGCCAUG CUGAUGAG GCCGUUAGGC CGAA ICCGCAGG 


18584 


10018 


UoU^aLUL A UGGCCAAC 


3277 


GUUGGCCA CUGAUGAG GCCGUUAGGC CGAA IAGCCGCA 


18585 


10023 


LUUiUoVA. v» AAL. \j CCA U 


3278 


AUGGCgUU CUGAUGAG GCCGUUAGGC CGAA ICCAUGAG 


18586 


10024 


UUlUwLL A AGGCCAUU 


3279 


AAUGGCGU CUGAUGAG GCCGUUAGGC CGAA IGCCAUGA 


18587 


10029 


V7L.UAA(JV7U. C AUUUGCUC 


3280 


GAGCAAAU CUGAUGAG GCCGUUAGGC CGAA ICGUUGGC 


18588 


10030 


l_t~ft/i.*-Vjv_L. A L/uUuLULL 


3281 


GGAGCAAA CUGAUGAG GCCGUUAGGC CGAA IGCGUUGG 


18589 


10036 


LUiUUUut U CCGCUGUC 


3282 


GACAGCGG CUGAUGAG GCCGUUAGGC CGAA ICAAAUGG 


18590 


10038 


AUUUGCUC C GCUGUCCC 


3283 


GGGACAGC CUGAUGAG GC!Cni7TJARGP PHATA TafifAaaTT 


1 QCQ1 

13591 


10041 


UGCUCCGC U GUCCCOGU 


3284 


ACAGGGAC CUGAUGAG GCCGUUAGGC CGAA ICGGAGCA 


18592 


1004S 


CCGCUGUC C CUGUGAAU 


3285 


AUUCACAG CUGAUGAG GCCGUUAGGC CGAA IACAGCGG 


18593 


10046 


CGCUGTJCC C UGUGAAUU 


3286 


AAUUCACA CUGAUGAG GCCGUUAGGC CGAA IGACAGCG 


18594 


10047 


GCUGUCCC U GUGAAUUG 


3287 


CAAUUCAC CUGAUGAG GCCGUUAGGC CGAA IGGACAGC 


18595 


10060 


AUUGGGUC C CUACCGGA 


3288 


UCCGGUAG CUGAUGAG GCCGUUAGGC CGAA IACCCAAU 


18596 


10061 


UUGGGUCC C TjaCCGGAA 


3289 


UUCCGGUA CUGAUGAG GCCGUUAGGC CGAA IGACCCAA 


18597 


10062 


UGGGUCCC U ACCGGAAG 


3290 


CUUCCGGU CUGAUGAG GCCGUUAGGC CGAA IGGACCCA 


18598 


1006S 


GUCCCUAC C GGAAGAAC 


3291 


GUUCUUCC CUGAUGAG GCCGUUAGGC CGAA IUAGGGAC i 


18599 
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10074 


GGAAGAAC C ACGUGGUC 


3292 


GACCACGU CUGAUGAG GCCGUUAGGC ma ft Tnrrnrmrv 


18600 


10075 


GAAGAACC A CGUGGUCC 


3293 


GGACCAPR fTTRATIGAR OPf¥3XJTlAi"2/ip {"Vtaa mrnintTrrr* 


18601 


10083 


ACGUGGUC C AUCCAUGC 


3294 


GCAUGGAU CUGAUGAG GCCGUUAGGC PHftft TAPpa nrn 


18602 


10084 


CGUGGUCC A UCCAUGCA 


3295 


UGCAUGGA CUGAUGAG GCCGUUAGGC ma ft Tnanr-arv 


18603 


10087 


GGUCCAUC C AUGCAGGA 


3296 


UCPTJT2PATT PTTRATIGAO fZ^ , ^V3^7TTft< , 2^^ , rva» T7MTr>nivnr< 
uwvuvjLiiu v.,uunuv3nu Ov^ou vj/iLj\jv_ VsAA -LAUGGACC 


18604 


10088 


GUCCAUCC A UGCAGGAG 


3297 


CUCCUGCA CUGAUGAG nPPGI7nftC!nP Prcaa TPniTr>r»7v/-i 


18605 


10092 


AUCCAUGC A GGAGGAGA 


3298 


UCUCPJJPP P7JT5ATJGAR nPPfJTTTTa nrzP rraa Tr»AiTr«ri*rr 


18606 


10110 


UGGAUGAC A ACAGAGGA 


3299 


f TPPI IPI 7/211 PI7/2ft77/2afI fl/WITHTA/i/^O /v*kk ritrt«TTn<i» 
UULULUW V»UVaAULUUj GCCGUUAGGC CGAA XUCAUCCA 


18607 


10113 


AUGACAAC A GAGGACAU 


3300 


w.uu£tuvxnG vicujUuAbuC CGAA 1UUGUCAU 


18608 


10120 


CAGAGGAC A UGUUGGAG 


3301 


LUv»UUiui LUuHUunb uLLuU U AGGC CGAA IUCCUCUG 


18609 


10132 


UGGAGGUC U GGAACCGU 


3302 


ftPf2/2777TPP f 1 77K!A71T2B/S flp/Vii TTTA^/^^« ^v^»» 

Hujuuutu CUGAUGAG GCtJGU UAGGC CGAA IACCUCCA 


18610 


10138 


UCUGGAAC C GUGUUUGG 


3303 


CCAAACAC CUGAUGAG GCCGUUAGGC CGAA IUUCCAGA 


18611 


10174 


UGGAAGAC A AAACCCCA 


3304 


UWjWjUUU CUGAUGAG GCCGUUAGGC CGAA IUCUUCCA 


18612 


10173 


GACAAAAC C CCAGUGGA 


3305 


ULUitULyb UUGAUGAG GC CGU UAGG C CGAA IUUUUGUC 


18613 


10180 


ACAAAACC C CAGUGGAG 


3306 


PTTPPaPttT2 or in a t in a o ^ipphi ttt a c*r*n ^v^»» T/nn«r»tm* 
uutuiLUo CUGAUGAG GCCGU UAGGC CGAA IGUUUUGU 


18614 


10181 


! CAAAACCC C AGUGGAGA 


3307 


ULULLALU CUGAUGAG GCCGUUAGGC CGAA IGGUUUUG 


18615 


10182 


AAAACCCC A GUGGAGAA 


3308 


ITTTPT7PPaP r^TTfi ATT7"* A O/^iz-V^TTTTTN f^rif* i-iitjv « Tn^inrnitnT 

uu^utuiL uuoAUbAb GCCGUUAGGC CGAA IGGGUUUU 


18616 


10204 


GUGACGUC C CAUAUUCA 


3309 


uuaHU/iUb cugaugag GCCGUUAGGC CGAA IACGUCAC 


18617 


10205 


UGACGUCC C AUAUUCAG 


3310 


LUWiAUAU CUGAUGAG GCCGUUAGGC CGAA IGACGUCA 


18618 


10206 


GACGUCCC A UAUUCAGG 


3311 


UL.UGAAUA CUGAUGAG GCCGUUAGGC CGAA IGGACGUC 


18619 


10212 


CCAUAUUC A GGAAAACG 


3312 


L-ajUUUULC CUGAUGAG GCCGUUAGGC CGAA IAAUAUGG 


18620 


10228 


GAGAGGAC A UCUGGUGU 


3313 


AUftCCAGA CUGAUGAG GCCGUUAGGC CGAA IUCCUCUC 


18621 


10231 


AGGACAUC U GGUGUGGC 


3314 


vjUCACACC CUGAUGAG GCCGUUAGGC CGAA IAUGUCCU 


18622 


10240 


GGUGUGGC A GCCUGAUU 




KHUCAGGC CUGAUGAG GCCGUUAGGC CGAA ICCACACC 


18623 


10243 


GUGGCAGC C UGAUUGGC 


3316 


bLUiauui CUGAUGAG GCCGUUAGGC CGAA ICUGCCAC 


18624 


10244 


UGGCAGCC U GAUUGGCA 


3317 


uvjuuftAuu L-UtxAUGiiG GCCGUUAGGC CGAA IGCUGCCA 


18625 


10252 


UGAUUGGC A CAAGAGCC 


3318 


uUUUtUUu UUViAUu/iG GCCGUUAGGC. CGAA XCCAAUCA 


18626 


10254 


AUUGGCAC A AGAGCCCG 


3319 


uvjvjf^uuuu CUGAUGAG GCCGUUAGGC CGAA IUGCCAAU 


18627 


10260 


ACAAGAGC C CGAGCCAC 


3320 


IjULivjCUCG CUGAUGAG GCCGUUAGGC CGAA ICUCUUGU 


18628 


10261 


CAAGAGCC C GAGCCACG 


3321 


v-LiUGGLUt- CUGAUGAG GCCGUUAGGC CGAA IGCUCUUG 


18629 


10266 


GCCCGAGC C ACGUGGGC 


3322 


ljUCCACGU CUGAUGAG GCCGUUAGGC CGAA ICUCGGGC 


18630 


10267 






UGCCCACG CUGAUGAG GCCGUUAGGC CGAA IGCUCGGG 


18631 


10275 


ACGUGGGC A GAAAACATJ 


A 


AUGUUUUC CUGAUGAG GCCGUUAGGC CGAA ICCCACGU 


18632 


10282 


CAGAAAAC A IJCTAfiOfTR 




CACCUGGA CUGAUGAG GCCGUUAGGC CGAA IUUUUCUG 


18633 


10285 


AAAACAUC a Acinnancn 




AGCCACCU CUGAUGAG GCCGUUAGGC CGAA IAUGUUUU 


18634 


10286 


AAACAUCC A GGUGGCITA 


JJi / 


UAGCCACC CUGAUGAG GCCGUUAGGC CGAA IGAUGUUU 


18635 


10293 


CAGGUGGC U AUCAACCA 


3328 


T T/"2/TT TT T^ 1 ATT OTT/^IMTOTV/** nnn/rrnn/i/ifi nrt ^ ■» -r- j-. j-. 

uuguugau CUGAUGAG GCCGUUAGGC CGAA ICCACCUG 


1B636 


10297 


UGGCUAUC A ACCAAGUC 


3329 


wiCUUGGU CUGAUGAG GCCXjUUAGGC CGAA IAUAGCCA 


18637 


10300 


CUAUCAAC C AAGUCAGA 


3330 


u^UGACUU CUGAUGAG G CCGUUAGGC CGAA IUUGAUAG 


18638 


10301 


UAUCAACC A AGUCAGAG 


3331 


L.UCUGACU CUGAUGAG GCCGUUAGGC CGAA IGUUGAUA 


18639 


10306 


ACCAAGUC A GAGCAAUC 


3332 


v-ih.uuvjl.uu CUGAUGAG GCCGUUAGGC CGAA IACUUGGU 


18640 


10311 


GUCAGAGC A AUCAUCGG 


3333 


uuvjAUU/iu CUGAUGAG GCCGUUAGGC CGAA ICUCUGAC 


18641 


10315 


GAGCAAUC A UCGGAGAU 


3334 


ftT7f" t TTr*fY2IV /~T T/~» A T If A r*r*fW*TTt Yurmr* /~ts~t n n — . ,„. , 

AUCUCLGA CUGAUGAG GCCGUUAGGC CGAA IAUUGCUC 


18642 


10342 


UGGAUUAC A UGAGUUCA 


-a r» -a tr 
J J J o 


UGAACUCA CUGAUGAG GCCGUUAGGC CGAA IUAAUCCA 


18643 


10350 


AUGAGUUC A CUAAAGAG 


3336 


V.UCUUUAG CUGAUGAG GCCGUUAGGC CGAA IAACUCAU 


18644 


10352 


GAGUUCAC U AAAGAGAU 


3337 


aucuuuuu CUGAUGAG GCCGUUAGGC CGAA IUGAACUC 


18645 


10369 


AUGAAGAC A CAACUUUG 


3338 


uftAftGUUG CUGAUGAG GCCGUUAGGC CGAA IUCUUCAU 


18646 


10371 


GAAGACAC A ACUUUGGU 


3339 


ftr^OAAA/3TT r'TTPJIITr'Jin /^O^fflTlTT* nnn » -t»tj-h ■ i ■■ ■■ uu 

ALUWUluU CUGAUGAG GCCGUUAGGC CGAA IUGUCUUC 


18647 


10374 


GACACAAC U UUGGUUGA 


3340 


uuuiwuiR ^UvoAUGAG GCCGUUAGGC CGAA IUUGUGUC 


18648 


10387 


UUGAGGAC A CAGUACUG 


3341 


f A/"JTTA /TT/2 PT7/2aTT/2AO PHPPT1T I A tV*f+ ^V^jvtv TTmmT/i« » 

uttjUHLUvj LUlaiiUGAG GCCGUUAGGC CGAA IUCCUCAA i 


18649 


10389 


GAGGACAC A GUACUGUA 


3342 


UACAGUAC CUGAUGAG GCCGUUAGGC CGAA IUGUCCUC 


18650 


10394 


CACAGUAC U GUAGAUAU 


3343 


muaucuac CUGAUGAG GCCGUUAGGC CGAA IUACUGUG 


18651 


10409 


AUUUAAUC A ADUGUAAA 


3344 


T T( TT T fl f A ATT PTTPMTnu/i n/^/^/iTTmtnn/i ■« » ■ ■ ■_ . 

UUUACAAU CUGAUGAG GCCGUUAGGC CGAA 1AUUAAAU 


18652 


10423 


AAAUAGAC A AUAUAAGU 


3345 


ACUUAUAU CUGAUGAG GCCGUUAGGC CGAA IUCUAUUU 


18653 


10436 


AAGUAUGC A UAAAAGUG 


3346 


CACUUUUA CUGAUGAG GCCGUUAGGC CGAA ICAUACUU | 


18654 


10509 


AGAAAGUC A GGCCGGGA 


3347 


UCCCGGCC CUGAUGAG GCD3UUAGGC CGAA IACUUUCU 


18655 


10513 


AGUCAGGC C GGGAAGUU 


3348 


AACUUCCC CUGAUGAG GCCGUUAGGC CGAA ICCUGACU 


18656 


10523 


GGAAGUUC C CGCCACCG j 


3349 


CGGUGGCG CUGAUGAG GCCGUUAGGC CGAA IAACUUCC 


18657 


10524 


GAAGUUCC C GCCACCGG 


3350 


CCGGUGGC CUGAUGAG GCCGUUAGGC CGAA IGAACUUC 


18658 


10527 


GUUCCCGC C ACCGGAAG 


3351 


CUUCCGGU CUGAUGAG GCCGUUAGGC CGAA ICGGGAAC 


18659 


10528 


UUCCCGCC A CCGGAAGU 


3352 


ACUUCCGG CUGAUGAG GCCGUUAGGC CGAA IGCGGGAA 


18660 
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10530 


CCCGCCAC C GGAAGUUG 


3353 


CAACUUCC CUGAUGAG GCCGUUAGGC CGAA IUGGCGGG 


18661 


10551 


GACGGUGC U GCCUGCGA 


3354 


VCGCAGGC CUGAUGAG GCCGUUAGGC CGAA ICACCGUC 


18662 


10554 


GGUGCUGC C UGCGACUC 


3355 


GAGUCGCA CUGAUGAG GCCGUUAGGC CGAA ICAGCACC 


18663 


10555 


GUGCUGCC U GCGACUCA 


3356 


UGAGUCGC CUGAUGAG GCCGUUAGGC CGAA IGCAGCAC 


18664 


10561 


CCUGCGAC U CAACCCCA 


3357 


UGGGGUUG CUGAUGAG GCCGUUAGGC CGAA IUCGCAGG 


18665 


10563 


UGCGACUC A ACCCCAGG 


3358 


CCUGGGGU CUGAUGAG GCCGUUAGGC CGAA IAGUCGCA 


18666 


10566 


GACUCAAC C CCAGGAGG 


3359 


CCUCCUGG CUGAUGAG GCCGUUAGGC CGAA IUUGAGUC 


18667 


10567 


ACUCAACC C CAGGAGGA 


3360 


UCCUCCUG CUGAUGAG GCCGUUAGGC CGAA IGUUGAGU 


18668 


10568 


CUCAACCC C AGGAGGAC 


3361 


GUCCUCCU CUGAUGAG GCCGUUAGGC CGAA IGGUUGAG 


18669 


10569 


UCAACCCC A GGAGGACU 


3362 


AGUCCUCC CUGAUGAG GCCGUUAGGC CGAA IGGGUUGA 


18670 


10577 


AGGAGGAC U GGGUGAAC 


3363 


GUUCACCC CUGAUGAG GCCGUUAGGC CGAA IUCCUCCU 


18671 


10586 


GGGUGAAC A AAGCCGCG 


3364 


CGCGGCUU CUGAUGAG GCCGUUAGGC CGAA IUUCACCC 


18672 


10591 


AACAAAGC C GCGAAGUG 


3365 


CACUUCGC CUGAUGAG GCCGUUAGGC CGAA ICUUUGUU 


18673 


10603 


AAGUGAUC C AUGUAAGC 


3366 


GCUUACAU CUGAUGAG GCCGUUAGGC CGAA IAUCACUU 


18674 


10604 


AGUGAUCC A UGUAAGCC 


3367 


GGCUUACA CUGAUGAG GCCGUUAGGC CGAA IGAUCACU 


18675 


10612 


AUGUAAGC C CUCAGAAC 


3368 


GUUCUGAG CUGAUGAG GCCGUUAGGC CGAA ICUUACAU 


18676 


10613 


UGUAAGCC C UCAGAACC 


3369 


GGUUCUGA CUGAUGAG GCCGUUAGGC CGAA IGCUUACA 


18677 


10614 


GUAAGCCC U CAGAACCG 


3370 


CGGUUCUG CUGAUGAG GCCGUUAGGC CGAA IGGCUUAC 


18678 


10616 


AAGCCCUC A GAACCGUC 


3371 


GACGGUUC CUGAUGAG GCCGUUAGGC CGAA IAGGGCUU 


18679 


10621 


CUCAGAAC C GUCUCGGA 


3372 


UCCGAGAC CUGAUGAG GCCGUUAGGC CGAA IUUCUGAG 


18680 


10625 


GAACCGUC U CGGAAGGA 


3373 


UCCUUCCG CUGAUGAG GCCGUUAGGC CGAA IACGGUUC 


18681 


10638 


AGGAGGAC C CCACAUGU 


3374 


ACAUGUGG CUGAUGAG GCCGUUAGGC CGAA IUCCUCCU 


18682 


10639 


GGAGGACC C CACAUGUU 


3375 


AACAUGUG CUGAUGAG GCCGUUAGGC CGAA IGUCCUCC 


18683 


10640 


GAGGACCC C ACAUGUUG 


3376 


CAACAUGU CUGAUGAG GCCGUUAGGC CGAA IGGUCCUC 


18684 


10641 


AGGACCCC A CAUGUUGU 


3377 


ACAACAUG CUGAUGAG GCCGUUAGGC CGAA IGGGUCCU 


18685 


10643 


GACCCCAC A UGUUGUAA 


3378 


UUACAACA CUGAUGAG GCCGUUAGGC CGAA IUGGGGUC 


18686 


10653 


GUUGUAAC U UCAAAGCC 


3379 


GGCUUUGA CUGAUGAG GCCGUUAGGC CGAA IUUACAAC 


18687 


10656 


GUAACUUC A AAGCCCAA 


3380 


UUGGGCUU CUGAUGAG GCCGUUAGGC CGAA IAAGUUAC 


18688 


10661 


UUCAAAGC C CAAUGUCA 


3381 


UGACAUUG CUGAUGAG GCCGUUAGGC CGAA ICUUUGAA 


18689 


10662 


UCAAAGCC C AAUGUCAG 


3382 


CUGACAUU CUGAUGAG GCCGUUAGGC CGAA IGCUUUGA 


18690 


10663 


CAAAGCCC A AUGUCAGA 


3383 


UCUGACAU CUGAUGAG GCCGUUAGGC CGAA IGGCUUUG 


18691 


10669 


CCAAUGUC A GACCACGC 


3384 


GCGUGGUC CUGAUGAG GCCGUUAGGC CGAA IACAUUGG 


18692 


10673 


UGUCAGAC C ACGCUACG 


3385 


CGUAGCGU CUGAUGAG GCCGUUAGGC CGAA IUCUGACA 


18693 


10674 


GUCAGACC A CGCUACGG 


3386 


CCGUAGCG CUGAUGAG GCCGUUAGGC CGAA IGUCUGAC 


18694 


10678 


GACCACGC U ACGGCGUG 


3387 


CACGCCGU CUGAUGAG GCCGUUAGGC CGAA ICGUGGUC 


18695 


10688 


CGGCGUGC U ACUCUGCG 


3388 


CGCAGAGU CUGAUGAG GCCGUUAGGC CGAA ICACGCCG 


18696 


10691 


CGUGCUAC U CUGCGGAG 


3389 


CUCCGCAG CUGAUGAG GCCGUUAGGC CGAA IUAGCACG 


18697 


10693 


UGCUACUC U GCGGAGAG 


3390 


CUCUCCGC CUGAUGAG GCCGUUAGGC CGAA IAGUAGCA 


18698 


10705 


GAGAGUGC A GUCUGCGA 


3391 


UCGCAGAC CUGAUGAG GCCGUUAGGC CGAA ICACUCUC 


18699 


10709 


GUGCAGUC U GCGAUAGU 


3392 


ACUAUCGC CUGAUGAG GCCGUUAGGC CGAA IACUGCAC 


18700 


10720 


GAUAGUGC C CCAGGAGG 


3393 


CCUCCUGG CUGAUGAG GCCGUUAGGC CGAA ICACUAUC 


18701 


10721 


AUAGUGCC C CAGGAGGA 


3394 


UCCUCCUG CUGAUGAG GCCGUUAGGC CGAA IGCACUAU 


18702 


10722 


UAGUGCCC C AGGAGGAC 


3395 


GUCCUCCU CUGAUGAG GCCGUUAGGC CGAA IGGCACUA 


18703 


10723 


AGUGCCCC A GGAGGACU 


3396 


AGUCCUCC CUGAUGAG GCCGUUAGGC CGAA IGGGCACU 


18704 


10731 


AGGAGGAC U GGGUUAAC 


3397 


GUUAACCC CUGAUGAG GCCGUUAGGC CGAA IUCCUCCU 


18705 


10740 


GGGUUAAC A AAGGCAAA 


3398 


UUUGCCUU CUGAUGAG GCCGUUAGGC CGAA IUUAACCC 


18706 


10746 


ACAAAGGC A AACCAACG 


3399 


CGUUGGUU CUGAUGAG GCCGUUAGGC CGAA ICCUUUGU 


18707 


10750 


AGGCAAAC C AACGCCCC 


3400 


GGGGCGUU CUGAUGAG GCCGUUAGGC CGAA IUUUGCCU 


18708 


10751 


GGCAAACC A ACGCCCCA 


3401 


UGGGGCGU CUGAUGAG GCCGUUAGGC CGAA IGUUUGCC 


18709 


10756 


ACCAACGC C CCACGCGG 


3402 


CCGCGUGG CUGAUGAG GCCGUUAGGC CGAA ICGUUGGU 


18710 


10757 


CCAACGCC C CACGCGGC 


3403 


GCCGCGUG CUGAUGAG GCCGUUAGGC CGAA IGCGUUGG 


18711 


10758 


CAACGCCC C ACGCGGCC 


3404 


GGCCGCGU CUGAUGAG GCCGUUAGGC CGAA IGGCGUUG 
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Input Sequence « AF196835. Cut Site « CH/. 

Arm Length = 8. Core Sequence « CUGAUGAG X CGAA (X = GCCGUUAGGC or other stem II) 
AF196835 West Nile virus strain NY99-flamingo382-99, complete genome 
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AGCAUUCC G CUCACUGU 


CGCUCACU G UUCGGAGG 


GUUCGGAG G CAUGUCCU 


GGAGGCAU G UCCUGGAU 


ii 

38 

Sj| 


UGCUGGGG G CUCUCCUG 


1 GCUCUCCU G UUGUGGAU 


CUCCUGUU G UGGAUGGG 


i 

§ 
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1 

cd 


GCAUCAAU G CUCGUQAU 


CAAUGCUC G UGAUAGGU 


| CGUGAUAG G UCCAUAGC 


GGUCCAUA G CUCUCACG 
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j UUCUCGCA G UUGGAGGA 


j UUGGAGGA G UUCUGCUC , 
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GACACUGG G UGUGCCAU 
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CD C 

88 


AUCAGCCG G CAAGAGCU 


CGGCAAGA G CUGAGAUG | 


GCUGAGAU G UGGAAGUG f 


AUGUGGAA G UGGAGUGU 


GAAGUGGA G UGUUCAUA 1 


AGUGGAGU G UUCAUACA 
ACAAUQAU G UGGAGGCU 


AUGUGGAG G CUUGGAUG 
AUGGACCG G UACAAGUA 


|f 

is 
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Table VI: WNV DNAzyme and Target Sequence 



POS 


Substrate 


Seq ZD 


DNAzyme Sequence 


Seq ID 


142 


CUGUCAAU A UGCUAAAA 


20 


'l^riAUCA GGCTAGCTACAACGA ATTGACAG 


20025 


196 


AGAGGGCU A UGUUGAGC 


26 


| GCTCAACA GGCTAGCTACAACGA AGCCCTCT 


20026 


228 


GGGCCAAU A CGAUUUGU 


29 


ACAAATCG GGCTAGCTACAACGA ATTGGCCC 


20027 


379 


CCAGUGCU A UCAAUCGG 


53 


CCGATTGA GGCTAGCTACAACGA AGCACTGG 


20028 


469 


GAGCAGUU A CCCUCUCU 


63 


AGAGAGGG GGCTAGCTACAACGA AACTGCTC 


20029 


514 


UAAAUGCLT A CUGACGUC 


70 


GACGTCAG GGCTAGCTACAACGA AGCATTTA 


20030 


564 


AAGAACCU A UGCAUUGU 


76 


ACAATGCA GGCTAGCTACAACGA AGGTTCTT 


20031 


593 


UGUGGGAU A CAUGUGCG 


79 


CGCACATG GGCTAGCTACAACGA ATCCCACA 


20032 


607 


! GCGAUGAU A CUAUCACU 


80 


AGTGATAG GGCTAGCTACAACGA ATCATCGC 


20033 


610 


AUGAUACU A UCACUUAU 


81 


ATAAGTGA GGCTAGCTACAACGA AGTATCAT 


20034 


! 617 


UAUCACUU A UGAAUGCC 


84 


GGCATTCA GGCTAGCTACAACGA AAGTGATA 


20035 


689 


AGCAGUCU A CGUCAGGU 


92 


ACCTGACG GGCTAGCTACAACGA AGACTGCT 


20036 


698 


CGUCAGGU A UGGAAGAU 


94 


! ATCTTCCA GGCTAGCTACAACGA ACCTGACG 


20037 


824 


CACAAGGU A UUUGGUAA 


101 


TTACCAAA GGCTAGCTACAACGA ACCTTGTG 


20038 


866 


CCCUGGAU A UGCCCUGG 


108 


CCAGGGCA GGCTAGCTACAACGA ATCCAGGG 


20039 


939 


GUCGUGCU A UUGCUUUU 


117 


AAAAGCAA GGCTAGCTACAACGA AGCACGAC 


20040 


962 


CCCAGCUU A CAGCUUCA 


123 


TGAAGCTG GGCTAGCTACAACGA AAGCTGGG 


20041 


1063 


GCGUGACU A UCAUGUCU 


136 


AGACATGA GGCTAGCTACAACGA AGTCACGC 


20042 


1084 


ACAAGCOJ A CCAUCGAU 


140 


ATCGATGG GGCTAGCTACAACGA AGGCTTGT 


20043 


1108 


UGAUGAAU A UGGAGGCG 


142 


CGCCTCCA GGCTAGCTACAACGA ATTCATCA 


20044 


1142 


CCGCAGUU A UUGCUAUU 


146 


AATAGCAA GGCTAGCTACAACGA AACTGCGG 


20045 


1148 


UUAUUGCU A UUUGGCUA 


148 


TAGCCAAA GGCTAGCTACAACGA AGCAATAA 


20046 


1156 


AUUUGGCU A CCGUCAGC 


151 


GCTGACGG GGCTAGCTACAACGA AGCCAAAT 


20047 


1287 


UGCGGAUU A UUUGGCAA 


161 


TTGCCAAA GGCTAGCTACAACGA AATCCGCA 


20048 


1333 


CCUGCUCU A CCAAGGCA 


168 


TGCCTTGG GGCTAGCTACAACGA AGAGCAGG 


20049 


1369 


AAGAGAAU A UCAAGUAC 


172 


GTACTTGA GGCTAGCTACAACGA ATTCTCTT 


20050 


1376 


UAUCAAGU A CGAAGUGG 


174 


CCACTTCG GGCTAGCTACAACGA ACTTGATA 


20051 


1408 


GACCAACU A CUGUGGAG 


180 


Cl'CUACAG GGCTAGCTACAACGA AGTTGGTC 




1430 


CGGAAACU A CUCCACAC 


182 


GTGTGGAG GGCTAGCTACAACGA AGTTTCCG 


20053 


1493 


GCCUUCAU A CACACUAA 


192 


TrAGTGTG GGCTAGCTACAACGA ATGAAGGC 


20054 


1514 


UGGAGAAU A UGGAGAGG 


195 


CCTCTCCA GGCTAGCTACAACGA ATTCTCCA 


20055 


1568 


CAAUGCAU A CUACGUGA 


198 


TCACGTAG GGCTAGCTACAACGA ATGCATTG 




1571 


UGCAUACU A CGUGAUGA 


199 


TCATCACG GGCTAGCTACAACGA AGTATGCA 


«VU3 / 


1657 


CUGGAAGU A CUGUGUGG 


211 


CCACACAG GGCTAGCTACAACGA ACTTCCAG 


20058 


1871 


AACAACCU A UGGCGUCU 


239 


AGACGCCA GGCTAGCTACAACGA AGGTTGTT 


20059 


1952 


AUUGCAGU A CACUGGCA 


254 


TGCCAGTG GGCTAGCTACAACGA ACTGCAAT 


avUOU 


1984 


AAGUUCCU A UCUCGUCA 


258 


TGACGAGA GGCTAGCTACAACGA AGGAACTT 


20061 


2114 


AGACUCAU A CAUAGUGG 


282 


CCACTATG GGCTAGCTACAACGA ATGAGTCT 


20062 


2191 


AAGCCUUU A CAACCACC 


291 


GGTGGTTG GGCTAGCTACAACGA AAAGGCTT 


20063 


2532 


GUGUUCAU A CACAAUGA 


343 


TCATTGTG GGCTAGCTACAACGA ATGAACAC 


20064 


2564 


GGACCGGU A CAAGUAUU 


345 


AATACTTG GGCTAGCTACAACGA ACCGGTCC 


20065 


2570 


GUACAAGU A UUACCCUG 


346 


CAGGGTAA GGCTAGCTACAACGA ACTTGTAC 




2573 


CAAGUAUU A CCCUGAAA 


346 


TTTCAGGG GGCTAGCTACAACGA AATACTTG 


20067 


2640 


UGCGGUCU A CGAUCAGU 


356 


ACTGATCG GGCTAGCTACAACGA AGACCGCA 


20068 


2759 


GGGAAUGU A CAAGUCAG 


370 


CTGACTTG GGCTAGCTACAACGA ACATTCCC 


20069 


2833 


GAAAGAGU A UUUUAUUU 


376 


AAATAAAA GGCTAGCTACAACGA ACTCTTTC 


20070 


2838 


AGUAUUUU A UUUGCACC 


380 


GGTGCAAA GGCTAGCTACAACGA AAAATACT 


20071 


3068 


CCUGUCCU A UUGGAUUG 


413 


CAATCCAA GGCTAGCTACAACGA AGGACAGG 


20072 


3094 


UCAAUGAU A CGUGGAAG 


417 


CTTCCACG GGCTAGCTACAACGA ATCATTGA 


20073 


3139 


AAUCAUGU A CGUGGCCU 


423 


AGGCCACG GGCTAGCTACAACGA ACATGATT 


20074 


3157 


AGACGCAU A CCUUGUGG 


424 


CCACAAGG GGCTAGCTACAACGA ATGCGTCT 


20075 


3198 


UUGAUAAU A CCAGUCAC 


430 


GTGACTGG GGCTAGCTACAACGA ATTATCAA 


20076 


3248 


ACCUGGGU A CAAGACAC 


434 


GTGTCTTG GGCTAGCTACAACGA ACCCAGGT 


20077 


3305 


CUUCGAUU A CUGCCCAG 


440 


CTGGGCAG GGCTAGCTACAACGA AATCGAAG 


20078 


3319 


CAGGAACU A CGGUCACC 


441 


GGTGACCG GGCTAGCTACAACGA AGTTCCTG 


20079 


3423 


UGCACCUU A CCACCACU 


448 


AGTGGTGG GGCTAGCTACAACGA AAGGTGCA 


20080 


3437 


ACUGCGCU A CCAAACUG 


449 


CAGTTTGG GGCTAGCTACAACGA AGCGCAGT 


20081 


3461 


CUGUUGGU A UGGUAUGG 


451 


CCATACCA GGCTAGCTACAACGA ACCAACAG 


20082 
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3466 


GGUAUGGU A UGGAGAUC 


452 


GATCTCCA GGCTAGCTACAACGA ACCATACC 


20083 


3527 


GAAUGCUU A UAAUGCUG 


457 


CAGCATTA GGCTAGCTACAACGA AAGCATTC 


20084 


3538 


AUGCUGAU A UGAUUGAC 


459 


GTCAATCA GGCTAGCTACAACGA ATCAGCAT 


20085 


3634 


UGCCAGCU A UACUGAUU 


476 


AATCAGTA GGCTAGCTACAACGA AGCTGGCA 


20086 


3636 


CCAGCUAU A CUGAUUGC 


477 


GCAATCAG GGCTAGCTACAACGA ATAGCTGG 


20087 


3673 


GGGGCAUU A CUUACACU 


485 


AGTGTAAG GGCTAGCTACAACGA AATGCCCC 


20088 


3677 


CAUUACUU A CACUGAUG 


487 


CATCAGTG GGCTAGCTACAACGA AAGTAATG 


20089 


3690 


GAUGUGUU A CGCUAUGU 


489 


ACATAGCG GGCTAGCTACAACGA AACACATC 


20090 


3695 


GUUACGCU A UGUCAUCU 


490 


AGATGACA GGCTAGCTACAACGA AGCGTAAC 


20091 


3750 


GACGUGGD A CACUUGGC 


501 


GCCAAGTG GGCTAGCTACAACGA ACCACGTC 


20092 


3780 


UUCAAGAU A CAACCAGU 


506 


ACTGGTTG GGCTAGCTACAACGA ATCTTGAA 


20093 


3793 


CAGUGUUU A UGGUGGCA 


509 


TGCCACCA GGCTAGCTACAACGA AAACACTG 


20094 


3878 


AAUGGCUU A UCACGAUG 


528 


CATCGTGA GGCTAGCTACAACGA AAGCCATT 


20095 


3951 


UGGAUGAU A CUGAGAGC 


539 


GCTCTCAG GGCTAGCTACAACGA ATCATCCA 


20096 


4046 


GGAUGUGU A CAGGAUAC 


551 


GTATCCTG GGCTAGCTACAACGA ACACATCC 


20097 


4053 


UACAGGAU A CUGCUGUU 


552 


AACAGCAG GGCTAGCTACAACGA ATCCTGTA 


20098 


4134 


AGUCUGCU A UGCUUGGC 


559 


GCCAAGCA GGCTAGCTACAACGA AGCAGACT 


20099 


4321 


CAAUGACU A UCGCGGGG 


584 


CCCCGCGA GGCTAGCTACAACGA AGTCATTG 


20100 


4372 


CAACAGAU A UGUGGAUU 


596 


AATCCACA GGCTAGCTACAACGA ATCTGTTG 


20101 


4423 


CAGAAAUU A CAGGCUCG 


602 


CGAGCCTG GGCTAGCTACAACGA AATTTCTG 


20102 


4509 


UGGAAGAU A UGGAUGCU 


611 


AGCATCCA GGCTAGCTACAACGA ATCTTCCA 


20103 


4547 


UAGUGCGU A CACCCCCU 


618 


AGGGGGTG GGCTAGCTACAACGA ACGCACTA 


20104 


4601 


UCUCCAAU A CACAAAGA 


630 


TCTTTGTG GGCTAGCTACAACGA ATTGGAGA 


20105 


4649 


AAAGGAGU A GAAAAAGG 


634 


CCTTTTTG GGCTAGCTACAACGA ACTCCTTT 


20106 


4679 


CGGCGUCU A CAGGAUCA 


636 


TGATCCTG GGCTAGCTACAACGA AGACGCCG 


20107 


4712 


CGGCAGUU A UCAAGCAG 


641 


CTGCTTGA GGCTAGCTACAACGA AACTGCCG 


20108 


4765 


UUUGGCAU A CAACAAAA 


650 


TTTTGTTG GGCTAGCTACAACGA ATGCCAAA 


20109 


4614 


GGACCCAU A CUGGGGCA 


653 


TGCCCCAG GGCTAGCTACAACGA ATGGGTCC 


20110 


4847 


ACUUUGUU A CGGAGGAC 


659 


GTCCTCCG GGCTAGCTACAACGA AACAAAGT 


20111 


5060 


UGGGCUUU A UGGCAAUG 


678 


CATTGCCA GGCTAGCTACAACGA AAAGCCCA 


20112 


5093 


CGGCUCAU A CAUAAGCG 


682 


CGCTTATG GGCTAGCTACAACGA ATGAGCCG 


20113 


5184 


AUCACUGU A CUGGAUCU 


689 


AGATCCAG GGCTAGCTACAACGA ACAGTGAT 


20114 


5339 


CAUCCGGU A CCAGACAU 


702 


ATGTCTGG GGCTAGCTACAACGA ACCGGATG 


20115 


5404 


GUCAUGCU A CCCUCACC 


709 


GGTGAGGG GGCTAGCTACAACGA AGCATGAC 


20116 


5447 


GCCGAACU A CAACCUGU 


714 


ACAGGTTG GGCTAGCTACAACGA AGTTCGGC 


20117 


5510 


AAGAGGUU A CAUUUCCA 


724 


TGGAAATG GGCTAGCTACAACGA AACCTCTT 


20116 


5550 


GCGGCAAU A UUCAUGAC 


730 


GTCATGAA GGCTAGCTACAACGA ATTGCCGC 


20119 


5619 


UCCGACUU A CAGACUGA 


745 


TCAGTCTG GGCTAGCTACAACGA AAGTCGGA 


20120 


5657 


CUCUGGAU A CGAAUGGA 


750 


TCCATTCG GGCTAGCTACAACGA ATCCAGAG 


20121 


5675 


CACAGAAU A CACCGGGA 


752 


TCCCGGTG GGCTAGCTACAACGA ATTCTGTG 


20122 


5739 


CUUUGCCU A CAACGUGC 


762 


GCACGTTG GGCTAGCTACAACGA AGGCAAAG 


20123 


5783 


AAAGUCGU A CGAGACGG 


767 


CCGTCTCG GGCTAGCTACAACGA ACGACTTT 


20124 


5795 


GACGGAGU A CCCAAAAU 


768 


ATTTTGGG GGCTAGCTACAACGA ACTCCGTC 


20125 


5830 


ACUUUGUU A UCACAACA 


774 


TGTTGTGA GGCTAGCTACAACGA AACAAAGT 


20126 


5844 


ACAGACAU A UCUGAAAU 


776 


ATTTCAGA GGCTAGCTACAACGA ATGTCTGT 


20127 


5995 


GUGGACGU A UCGGUAGA 


787 


TCTACCGA GGCTAGCTACAACGA ACGTCCAC 


20128 


6029 


UGAUGAGU A CUGUUAUG 


793 


CATAACAG GGCTAGCTACAACGA ACTCATCA 


20129 


6035 


GUACUGUU A UGGGGGGC 


795 


GCCCCCCA GGCTAGCTACAACGA AACAGTAC 


20130 


6140 


UCAAUUCU A CCAACCAG 


806 


CTGGTTGG GGCTAGCTACAACGA AGAATTGA 


20131 


6162 


GAGAAGGU A UAUACCAU 


807 


ATGGTATA GGCTAGCTACAACGA ACCTTCTC 


20132 


6164 


GAAGGUAU A UACCAUGG 


808 


CCATGGTA GGCTAGCTACAACGA ATACCTTC 


20133 


6166 


AGGUAUAU A CCAUGGAU 


809 


ATCCATGG GGCTAGCTACAACGA ATATACCT 


20134 


6182 


UGGGGAAU A CCGGCUCA 


810 


TGAGCCGG GGCTAGCTACAACGA ATTCCCCA 


20135 


6257 


GCUGGCUU A CAAGGUUG 


820 


CAACCTTG GGCTAGCTACAACGA AAGCCAGC 


20136 


6284 


AGUGUCAU A CCACGACC 


823 


GGTCGTGG GGCTAGCTACAACGA ATGACACT 


20137 


6416 


CAGGGUGU A CUCGGAUC 


838 | 


GATCCGAG GGCTAGCTACAACGA ACACCCTG 


20138 


6551 


CACCAUGU A CGUUGUGG 


858 


CCACAACG GGCTAGCTACAACGA ACATGGTG 


20139 


6645 


AUUGCCUU A UUGAGUGU 


868 


ACACTCAA GGCTAGCTACAACGA AAGGCAAT 


20140 


6669 


AUGGGAGU A UUCUUCCU 


870 


AGGAAGAA GGCTAGCTACAACGA ACTCCCAT 


20141 


7049 


GUCACUGU A CGCUGUGA 


934 


TCACAGCG GGCTAGCTACAACGA ACAGTGAC 


20142 


7106 


GUCAGAUU A CAUCAACA 


944 


TGTTGATG GGCTAGCTACAACGA AATCTGAC 


20143 


7152 


AGUGCACU A UUCACACU 


952 


AGTGTGAA GGCTAGCTACAACGA AGTGCACT 


20144 
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7246 


UCACCGUU A CGGUAACA 


969 


TGTTACCG GGCTAGCTACAACGA AACGGTGA 


20145 


7280 


OUGCCACU A UGCOIACA 


977 


TGTAGGCA GGCTAGCTACAACGA AGTGGCAA 


20146 


7286 


CUAUGCCU A CAUGGIKJC 


978 


GAACCATG GGCTAGCTACAACGA AGGCATAG 


20147 


7500 


AAGACAGU A CGAGAAGC 


1000 


GCTTCTCG GGCTAGCTACAACGA ACTGTCTT 


20148 


7629 


UCAUGUCU A UCCADAAC 


1017 


GTTATGGA GGCTAGCTACAACGA AGACATGA 


20149 


7760 


CACUAGGU A CCGCAAAG 


1030 


CTTTGCGG GGCTAGCTACAACGA ACCTAGTG 


20150 


7946 


UUGGUGUU A CUAUAUGG 


1051 


CCATATAG GGCTAGCTACAACGA AACACCAA 


20151 


7949 


GUGUUACU A UAUGGCAA 


1052 


TTGCCATA GGCTAGCTACAACGA AGTAACAC 


20152 


7951 


GOUACUAU A UGGCAACC 


1053 


GGTTGCCA GGCTAGCTACAACGA ATAGTAAC 


20153 


7988 


CAGAGGGU A CACAAAGG 


1056 


CCTTTGTG GGCTAGCTACAACGA ACCCTCTG 


20154 


8036 


GCAAAGUU A UGGAUGGA 


1060 


TCCATCCA GGCTAGCTACAACGA AACTTTGC 


20155 


8081 


UGUGUUCU A CAGACCUU 


1065 


AAGGTCTG GGCTAGCTACAACGA AGAACACA 


20156 


8240 


CUGCCCCU A CAUGCCGA 


1087 


TCGGCATG GGCTAGCTACAACGA AGGGGCAG 


20157 


8285 


ACGCCGGU A UGGGGGGG 


1091 


CCCCCCCA GGCTAGCTACAACGA ACCGGCGT 


20158 


8339 


CGAGAUGU A UUGGGUGA 


1097 


TCACCCAA GGCTAGCTACAACGA ACATCTCG 


20159 


8370 


AAUGUGGU A CAUUCAGU 


1102 


ACTGAATG GGCTAGCTACAACGA ACCACATT 


20160 


8383 


CAGUGAAU A UGACCAGC 


1105 


GCTGGTCA GGCTAGCTACAACGA ATTCACTG 


20161 


8441 


ACCCCAAU A CGAGGAAG 


1108 


CTTCCTCG GGCTAGCTACAACGA ATTGGGGT 


20162 


8549 


GCGUGAGU A CAGUUCGA 


1117 


TCGAACTG GGCTAGCTACAACGA ACTCACGC 


20163 


8585 


CCACCCAU A UAGAACCU 


1120 


AGGTTCTA GGCTAGCTACAACGA ATGGGTGG 


20164 


8600 


CUGGAACU A UCACGGCA 


1122 


TGCCGTGA GGCTAGCTACAACGA AGTTCCAG 


20165 


8612 


CGGCAGUU A UGAUGUGA 


1125 


TCACATCA GGCTAGCTACAACGA AACTGCCG 


20166 


8701 


CGAAUGUU A CCACCAUG 


1136 


CATGGTGG GGCTAGCTACAACGA AACATTCG 


20167 


8725 


CUGACACU A CUCCCUUC 


1137 


GAAGGGAG GGCTAGCTACAACGA AGTGTCAG 


20168 


8801 


AGUGAAGU A CGUGCUCA 


1144 


TGAGCACG GGCTAGCTACAACGA ACTTCACT 


20169 


9041 


UUGCAUUU A CAACAUGA 


1173 


TCATGTTG GGCTAGCTACAACGA AAATGCAA 


20170 


9236 


ACUGGGUU A CAUCCUGC 


1199 


• GCAGGATG GGCTAGCTACAACGA AACCCAGT 


20171 


9278 


CAAGAUCU A UGCUGAUG 


1203 


CATCAGCA GGCTAGCTACAACGA AGATCTTG 


20172 


9404 


GCUCACCU A UCGUCACA 


1215 


TGTGACGA GGCTAGCTACAACGA AGGTGAGC 


20173 


9466 


UGGAUGUU A UCUCCAGA 


1221 


TCTGGAGA GGCTAGCTACAACGA AACATCCA 


20174 


9509 


UGUCACCU A CGCCCUAA 


1227 


TTAGGGCG GGCTAGCTACAACGA AGGTGACA 


20175 


9745 


UCAAUGCU A UGUCAAAG 


1249 


CTTTGACA GGCTAGCTACAACGA AGCATTGA 


20176 


9797 


UGGAUGGU A UGAUUGGC 


1255 


GCCAATCA GGCTAGCTACAACGA ACCATCCA 


20177 


9915 


GCUCGCAU A UCUCCAGG 


1273 


CCTGGAGA GGCTAGCTACAACGA ATGCGAGC 


20178 


9968 


UAAGUCUU A UGCCCAGA 


1282 


TCTGGGCA GGCTAGCTACAACGA AAGACTTA 


20179 


9992 


GCUUCUGU A CUUCCACA 


1285 


TGTGGAAG GGCTAGCTACAACGA ACAGAAGC 


20180 


10063 


GGGUCCCU A CCGGAAGA 


1295 


TCTTCCGG GGCTAGCTACAACGA AGGGACCC 


20181 


10208 


] CGUCCCAU A UUCAGGAA 


1304 


TTCCTGAA GGCTAGCTACAACGA ATGGGACG 


20182 


10294 


! AGGUGGCU A UCAACCAA 


1310 


TTGGTTGA GGCTAGCTACAACGA AGCCACCT 


20183 


10331 


UGAGAAGU A UGUGGAUU 


1315 


AATCCACA GGCTAGCTACAACGA ACTTCTCA 


20184 


10340 


UGUGGAUU A CAUGAGUU 


1317 


AACTCATG GGCTAGCTACAACGA AATCCACA 


20185 


10361 


AAAGAGAU A UGAAGACA 


1321 


TGTCTTCA GGCTAGCTACAACGA ATCTCTTT 


20186 


10392 


GACACAGU A CUGUAGAU 


1325 


ATCTACAG GGCTAGCTACAACGA ACTGTGTC 


20187 


10401 


CUGUAGAU A UUUAAUCA 


1327 


TGATTAAA GGCTAGCTACAACGA ATCTACAG 


20188 


10426 


UAGACAAU A UAAGUAUG 


1335 


CATACTTA GGCTAGCTACAACGA ATTGTCTA 


20189 


10432 


AUAUAAGU A UGCAUAAA 


1337 


TTTATGCA GGCTAGCTACAACGA ACTTATAT 


20190 


10452 


GUAGUUUU A UAGUAGUA 


1343 


TACTACTA GGCTAGCTACAACGA AAAACTAC 


20191 


10460 


AUAGUAGU A UUUAGUGG 


1346 


CCACTAAA GGCTAGCTACAACGA ACTACTAT 


20192 


10679 


ACCACGCU A CGGCGUGC 


1375 


GCACGCCG GGCTAGCTACAACGA AGCGTGGT 


20193 


10689 


GGCGUGCU A CUCUGCGG 


1376 


CCGCAGAG GGCTAGCTACAACGA AGCACGCC j 


20194 


10928 


AACAGCAU A UUGACACC 


1397 


GGTGTCAA GGCTAGCTACAACGA ATGCTGTT 


20195 


63 


CAAUUAAC A CAGUGCGA 


1412 


TCGCACTG GGCTAGCTACAACGA GTTAATTG 


20196 


85 


UUCUUAGC A CGAAGAUC 


1416 


GATCTTCG GGCTAGCTACAACGA GCTAAGAA 


20197 


265 


UCAGGIKJC A CAGCAAUU 


1445 


AATTGCTG GGCTAGCTACAACGA GAACCTGA 


20198 


335 


GAUGAAAC A CCUUCUGA 


1457 


TCAGAAGG GGCTAGCTACAACGA GTTTCATC 


20199 


436 


UUGCAGUC A UGAUUGGC 


1473 


GCCAATCA GGCTAGCTACAACGA GACTGCAA 


20200 


523 


CUGACGUC A CAGAUGUC 


1489 


GACATCTG GGCTAGCTACAACGA GACGTCAG 


20201 


532 


CAGAUGUC A UCACGAUU 


1491 


AATCGTGA GGCTAGCTACAACGA GACATCTG 


20202 


535 


AUGUCAUC A CGAUUCCA 


1492 


TGGAATCG GGCTAGCTACAACGA GATGACAT 


20203 


568 


ACCUAUGC A UUGUCAGA 


1500 


TCTGACAA GGCTAGCTACAACGA GCATAGGT 


20204 


595 


UGGGAUAC A UGUGCGAU 


1503 


ATCGCACA GGCTAGCTACAACGA GTATCCCA 


20205 


613 


AUACUAUC A CUUAUGAA 


1505 


TTCATAAG GGCTAGCTACAACGA GATAGTAT 


20206 
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658 


CAGAAGAC A UCGACUGU 


1514 


ACAGTCGA GGCTAGCTACAACGA GTCTTCTG 


20207 


673 


GUUGGUGC A CAAAGUCA 


1516 


TGACTTTG GGCTAGCTACAACGA GCACCAAC 


20208 


709 


GAAGAUGC A CCAAGACA 


1522 


TGTCTTGG GGCTAGCTACAACGA GCATCTTC 


20209 


717 


ACCAAGAC A CGCCACUC 


1525 


GAGTGGCG GGCTAGCTACAACGA GTCTTGGT 


20210 


722 


GACACGCC A CUCAAGAC 


1527 


GTCTTGAG GGCTAGCTACAACGA GGCGTGTC 


20211 


744 


CGGAGGUC A CUGACAGU 


1531 


ACTGTCAG GGCTAGCTACAACGA GACCTCCG 


20212 


759 


GUGCAGAC A CACGGAGA 


1535 


TCTCCGTG GGCTAGCTACAACGA GTCTGCAC 


20213 


761 


GCAGACAC A CGGAGAAA 


1536 


TTTCTCCG GGCTAGCTACAACGA GTGTCTGC 


20214 


772 


GA6AAAGC A CUCUAGCG 


1537 


CGCTAGAG GGCTAGCTACAACGA GCTTTCTC 


20215 


808 


UGGACAGC A CCAAGGCC 


1543 


GGCCTTGG GGCTAGCTACAACGA GCTGTCCA 


20216 


817 


CCAAGGCC A CAAGGUAU 


1547 


ATACCTTG GGCTAGCTACAACGA GGCCTTGG 


20217 


843 


ACAGAAUC A UGGADCUU 


1550 


AAGATCCA GGCTAGCTACAACGA GATTCTGT 


20218 


886 


CAGCCGUC A UUGGUUGG 


1560 


CCAACCAA GGCTAGCTACAACGA GACGGCTG 


20219 


910 


GGAGCAAC A CCAUGCAG 


1563 


CTGCATGG GGCTAGCTACAACGA GTTGCTCC 


20220 


913 


GCAACACC A UGCAGAGA 


1565 


TCTCTGCA GGCTAGCTACAACGA GGTGTTGC 


20221 


1023 


GGAGCAAC A UGGGUGGA 


1586 


TCCACCCA GGCTAGCTACAACGA GTTGCTCC 


20222 


1066 


UGACUAUC A UGUCUAAG 


1591 


CTTAGACA GGCTAGCTACAACGA GATAGTCA 


20223 


1087 


AGCCUACC A UCGAUGUG 


1597 


CACATCGA GGCTAGCTACAACGA GGTAGGCT 


20224 


1174 


AUCUCUCC A CCAAAGCU 


1611 


AGCTTTGG GGCTAGCTACAACGA GGAGAGAT 


20225 


1195 


GCCCGACC A UGGGAGAA 


1618 


TTCTCCCA GGCTAGCTACAACGA GGTCGGGC 


20226 


1208 


AGAAGCUC A CAAUGACA 


1620 


TGTCATTG GGCTAGCTACAACGA GAGCTTCT 


20227 


1303 


AAGGAAGC A UUGACACA 


1635 


TGTGTCAA GGCTAGCTACAACGA GCTTCCTT 


20228 


1309 


GCAUUGAC A CAUGCGCC 


1636 


GGCGCATG GGCTAGCTACAACGA GTCAATGC 


20229 


1311 


AUUGACAC A UGCGCCAA 


1637 


TTGGCGCA GGCTAGCTACAACGA GTGTCAAT 


20230 


1354 


GAAGAACC A UCUUGAAA 


1648 


TTTCAAGA GGCTAGCTACAACGA GGTTCTTC 


20231 


1387 


AAGUGGCC A UUUUUGUC 


1652 


GACAAAAA GGCTAGCTACAACGA GGCCACTT 


20232 


1397 


UUUUGUCC A UGGACCAA 


1654 


TTGGTCCA GGCTAGCTACAACGA GGACAAAA 


20233 


1421 


GGAGUCGC A CGGAAACU 


1659 


AGTTTCCG GGCTAGCTACAACGA GCGACTCC 


20234 


1435 


ACUACUCC A CACAGGUU 


1663 


AACCTGTG GGCTAGCTACAACGA GGAGTAGT 


20235 


143 7 


UACUCCAC A CAGGUUGG 


1664 


CCAACCTG GGCTAGCTACAACGA GTGGAGTA 


20236 


1450 


UUGGAGCC A CUCAGGCA 


1667 


TGCCTGAG GGCTAGCTACAACGA GGCTCCAA 


20237 


1471 


GAUUCAGC A UCACUCCU 


1672 


AGGAGTGA GGCTAGCTACAACGA GCTGAATC 


20238 


1474 


UCAGCAUC A CUCCUGCG 


1673 


CGCAGGAG GGCTAGCTACAACGA GATGCTGA 


20239 


1491 


GCGCCUUC A UACACACU 


1679 


AGTGTGTA GGCTAGCTACAACGA GAAGGCGC 


20240 


1495 


CUUCAUAC A CACUAAAG 


1680 


CTTTAGTG GGCTAGCTACAACGA GTATGAAG 


20241 


1497 


UCAUACAC A CUAAAGCU 


1681 


AGCTTTAG GGCTAGCTACAACGA GTGTATGA 


20242 


1542 


UGUGAACC A CGGUCAGG 


1687 


CCTGACCG GGCTAGCTACAACGA GGTTCACA 


20243 


1558 


GGAUUGAC A CCAAUGCA 


1689 


TGCATTGG GGCTAGCTACAACGA GTCAATCC 


20244 


1566 


ACCAAUGC A UACUACGU 


1692 


ACGTAGTA GGCTAGCTACAACGA GCATTGGT 


20245 


1607 


CUUGGUCC A UCGUGAGU 


1698 


ACTCACGA GGCTAGCTACAACGA GGACCAAG 


20246 


1621 


AGUGGUUC A UGGACCUC 


1699 


GAGGTCCA GGCTAGCTACAACGA GAACCACT 


20247 


1701 


GAGGAACC A CACGCCAC 


1713 


GTGGCGTG GGCTAGCTACAACGA GGTTCCTC 


20248 


1703 


GGAACCAC A CGCCACGA 


1714 


TCGTGGCG GGCTAGCTACAACGA GTGGTTCC 


20249 


1708 


CACACGCC A CGAAGCAG 


1716 


CTGCTTCG GGCTAGCTACAACGA GGCGTGTG 


20250 


1728 


GUGAUAGC A UUGGGCUC 


1719 


GAGCCCAA GGCTAGCTACAACGA GCTATCAC 


20251 


1737 


UUGGGCUC A CAAGAGGG 


1721 


CCCTCTTG GGCTAGCTACAACGA GAGCCCAA 


20252 


1754 


AGCUCUGC A UCAAGCUU 


1725 


AAGCTTGA GGCTAGCTACAACGA GCAGAGCT 


20253 


1774 


CUGGAGCC A UUCCUGUQ 


1730 


CACAGGAA GGCTAGCTACAACGA GGCTCCAG 


20254 


1798 


CAAGCAAC A OJGUCAAG 


1735 


CTTGACAG GGCTAGCTACAACGA GTTGCTTG 


20255 


1820 


GUCGGGUC A UUUGAAGU 


1738 


ACTTCAAA GGCTAGCTACAACGA GACCCGAC 


20256 


1918 


CCGCAGAC A CAGGUCAC 


1752 


1 GTGACCTG GGCTAGCTACAACGA GTCTGCGG 


20257 


1925 


CACAGGUC A CGGCACUG 


1754 


CAGTGCCG GGCTAGCTACAACGA GACCTGTG 


20258 


1930 


GUCACGGC A CUGUGGUG 


1755 


CACCACAG GGCTAGCTACAACGA GCCGTGAC 


20259 


1954 


UGCAGUAC A CUGGCACG 


1758 


CGTGCCAG GGCTAGCTACAACGA GTACTGCA 


20260 


1960 


! ACACUGGC A CGGAUGQA 


1760 


TCCATCCG GGCTAGCTACAACGA GCCAGTGT 


20261 


2001 


GUGGCUOQ A UUGAACGA 


1769 


TCGTTCAA GGCTAGCTACAACGA GAAGCCAC 


20262 


2035 


GAUUGGUC A CUGUCAAC 


1775 


GTTGACAG GGCTAGCTACAACGA GACCAATC 


20263 


2062 


CAGUGGCC A CGGCCAAC 


1783 


GTTGGCCG GGCTAGCTACAACGA GGCCACTG 


20264 


2097 


UUGGAACC A CCCUUUGG 


1790 


CCAAAGGG GGCTAGCTACAACGA GGTTCCAA 


20265 


2112 


GGAGACUC A 0ACAUAGU 


1795 


ACTATGTA GGCTAGCTACAACGA GAGTCTCC 


20266 


2116 


ACUCAUAC A UAGUGGUG 


1796 


CACCACTA GGCTAGCTACAACGA GTATGAGT 


20267 


2150 


gaucaauc a ccaduggc 


1801 


GCCAATGG GGCTAGCTACAACGA GATTGATC 


20268 
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2153 


CAAUCACC A UUGGCACA 


1803 


TGTGCCAA GGCTAGCTACAACGA GGTGATTG 


20269 


2159 


CCAUUGGC A CAAGUCUG 


1804 


CAGACTTG GGCTAGCTACAACGA GCCAATGG 


20270 


2176 


GAAGCAGC A UUGGCAAA 


1808 


TTTGCCAA GGCTAGCTACAACGA GCTGCTTC 


20271 


2197 


UUACAACC A CCCUCAAA 


1814 


TTTGAGGG GGCTAGCTACAACGA GGTTGTAA 


20272 


2236 


UAGGAGAC A CAGCUUGG 


1824 


CCAAGCTG GGCTAGCTACAACGA GTCTCCTA 


20273 


2272 


GGGUGUUC A CCUCAGUU 


1829 


AACTGAGG GGCTAGCTACAACGA GAACACCC 


20274 


2294 


GGCUGUCC A UCAAGUGU 


1835 


ACACTTGA GGCTAGCTACAACGA GGACAGCC 


20275 


2313 


GGAGGAGC A UUCCGCUC 


1837 


GAGCGGAA GGCTAGCTACAACGA GCTCCTCC 


20276 


2322 


UUCCGCUC A CUGUUCGG 


1840 


CCGAACAG GGCTAGCTACAACGA GAGCGGAA 


20277 


2335 


UCGGAGGC A UGUCCUGG 


1842 


CCAGGACA GGCTAGCTACAACGA GCCTCCGA 


20278 


2386 


GGAUGGGC A UCAADGCU 


1851 


AGCATTGA GGCTAGCTACAACGA GCCCATCC 


20279 


2407 


AUAGGUCC A UAGCUCUC 


1855 


GAGAGCTA GGCTAGCTACAACGA GGACCTAT 


20280 


2416 


UAGCUCUC A CGUUUCUC 


1858 


GAGAAACG GGCTAGCTACAACGA GAGAGCTA 


20281 


2465 


GAACGUGC A CGCUGACA 


1868 


TGTCAGCG GGCTAGCTACAACGA GCACGTTC 


20282 


2473 


AOGCUGAC A CUGGGUGU 


1870 


ACACCCAG GGCTAGCTACAACGA GTCAGCGT 


20283 


2485 


GGUGUGCC A UAGACAUC 


1873 


GATGTCTA GGCTAGCTACAACGA GGCACACC 


O (J9Q A 


2491 


CCAUAGAC A UCAGCCGG 


1874 


CCGGCTGA GGCTAGCTACAACGA GTCTATGG 


20285 


2530 


GAGUGUUC A UACACAAU 


1879 


ATTGTGTA GGCTAGCTACAACGA GAACACTC 


20286 


2534 


GUUCAUAC A CAAUGAUG 


1880 


CATCATTG GGCTAGCTACAACGA GTATGAAC 


20287 


2586 


GAAACGCC A CAAGGCCU 


1889 


AGGCCTTG GGCTAGCTACAACGA GGCGTTTC 




2605 


CCAAGAUC A UUCAGAAA 


1895 


TTTCTGAA GGCTAGCTACAACGA GATCTTGG 


20289 


2618 


GAAAGCUC A UAAGGAAG 


1898 


CTTCCTTA GGCTAGCTACAACGA GAGCTTTP 

^ * ww x i«i www x «»>j w iAwmuwi vjnww x x X w 




2663 


ACUGGAGC A UCAAAUGU 


1904 


ACATTTGA GGCTAGCTACAACGA GCTCCAGT 




2698 


AGCUGAAC A CUCUUUUG 


1908 


CAAAAGAG GGCTAGCTACAACGA GTTCAGCT 




2769 


AAGUCAGC A CCUAAACG 


1916 


CGTTTAGG GGCTAGCTACAACGA GCTGACTT 


20293 


2782 


AACGCCUC A CCGCCACC 


1921 


GGTGGCGG GGCTAGCTACAACGA GAGGCGTT 


20294 


2788 


UCACCGCC A CCACGGAA 


1924 


TTCCGTGG GGCTAGCTACAACGA GGCGGTGA 


20295 


2791 


CCGCCACC A CGGAAAAA 


1926 


TTTTTCCG GGCTAGCTACAACGA GGTGGCGG 


20296 


2844 


UUAUUUGC A CCAGAACU 


1930 


AGTTCTGG GGCTAGCTACAACGA GCAAATAA 


20297 


2863 


CCAACAAC A CCUUUGUG 


1937 


CACAAAGG GGCTAGCTACAACGA GTTGTTGG 


20298 


2956 


UUGGUCUC A CCAGCACU 


1949 


AGTGCTGG GGCTAGCTACAACGA GAGACCAA 




2962 


UCACCAGC A CUCGGAUG 


1952 


CATCCGAG GGCTAGCTACAACGA GCTGGTGA 


20300 


2995 


AGAGCAAC A CAACUGAA 


1958 


TTCAGTTG GGCTAGCTACAACGA GTTGCTCT 

■*■ * w**w * x w^ www & «*wv ± nwviwuri \j x x vu X w X 


2 0301 


3019 


CGAAGAUC A UUGGAACG 


1962 


CGTTCCAA GGCTAGCTACAACGA GATCTTPG 

ww * ww^v*. uv w x f^w w A nwWvvA \Jf% X w X X wVJ 




3053 


GGCGAUCC A CAGUGACC 


1968 


GGTCACTG GGCTAGCTACAACGA GGATCGPP 




3135 


GUCAAAUC A UGUACGUG 


1981 


CACGTACA GGCTAGCTACAACGA RATTTTtaP 


om ha 


3155 


UGAGACGC A UACCUUGU 


1984 


ACAAGGTA GGCTAGCTACAACGA GCGTCTCA 




3205 


UACCAGUC A CAOJGGCG 


1992 


CGCCAGTG GGCTAGCTAPAAPfJA RAPTVSfJTA 




3207 


CCAGUCAC A CUGGCGGG 


1993 


CCCGCCAG GGCTAGCTACAACGA GTGACTGG 


A UjU / 


3219 


GCGGGACC A CGAAGCAA 


1996 


TTGCTTCG GGCTAGCTACAACGA GGTCCCGC 

**ww**wwf ww w x 4^ ww inuruiwun w^JXwwwVJw* 




3230 


AAGCAAUC A CAAUCGGA 


1998 


TCCGATTG GGCTAGCTACAACGA GATTGCTT 




3255 


UACAAGAC A CAAAACCA 


2003 


TGGTTTTG GGCTAGCTACAACGA GTCTTGTA 


9m i n 

a U J JLU 


3270 


CAGGGCCC A UGGGACGA 


2009 


TCGTCCCA GGCTAGCTACAAPGA GGGPPPTfi 

AWWAWWW^V WWW iilWw X4*W^v*WwX% vwVJV#vwl V 


OAOI 1 
&UJ JLX 


3325 


CUACGGUC A CCCUGAGU 


2017 


ACTCAGGG GGCTAGCTACAACGA GACCGTAG 




3347 


CUGCGGAC A CCGUGGAC 


2022 


GTCCACGG GGCTAGCTACAACGA GTCCGCAG 

w^ ^ wwi^vw www x«*ww x nwmuun w x ww w W1VJ 


<6 VJlJ 


3361 


GACOJGCC A CUCGCACC 


2027 


GGTGCGAG GGCTAGCTACAACGA GGCAGGTC 

WWiwVVJfiw VVWXAMwlAWVlvVjn W^JWX^WwXw 


9 m i a 


3367 


CCACUCGC A CCACCACA 


2029 


TGTGGTGG GGCTAGCTACAACGA GCGAGTGG 

*w*ww*ww wvi inwv 4nwinv>un wwwxvjx ww 




3370 


CUCGCACC A CCACAGAG 


2031 


CTCTGTGG GGCTAGCTACAACGA GGTGCGAG 


<5 wO JLO 


3373 


GCACCACC A CAGAGAGC 


2033 


GCTCTCTG GGCTAGCTACAACGA GGTGGTGC 

w^w*wAwxwf wu w xnwifiuvn vjvi wuiuw 




3418 


GGAGCUGC A CCUUACCA 


2039 


TGGTAAGG GGCTAGCTACAACGA GCAGCTCC 




3426 


ACCUUACC A CCACUGCG 


2043 


CGCAGTGG GGCTAGCTACAACGA GGTAAGGT 




3429 


UUACCACC A CUGCGCUA 


2045 


TAGCGCAG GGCTAGCTACAACGA GGTGGTAA 




3480 


AUCAGACC A CAGAGACA 


2055 


TGTCTCTG GGCTAGCTACAACGA GGTCTGAT 


20321 


3488 


ACAGAGAC A UGAUGAAA 


2057 


TTTCATCA GGCTAGPTAPAACGA ryrPTPTYyT 




3513 


GUGCAGUC A CAAGUGAA 


2062 


TTCACTTG GGCTAGCTACAACGA GACTGCAC 


20323 


3583 


UCUUGGCC A CCCAGGAG 


2075 


CTCCTGGG GGCTAGCTACAACGA GGCCAAGA 


20324 


3625 


AGAUCAGC A UGCCAGCU 


2086 


AGCTGGCA GGCTAGCTACAACGA GCTGATCT 


20325 


3670 


UUGGGGGC A UUACUUAC 


2096 


GTAAGTAA GGCTAGCTACAACGA GCCCCCAA 


20326 


3679 


UUACUUAC A CUGAUGUG 


2098 


CACATCAG GGCTAGCTACAACGA GTAAGTAA 


20327 


3700 


GCUAUGUC A UCUUGGUG 


2101 


CACCAAGA GGCTAGCTACAACGA GACATAGC 


20328 


3752 


CGUGGUAC A CUUGGCGC 


2107 


GCGCCAAG GGCTAGCTACAACGA GTACCACG 


20329 


3763 


UGGCGCUC A UGGCGACC 


2110 


GGTCGCCA GGCTAGCTACAACGA GAGCGCCA 


20330 
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3801 


ADGGUGGC A UOGOUUCU 


2117 


AGAAACGA GGCTAGCTACAACGA GCCACCAT 


20331 


3838 


AGGAGAAC A UUUUGUUG 


2124 


CAACAAAA GGCTAGCTACAACGA GTTCTCCT 


20332 


3881 


GGCUUAUC A CGAUGCCC 


2129 


GGGCATCG GGCTAGCTACAACGA GATAAGCC 


20333 


3930 


UUGAAUUC A CUGGCGGU 


2140 


ACCGCCAG GGCTAGCTACAACGA GAATTCAA 


20334 


3961 


UGAGAGCC A UAACAUUC 


2145 


GAATGTTA GGCTAGCTACAACGA GGCTCTCA 


20335 


3966 


GCCAUAAC A UUCACAAC 


2146 


GTTGTGAA GGCTAGCTACAACGA GTTATGGC 


20336 


3970 


UAACAUUC A CAACGACA 


2147 


TGTCGTTG GGCTAGCTACAACGA GAATGTTA 


20337 


3978 


ACAACGAC A UCAAACGU 


2149 


ACGTTTGA GGCTAGCTACAACGA GTCGTTGT 


20338 


4014 


CUGCUAAC A CCCGGGCU 


2158 


AGCCCGGG GGCTAGCTACAACGA GTTAGCAG 


20339 


4171 


UCAACCCC A UGAUCCUU 


2188 


AAGGATCA GGCTAGCTACAACGA GGGGTTGA 


20340 


4197 


CUGAUUGC A UGUGAUCC 


2194 


GGATCACA GGCTAGCTACAACGA GCAATCAG 


20341 


4267 


UGUUUGCC A UCGUCGGA 


2208 


TCCGACGA GGCTAGCTACAACGA GGCAAACA 


20342 


4294 


AGCUUGAC A UUGACUCC 


2212 


GGAGTCAA GGCTAGCTACAACGA GTCAAGCT 


20343 


4303 


UUGACUCC A UGGCCAUU 


2215 


AATGGCCA GGCTAGCTACAACGA GGAGTCAA 


20344 


4309 


CCAUGGCC A UUCCAAUG 


2217 


CATTGGAA GGCTAGCTACAACGA GGCCATGG 


20345 


4333 


• CGGGGCUC A UGUUUGCU 


2222 


AGCAAACA GGCTAGCTACAACGA GAGCCCCG 


20346 


4396 


CGGCGGAC A UUUCCUGG 


2228 


CCAGGAAA GGCTAGCTACAACGA GTCCGCCG 


20347 


4480 


UCCAGCUC A UGAAUGAU 


2239 


ATCATTCA GGCTAGCTACAACGA GAGCTGGA 


20348 


4497 


CCAGGAGC A CCUUGGAA 


2242 


TTCCAAGG GGCTAGCTACAACGA GCTCCTGG 


20349 


4549 


GUGCGUAC A CCCCCUGG 


2249 


CCAGGGGG GGCTAGCTACAACGA GTACGCAC 


20350 


4603 


UCCAAUAC A CAAAGAGA 


2265 


TCTCTTTG GGCTAGCTACAACGA GTATTGGA 


20351 


4630 


UGUGGGAC A CUCCCUCA 


2267 


TGAGGGAG GGCTAGCTACAACGA GTCCCACA 


20352 


4638 


ACUCCCUC A CCAAAGGA 


2272 


TCCTTTGG GGCTAGCTACAACGA GAGGGAGT 


20353 


4663 


AGGGGGAC A CGACCACC 


2276 


GGTGGTCG GGCTAGCTACAACGA GTCCCCCT 


20354 


4669 


ACACGACC A CCGGCGUC 


2278 


GACGCCGG GGCTAGCTACAACGA GGTCGTGT 


20355 


4687 


ACAGGAUC A UGACUCGU 


2282 


ACGAGTCA GGCTAGCTACAACGA GATCCTGT 


20356 


4751 


UGUUUUCC A CACCCUUU 


2290 


AAAGGGTG GGCTAGCTACAACGA GGAAAACA 


20357 


4753 


UUUUCCAC A CCCUUUGG 


2291 


CCAAAGGG GGCTAGCTACAACGA GTGGAAAA 


20358 


4763 


CCUUUGGC A UACAACAA 


2295 


TTGTTGTA GGCTAGCTACAACGA GCCAAAGG 


20359 


4812 


CUGGACCC A UACUGGGG 


2305 


CCCCAGTA GGCTAGCTACAACGA GGGTCCAG 


20360 


4871 


AUUGCAGC A CAAGUGGA 


2314 


TCCACTTG GGCTAGCTACAACGA GCTGCAAT 


20361 


4965 


UUCAAAAC A CCUGAAGG 


2326 


CCTTCAGG GGCTAGCTACAACGA GTTTTGAA 


20362 


5005 


ACUUCCCC A CUGGAACA 


2335 


TGTTCCAG GGCTAGCTACAACGA GGGGAAGT 


20363 


5013 


ACUGGAAC A UCAGGCUC 


2337 


GAGCCTGA GGCTAGCTACAACGA GTTCCAGT 


20364 


5022 


UCAGGCUC A CCAAUAGU 


2340 


ACTATTGG GGCTAGCTACAACGA GAGCCTGA 


20365 


5074 


AUGGAGUC A UAAUGCCC 


2346 


GGGCATTA GGCTAGCTACAACGA GACTCCAT 


20366 


5091 


AACGGCUC A UACAUAAG 


2351 


CTTATGTA GGCTAGCTACAACGA GAGCCGTT 


20367 


5095 


GCUCAUAC A UAAGCGCG 


2352 


CGCGCTTA GGCTAGCTACAACGA GTATGAGC 


20368 


5179 


AACAGAUC A CUGUACUG 


2364 


CAGTACAG GGCTAGCTACAACGA GATCTGTT 


20369 


5195 


GGAUCUCC A UCCCGGCG 


2369 


CGCCGGGA GGCTAGCTACAACGA GGAGATCC 


20370 


5229 


AUUCUGCC A CAGAUCAU 


2376 


ATGATCTG GGCTAGCTACAACGA GGCAGAAT 


20371 


5236 


CACAGAUC A UCAAAGAG 


2378 


CTCTTTGA GGCTAGCTACAACGA GATCTGTG 


20372 


5248 


AAGAGGCC A UAAACAGA 


2381 


TCTGTTTA GGCTAGCTACAACGA GGCCTCTT 


20373 


5280 


GUGCUAGC A CCAACCAG 


2387 


CTGGTTGG GGCTAGCTACAACGA GCTAGCAC 


20374 


5316 


GCUGAAGC A CUGAGAGG 


2395 


CCTCTCAG GGCTAGCTACAACGA GCTTCAGC 


20375 


5332 


GACUGCCC A UCCGGUAC 


2400 


GTACCGGA GGCTAGCTACAACGA GGGCAGTC 


20376 


5346 


UACCAGAC A UCCGCAGU 


2404 


ACTGCGGA GGCTAGCTACAACGA GTCTGGTA 


20377 


5366 


CAGAGAAC A UAAUGGAA 


2410 


TTCCATTA GGCTAGCTACAACGA GTTCTCTG 


20378 


5392 


UUGAUGUC A UGUGUCAU 


2411 


ATGACACA GGCTAGCTACAACGA GACATCAA 


20379 


5399 


CAUGUGUC A UGCUACCC 


2412 


GGGTAGCA GGCTAGCTACAACGA GACACATG 


20380 


5410 


CUACCCUC A CCCACAGG 


2417 


CCTGTGGG GGCTAGCTACAACGA GAGGGTAG 


20381 


5414 


CCUCACCC A CAGGCUGA 


2420 


TCAGCCTG GGCTAGCTACAACGA GGGTGAGG 


20382 


5432 


GUCUCCUC A CAGGGUGC 


2426 


GCACCCTG GGCTAGCTACAACGA GAGGAGAC 


20383 


5474 


UGAGGCUC A UUUCACCG 


2434 


CGGTGAAA GGCTAGCTACAACGA GAGCCTCA 


20384 


5479 


CUCAUUUC A CCGACCCA 


2435 


TGGGTCGG GGCTAGCTACAACGA GAAATGAG 


20385 


5494 


! CAGCIXAGC A UUGCAGCA 


2441 


TGCTGCAA GGCTAGCTACAACGA GCTAGCTG 


20386 


5512 


GAGGUUAC A UUUCCACA 


2444 


TGTGGAAA GGCTAGCTACAACGA GTAACCTC 


20387 


5518 


ACAUUUCC A CAAAGGUC 


2446 


GACCTTTG GGCTAGCTACAACGA GGAAATGT 


20388 


5554 


CAAUAUUC A UGACAGCC 


2450 


GGCTGTCA GGCTAGCTACAACGA GAATATTG 


20389 


5563 


UGACAGCC A CCCCACCA 


2453 


TGGTGGGG GGCTAGCTACAACGA GGCTGTCA 


20390 


5568 


GCCACCCC A CCAGGCAC 


2457 


GTGCCTGG GGCTAGCTACAACGA GGGGTGGC 


20391 


5575 


CACCAGGC A CUUCAGAU 


2460 


ATCTGAAG GGCTAGCTACAACGA GCCTGGTG 


20392 
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5586 


UCAGAUCC A UUCCCAGA 


2464 


TCTGGGAA GGCTAGCTACAACGA GGATCTGA 


20393 


5604 


UCCAAUUC A CCAAUUUC 


2470 


GAAATTGG GGCTAGCTACAACGA GAATTGGA 


20394 


5668 


AAUGGAUC A CAGAAUAC 


2482 


GTATTCTG GGCTAGCTACAACGA GATCCATT 


20395 


5677 


CAGAAUAC A CCGGGAAG 


2484 


CTTCCCGG GGCTAGCTACAACGA GTATTCTG 


20396 


5833 


UUGUUAUC A CAACAGAC 


2503 


GTCTGTTG GGCTAGCTACAACGA GATAACAA 


20397 


5842 


CAACAGAC A UAUCUGAA 


2506 


TTCAGATA GGCTAGCTACAACGA GTCTGTTG 


20398 


5911 


AACCAACC A UCAUAACA 


2517 


TGTTATGA GGCTAGCTACAACGA GGTTGGTT 


20399 


5914 


CAACCAUC A UAACAGAA 


2518 


TTCTGTTA GGCTAGCTACAACGA GATGGTTG 


20400 


5952 


GGAGAACC A UCUGCAGU 


2523 


ACTGCAGA GGCTAGCTACAACGA GGTTCTCC 


20401 


6044 


UGGGGGGC A CACGAAUG 


2536 


CATTCGTG GGCTAGCTACAACGA GCCCCCCA 


20402 


6046 


GGGGGCAC A CGAAUGAA 


2537 


TTCATTCG GGCTAGCTACAACGA GTGCCCCC 


20403 


6074 


CUUCGCCC A UUGGACUG 


2542 


CAGTCCAA GGCTAGCTACAACGA GGGCGAAG 


20404 


6087 


ACUGAGGC A CGAAUCAU 


2544 


ATGATTCG GGCTAGCTACAACGA GCCTCAGT 


20405 


6094 


CACGAAUC A UGCUGGAC 


2545 


GTCCAGCA GGCTAGCTACAACGA GATTCGTG 


20406 


6106 


UGGACAAC A UCAACAUG 


2548 


CATGTTGA GGCTAGCTACAACGA GTTGTCCA 


20407 


6112 


ACAUCAAC A UGCCAAAC 


2550 


GTTTGGCA GGCTAGCTACAACGA GTTGATGT 


20408 


6169 


UAUAUACC A UGGAUGGG 


2562 


CCCATCCA GGCTAGCTACAACGA GGTATATA 


20409 


6282 


GGAGUGUC A UACCACGA 


2579 


TCGTGGTA GGCTAGCTACAACGA GACACTCC 


20410 


6287 


GUCAUACC A CGACCGGA 


2581 


TCCGGTCG GGCTAGCTACAACGA GGTATGAC 


20411 


6325 


GGACAAAC A CAAUUUUA 


2587 


TAAAATTG GGCTAGCTACAACGA GTTTGTCC 


20412 


6358 


UGGAAGUC A UCACGAAG 


2591 


CTTCGTGA GGCTAGCTACAACGA GACTTCCA 


20413 


6361 


AAGUCAUC A CGAAGCUU 


2592 


AAGCTTCG GGCTAGCTACAACGA GATGACTT 


20414 


6425 


CUCGGAUC A CCAGGCAC 


2600 


GTGCCTGG GGCTAGCTACAACGA GATCCGAG 


20415 


6432 


CACCAGGC A CUAAAGGC 


2603 


GCCTTTAG GGCTAGCTACAACGA GCCTGGTG 


20416 


6484 


UAGGGCUC A UUGAGGUU 


2612 


AACCTCAA GGCTAGCTACAACGA GAGCCCTA 


20417 


6512 


GCCUGAGC A CUUCAUGG 


2616 


CCATGAAG GGCTAGCTACAACGA GCTCAGGC 


20418 


6517 


AGCACUUC A UGGGGAAG 


2618 


CTTCCCCA GGCTAGCTACAACGA GAAGTGCT 


20419 


6528 


GGGAAGAC A UGGGAAGC 


2619 


GCTTCCCA GGCTAGCTACAACGA GTCTTCCC 


20420 


6537 


UGGGAAGC A CUUGACAC 


2620 


GTGTCAAG GGCTAGCTACAACGA GCTTCCCA 


20421 


6544 


CACUUGAC A CCAUGUAC 


2622 


GTACATGG GGCTAGCTACAACGA GTCAAGTG 


20422 


6547 


UUGACACC A UGUACGUU 


2624 


AACGTACA GGCTAGCTACAACGA GGTGTCAA 


20423 


6562 


UUGUGGCC A CUGCAGAG 


2626 


CTCTGCAG GGCTAGCTACAACGA GGCCACAA 


20424 


6587 


AAGAGCUC A CAGAAUGG 


2630 


CCATTCTG GGCTAGCTACAACGA GAGCTCTT 


20425 


6661 


UGAUGACC A UGGGAGUA 


2647 


TACTCCCA GGCTAGCTACAACGA GGTCATCA 


20426 


6682 


UCCUCCUC A UGCAGCGG 


2653 


CCGCTGCA GGCTAGCTACAACGA GAGGAGGA 


20427 


6697 


GGAAGGGC A UUGGAAAG 


2655 


CTTTCCAA GGCTAGCTACAACGA GCCCTTCC 


20428 


6889 


UUUGUGUC A UGACCCUU 


2688 


AAGGCTCA GGCTAGCTACAACGA GACACAAA 


20429 


6952 


AGAGUGAC A UAAGCAGU 


2699 


ACTGCTTA GGCTAGCTACAACGA GTCACTCT 


20430 


7000 


AUUUCAGC A UGGGAGAG 


2704 


CTCTCCCA GGCTAGCTACAACGA GCTGAAAT 


20431 


7044 


GCCUGGUC A CUGUACGC 


2712 


GCGTACAG GGCTAGCTACAACGA GACCAGGC 


20432 


7072 


CGGUCCUC A CUCCACUG 


2719 


CAGTGGAG GGCTAGCTACAACGA GAGGACCG 


20433 


7077. 


CUCACUCC A CUGCUAAA 


2722 


TTTAGCAG GGCTAGCTACAACGA GGAGTGAG 


20434 


7088 


GCUAAAGC A UUUGAUCA 


2725 


TGATCAAA GGCTAGCTACAACGA GCTTTAGC 


20435 


7096 


AUUUGAUC A CGUCAGAU 


2726 


ATCTGACG GGCTAGCTACAACGA GATCAAAT 


20436 


7108 


CAGAUUAC A UCAACACC 


2728 


GGTGTTGA GGCTAGCTACAACGA GTAATCTG 


20437 


7114 


ACAUCAAC A CCUCAUUG 


2730 


CAATGAGG GGCTAGCTACAACGA GTTGATGT 


20438 


7119 


AACACCUC A UUGACCUC 


2733 


GAGGTCAA GGCTAGCTACAACGA GAGGTGTT 


20439 


7149 


GCAAGUGC A CUAUUCAC 


2739 


GTGAATAG GGCTAGCTACAACGA GCACTTGC 


20440 


7156 


CACUAUUC A CACUCGCG 


2741 


CGCGAGTG GGCTAGCTACAACGA GAATAGTG 


20441 


7158 


CUAUUCAC A CUCGCGCG 


2742 


CGCGCGAG GGCTAGCTACAACGA GTGAATAG 


20442 


7234 


GACAAGUC A CCCUCACC 


2758 


GGTGAGGG GGCTAGCTACAACGA GACTTGTC 


20443 


7240 


UCACCCUC A CCGUUACG 


2762 


CGTAAOGG GGCTAGCTACAACGA GAGGGTGA 


20444 


7263 


GCGGCAAC A CUCCUUUU 


2766 


AAAAGGAG GGCTAGCTACAACGA GTTGCCGC 


20445 


7277 


UUUUUGCC A CUAUGCCU 


2771 


AGGCATAG GGCTAGCTACAACGA GGCAAAAA 


20446 


7288 


AUGCCUAC A UGGUUCCC 


2775 


GGGAACCA GGCTAGCTACAACGA GTAGGCAT 


20447 


7351 


CCGGAAUC A UGAAGAAC 


2788 


GTTCTTCA GGCTAGCTACAACGA GATTCCGG 


20448 


7375 


UGGAUGGC A UCGUGGCC 


2790 


GGCCACGA GGCTAGCTACAACGA GCCATCCA 


20449 


7384 


UCGUGGCC A CGGACGUC 


2792 


GACGTCCG GGCTAGCTACAACGA GGCCACGA 


20450 


7408 


UAGAGCGC A CCACACCC 


2796 


GGGTGTGG GGCTAGCTACAACGA GCGCTCTA 


20451 


7411 


AGCGCACC A CACCCAUC 


2798 


GATGGGTG GGCTAGCTACAACGA GGTGCGCT 


20452 


7413 


CGCACCAC A CCCAUCAU 


2799 


ATGATGGG GGCTAGCTACAACGA GTGGTGCG 


20453 


7417 


CCACACCC A UCAUGCAG 


2802 


CTGCATGA GGCTAGCTACAACGA GGGTGTGG 


20454 
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7420 


CACCCAUC A UGCAGAAG 


2803 


CrrCTGCA GGcl'AGCTACAACGA GATGGGTG 




7444 


GACAGAUC A UGCUGAUC 


2806 


GATCAGCA GGCTAGCTACAACGA GATCTGTC 




7522 


j UUUUGAUC A CGGCOGCA 


2818 


TGCGGCCG GGCTAGCTACAACGA GATCAAAA 


20457 


7585 


CAACUGCC A UCGGACUC 


2829 


GAGTCCGA GGCTAGCTACAACGA GGCAGTTG 


20458 


7598 


ACUCUGCC A CAUCAUGC 


2833 


GCATGATG GGCTAGCTACAACGA GGCAGAGT 




7600 


UCUGCCAC A UCAUGCGU 


2834 


ACGCATGA GGCTAGCTACAACGA GTGGCAGA 


20460 


7603 


GCCACAUC A UGCGUGGG 


2835 


CCCACGCA GGCTAGCTACAACGA GATGTGGC 


20461 


7623 


UGGOUGUC A UGUCUAUC 


2836 


GATAGACA GGCTAGCTACAACGA GACAACCA 


20462 


7633 


GUCUAUCC A UAACAUGG 


2839 


CCATGTTA GGCTAGCTACAACGA GGATAGAC 




7638 


UCCAUAAC A UGGACACU 


2840 


AGTGTCCA GGCTAGCTACAACGA GTTATGGA 


O HAG A. 


7644 


| ACAUGGAC A CUCAUAAA 


2841 


TttATGAG GGCTAGCTACAACGA GTCCATGT 




7648 


GGACACUC A UAAAGAAC 


2843 


GrrurrxA. GGCl'AGCTACAACGA GAGTGTCf 1 




7657 


UAAAGAAC A UGGAAAAA 


2844 


TTTTTCCA GGCTAGCTACAACGA GTTCTTTA 




7699 


AAGGACGC A CCUUGGGA 


2649 


TCCCAAGG GGCTAGCTACAACGA GCGTCfTT 




7753 


AAGAGUUC A CUAGGUAC 


2857 


GTACCTAG GGCTAGCTACAACGA GAACTPTT 




7774 


AAGAGGCC A UCAUCGAA 


2862 


TTCGATGA GGCTAGCTACAACGA GGCCTCTT 


<:U4 /U 


7777 


AGGCCAUC A UCGAAGUC 


2863 


GACTTCGA GGCTAGCTACAACGA GATGGCCT 


O HA 71 


7805 


GGCAAAAC A CGCCAGGA 


2867 


TCCTGGCG GGCTAGCTACAACGA GTTTTf^nr 1 


O A O O 


7828 


GCAAUGUC A CUGGAGGG 


2871 


CCCTCCAG GGCTAGCTACAACGA GACATTGC 


zU4 / J 


7838 


UGGAGGGC A UCCAGUCU 


2873 


AGACTGGA GGCTAGCTACAACGA GCCCTCCA 


O fl A O A 


7855 


CUAGGGGC A CAGCAAAA 


2878 


TTTTGCTG GGCTAGCTACAACGA GCCCCTAO, 

* * * * w w a w www A w X *» w *V\wWft Ww w w w X Aw 


o n a o c 


7990 


GAGGGUAC A CAAAGGGC 


2895 


GCCCTTTG GGCTAGCTACAACGA fiTAPrrrr 




8009 


UCCCGGAC A UGAAGAGC 


2899 


GCTCTTCA GGCTAGCTACAACGA GTCCGGGA 


O fl A *7 "7 


8047 


GAUGGAAC A UUGUCACC 


2906 


GGTGACAA GGCTAGCTACAACGA GTTCCATP 


O A A *7 O 


8053 


ACAUUGUC A CCAUGAAG 


2907 


CTTCATGG GGCTAGCTACAACGA GACAATGT 


OA A "TO 


B056 


UUGUCACC A UGAAGAGU 


2909 


ACTCTTCA GGCTAGCTACAACGA GGTGACAA 


OrtA Ort 
ZU4 oU 


8104 


GUUGUGAC A CCCUCCUU 


2915 


AAGGAGGG GGCTAGCTACAACGA GTCACAAC 




8119 


UUUGUGAC A UCGGAGAG 


2921 


CTCTCCGA GGCTAGCTACAACGA GTCACAAA 


O n A Q "5 


8156 


UGAAGAGC A UAGGACGA 


2926 


TCGTCCTA GGCTAGCTACAACGA GCTCTTCA 




8198 


CUGGCUGC A CCGAGGGC 


2931 


GCCCTCGG GGCTAGCTACAACGA GCAGCCAG 


O f> A Q A 


8242 


GCCCCUAC A UGCCGAAA 


2941 


TTTCGGCA GGCTAGCTACAACGA GTAGCiCiCZC , 




8254 


CGAAAGUC A UAGAGAAG 


2943 


CT'i'CTCTA GGCTAGCTACAACGA GAfTTTfn 


20486 


8310 


AGAAACCC A CUCUCACG 


2953 


CGTGAGAG GGCTAGCTACAACGA GGGTTTrr 

^* * ^*-** * w^w w x.raw w AflwVlvvn www XXX w X 


20487 


8316 


CCACUCUC A CGGAAUUC 


2956 


GAATTCCG GGCTAGCTACAACGA GAGAGTGG 




8326 


GGAAUUCC A CGCACGAG 


2958 


CTCGTGCG GGCTAGCTACAAfYZZi fYiaaTTrr 1 


20489 


6330 


UUCCACGC A CGAGAUGU 


2959 


ACATCTCG GGCTAGCTACAAPfiA (ZCCSTrzrz'h* 


20490 


8372 


UGUGGUAC A UUCAGUGA 


2963 


TCACTGAA GGCTAGCTACAAfYSA CTarrara 


20491 


8506 


ACUCAGAC A CCAGUAAA 


2989 


TTTACTGG GGCTAGCTACAAfYsa CTV r Pr , ar ,r p 


20492 


8564 


GACGUGGC A CCACGAUG 


2997 


CATCGTGG GGCTAGCTACAACGA GCCAmTC 


oaa 


8567 


GUGGCACC A CGAUGAGA 


2999 


TCTCATCG GGCTAGCTACAACGA GGTGCrAr 


oaa o/i 


8579 


UGAGAACC A CCCAUAUA 


3001 


TATATGGG GGCTAGCTACAACGA GGTTCTCA 


o n a o c 


8583 


AACCACCC A UAUAGAAC 


3004 


GTTCTATA GGCTAGCTACAACGA GGGTGGTT 


O HA QC 


8603 


GAACUAUC A CGGCAGUU 


3008 


AACTUCCG GGCTAGCTACAACGA GATAGTTC 


OrtA O "7 


8626 


UGAAGCCC A CAGGCUCC 


3012 


GGAGCCTG GGCTAGCTACAACGA GGGCTTCA 


on A G Q 


8679 


UCAAAACC A UGGGACAC 


3027 


GTGTCCCA GGCTAGCTACAACGA GGTTTTGA 


on a a o 


8686 


CAUGGGAC A CCAUCACG 


3028 


CGTGATGG GGCTAGCTACAACGA GTCCCATn 


ZUbUU 


8689 


GGGACACC A UCACGAAU 


3030 


ATTCGTGA GGCTAGCTACAACGA GGTaTPrr* 


20501 


8692 


ACACCAUC A CGAAUGUU 


3031 


AACATTCG GGCTAGCTACAACGA GATGGTflT 1 


oncno 
20302 


8704 


AUGUUACC A CCAUGGCC 


3033 


GGCCATGG GGCTAGCTACAACGA GGTAACAT 


20503 


8707 


UUACCACC A UGGCCAUG 


3035 


CATGGCCA GGCTAGCTACAACGA GGTGGTAA 


20504 


8713 


CCAUGGCC A UGACUGAC 


3037 


GTCAGTCA GGCTAGCTACAACGA GGCCATGG 




8722 


UGACUGAC A CUACUCCC 


3039 


GGGAGTAG GGCTAGCTACAACGA GTCAGTCA 




8767 


AGGUGGAC A CGAAAGCU 


3048 


AGCTTTCG GGCTAGCTACAACGA GTCCACCT 


zUb07 


8818 


AUGAGACC A CCAACUGG 


3058 


CCAGTTGG GGCTAGCTACAACGA GGTCTCAT 




8884 


AGGAAUUC A UAAGAAAG | 


3069 


CTTTvrriA GGCTAGCTACAACGA GAATTCCT 


20509 


8920 


UGGGUGCC A UGUUUGAA 


3076 


TTCAAACA GGCTAGCTACAACGA GGCACCCA 


20510 


9009 


CGCGAGGC A CAUCUGCG 


3084 


CGCAGATG GGCTAGCTACAACGA GCCTCGCG 


20511 


9011 


CGAGGCAC A UCUGCGGG 


3085 


CCCGCAGA GGCTAGCTACAACGA GTGCCTCG 


20512 


9029 


GGAAUGUC A CACUUGCA 


3087 


TGCAAGTG GGCTAGCTACAACGA GACATTCC 


20513 


9031 


AAUGUCAC A CUUGCAUU 


3088 


AATGCAAG GGCTAGCTACAACGA GTGACATT 


20514 


9037 


ACACUUGC A UUUACAAC 


3090 


GTTGTAAA GGCTAGCTACAACGA GCAAGTGT 


20515 


9046 


UUUACAAC A UGAUGGGA 


3092 


XL'CCATCA GGCTAGCTACAACGA GTTGTAAA 


20516 
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9106 


GCAGAGCC A UUUGGUUC 


3099 


GAACCAAA GGCTAGCTACAACGA GGCTCTGC 


20517 


9115 


UUUGGUUC A UGUGGCUC 


3100 


GAGCCACA GGCTAGCTACAACGA GAACCAAA 


20518 


9173 


UGAAGACC A CUGGCUUG 


3110 


CAAGCCAG GGCTAGCTACAACGA GGTCTTCA 


20519 


9238 


UGGGUUAC A UCCUGCGU 


3121 


ACGCAGGA GGCTAGCTACAACGA GTAACCCA 


20520 


9256 


AAGUUGGC A CCCGGCCU 


3124 


AGGCCGGQ GGCTAGCTACAACGA GCCAACTT 


20521 


9289 


CUGAUGAC A CAGCUGGC 


3132 


GCCAGCTG GGCTAGCTACAACGA GTCATCAG 


20522 


9304 


GCUGGGAC A CCCGCAUC 


3136 


GATGCGGG GGCTAGCTACAACGA GTCCCAGC 


20523 


9310 


ACACCCGC A UCACGAGA 


3139 


TCTCGTGA GGCTAGCTACAACGA GCGGGTGT 


20524 


9313 


CCCGCAUC A CGAGAGCU 


3140 


AGCTCTCG GGCTAGCTACAACGA GATGCGGG 


20525 


9368 


UGGGGAAC A UOGGOGUC 


3147 


GACGCCGA GGCTAGCTACAACGA GTTCCCCA 


20526 


9388 


CCAGGGCC A UCAUUGAG 


3152 


CTCAATGA GGCTAGCTACAACGA GGCCCTGG 


20527 


9391 


GGGCCAUC A UUGAGCUC 


3153 


GAGCTCAA GGCTAGCTACAACGA GATGGCCC 


20528 


9400 


UUGAGCUC A CCUAUCGU 


3155 


ACGATAGG GGCTAGCTACAACGA GAGCTCAA 


20529 


9410 


CUAUCGUC A CAAAGUUG 


3158 


CAACTTTG GGCTAGCTACAACGA GACGATAG 


20530 


9457 


GAACCGUC A UGGAUGUU 


3165 


AACATCCA GGCTAGCTACAACGA GACGGTTC 


20531 


9505 


AAGUUGUC A CCUACGCC 


3171 


GGCGTAGG GGCTAGCTACAACGA GACAACTT 


20532 


9520 


CCCUAAAC A CUUUCACC 


3177 


GGTGAAAG GGCTAGCTACAACGA GTTTAGGG 


20533 


9526 


ACACUUUC A CCAACCUG 


3179 


CAGGTTGG GGCTAGCTACAACGA GAAAGTGT 


20534 


9601 


AGAAACUC A CAAAAGGG 


3192 


CCCTTTTG GGCTAGCTACAACGA GAGTTTCT 


20535 


9667 


UCAGCCGC A UGGCUGUC 


3204 


. GACAGCCA GGCTAGCTACAACGA GCGGCTGA 


20536 


9721 


GCUUUGCC A CCUCGCUC 


3214 


GAGCGAGG GGCTAGCTACAACGA GGCAAAGC . 


20537 


9731 


CUCGCUCC A CUUCCUCA 


3219 


TGAGGAAG GGCTAGCTACAACGA GGAGCGAG 


20538 


9766 


GCAAAGAC A UCCAAGAG 


3227 


CTCTTGGA GGCTAGCTACAACGA GTCTTTGC 


20539 


9816 


CAGGUUCC A UUUUGCUC 


3236 


GAGCAAAA GGCTAGCTACAACGA GGAACCTG 


20540 


9830 


CUCAAACC A UUUCACUG 


3240 


CAGTGAAA GGCTAGCTACAACGA GGTTTGAG 


20541 


9835 


ACCAUUUC A CUGAAUUG 


3241 


CAATTCAG GGCTAGCTACAACGA GAAATGGT 


20542 


9847 


AAUUGAUC A UGAAAGAU 


3243 


ATCTTTCA GGCTAGCTACAACGA GATCAATT 


20543 


9864 


GGAAGAAC A CUGGUGGU 


3244 


ACCACCAG GGCTAGCTACAACGA GTTCTTCC 


20544 


9876 


GUGGUUCC A UGCCGAGG 


3247 


CCTCGGCA GGCTAGCTACAACGA GGAACCAC 


20545 


9913 


GAGCUCGC A UAUCUCCA 


3252 


TGGAGATA GGCTAGCTACAACGA GCGAGCTC 


20546 


9946 


UCCGCGAC A CUGCUUGU 


3258 


ACAAGCAG GGCTAGCTACAACGA GTCGCGGA 


20547 


9998 


GUACUUCC A CAGAAGAG 


3272 


CTCTTCTG GGCTAGCTACAACGA GGAAGTAC 


20548 


10018 


UGCGGCUC A UGGCCAAC 


3277 


GTTGGCCA GGCTAGCTACAACGA GAGCCGCA 


20549 


10030 


CCAACGCC A UUUGCUCC 


3281 


GGAGCAAA GGCTAGCTACAACGA GGCGTTGG 


20550 


10075 


GAAGAACC A CGUGGUCC 


3293 


GGACCACG GGCTAGCTACAACGA GGTTCTTC 


20551 


10084 


CGUGGUCC A UCCAUGCA 


3295 


TGCATGGA GGCTAGCTACAACGA GGACCACG 


20552 


10088 


GUCCAUCC A UGCAGGAG 


3297 


CTCCTGCA GGCTAGCTACAACGA GGATGGAC 


20553 


10120 


CAGAGGAC A UGUUGGAG 


3301 


CTCCAACA GGCTAGCTACAACGA GTCCTCTG 


20554 


10206 


GACGUCCC A UAUUCAGG 


3311 


CCTGAATA GGCTAGCTACAACGA GGGACGTC 


20555 


10228 


GAGAGGAC A UCUGGUGU 


3313 


ACACCAGA GGCTAGCTACAACGA GTCCTCTC 


20556 


10252 


UGAUUGGC A CAAGAGCC 


3318 


GGCTCTTG GGCTAGCTACAACGA GCCAATCA 


20557 


10267 


CCCGAGCC A CGUGGGCA 


3323 


TGCCCACG GGCTAGCTACAACGA GGCTCGGG 


20558 


10282 


CAGAAAAC A UCCAGGUG 


3325 


CACCTGGA GGCTAGCTACAACGA GTTTTCTG 


20559 


10315 


GAGCAAUC A UCGGAGA0 


3334 


ATCTCCGA GGCTAGCTACAACGA GATTGCTC 


20560 


10342 


UGGAUUAC A UGAGUUCA 


3335 


TGAACTCA GGCTAGCTACAACGA GTAATCCA 


20561 


10350 


AUGAGUUC A CUAAAGAG 


3336 


CTCTTTAG GGCTAGCTACAACGA GAACTCAT 


20562 


10369 


AUGAAGAC A CAACUUUG 


3338 


CAAAGTTG GGCTAGCTACAACGA GTCTTCAT 


20563 


10387 


UUGAGGAC A CAGUACUG 


3341 


CAGTACTG GGCTAGCTACAACGA GTCCTCAA 


20564 


10436 


AAGUAUGC A UAAAAGUG 


3346 


CACTTTTA GGCTAGCTACAACGA GCATACTT 


20565 


10528 


UUCCCGCC A CCGGAAGU 


3352 


ACTTCCGG GGCTAGCTACAACGA GGCGGGAA 


20566 


10604 


AGUGAUCC A UGUAAGCC 


3367 


GGCTTACA GGCTAGCTACAACGA GGATCACT 


20567 


10641 


AGGACCCC A CAUGUUGU 


3377 


ACAACATG GGCTAGCTACAACGA GGGGTCCT 


20568 


10643 


GACCCCAC A UGUUGUAA 


3378 


TTACAACA GGCTAGCTACAACGA GTGGGGTC 


20569 


10674 


GUCAGACC A CGCUACGG 


3386 


CCGTAGCG GGCTAGCTACAACGA GGTCTGAC 


20570 


10759 


AACGCCCC A CGCGGCCC 


3405 


GGGCCGCG GGCTAGCTACAACGA GGGGCGTT 


20571 


10838 


UAAAGUGC A CGGCCCAG 


3418 


CTGGGCCG GGCTAGCTACAACGA GCACTTTA 


20572 


10903 


CCCGUGCC A CAAAACAC 


3432 


GTGTTTTG GGCTAGCTACAACGA GGCACGGG 


20573 


10910 


CACAAAAC A CCACAACA 


3434 


TGTTGTGG GGCTAGCTACAACGA GTTTTGTG 


20574 


10913 


AAAACACC A CAACAAAA 


3436 


TTTTGTTG GGCTAGCTACAACGA GGTGTTTT 


20575 


10926 


AAAACAGC A UAUUGACA 


3440 


TGTCAATA GGCTAGCTACAACGA GCTGTTTT 


20576 


10934 


AUAUUGAC A CCUGGGAU 


3441 


ATCCCAGG GGCTAGCTACAACGA GTCAATAT 


20577 


10967 


UGCUCUGC A CAACCAGC 


3449 


GCTGGTTG GGCTAGCTACAACGA GCAGAGCA 


20578 
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10977 


AACCAGCC A CAOGGCAC 


3454 


GTGCCGTG GGCTAG CT ACAACGA GGCTGGTT 


20579 


10979 


CCAGCCAC A CGGCACAG 


3455 


CTGTGCCG GGCTAGCTACAACGA GTGGCTGG 


20580 


10984 


CACACGGC A CAGUGCGC 


3456 


GCGCACTG GGCTAGCTACAACGA GCCGTGTG 


20581 


11021 


GCGAGAAC A CAGGAUCU 


3461 


AGATCCTG GGCTAGCTACAACGA GTTCTCGC 


20582 


9 


AGUAGUUC G CCUGUGUG 


3462 


CACACAGG GGCTAGCTACAACGA GAACTACT 


20583 


13 


GDUCGCCU G UGUGAGCU 


3463 


AGCTCACA GGCTAGCTACAACGA AGGCGAAC 


20584 


15 


UCGCCUGU G UGAGCUGA 


3464 


TCAGCTCA GGCTAGCTACAACGA ACAGGCGA 


20585 


19 


CUGUGUGA G CUGACAAA 


3465 


TTTGTCAG GGCTAGCTACAACGA TCACACAG 


20586 


32 


CAAACUUA G UAGUGUUU 


3466 


AAACACTA GGCTAGCTACAACGA TAAGTTTG 


20587 


35 


ACUUAGUA G UGUUUGUG 


3467 


CACAAACA GGCTAGCTACAACGA TACTAAGT 


20588 


37 


VUAGUAGU G UUUGUGAG 


3468 


CTCACAAA GGCTAGCTACAACGA ACTACTAA 


20589 


41 


UAGUGUUU G UGAGGAUU 


3469 


AATCCTCA GGCTAGCTACAACGA AAACACTA 


20590 


66 


UUAACACA G UGCGAGCU 


3470 


AGCTCGCA GGCTAGCTACAACGA TGTGTTAA 


20591 


68 


AACACAGU G CGAGCUGU 


3471 


ACAGCTCG GGCTAGCTACAACGA ACTGTGTT 


20592 


72 


CAGUGCGA G CUGUUUCU 


3472 


AGAAACAG GGCTAGCTACAACGA TCGCACTG 


20593 


75 


UGCGAGCU G UUUCUUAG 


3473 


CTAAGAAA GGCTAGCTACAACGA AGCTCGCA 


20594 


83 


GUUUCUUA G CACGAAGA 


3474 


TCTTCGTG GGCTAGCTACAACGA TAAGAAAC 


20595 


99 


AUCUCGAU G UCUAAGAA 


3475 


TTCTTAGA GGCTAGCTACAACGA ATCGAGAT 


20596 


117 


CCAGGAGG G CCCGGCAA 


3476 


TTGCCGGG GGCTAGCTACAACGA CCTCCTGG 


20597 


122 


AGGGCCCG G CAAGAGCC 


3477 


GGCTCTTG GGCTAGCTACAACGA CGGGCCCT 


20598 


128 


CGGCAAGA G CCGGGCUG 


3478 


CAGCCCGG GGCTAGCTACAACGA TCTTGCCG 


20599 


133 


AGAGCCGG G CUGUCAAU 


3479 


ATTGACAG GGCTAGCTACAACGA CCGGCTCT 


20600 


136 


GCCGGGCU G UCAAUAUG 


3480 


CATATTGA GGCTAGCTACAACGA AGCCCGGC 


20601 


144 


GUCAAUAU G CUAAAACG 


3481 


CGTTTTAG GGCTAGCTACAACGA ATATTGAC 


20602 


152 


GCUAAAAC G CGGAAUGC 


3482 


GCATTCCG GGCTAGCTACAACGA GTTTTAGC 


20603 


159 


CGCGGAAU G CCCCGCGU 


3483 


ACGCGGGG GGCTAGCTACAACGA ATTCCGCG 


20604 


164 


AAUGCCCC G CGUGUUGU 


3484 


ACAACACG GGCTAGCTACAACGA GGGGCATT 


20605 


166 


UGCCCCGC G UGUUGUCC 


3485 


GGACAACA GGCTAGCTACAACGA GCGGGGCA 


20606 


168 


CCCCGCGU G UUGUCCUU 


3486 


AAGGACAA GGCTAGCTACAACGA ACGCGGGG 


20607 


171 


CGCGUGUU G UCCUUGAU 


3487 


ATCAAGGA GGCTAGCTACAACGA AACACGCG 


20608 


193 


UGAAGAGG G CUAUGUUG 


3488 


CAACATAG GGCTAGCTACAACGA CCTCTTCA 


20609 


198 


AGGGCUAU G UUGAGCCU 


3489 


AGGCTCAA GGCTAGCTACAACGA ATAGCCCT 


20610 


203 


UAUGUUGA G CCUGAUCG 


3490 


CGATCAGG GGCTAGCTACAACGA TCAACATA 


20611 


215 


GAUCGACG G CAAGGGGC 


3491 


GCCCCTTG GGCTAGCTACAACGA CGTCGATC 


20612 


222 


GGCAAGGG G CCAAUACG 


3492 


CGTATTGG GGCTAGCTACAACGA CCCTTGCC 


20613 


235 


UACGAUUU G UGUUGGCU 


3493 


AGCCAACA GGCTAGCTACAACGA AAATCGTA 


20614 


237 


CGAUUUGU G UUGGCUCU 


3494 


AGAGCCAA GGCTAGCTACAACGA ACAAATCG 


20615 


241 


UUGUGUUG G CUCUCUUG 


3495 


CAAGAGAG GGCTAGCTACAACGA CAACACAA 


20616 


250 


CUCUCUUG G CGUUCUUC 


3496 


GAAGAACG GGCTAGCTACAACGA CAAGAGAG 


20617 


252 


CUCUUGGC G UUCUUCAG 


3497 


CTGAAGAA GGCTAGCTACAACGA GCCAAGAG 


20618 


261 


UUCUUCAG G UUCACAGC 


3498 


GCTGTGAA GGCTAGCTACAACGA CTGAAGAA 


20619 


268 


GGUUCACA G CAAUUGCU 


3499 


AGCAATTG GGCTAGCTACAACGA TGTGAACC 


20620 


274 


CAGCAAUU G CUCCGACC 


3500 


GGTCGGAG GGCTAGCTACAACGA AATTGCTG 


20621 


286 


CGACCCGA G CAGUGCUG 


3501 


CAGCACTG GGCTAGCTACAACGA TCGGGTCG 


20622 


289 


CCCGAGCA G UGCUGGAU 


3502 


ATCCAGCA GGCTAGCTACAACGA TGCTCGGG 


20623 


291 


CGAGCAGU G CUGGAUCG 


3503 


CGATCCAG GGCTAGCTACAACGA ACTGCTCG 


20624 


308 


AUGGAGAG G UGUGAACA 


3504 


TGTTCACA GGCTAGCTACAACGA CTCTCCAT 


20625 


310 


GGAGAGGU G UGAACAAA 


3505 


TTTGTTCA GGCTAGCTACAACGA ACCTCTCC 


20626 


325 


AACAAACA G CGAUGAAA 


3506 


TTTCATCG GGCTAGCTACAACGA TGTTTGTT 


20627 


344 


CCUUCUGA G UUUUAAGA 


3507 


TCTTAAAA GGCTAGCTACAACGA TCAGAAGG 


20628 


374 


CUUGACCA G UGCUAUCA 


3508 


TGATAGCA GGCTAGCTACAACGA TGGTCAAG 


20629 


376 


UGACCAGU G CUAUCAAU 


3509 


; ATTGATAG GGCTAGCTACAACGA ACTGGTCA 


20630 


387 


AUCAAUCG G CGGAGCUC 


3510 


GAGCTCCG GGCTAGCTACAACGA CGATTGAT 


20631 


392 


UCGGCGGA G CUCAAAAC 


3511 


GTTTTGAG GGCTAGCTACAACGA TCCGCCGA 


20632 


430 


CCGGAAUU G CAGUCAUG 


3512 


CATGACTG GGCTAGCTACAACGA AATTCCGG 


20633 


433 


GAAUUGCA G UCAUGAUU 


3513 


AATCATGA GGCTAGCTACAACGA TGCAATTC 


20634 


443 


CAUGAUUG G CCUGAUCG 


3514 


CGATCAGG GGCTAGCTACAACGA CAATCATG 


20635 


451 


GCCUGAUC G CCAGCGUA 


3515 


TACGCTGG GGCTAGCTACAACGA GATCAGGC 


20636 


455 


GAUCGCCA G CGUAGGAG 


3516 


CTCCTACG GGCTAGCTACAACGA TGGCGATC 


20637 


457 


UCGCCAGC G UAGGAGCA 


3517 


TGCTCCTA GGCTAGCTACAACGA GCTGGCGA 


20638 


463 


GCGUAGGA G CAGUUACC 


3518 


GGTAACTG GGCTAGCTACAACGA TCCTACGC 


20639 


466 


UAGGAGCA G UUACCCUC 


3519 


GAGGGTAA GGCTAGCTACAACGA TGCTCCTA 


20640 
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493 


AAGGGAAG G UGAUGAUG 


3520 


CATCATCA GGCT AG CTACAACGA CTTCCCTT 


20641 


505 


UGAUGACG G UAAAUGCU 


3521 


AGCATTTA GGCTAGCTACAACGA CGTCATCA 


20642 


511 


CGGUAAAU G CUACUGAC 


3522 


GTCAGTAG GGCTAGCTACAACGA ATTTACCG 


20643 


520 


CUACUGAC G UCACAGAU 


3523 


ATCTGTGA GGCTAGCTACAACGA GTCAGTAG 


20644 


529 


UCACAGAU G UCAUCACG 


3524 


CGTGATGA GGCTAGCTACAACGA ATCTGTGA 


20645 


547 


UUCCAACA G CUGCUGGA 


3525 


TCCAGCAG GGCTAGCTACAACGA TGTTGGAA 


20646 


550 


CAACAGCU G CUGGAAAG 


3526 


CTTTCCAG GGCTAGCTACAACGA AGCTGTTG 


20647 


566 


GAACCUAU G CAUUGUCA 


3527 


TGACAATG GGCTAGCTACAACGA ATAGGTTP 


AUDIO 


571 


UAUGCAUU G UPAGAGCA 


3528 


TPPTCTGA GGCTAGCTACAACGA AATPPATA 

i. vjv- a a vj^v vjvjv— invjv> ±r\\^r\n\^\3f\ nnlw\>niA 


One An 


577 


TJUGTJCAGA G CAAUGGA7J 


3529 


ATCCATTG GGCTAGCTACAACGA TPTPAPAA 


£ I/O DU 




PAA7JRPATT P TTPPGAtTAP 
v— aau vjvjav-f vj vjvjvjvjav/av* 




GTATCPPA GGPTAGPTAPAAPGA ATPPATTP 

UlAlV>V.w\ VJVJV— X AVJV— X AV— AAV— VJA /ilV>V«nl 1V3 


^UODl 


597 


GGA7JAPAU G IJGPPATJGA 

vjvjrt«-»A.v— a.u vj wwvwwun 


3531 


TCATCGPA GGPTAGPTAPAAPGA ATPTATPP 


£UOD£ 




AT7APA77P77 P PPATTPATTA 
nUnUnUu Ly VJ V»VJA.wVJAULA 


3532 


TATPATPP PPPTAPPTAPAAPPA APATPTAT 
Unl v— Vj VJVjV— x avjV- X AV-AAv— VjA nv<nl\j 




CO "3 


T777ATTPAAT7 P PPPAP77PP 

WV/AVJVjAAvJ O vLUnUUOU 




GPAPTGPP PPPTAPPTAPAAPPA ATTPATAA 
VJV-Av- X VJVJV? vjvjv- X AVJV- X ALAALVJA Al X LAX AA 


ZUO 34 


628 


aahppppa p T7PPT7P77PP 




PPAPAGPA PPPTAPPTAPAAPPA TPPPPATT 
i—VJAV-AVJV-A VJVjv» X .rlVJw X AV*/vlV»Van X VJVJVjV^n X X 




630 


i7ppppAP77 p phphpppp 

Uu\.\»Un.uU VJ V-VJVJVJV-VJVJV- 




PPPPAPAP PPPTAPPTAPAAPPA JiPTPPPPA 

Vj\*V»V3nV_^i\3 OVIL i AVjv. lnLAnUUn .rlV* X VJVjVj V-»rl 


ZUD3D 


633 


PPAP77PP77 c nnnppT7PP 


3 536 


PPAPPPPA PPPTAPPTAPAAPPA &Cir i 'hC tr rCiCl 
V— v^ttUV- v- uri VjVj V» X rlvj v» X AV«AnV«VJxv Jrlvjv^riv^ X VjVj 


on c e "7 


637 


I7PPI7PT7PP p PT7PPT7A ah 


J DO / 


ATTAPPAP PPPTAPPTAPAAPPA PfllPanPa 
nl lnv*UU9 VJVjV- XavjV* X ALAALUA V-vJjHlv-/\vj v— r\ 


once 0 


641 


rn Tmnn tpi n T7AAT7PAT7P 

vjvJV-VjVjV— Uvj vj UrtfiUvartUL. 


jDJO 


PATPATTA PPPTAPPTAPAAPPA rafSP/VlP 

UAlUAllA VJVJV^ X>VV7V^ X >\V^MM.V^VjJH. V-AVJ\*v*VjAV, 


once q 


665 


fATTroanT p 7tt7ppt7rpa 




TPPAPPAA PPPTAPPTAPAAPPA APTPPATfZ 

X VJV>AV a .V>>nrl VJVJV- XM.VJV« lAUnAv<Un i"VVJ X V^Vjrt. X VJ 


onccn 


669 


PAPI7PT7T7P n 77ppapaaa 

vjav— vjvjvJVJvj vj uviUnunnn 




TTTPTPPA PPPTAPPTAPAAPPA PA APAHTP 
1 1 iuiviLA Vjou 1 aVjv< 1 Av^iAvtUA v^J/vriv^/\vj X v_ 


<iUb bx 


671 


PnPT7T7PPT7 P PAPAAAPIT 
v»UV3U VJVJVJU VJ UnUnnnuU 




APTTTPTP PPPTAPPTAPAAPPA APPAAOAfS 
AUillulv? vjVjv- X riVjV_ X A v— n-rlv^vari aLUaaLavj 


one co 
z U bo Z 


678 


TJGPAPAAA P 77PAPPAP77 

U\JU1WUU1 VJ VJ V<AV7v>TlVTU 


3542 


APTPPTPA PPPTAPPTAPAAPPA TTTPTPPA 

X VJV> X UA VJVjVj XnVJV* X AV«/vVV^Vjr\ X X X VJ X VJV^rt. 




682 


CAAAGTJPA G PAGT7PTIAP 


3543 


GTAGAPTP PPPTAPPTAPAAPPA TPAPTTTP 

vj x n\m\^ x vj vjvj v». x nvJv x Awinvun x UnU XXX Vj 


onccA 

ZUDO 


685 


AGUCAGCA G UCUACGUC 


3544 


GACGTAGA GGCTAGCTACAACGA TGCTGACT 


swOOD 


691 


CAGUCUAC G UCAGGUAU 


3545 


ATAPPTPA PPPTAPPTAPAAPPA PTAPAPTP 
AlAixv<lun VJVjVj X AVJV* inUAnuvin VJ X //VVxrvV. X VJ 


oncec 

auODO 


696 


UACGUCAG G UAUGGAAG 


3546 


PTTPPATA PPPTAPPTAPAAPPA PTPACY5TA 

V, X X ^vrtln VJVJV* X rtVJV* X rtv^Jl^rtV^VXrV V* X VJjn>V*VJ X rt 


20667 


707 


UGGAAGAU G CACCAAGA 


3547 


TPTTPPTP PPPTAPPTAPAAPPA ATPTTPPA 

Iwll VJVJ X VJ VJVJVa- X £V3\* X AwViV<vn A lull V- V-«rV 


onccQ 

«UOOO 


719 


CAAGAPAP G PPAPT7PAA 

*— *»t»\jav— ^v— vj v-v^riv»u vwirt 


3548 


TTPAPTPP PPPTAPPTAPAAPPA PTPTPTTP 

X X vjrt-VJ X VJVJ VJVJV- X AVJV- X JT.\_~rirt.V^Vj»rV VjXVJXV— X XVJ 


oncco 


731 


CUCAAGAP G PAGUPGGA 

VaUWVVJflV* VJ V-.rt.VJ VJ V— VJVJA 


■a C A Q 


TPPPAPTP PPPTAPPTAPAAPPA PTPTTPAfS 

X v-UVJAV. X Vj VJVjV- X AVJV, X Av-AAv,VjA UlLllUAU 


on con 
zub /u 


734 


AAPAPPPA P 77PPPAPPT7 
aavjav-vj v-A vj U v-vjVjAvjvju 




Atv* X V»V*V3A VjVjV- X AVJV- 1ALAHUUA XvjL.OXL.11 


on coi 
ZUb /± 


741 


AP77PPPAP P T7PAPT7PAP 
avjUv-vjvjAvj Vj VJ v_AV— U vjAv- 


J DDI 


vj X V-Avj X VJA vjvjv- 1auu1aLaav.\ja v_ 1 LLviaL 1 


onco*i 
zUo /z 


7C1 


PAP77PAPA P T7PPAPAPA 
V-AV-UvjALA vj U vj \— AvjAV-A 


■3DDZ 


tptptpha r2nr , TAnr , TAr , A a^V2A TT ,r pn7\r ,r rr' 

X Vj X L X VjLa VjVj L X AvjV- X Av-AAvjViA I Vj 1 vJAvj X vj 


20673 


753 


PITPAPAPT7 P PAPAPAPA 

V— VJ VJA.V— A VJ \J VJ V^JnLilvA 


J JJJ 


TPTPTPTP PPPTAPPTAPAAPPA a^ , T^ ,^ P^»a^ , 
XvjXvjXv_Xvj vjvjL XAVjV- 1 aLaaLvia aLIuILau 


oncoyi 
ZUb /4 


770 


PGGAGAAA P PAP77PT7AP 
v«v>vvivvvin vj unv< w v— uavj 




PTAPAPTP PPPTAPPTAPAAPPA TTTPTPPfi 

V- X AVJAVJ X VJ VjVjv- XAVJV- XAV-AAV-.VJA ilXUlUvAJ 


oncoc 
ZUb /D 


778 


PPAPI7PTTA P PPAAPAAP 


mec 


PTTPTrnn n/2r w PAnr , TAPAArv3A Tar»nr» f p^ir» 

V*X X VjX X V-VJ VJVJV- X AVjL. X Av-aAv-vjA 1 AVJAVJ X VjL 


0 n co t 
ZUb /6 


791 


APAAPPPP P PTTTTPPAITP 
avjaavjVjVjVj vj UUUuunUu 


JDjO 


paTPPaara ^2/2r i Ta^ir*T7vr , aarv2a h/^/ttt 

VaXLWiau VAIL lAuUl AWiAVAlA Lv.Lv.liv.1 


often 
zuo77 


806 


GAUGPAPA P PAPPAAPP 
unuvjvjnun vj v—a v- v— aavjvj 


3557 


PPTTPPTP PfiPTAPPTAPAAPfiA TYITPPaTP 
V-V» X X VJVjX VJ VJVJVv X AVJV— X ALAav«VJA XVjXV- V-A.XV- 


on c oq 
zub /o 


814 


GCAPPAAP P PPAPAAPP 

VJV_J"VV— V— AA.VJ VJ — rVV — finuu 


'1CCO 
J3DO 


ppTTPT/^n nnPTanrTapaarvia r v T r vcir ir vr , f* > 

V-V— X X VJ X VJVJ VJVJV- X AVJV- X AV-AAV-VjA LI XVjVjXVjL. 


oncoo 
zub /y 


822 


GCCACAAG G UAUTJUGGTJ 


3559 


APPAAATA PPPTAPPTAPAAPPA PTTP.Tnf!P 

AV-V—AAAXA VJVJV- X AVJL X AV— AAV-VJA LXXVJXVJVJL 


one pn 

4UODU 


829 


GGTJAT7T7TTP P TTAAAAAPA 
vjvj unu uuu Vj u/uuvuiUn 


J DO U 


TPTTTTTA PPPTAPPTAPAAPPA PaaaTBPP 
XVjX XXX XA VJAJrL.XAuWlALAnL.LtA LAAAl ALL 


oncoi 


868 


CL7GGA77A77 P PPPT7PPTTP 


ICCI 
J DDI 


pappaptst! firsp*pa/2P*rapa apna A r PAT , rT*&r* 

LAL LAVJVJVJ vjVjL 1 AVjL 1 ALAAL VJA A X A X LLlAVJ 


on c q 0 


874 


AUGCCCTJG G UGGPAGCC 


3562 


cxcxc a vcxc*c i 'h. finpranprapaapfia rapnnpaT 

VJVJV— X VjV-LA VjVjL 1 AvjL. X ALAAL VjA LavjVjVjLaX 


On C D "3 

z u b 0 J 


877 


PPPT7PP77P P PAPPPP77P 

WbV>UVJVJUVJ VJ WUJV>V>V3UV< 




vjALVjvjL 1 vj vjvjL 1 AvjL. 1 aLaaL.ua LaLLAvjvjvj 


20684 


B80 


UGGUGGCA G CCGUCAUU 


3564 


AATPAPPP PPPTAPPTAPAAPPA TPPPAPPA 

AA X VJAV-VJVJ VJVJ V— X AVjV— X AV-AAV— VJA X VJLLALLA 


oncoc 
z u b 0 3 


883 


UGGCAGCC G TJPAUUGG77 


J DO D 


APPAATPA PPPTAPPTAPAAPPA ndPTYTra 
AV-V-AA X VJA VjvjL X AVjL X ALAAL VjA VjvjL, IVjLLA 


oncoc 
ZUooo 


890 


CGUCAUUG G UUGGAUGC 


3566 


GPATPPAA PPPTAPPTAPAAPPA PAATPAPP 

VJV—AX V— V—AA VJVJV* X AVJV— X AV-AAV— VjA LAAXVjALvj 


oncno 

ZUbO / 


897 


GGvJUGGAU G CUUGGGAG 


3567 


PTPPPAAP PPPTAPPTAPAAPPA ATPPAAPP* 

V» X V-V- V-AAVJ VjVjV— X AVJV- X A V— AAV- VJA AX V— v—AAV-V— 


oncoo 
zuo 00 


905 


GCUUGGGA G CAACACCA 


3568 


TGGTGTTP PPPTAPPTAPAAPPA TPPPAAPP 

X VJVJ 4 VJ X X VJ UUV. 1 Auv X AwkAwWl X V— V— V— AAVJV— 


oncoo 


915 


AACACCAJJ G CAGAGAGU 


3569 


APTPTPTP PPPTAPPTAPAAPPA ATPPTPTT 

AV- X V- X V— X VJ VJVJ V— X AVJV— XAV— AAV— VJA AXVjVjXvjXX 


oncon 


922 


UGCAGAGA G UUGUGUUU 


3570 


AAAPAPAA PPPTAPPTAPAAPPA TPTPTPPA 

AAAVAvJlA VJVjV— X AVJV— X AV_ AAV— VJA X V- X V— X V3V— A 


oncoi 


925 


AGAGAGUU G UGUUTJGUP 


33 fl 


PAPAAAOA nOPTAPTTAPAArVSA BflPTPTPT 
vjAV-AAALA VJVjV- X AvjL. 1 ALAALVJA AAL XV- X LI 


one on 


927 


AGAGUUGU G UUUGUCGT7 


J 3 rZ 


ALVjaLAAA VJVjV- XavjV-XALAAV-VjA ALAAL.1L1 


20693 


931 


UUOTGUUU G UCGUGCUA 


3573 


TAGPAPPA PPPTAPPTAPAAPPA AAAPAPAA 

X AVJV— AV-VJA VJVjV— X AVJV- X ALAALVJA AAALAL-AA 


one qa 
ZUo y4 


934 


UGUUUGUC G UGCUAUUG 


3574 


CAATAGCA GGCTAGCTACAACGA GACAAACA 


20695 


936 


UUUGUCGU G CUAUUGCU 


3575 


AGCAATAG GGCTAGCTACAACGA ACGACAAA 


20696 


942 


GUGCUAUU G CUUUUGGU 


3576 


ACCAAAAG GGCTAGCTACAACGA AATAGCAC 


20697 


949 


UGCUUUUG G UGGCCCCA 


3577 


TGGGGCCA GGCTAGCTACAACGA CAAAAGCA 


20698 


952 


UUUUGvjUG G ccccagcu 


3578 


AGCTGGGG GGCTAGCTACAACGA CACCAAAA 


20699 


958 


UGGCCCCA G CUUACAGC 


3579 


GCTGTAAG GGCTAGCTACAACGA TGGGGCCA 


20700 


965 


AGCUUACA G CUUCAACU 


3580 


AGTTGAAG GGCTAGCTACAACGA TGTAAGCT 


20701 


974 


CUUCAACU G CCUUGGAA 


3581 


TTCCAAGG CXjCTAGCTACAACGA AGTTGAAG 


20702 
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AUGGAGAG G UGACAGDG 



AGGUGACA G UGGACUGU 



3644 



3645 



CACTGTCA GGCTAGCTACAAOGA CTCTCCAT 



ACAGTCCA GGCTAGCTACAACGA TGTCACCT 



20765 



20766 



AGUGGACU G UGAACCAC 
GAACCACG G UCAGGGAU 



3646 



GTGGTTCA GGCTAGCTACAACGA AGTCCACT 



20767 



3647 



ATCCCTGA GGCTAGCTACAACGA CGTGGTTC 



20768 



1573 



ACACCAAU G CADACUAC 



3648 



CAUACUAC G UGAUGACU 



3649 



GTAGTATG GGCTAGCTACAACGA ATTGGTGT 



AGTCATCA GGCTAGCTACAACGA GTAGTATG 



20769 I 
20770 



UGAUGACU G UUGGAACA 
ACAAAGAC G UUCUUGGU 



3650 



TGTTCCAA GGCTAGCTACAACGA AGTCATCA 



3651 



ACCAAGAA GGCTAGCTACAACGA GTCTTTGT 



20772 



CGUUCUUG G UCCAUCGU 
GGUCCAUC G UGAGUGGU 



3652 



ACGATGGA GGCTAGCTACAACGA CAAGAACG 



1614 



1617 



3653 



CAUCGUGA G UGGUUCAU 



3654 



ACCACTCA GGCTAGCTACAACGA GATGGACC 



CGUGAGUG G UUCAUGGA 



3655 



ATGAACCA GGCTAGCTACAACGA TCACGATG 



TCCATGAA GGCTAGCTACAACGA CACTCACG ' 



20774 



20775 



CCCUUGGA G CAGUGCUG 
UUGGAGCA G UGCUGGAA 



3656 



CAGCACTG GGCTAGCTACAACGA TCCAAGGG 



1648 



1655 



1660 



1662 



3657 



GGAGCAGU G CUGGAAGU 



3658 



TTCCAGCA GGCTAGCTACAACGA TGCTCCAA 



UGCUGGAA G UACUGUGU 
GAAGUACU G UGUGGAGG 



3659 



ACTTCCAG GGCTAGCTACAACGA ACTGCTCC 



3660 



ACACAGTA GGCTAGCTACAACGA TTCCAGCA 



AGUACUGU G UGGAGGAA 



3661 



CCTCCACA GGCTAGCTACAACGA AGTACTTC 



TTCCTCCA GGCTAGCTACAACGA ACAGTACT 



20778 



20779 



20780 



20781 



20782 



AGAGAGAC G UUAAUGGA 
UUAAUGGA G UUUGAGGA 



3662 



TCCATTAA GGCTAGCTACAACGA GTCTCTCT 



1705 



3663 



AACCACAC G CCACGAAG 
GCCACGAA G CAGUCUGU 



3664 



TCCTCAAA GGCTAGCTACAACGA TCCATTAA 



3665 



ACAGACTG GGCTAGCTACAACGA TTCGTGGC 



20784 



CTTCGTGG GGCTAGCTACAACGA GTGTGGTT 20785 



1720 



1733 



1747 



1752 



1759 



1765 



1780 



1793 



1801 



1806 



1812 



1817 



1827 



1829 
1834 



ACGAAGCA G UCUGUGAU 



3666 



AGCAGUCU G UGAUAGCA 



3667 



ATCACAGA GGCTAGCTACAACGA TGCTTCGT 



CUGUGAUA G CAUUGGGC 



3668 



TGCTATCA GGCTAGCTACAACGA AGACTGCT 



AGCAUUGG G CUCAC AAG 
AAGAGGGA G CUCUGCAU 



3669 



GCCCAATG GGCTAGCTACAACGA TATCACAG 



3670 



CTTGTGAG GGCTAGCTACAACGA CCAATGCT 



GGAQCUCU G CA UCAAGC 
Ijgcaucaa G CUUUGGCU 



3671 



ATGCAGAG GGCTAGCTACAACGA TCCCTCTT 



3672 



GCTTGATG GGCTAGCTACAACGA AGAGCTCC 



AAGCUUUG G CUGGAGCC 



3673 



UGGCUGGA G CCAUUCCU 
CCAUUCCU G UGGAAUUU 



3674 



3675 



AGGAATGG GGCTAGCTACAACGA TCCAGCCA 



AUUUUCAA G CAACACUG 



3676 



GCAACACU G UCAAGUUG 



3677 



ACUGUCAA G UUGACGUC 



3678 



AAGUUGAC G UCGGGUCA 



3679 



GACGUCGG G UCAUUUGA 



3680 



CAUUUGAA G UGUAGAGU 



3681 



UUUGAAGU G UAGAGUGA 
AGUGUAGA G UGAAGAUG 



3682 



TGACCCGA GGCTAGCTACAACGA GTCAACTT* 



TCAAATGA GGCTAGCTACAACGA CCGACGTC 



ACTCTACA GGCTAGCTACAACGA TTCAAATG 
TCACTCTA GGCTAGCTACAACGA ACTTCAAA 



20787 



20788 



20789 



1 20790 



20791 



20792 



AGCCAAAG GGCTAGCTACAACGA TTGATGCA I 20793 

GGCTCCAG GGCTA GCTACAACGA CAAAGCTT [ 20794 



20795 



AAATTCCA GGCTAGCTACAACGA AGGAATGG | 20796 

CAGTGTTG GGCTAGCTACAACGA TTGAAAAT 20797 



CAACTTGA GGCTAGCTACAACGA AGTGTTGC | 2 0798 

GACGTCAA GGCTAGCTACAACGA TTGACAGT [20799 



1 20800 



20801 



20802 



20803 
20804 



3683 



CATCTTCA GGCTAGCTACAACGA TCTACACT 



1854 



1874 



1876 
1880 



1896 



1912 



GAAAAAUU G CAGUUGAA 



3684 



AAAUUGCA G UUGAAGGG 



3685 



AACCUAUG G CGUCUG UU 
CCUAUGGC G UCUGUUCA" 



UGGCGUCU G 
GUUCAAAG G 



UUCAAAGG 
CUUUCAAG 



GCUUUCAA G 
GGACUCCC G 



UUUCUUGG 
CAGACACA 



3686 
3687 



TTCAACTG GGCTAGCTACAACGA AATTTTTC | 20 805 

CCCTTCAA GGCTAGCTACAACGA TGCAATTT [ 20806 



AACAGACG GGCTAGCTACAACGA CATAGGTT 



3688 



TGAACAGA GGCTAGCTACAACGA GCCATAGG* 



3689 



CCTTTGAA GGCTAGCTACAACGA AGACGCCA 



3690 
3691 



CTTGAAAG GGCTAGCTACAACGA CTTTGAAC 



CCAAGAAA GGCTAGCTACAACGA TTGAAAGC 



TGTGTCTG GGCTAGCTACAACGA GGGAGTCC 



20807 



20808 



20809 



20810 



20811 



20812 
20813 
20814 
1 20815 



1922 
1928 
1933 



AGACACAG G 
AGGUCACG G 
ACGGCACU G 



UCACGGCA 
CACUGUGG 
UGGUGUUG 



3692 
3693 
3694 



TGCCGTGA 
CCACAGTG 
CAACACCA 



GGCTAGCTACAACGA 
GGCTAGCTACAACGA 
GGCTAGCTACAACGA 



CTGTGTCT 
CGTGACCT 
AGTGCCGT 



UGUUGGAA 
UUGGAAUU 



3695 
3696 



TTCCAACA GGCTAGCTACAACGA CACAGTGC 



1973 
1978 



UUGGAAUU G 
GAAUUGCA G 
GUACACUG G 



CAGUACAC 
UACACUGG 
CACGGAUG 



AATTCCAA 



3697 
3698 
3699 



UGGACCUU G 
CUUGCAAA G 



CAAAGUUC 
UUCCUAUC 



GTGTACTG 
CCAGTGTA 
CATCCGTQ 



3700 
3701 



GGCTAGCTACAACGA 
GGCTAGCTACAACGA 
GGCTAGCTACAACGA 
GGCTAGCTACAACGA 



ACCACAGT 



AATTCCAA 
TGCAATTC 
CAGTGTAC 



GAACTTTG GGCTAGCTACAACGA 



AAGGTCCA 
TTTGCAAG 



20816 
20817 



20818 
20819 
20820 



1989 



1993 



1996 
2016 



CCUAUCUC G UCAGUGGC 



3702 



GATAGGAA GGCTAGCTACAACGA 



UCUCGUCA G UGGCUUCA 



3703 



GCCACTGA GGCTAGCTACAACGA GAGATAGG 



CGUCAGUG G CUUCAUUG 



3704 



TGAAGCCA GGCTAGCTACAACGA TGACGAGA 



GACCUAAC G CCAGUGGG 



3705 



CAATGAAG GGCTAGCTACAACGA CACTGACG 
CCCACTGG GGCTAGCTACAACGA GTTAGGTC 



20821 
20822 



20823 



20824 



20825 



20826 
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UAACGCCA G UGGGCAGA 



GCCAGUGG G CAGAUUGG 



3706 



3707 



TCTGCCCA GGCT AG CT ACAACGA TGGCGTTA~ 



CCAATCTG GGCTAGCTACAACGA CCACTGGC" 



208271 



GCAGAUUG G UCACUGUC 
UGGUCACU G UCAACCCU 



3708 



GACAGTGA GGCTAGCTACAACXSA CAATCTGC" 
AGGGTTGA GGCTAGCTACAACGA AG1X5ACCA~ 



2050 



3709 



ACCCUUUU G UUUCAGUG 



3710 



UUGUUUCA G UGGCCACG 
UUUCAGUG G CCACGGCC 



3711 



CACTGAAA GGCTAGCTACAACGA AAAAGGGT 



CGTGGCCA GGCTAGCTACAACGA TGAAACAA 



20830 



20831 



2065 



3712 



UGGCCACG G CCAACGCU 
CGGCCAAC G CUAAGGUC 



3713 



GGCCGTGG GGCTAGCTACAACGA CACTGAAA 



AGCGTTGG GGCTAGCTACAACGA CGTGGCCA 



20833 



2077 



2119 



2122 
2126 
2157 



2163 



3714 



ACGCUAAG G UCCUGAUU 



CAUACAUA G UGGUGGGC 



3715 
3716 



GACCTTAG GGCTAGCTACAACGA GTTCGCCG 



AATCAGGA GGCTAGCTACAACGA CTTAGCGT 



ACAUAGUG G UGGGCAGA 
AGUGGUGG G CAGAGGAQ 
CACCAUUG G CACAAGUC 



UGGCACAA G UCUGGAAG 
GUCUGGAA G CAGCAUUg" 
UGGAAGCA G CAUUGG CA 
CAGCAUUG G CAAAGCCU" 
UUGGCAAA G CCUUUACA 



3717 
3718 
3719 
3720 



GCCCACCA GGCTAGCTACAACGA TATCTATO" 



TCTGCCCA GGCTAGCTACAACGA CACTATGT" 
CTCCTCTG GGCTAGCTACAACGA CCACCACT 
GACTTGTG GGCTAGCTACAACGA CAATGGTG 



CTTCCAGA 
CAATGCTG 
TGCCAATG 
AGGCTTTG 
TGTAAAGG 



GGCTAGCTACAACGA TTGTGCCA 
GGCTAGCTACAACGA TTCCAGAC 



20835 



20836 



20837 



20838 
20839 
20840 



20841 
20842 
20843 
20844 
20845 



2171 
2174 
2180 
2185 



2211 



2221 



2224 



2239 



2257 



2266 



2268 



2278 



2287 



2290 



2299 



2301 
2311 



3721 
3722 
3723 
3724 



UCAAAGGA G CGCAGAGA 
AAAGGAGC G CAGAGACU 



3725 



GGCTAGCTACAACGA TGCTTCCA 
GGCTAGCTACAACGA CA ATGCTG~ 
GGCTAGCTACAACGA TTTGCCAA 



3726 



TCTCTGCG GGCTAGCTACAACGA TCCTTTGA 



AGAGACUA G CCGCUCUA 



3727 



AGTCTCTG GGCTAGCTACAACGA GCTCCTTT 



GACUAGCC G CUCUAGGA 



3728 



TAGAGCGG GGCTAGCTACAACGA TAGTCTCT 



GAGACACA G CUUGGGAC 



3729 



TCCTAGAG GGCTAGCTACAACGA GGCTAGTC 



UUGGAUCA G UUGGAGGG 



3730 



UUGGAGGG G UGUUCACC 



3731 



GGAGGGGU G UUCACCUC 



3732 



GTCCCAAG GGCTAGCTACAACGA TGTGTCT C 
CCCTCCAA GGCTAGCTACAACGA TGATCCA A 
GGTGAACA GGCTAGCTACAACGA CCCTCCAA 



UCACCUCA G UUGGGAAG 



3733 



GAGGTGAA GGCTAGCTACAACGA ACCCCTCC 



UUGGGAAG G CUGUCCAU 



3734 



CTTCCCAA GGCTAGCTACAACGA TGAGGTGA 



GGAAGGCU G UCCAUCAA 



3735 



ATGGACAG GGCTAGCTACAACGA CTTCCCAA 



UCCAUCAA G UGUUCGGA 



3736 



TTGATGGA GGCTAGCTACAACGA AGCCTTCC" 



CAUCAAGU G UUCGGAGG 
UCGGAGGA G CAUUCCGC 



3737 



TCCGAACA GGCTAGCTACAACGA TTGATGGA 



CCTCCGAA GGCTAGCTACAACGA ACTTCATG 



20846 



20847 



20848 



20849 



20850 



20851 



20852 



20853 



20854 



20855 



20856 



20857 



3738 



GCGGAATG GGCTAGCTACAACGA TCCTCCGa" 



20BSB 
20859 



2333 



2337 



2349 
2358 
2365 



2373 
2376 
2364 
2392 



AGCAUUCC G CUCACUGU 
CGCUCACU G UUCGGAGCT 



3739 



3740 



ACAGTGAG GGCTAGCTACAACGA GGAATGCT 



GUUCGGAG G CAUGUCCU 



GGAGGCAU G UCCUGGAU 



3741 



CCTCCGAA GGCTAGCTACAACGA AGTGAGCG 



3742 



AGGACATG GGCTAGCTACAACGA CTCCGAAC 



UGGAUAAC G CAAGGAUU 
CAAGGAUU G CUGGGGGC 
UGCUGGGG G CUCUCCUG 



3743 
3744 
3745 



ATCCAGGA GGCTAGCTACAACGA ATGCCTCC" 



GCUCUCCU G UUGUGGAU 
CUCCUGUU G UGGAUGGG 
GUGGAUGG G CAUCAAUG 



AATCCTTG 
GCCCCCAG 
CAGGAGAG 



3746 
3747 
3748 



GGCTAGCTACAACGA 
GGCTAGCTACAACGA 
GGCTAGCTACAACGA 



ATCCACAA 
CCCATCCA 
CATTGATG 



GTTATCCA 
AATCCTTG 
CCCCAGCA 



GGCTAGCTACAACGA 
GGCTAGCTACAACGA 
GGCTAGCTACAACGA 



AGGAGAGC 
AACAGGAG 
CCATCCAC 



20860 



20861 



20862 



20863 



20864 
20865 
20866 



20867 
20868 
20869 



2403 
2410 
2418 
2425 
2428 



2437 
2442 



2455 
2461 
2463 
2467 
2478 



2480 



24 82 
2495 



2499 



2505 



GCAUCAAU G CUCGUG AU 
CAAUGCUC G UGAUAGGU 



3749 



CGUGAUAO G UCCAUAGC 
GGUCCAUA G CUCUCACG" 
GCUCUCAC G UUUCUCGC 
CGUUUCUC G C AGUUGGA 
UUCUCGCA G UUGGAGGA 



3750 



ATCACGAG GGCTAGCTACAACGA ATTGATGC" 



3751 
3752 
3753 
3754 
3755 



ACCTATCA GGCTAGCTACAACGA GAGCATTG" 



UUGGAGGA 
GGAGUUCU 



GCTATGGA 
CGTGAGAG 
GCGAGAAA 
TCCAACTG 
TCCTCCAA 



G UUCUGCUC 



3756 



GGCTAGCTACAACGA 
GGCTAGCTACAACGA 
GGCTAGCTACAACGA 
GGCTAGCTACAACGA 
GGCTAGCTACAACGA 



CTATCACG 
TATGGACC 
GTGAGAGC 
GAGAAACG 
TGCGAGAA 



G CUCUUCCU 



3757 



GAGCAGAA GGCTAGCTACAACGA TCCTCCAA 



UCCUCUCC 
CCGUGAAC 
GUGAACGU 
ACGUGCAC 
GACACUGG 



G UGAACGUG 
G UGCACGCU 
G CACGCUGA 
G CUGACACU 
G UGUGCCAU 



3758 
3759 
3760 
3761 
3762 



AGGAAGAG GGCTAGCTACAACGA AGAACTCC 



CACUGGGU 



CUGGGUGU 



G UGCCAUAG 
G CCAUAGAC 



CACGTTCA 
AGCGTGCA 
TCAGCGTG 
AGTGTCA G 
ATGGCACA 



3763 



GGCTAGCTACAACGA 
GGCTAGCTACAACGA 
GGCTAGCTACAACGA 
GGCTAGCTACAACGA 
GGCTAGCTACAACGA 



GGAGAGGA 
GTTCACGG 
ACGTTCAC 
GTGCACGT 
CCAGTGTC 



3764 



CTATGGCA GGCTAGCTACAACGA ACCCAGTG" 



agacauca g ccggcaag 



3765 



GTCTATGG GGCTAGCTACAACGA ACACCCAG 



AUCAGCOG G caagagcu 



cggcaaqa g cugagaug 



3766 



CTTGCCGG GGCTAGCTACAACGA TGATGTCT 



3767 



AGCTCTTG GGCTAGCTACAACGA CGGCTGAT 
CATCTCAG GGCTAGCTACAACGA TCTTGCCG 



20870 



20871 



20872 
20873 
20874 
20875 
20876 



20877 



20878 



20879 
20880 
20881 
20882 
20B83 



20884 
20685 



20886 



20887 



20888 
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2513 


GCUGAGAU G UGGAAGUG 


3768 


CACTTCCA GGCTAGCTACAACGA ATTTranr 


20889 


2519 


AU6U66AA G UGGAGUGU 


3769 


ACACTCCA GGCTAGCTACAACGA ttppapat 


20890 


2524 


GAAGUGGA G UGUUCAUA 


3770 


TATGAACA GGCTAGCTACAACGA TPPAPTTT' 


20891 


2526 


| AGUGGAGU G UUCAUACA 


3771 


TGTATGAA GGCTAGCTACAACGA APTPrapr 


20892 


2542 


ACAAUGAU G UGGAGGCU 


3772 


AGCCTCCA GGCTAGCTACAACGA ATPATTPT 


20893 


2548 


AUGUGGAG G CUUGGAUG 


3773 


CATCCAAG GGCTAGC?TACAAPf3A rTrraraT 


20894 


2562 


AUGGACCG G UACAAGUA 


3774 


TACTTGTA GGCTAGCTACAACGA «3GTPpat 


20895 


2568 


CGGUACAA G UAUUACCC 


3775 


GGGTAATA GGCTAGCTACAAPGA TTYTParrr 


20896 


2583 


CCUGAAAC G CCACAAGG 


3776 


CCTIXSTGG GGCTAGCTACAAPOA rn*i°rrarw 


20897 


2591 


GCCACAAG G CCUAGCCA 


3777 


TGGCTAGG GRPTArcPTAPAAPna PTTY^nvsr'n 

a\t\j^«**ujv7 vj\j\_x^lu\*x/iv>»/i/llAxA l«X lV7X\£v>v» 


20898 


2596 


AAGGCCUA G CCAAGAUC 


3778 




20899 


2614 


UUCAGAAA G CUCAUAAG 


3779 


>•> j. lAivmu vjvtv. liwL IAV^AAvasA xixv»xv3AA 


20900 


2629 


AGGAAGGA G UGUGCGGU 


3780 


APPOPAPA finfTBryrs f^R r <"V^7S nvinnHim/w 


20901 


2631 


GAAGGAGU G UGCGGUCU 


3781 


AGAPPfiPZi flf^PTAflfTR^R RfV^R nrrif*M m»ii/-i 

MV»ii*vA3V_M vjvjV. i AvjV- i ALAALXiA ACTCCTTC 


20902 


2633 


AGGAGUGU G CGGUCUAC 


3782 


GTAGAPPfi Wir , T2irtn , aPiarY , 7i RriRr"wTV"«/-wn 


20903 


2636 


AGUGUGCG G UCUACGAU 


3783 


ATPTSTIlfia fl/'l/*T , R/'llTR/**R RrVR rv-i/"!* <tjv rtm 

* •ruart. vjviUiAvjCxAv-AACGA CGCACACT 


20904 


2647 


UACGAUCA G UUUCCAGA 


3 784 




20905 


2661 


AGACUGGA G CAUCAAAU 


3785 




20906 


2670 


CAUCAAAU G UGGGAAGC 


3786 


ov» i x LW-ft livjC aALAAvaxA A'lTTGATG 


20907 


2677 


UGUGGGAA G CAGUGAAG 


3787 


tiiuitiu wOL. 1 AVjv»1ALAALvjA TTCCCACA 


20908 


2680 


GGGAAGCA G UGAAGGAC 


3788 


flTPPTTPl f"Sr"K"* r PRf!'/'" ,, T , R f**R R /"V^R m/"i r"«rnfnfi/*i/'"» 


20909 


2691 


AAGGACGA G CUGAACAC 


3789 


V3 iu x 1 Uflu 1 Ati<_ xACAACGA TCGTCCTT 


20910 


2717 


GGAGAAUG G UGUGGACC 


3790 


/TfJ'Ii/^f^Jv r"-" n f^V^r^rp R f f"""T> fi y\ r-i/-t 71 min/lmnn 


20911 


2719 


AGAAUGGU G UGGACCUU 


3791 


AnutOlULA LjLtUIALjUIALAACGA ACCATTCT 


20912 


2729 


GGACCUUA G UGUCGUGG 


3792 


PPAPPfiPa WSPTAnpfpRriR r/-*t»r rnnnn/imn/i 


20913 


2731 


ACCUUAGU G UCGUGGUU 


3793 


AAPPAPfIA nPPTAPP*rR.r»R IfVA R rtrri t\ 7v /~?/-*m 

An.v.wv\»vx/\ vjv?i.i/vji,x AwlAlAiA AL-iAAGGT 


20914 


2734 


UUAGUGUC G UGGUUGAG 


3794 


CTCAACPA f^nrTAfJPTanaama f*Rr , Rr«'PRR 


20915 


2737 


GUGUCGUG G UUGAGAAA 


3795 


i ax v. x v#Hn VjvjV. IHuU IHUiALuA UAL.GACAC 


20916 


2757 


GAGGGAAU G UACAAGUC 


3 796 


GAPT7Y3T A finPTflfinrapa a /*»/*• r r «jinvw»Ti/«i 


20917 


2763 


AUGUACAA G UCAGCACC 


3797 


GfTTY^PTTlA P^2PTRf2/"wpAORR/"V , R mnnmnmm 
w x va^- x un uuL x AUAALasA XX vsTACA T 


20918 


2767 


ACAAGUCA G CACCUAAA 


3798 


1 j. inuuiu V30^1A*ji-lAL-AACGA TGACxTGT 


20919 


2777 


ACCUAAAC G CCUCACCG 


3799 


PPflTPZXriP <*SP«r ,r PR.rir w T 1 Rr , R R/'^r'R nmnvnvnnm 
oovj iLxfiuo <^uiAvjruiALAAL(iA GTTTAGGT 


20920 


2785 


GCCUCACC G CCACCACG 


3800 




20921 


2810 


GGAAAUUG G CUGGAAGG 


3801 


<~ v_ 1 1 t,uw vjvjc 1 Abu 1 ALAACGA CAATTTCC 


20922 


2818 


GCUGGAAG G CCUGGGGA 


3802 


TPPPPL.PP rtfSPTA/irwTRriR R/^/*«iv rnnrnnriit 

iUL.v.LftUj wv, 1 AVjv. 1 ALAALX5A CTTCCAGC 


20923 


2831 


GGGAAAGA G UAUUUUAU 


3803 


A T* R ?\ R R r P R fl/SPTArTwii* f*Ti H rviK (nmmunnnA 


20924 


2842 


UUUUAUUU G CACCAGAA 


3804 


iiwiwaiAj <j^iAGCTACAACGA AAATAAAA 


20925 


2854 


CAGAACUC G CCAACAAC 


3805 


CVT"T'CVT v T > fZn rtP/^ r PR^!/^»PR^'R R /"V^Tl iv /rmm/vTm 

vj x x v? 1 ivjv» vjiju i Aviv. 1 ALAACGA GAGTTCTG 


20926 


2869 


ACACCUUU G UGGUUGAU 


3806 


AT*PAAPP2X fifiPPa/lPTapa Xrv»)\ mtn/tnnvini 


20927 


2872 


CCUUUGUG G UUGAUGGU 


3807 


nv,wiAWUi vJV^iAov.lAL.AAvJCiA CACAAAGG 


20928 


2879 


GGUUGAUG G UCCGGAGA 


3808 


TPTPPfVZA f2f5PTR/T^TRr«RR*"V5n nivmn'K -» 


20929 


2897 


CAAGGAAU G UCCGACUC 


3809 




20930 


2912 


UCAGAAUC G CGCUUGGA 


3810 


TPPA&fiPn PTlPTRnr^TR/^R R rv*«7\ /iKnvnnmik 


20931 


2914 


AGAAUCGC G CUUGGAAU 


3811 


* * UL-fiHij V3VJV* 1 Aviv,, x At-AACGA GCGATTCT 


20932 


2924 


UUGGAAUA G CUUAGAAG 


3812 


Li iUhfUj vivjC"! ALj CT AUAACGA TATTCCAA 


20933 


2932 


GCUUAGAA G UGGAGGAU 


3813 


ATCPTPPA nnPTAfSPTHPaarviR Tvrrvrnnon 
ftiumwUi vjvjL' 1 /ioL. 1 ALAAVjviA TTCTAAGC 


20934 


2951 


UGGAUUUG G UCUCACCA 


3814 




20935 


2960 


UCUCACCA G CACUCGGA 


3815 




20936 


2970 


ACUCGGAU G UUCCUGAA 


3816 


TTCAGGAA Rf3PTArtP*PapaaPPfi RTOiTnR/^m 


20937 


2980 


UCCUGAAG G UCAGAGAG 


3817 


PTPTPTViA anr^r a nrr* rprr ^v* r r*i*poit^o» 


20938 


2990 


CAGAGAGA G CAACACAA 


3818 




20939 


3005 


AACUGAAU G UGACUCGA 


3819 


iv,uavjiu4 ovj U 1 nuv. 1 Av-AAvAiA ATTCAGTT 


20940 


3028 


UUGGAACG G CUGUCAAG 


3820 




20941 


3031 


GAACGGCU G UCAAGAAC 


3821 


vjx x v-i i AOL xAv-AACuA AGCC^TTC 


20942 


3046 


ACAACUUG G CGAUCCAC 


3822 


GTGGATCG GGCTAGCTACAACGA CAAGTTGT 


20943 


3056 


GAUCCACA G UGACCUGU 


3823 


ACAGGTCA - GGCTAGCTACAACGA TGTGGATC 


20944 


3063 


AGUGACCU G UCCUAUUG 


3824 


CAATAGGA GGCTAGCTACAACGA AGGTCACT 


20945 


3080 


GAUUGAAA G CAGGCUCA 


3825 


TGAGCCTG GGCTAGCTACAACGA TTTCAATC 


20946 


3084 


GAAAGCAG G CUCAAUGA 


3826 


TCATTGAG GGCTAGCTACAACGA CTGCTTTC 


20947 


3096 


AAUGAUAC G UGGAAGCU 


3827 


AGCi u l L uuA GGCTAGCTACAACGA GTATCATT 


20948 


3102 


ACGUGGAA G CUUGAAAG 


3828 


CTTTCAAG GGCTAGCTACAACGA TTCCACGT 


20949 


3112 


UUGAAAGG G CAGUUCUG | 


3829 


CAGAACTG GGCTAC^ACAACGA CCTTTCAA 


20950 
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1 3115 


AAAGGGCA G UUCUGGGU 


3830 


ACCCAGAA GGCTAGCTACAACGA TGCCCTTT 


| 20951 


3122 


AGUUCUGG G ugaaguca 


3831 


TGACTTCA GGCTAGCTACAACGA CCAGAACT "" 


20952 


3127 


UGGGUGAA G UCAAAUCA 


3832 


^ni\jft li^lTAJbl l'ALAACGA TTCACCCA 


20953 


3137 


CAAAUCAU G UACGUGGC 


3833 


vjtuiL\3iA VaiiCl'AJiu-fACAACGA ATGATTTG 


20954 


3141 


UCAUGUAC G UGGCCUGA 


3834 


TCAGGCCA GGCTAGCTACAACGA GTACATGA 


J 20955 


[ 3144 


UGUACGUG G CCUGAGAC 


3835 


GTCTCAGG GGCTAGCTACAACGA CACGTACA 


20956 


3153 


CCUGAGAC G CAUACCUU 


3836 


AAGGTATG GGCTAGCTACAACGA GTCTCAGG 


20957 


3162 
3167 


CAUACCUU G UGGGGCGA 
CUUGUGGG G CGAUGGAA 


3837 
3838 


TCGCCCCA GGCTAGCTACAACGA AAGGTATG 


20958 


3185 


CCOUGAGA G UGAOJUGA 


3839 


TTCCATCG GGCTAGCTACAACGA CCCACAAG 
TCAAGTCA GGCTAGCTACAACGA TCTCAAGG 


20959 
20960 


3202 


UAAUACCA G UCACACUG 


3840 


CAGTGTGA GGCTAGCTACAACGA TGGTATTA 


20961 


3211 
3224 


UCACACUG G CGGGACCA 
ACCACGAA G CAAUCACA 


3841 
3842 


TGGTCCCG GGCTAGCTACAACGA CAGTGTGA 


20962 


3246 
3266 
3281 
3286 
3308 
3322 
3332 
3338 
3341 
3350 
3358 
3365 
3380 
3387 
[ 3402 
3404 
1 3407 
3413 
3416 
3432 
3434 
3449 
3452 


AGACCUGG G UACAAGAC 
AAACCAGG G CCCAUGGG 
GGACGAAG G CCGGGUAG 
AAGGCCGG G UAGAGAUU 
CGAUUACU G CCCAGGAA 
GAACUACG G UCACCCUG 
CACCCUGA G UGAGAGCU 
GAGUGAGA G CUGCGGAC 
UGAGAGCU G CGGACACC 
CGGACACC G UGGACCUG 
GUGGACCU G CCACUCGC 
UGCCACUC G CACCACCA 
CACAGAGA G CGGAAAGU 
AGCGGAAA G UUGAUAAC 
ACAGAUUG G UGCUGCAG 
AGAUUGGU G CUGCAGGA 
UUGGUGCU G CAGGAGCU 
CUGCAGGA G CUGCACCU 
CAGGAGCU G CACCUUAC 
CCACCACU G CGCUACCA 
ACCACUGC G CUACCAAA 
AACUGACA G CGGCUGUU 
UGACAGCG G CUGUUGGU 


3843 

3844 

3845 

3846 

3847 

3848 

3849 

3850 

3851 

3852 

3853 

3854 

3855 

3856 

3857 

3858 

3859 

3860 

3861 

3862 

3863 

3864 

3865 


l TGTGATTG GGCTAGCTACAACGA TTCGTGGT 
GTlwa GGCTAGCTACAACGA CCAGGTCT 
CCCATGGG GGCTAGCTACAACGA CCTGGTTT 
CTACCCGG GGCTAGCTACAACGA CTTCGTCC 
AATCTCTA GGCTAGCTACAACGA CCGGCCTT 

TTCCTGGG GGCTAGCTACAACGA AGTAATCG 

CAGGGTGA GGCTAGCTACAACGA CGTAGTTC 
AGCTCTCA GGCTAGCTACAACGA TCAGGGTG 
GTCCGCAG GGCTAGCTACAACGA TCTCACTC 
GGTGTCCG GGCTAGCTACAACGA AGCTCTCA 
CAGGTCCA GGCTAGCTACAACGA GGTGTCCG 
GCGAGTGG GGCTAGCTACAACGA AGGTCCAC 
TGGTGGTG GGCTAGCTACAACGA GAGTGGCA 
ACTttuuj GGCTAGCTACAACGA TCTCTGTG 
GTTATCAA GGCTAGCTACAACGA TTTCCGCT 
CTGCAGCA GGCTAGCTACAACGA CAATCTGT 

TCCTGCAG GGCTAGCTACAACGA ACCAATCT 

AGCTCCTG GGCTAGCTACAACGA AGCACCAA 
AGGTGCAG GGCTAGCTACAACGA TCCTGCAG 
GTAAGGTG GGCTAGCTACAACGA AGCTCCTG 
TGGTAGCG GGCTAGCTACAACGA AGTGGTGG 
TItGGTAG GGCTAGCTACAACGA GCAGTGGT 
AACAGCCG GGCTAGCTACAACGA TGTCAGTT 
ACCAACAG GGCTAGCTACAACGA CGCTGTCA 


20963 
20964 
20965 

^20966 
20967 

J 20968 
20969 
20970 
20971 

1 20972 
20973 
20974 
20975 
20976 
20977 
20978 

[ 20979 
20980 
20981 
20982 
20983 
20984 
20985 

20986 


3455 

3459 

3464 

3505 

3507 

3510 

3517 

3523 

3532 

3555 

3560 

3568 

3571 

3573 

3580 

3592 

3599 

3606 

3613 

3623 

3627 

3631 

3643 

3648 

3652 

3658 


CAGCGGCU G UUGGUAUG 
GGCUGUUG G UAUGGUAU 
UUGGUAUG G UAUGGAGA 
AGACCCUC G UGCAGUCA 
ACCCUCGU G CAGUCACA 
CUCGUGCA G UCACAAGU 
AGUCACAA G UGAAUGCU 
AAGUGAAU G CUUAUAAU 
CUUAUAAU G CUGAUAUG 
CCUUUUCA G UUGGGCCU 
UCAGUUGG G CCUUCUGG 
GCCUUCUG G UCGUGUUC 
UUCUGGUC G UGUUCUUG 
CUGGUCGU G UUCUUGGC 
UGUUCUUG G CCACCCAG 
CCCAGGAG G UCCUUOGC 
GGUCCUUC G CAAGAGGU 
OGCAAGAG G UGGACAGC 
GGUGGACA G CCAAGAUC 
CAAGAUCA G CAUGCCAG 
AUCAGCAU G CCAGCUAU 
GCAUGCCA G CUAUACUG 
UACUGAUU G CUCUGCUA 
APUGCUCU G CUAGUCCU ■ 
CUCUGCUA G UCCUGGUG 
UAGUCCUG G UGUUUGGG 


3866 

3867 

3868 

3869 

3870 

3871 

3872 

3873 

3874 

3875 

3876 

3877 

3878 

3879 

3880 

3881 

3682 

3883 

3884 

3885 

3886 

3887 

3888 

3889 

3890 

3891 


CATACCAA GGCTAGCTACAACGA AGCCGCTG 
ATACCATA GGCTAGCTACAACGA CAACAGCC 
TCTCCATA GGCTAGCTACAACGA CATACCAA 
TGACTGCA GGCTAGCTACAACGA GAGGGTCT | 
TGTGACTG GGCTAGCTACAACGA ACGAGGGT | 
ACTTGTGA GGCTAGCTACAACGA TGCACGAG | 
AGCATTCA GGCTAGCTACAACGA TTGTGACT 
ATTATAAG GGCTAGCTACAACGA ATTCACTT | 
CATATCAG GGCTAGCTACAACGA ATTATAAG | 
AGGCCCAA GGCTAGCTACAACGA TGAAAAGG 
CCAGAAGG GGCTAGCTACAACGA CCAACTGA | 
GAACACGA GGCTAGCTACAACGA CAGAAGGC [ 
CAAGAACA GGCTAGCTACAACGA GACCAGAA 
GCCAAGAA GGCTAGCTACAACGA ACGACCAG | 
CTGGGTGG GGCTAGCTACAACGA CAAGAACA | 
GOGAAGGA GGCTAGCTACAACGA CTCCTGGG 
ACCTCl'W GGCTAGCTACAACGA GAAGGACC 
GCTGTCCA GGCTAGCTACAACGA CTCTTGCG | 
GATCttuu GGCTAGCTACAACGA TGTCCACC | 
CTCGCATG GGCTAGCTACAACGA TGATCTTG f 
ATAGCTGG GGCTAGCTACAACGA ATGCTGAT 
CAGTATAG GGCTAGCTACAACGA TGGCATGC 
TAGCAGAG GGCTAGCTACAACGA AATCAGTA | . 
AGGACTAG GGCTAGCTACAACGA AGAGCAAT J: 
CACCAGGA GGCTAGCTACAACGA TAGCAGAG f: 
CCCAAACA GGCTAGCTACAACGA CAGGACTA | : 


20987 

20988 

20989 

20990 

20991 

20992 

20993 

20994 

20995 

20996 

20997 

20998 

20999 

21000 

21001 

21002 

21003 

21004 

91 not; 

21006 
21007 
21008 
21009 
21010 
21011 
21012 
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GUCCUGGU G UUUGGGGG 



3892 



GUUUGGGG G CAUUACUU | 3893 
ACACUGAU G UGOUACGC [ 3894 



CCCCCAAA GGCTAGCTACAACGA ACCAGGAc" 



AAGTAATG GGCTAGCTACAACGA CCCCAAAC 



GCGTAACA GGCTAGCTACAACGA ATCAGTGT 



ACUGAUGU G UUACGCUA I 3895 
UGUGUUAC G CUAUGUCA | 3896 



TAGCGTAA GGCTAGCTACAACGA ACATCAGT 



3697 j UACGCUAU G UCAUCUUG | 3897 
3706 I UCAUCUUG G UGGGGGCA | 3898 



TGACATAG GGCTAGCTACAACGA GTAACACA 



CAAGATGA GGCTAGCTACAACGA ATAGCGTA 



TGCCCCCA GGCTAGCTACAACGA CAAGATGA 



3712 I UGGUGGGG G CAGCUUUC | 3899 
3715 I UGGGGGCA G CUUUCGCA | 3900 



GAAAGCTG GGCTAGCTACAACGA CCCCACCA ' 



TGCGAAAG GGCTAGCTACAACGA TGCCCCCA 



CAGCUUUC G CAGAAUCU | 390 1 
GAGGAGAC G UGGUACAC | 3902 



AGATTCTG GGCTAGCTACAACGA GAAAGCTG 



3745 
3748 



GTGTACCA GGCTAGCTACAACGA GTCTCCTcT 



GAGACGUG G UACACUUG I 3903 
UACACUUG G CGOJCAUG | 3904 



CAAGTGTA GGCTAGCTACAACGA CACGTCTc" 



3759 



CACUUGGC G CUCAUGGC 



3905 
3906 



CATGAGCG GGCTAGCTACAACGA CAAGTGTA 



GCCATGAG GGCTAGCTACAACGA GCCAAGTG 



3766 1 CGOJCAUG G CGACCUUC 
3787 I UACAACCA G UGUUUAUG 



3789 



3796 



3799 



CAACCAGU G UUUAUGGU 



3907 
3908 



GAAGGTCG GGCTAGCTACAACGA CATGAGCG 



CATAAACA GGCTAGCTACAACGA TGGTTGTA 



UGUUUAUG G UGGCAUCG 



3909 



ACCATAAA GGCTAGCTACAACGA ACTGGTTG 



UUAUGGUG G CAUCGUUU 



3910 



CGATGCCA GGCTAGCTACAACGA CATAAACA 



AAACGATG GGCTAGCTACAACGA CACCATAA 



3814 



3843 



GUGGCAUC G UUUCUCAA 



3911 



UUCUCAAA G CGAGAUGG 



3912 



TTGAGAAA GGCTAGCTACAACGA GATGCCAC 



AACAUUUU G UUGAUGUU 



3913 
3914 



CCATCTCG GGCTAGCTACAACGA TTTGAGAA 



AACATCAA GGCTAGCTACAACGA AAAATGTT 



3853 



UUGUUGAU G WGGCGGC 



UGAUGUUG G CGGCUGUU 



3915 
3916 



GCCGCCAA GGCTAGCTACAACGA ATCAACAA 



AACAGCCG GGCTAGCTACAACGA CAACATCA 



3856 | UGUUGGCG G CUGUUUU C 
3859 j UGGCGGCU G UUUUCUUU 



GAAAACAG GGCTAGCTACAACGA CGCCAACA 



3874 



3917 



UUCAAAUG G CUUAUCAC 



3918 



AAAGAAAA GGCTAGCTACAACGA AGCCGCCA 



GTGATAAG GGCTAGCTACAACGA CATTTGAA 



3890 



3921 



3934 



AUCACGAU G CCCGCCAA 



CGAUGCCC G CCAAAUUC 



3919 
3920 



TTGGCGGG GGCTAGCTACAACGA ATCGTGAT 



3900 | CAAAUUCU G CUCUGG GA ( 3921 
3919 I UCCCUGAU G UGUUGAAU | 3922 



GAATTTGG GGCTAGCTACAACGA GGGCATCG 



CCUGAUGU G UUGAAUUC 



3923 



AUUCACUG G CGGUAGCU 



3924 



TCCCAGAG GGCTAGCTACAACGA AGAATTTG 



ATTCAACA GGCTAGCTACAACGA ATCAGGGA 



GAATTCAA GGCTAGCTACAACGA ACATCAGG 



3937 I CACUGGCG G UAGCUUGG 
3940 I UGGCGGUA G CUUGGAUG 



3925 
3926 



AGCTACCG GGCTAGCTACAACGA CAGTGAAT 



CCAAGCTA GGCTAGCTACAACGA CGCCAGTG 



3958 



3985 



3988 



3991 



UACUGAGA G CCAUAACA 



3927 



CAUCAAAC G UGGUUGUU 



3928 



CATCCAAG GGCTAGCTACAACGA TACCGCCA" 
TGTTATGG GGCTAGCTACAACGA TCTCAGTA 



CAAACGUG G UUGUUCCG 



ACGUGGUU G UUCCGCUG 



3929 
3930 



AACAACCA GGCTAGCTACAACGA GTTTGATG 



CGGAACAA GGCTAGCTACAACGA CACGTTT G 
CAGCGGAA GGCTAGCTACAACGA AACCACGT~ 



4008 



GUUGUUCC G CUGCUAGC 



3931 



3999 [ GUUCCGCU G CUAGCCCU | 3932 
4003 I CGCUGCUA G CCCUGCVA | 3933 



GCTAGCAG GGCTAGCTACAACGA GGAACAACf 
AGGGCTAG GGCTAGCTACAACGA AGCGGAAC" 



CUAGCCCU G CUAACACC 



3934 



TAGCAGGG GGCTAGCTACAACGA TAGCAGCG 



GGTGTTAG GGCTAGCTACAACGA AGGGCTAG 



4028 



ACACCCGG G CUGAGAUG 



3935 



GCUGAGAU 
AUCUGGAU 



G CUUGAAUC 



3936 



G UGUACAGG 
G UACAGGAU 



3937 
3938 



CATCTCAG GGCTAGCTACAACGA CCGGGTGT" 
GATTCAAG GGCTAGCTACAACGA ATCTCAGC ' 



CCTGTACA 
ATCCTGTA 



GGCTAGCTACAACGA ATCCAGAT 



4056 



AGGAUACU 
AUACUGCU 



G CUGUUGAU 
G UUGAUGGU 



3939 
3940 



GGCTAGCTACAACGA ACATCCAG 



ATCAACAG GGCTAGCTACAACGA AGTATCCT" 



21060 
21061 



4066 



G UCGGAAUA 
G CAGCUUGA 



3941 
3942 



ACCATCAA GGCTAGCTACAACGA AGCAGTAT 



TATTCCGA GGCTAGCTACAACGA CATCAACA 



CGGAAUAG 
AAUAGGCA 



G CUUGAUCA 



3943 



TCAAGCTG GGCTAGCTACAACGA CTATTCCG 



GAAGAGGA 
AGAGGAGU 
GGAGUGCA 
GUGCAGOJ 



G UGCAGCUG 
G CAGCUQCA 
G CUGCAAAA 
G CAAAAAAG 



AGAAAGGA 
AGGAGCAA 



3944 
3945 
3946 
3947 



TGATCAAG GGCTAGCTACAACGA TGCCTATT 



G CAAGUCUG 
G UCUGCUAU 



CAGCTGCA 
TGCAGCTG 
TTTTGCAG 
CTTITTTG 



3948 
3949 



GGCTAGCTACAACGA 
GGCTAGCTACAACGA 
GGCTAGCTACAACGA 
GGCTAGCTACAACGA 



TCCTCTTC 
ACTCCTCT 
TGCACTCC 
AGCTGCAC 



CAGACTTG GGCTAGCTACAACGA TCCTTTCT 



21062 
21063 



21064 



4131 



4136 



4141 



4147 



GCAAGUCU G CUAUGCUU 



3950 



ATAGCAGA GGCTAGCTACAACGA TTGCTCCT 



UCUGCUAU G CUUGGCUC 



UAUGCUUG G CUCUAGCC 



3951 



AAGCATAG GGCTAGCTACAACGA AGACTTGC 



UGGCUCUA G CCUCAACA 



3952 



GAGCCAAG GGCTAGCTACAACGA ATAGCAGA 



3953 



GGCTAGAG GGCTAGCTACAACGA CAAGCATA 



TGTTGAGG GGCTAGCTACAACGA TAGAGCCA 



21069 
21070 



21071 



21072 



21073 



21074 
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4180 


UGAUCCUU G CUGCUGGA 


3954 


TCCAGCAG GGCTAGCTACAACGA A anna tor 


21075 


4183 


UCCUUGCU G CUGGACUG 


3955 


CAGTCCAG GGCTAGCTACAArvja ar^r»nar?r»w 


21076 


4195 


GACUGAUU G CAUGUGAU 


3956 


ATCACATG GGCTAGCTACAACGA AATrartv- 


21077 


4199 


GAUUGCAU G UGAUCCCA 


3957 


TGGGATCA GGCTAGCTACAACGA ATnriatv^ 


21078 


4211 


UCCCAACC G UAAACGCG 


3958 


CGCGTTTA GGCTAGCTACAACGA cicvrmnnn 


21079 


4217 


CCGUAAAC G CGGAUGGC 


3959 


GCCATCCG GGCTAGCTACAACGA (vrmmn 


21080 


4224 


CGCGGAUG G CCCGCAAC 


3960 


GTrGCGGG GGCTAGCTACAACGA CATCCGCG 


21081 


4228 


GAUGGCCC G CAACUGAA 


3961 


TTCAGTTG GGCTAGCTACAACGA GGGCCATC 


21082 


4237 


CAACUGAA G UGAUGACA 


3962 


TGTCATCA GGCTAGCTACAACGA TTCAGTTG 


21083 


4246 


UGAUGACA G CUGUCGGC 


3963 


GCCGACAG GGCTAGCTACAACGA TGTCATCA 


21084 


4249 


~ UGACAGCU G UCGGCCUA 


3964 


TAGGCCGA GGCTAGCTACAACGA AGCTGTCA 


21085 


4253 


AGCUGUCG G CCUAAUGU 


3965 


ACATTAGG GGCTAGCTACAACGA CGACAGCT 


21086 


4260 


GGCCUAAU G UUUGCCAU 


3966 


ATGGCAAA GGCTAGCTACAACGA ATTAGGCC 


21087 


4264 
4270 
4278 


UAAUGUUU G CCAUCGUC 
UUGCCAUC G UCGGAGGG 
GUCGGAGG G CUGGCAGA 


3967 
3968 
3969 


GACGATGG GGCTAGCTACAACGA AAACATTA 
CCCTCCGA GGCTAGCTACAACGA GATGGCAA 


21088 
21089 


4282 
4287 
4306 


GAGGGCUG G CAGAGCUU 
CUGGCAGA G CUUGACAU 
ACUCCAUG G CCAUUCCA 


3970 
3971 
3972 


TCTGCCAG GGCTAGCTACAACGA CCTCCGAC 
AAGCTCTG GGCTAGCTACAACGA CAGCCCTC 
ATGTCAAG GGCTAGCTACAACGA TCTGCCAG 


21090 
21091 
21092 


4324 
4329 


UGACUAUC G CGGGGCUC 
AUCGCGGG G CUCAUGUU 


3973 
3974 


TGGAATGG GGCTAGCTACAACGA CATGGAGT 
GAGCCCCG GGCTAGCTACAACGA GATAGTCA 


21093 
21094 


4335 
4339 
4342 
4348 
4374 
4390 


GGGCUCAU G UVUGCUGC 
UCAUGUUU G CUGCUUUC 
UGUUUGCU G CUUUCGUG 
CUGCUUUC G UGAUUUCU 
ACAGAUAU G UGGAUUGA 
AGAGAACG G CGGACAUU 


3975 
3976 
3977 
3978 
3979 
3980 


AACATGAG GGCTAGCTACAACGA CCCGCGAT 
GCAGCAAA GGCTAGCTACAACGA ATGAGCCC 
GAAAGCAG GGCTAGCTACAACGA AAACATGA 
CACGAAAG GGCTAGCTACAACGA AGCAAACA 
AGAAATCA GGCTAGCTACAACGA GAAAGCAG 
TCAATCCA GGCTAGCTACAACGA ATATCTGT 


21095 
21096 
21097 
21098 
21099 
21100 


4409 

4414 

4427 

4433 

4441 

4447 

4449 

4452 

4476 

4495 

4515 

4525 

4529 

4534 

4541 

4543 

4545 

4558 

4566 

4573 

4576 

4616 

4618 

4620 

4623 

4647 

4673 

4675 

•to 2*** 

4698 
4701 
4706 
4709 
4717 
4723 


CUGGGAAA G UGAUGCAG 
AAAGUGAU G CAGAAAUU 
AAUUACAG G CUCGAGCG 
AGGCUCGA G CGAAAGAG 
GCGAAAGA G UUGAUGUG 
GAGUUGAU G UGCGGCUU 
GUUGAUGU G CGGCUUGA 
GAUGUGCG G CUUGAUGA 
AACUUCCA G CUCAUGAA 
AUCCAGGA G CACCUUGG 
AUAUGGAU G CUCAGAAU 
UCAGAAUG G UCUGUCUC 
AAUGGUCU G UCUCGCGA 
UCUGUCUC G CGAUUAGU 
CGCGAUUA G UGCGUACA 
CGAUUAGU G CGUACACC 
AUUAGUGC G UACACCCC 
CCCCCUGG G CAAUCUUG 
GCAAUCUU G CCCUCAGU 
UGCCCUCA G UAGUUGGA 
CCUCAGUA G UUGGAUUU 
GAGAGGAG G CGUGUUGU 
GAGGAGGC G UGUUGUGG ~~ ' 
GGAGGCGU G UUGUGGGA 
GGCGUGUU G UGGGACAC ~~ = 
CCAAAGGA G UACAAAAA 
GACCACCG G CGUCUACA 
CCACCGGC G UCUACAGG 
CAUGACUC G UGGGCUGC 
ACUCGUGG G CUGCUCGG 
CGUGGGCU G CUCGGCAG 
GCUGCUCG G CAGUUAUC 
GCUCGGCA G UUAUCAAG 
GUUAUCAA G CAGGAGCG 
AAGCAGGA G CGGGCGUG ' " 


3981 

3982 

3983 

3984 

3985 

3986 

3987 

3988 

3989 

3990 

3991 

3992 

3993 

3994 

3995 

3996 

3997 

3998 

3999 

4000 

4001 

4002 

4003 

4004 

4005 

4006 

4007 

4008 

4009 

4010 

4011 

4012 

4013 

4014 

4015 


AATGTCCG GGCTAGCTACAACGA CGTTCTCT 
CTGCATCA GGCTAGCTACAACGA TTTCCCAG 
AATTTCTG GGCTAGCTACAACGA ATCACTTT 
CGCTCGAG GGCTAGCTACAACGA CTGTAATT 
CTCTTTCG GGCTAGCTACAACGA TCGAGCCT 
CACATCAA GGCTAGCTACAACGA TCTTTCGC 
AAGCCGCA GGCTAGCTACAACGA ATCAACTC 
TCAAGCCG GGCTAGCTACAACGA ACATCAAC 
TCATCAAG GGCTAGCTACAACGA CGCACATC 
TTCATGAG GGCTAGCTACAACGA TGGAAGTT 
CCAAGGTG GGCTAGCTACAACGA TCCTGGAT 
ATTCTGAG GGCTAGCTACAACGA ATCCATAT 
GAGACAGA GGCTAGCTACAACGA CATTCTGA 
TCGCGAGA GGCTAGCTACAACGA AGACCATT 
ACTAATCG GGCTAGCTACAACGA GAGACAGA 
TGTACGCA GGCTAGCTACAACGA TAATCGCG 
GGTGTACG GGCTAGCTACAACGA ACTAATCG 
GGGGTGTA GGCTAGCTACAACGA GCACTAAT 
CAAGATTG GGCTAGCTACAACGA CCAGGGGG 
ACTGAGGG GGCTAGCTACAACGA AAGATTGC 
TCCAACTA GGCTAGCTACAACGA TGAGGGCA 
AAATCCAA GGCTAGCTACAACGA TACTGAGG 
ACAACACG GGCTAGCTACAACGA CTCCTCTC 
CCACAACA GGCTAGCTACAACGA GCCTCCTC 
TCCCACAA GGCTAGCTACAACGA ACGCCTCC 
GTGTCCCA GGCTAGCTACAACGA AACACGCC 
TTTTTGTA GGCTAGCTACAACGA TCCTTTGG 
TGTAGACG GGCTAGCTACAACGA CGGTGGTC 
CCTGTAGA GGCTAGCTACAACGA GCCGGTGG 
GCAGCCCA GGCTAGCTACAACGA GAGTCATG 
CCGAGCAG GGCTAGCTACAACGA CCACGAGT 
CTGCCGAG GGCTAGCTACAACGA AGCCCACG 
GATAACTG GGCTAGCTACAACGA CGAGCAGC " " 
CtruATAA GGCTAGCTACAACGA TCCCGAGC 
CGCTCCTG GGCTAGCTACAACGA TTGATAAC " ; 
__CACGCCCG GGCTAGCTACAACGA TCCTGCTT ; 


21101 

21102 

21103 

21104 

21105 

21106 

21107 

21108 

21109 

21110 

21111 

21112 

21113 

21114 

21115 

21116 

21117 

21118 

21119 

21120 

21121 

21122 

21123 

21124 

21125 

21126 

21127 

21128 

21129 

21130 

21131 

21132 

21133 

21134 

21135 

21136 
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AGGAGCGG G CGUGAUGG 



4016 



CCATCACG GGCTAGCTACAACGA COGCTCct" 



GAGCGGGC G UGAUGGUU 
GCGOGAUG G UUGAAGGU 



4017 



AACCATCA GGCTAGCTACAACGA GCCCGCTC 



21138 



4018 



ACCTTCAA GGCTAGCTACAACGA CATCACGC 



GGUUGAAG G UGUUUUCC 
UUGAAGGU G UUUUCCAC 



4019 



GGAAAACA GGCTAGCTACAACGA CTTCAACC 



4020 



GTGGAAAA GGCTAGCTACAACGA ACCTTCAA 



ACCCUUUG G CAUACAAC 



4021 



CAAAAGGA G CCGCUUUG 



4022 



GTTOTATG GGCTAGCTACAACGA CAAAGGGT" 



CAAAGCGG GGCTAGCTACAACGA TCCTTTTG 



21142 



AAGGAGCC G CUUUGAPG 
UUUGAUGA G CGGAGAGG 



4023 



CATCAAAG GGCTAGCTACAACGA GGCTCCTT 



4024 



CCTCTCCG GGCTAGCTACAACGA TCATCAAA 



CGGAGAGG G CCGCCUGG 
AGAGGGCC G CCUGGACC 



4025 



CCAGGCGG GGCTAGCTACAACGA CCTCTCCG 



21146 



4026 



GGTCCAGG GGCTAGCTACAACGA GGCCCTCT 



21147 
21148 



AUACUGGG G CAGUGUCA 



4027 



CUGGGGCA G UGUCAAGG 



4028 



TGACACTG GGCTAGCTACAACGA CCCAGTAT"" 
CCTTGACA GGCTAGCTACAACGA TGCCCCAG 



GGGGCAGU G UCAAGGAG 



4029 



UCGACUUU G UUACGGAG 



4030 



CTCCTTGA GGCTAGCTACAACGA ACTCCCCC 
CTCOGTAA GGCTAGCTACAACGA AAAGTCGA 



21150 



UGGAAAUU G CAGCACAA 



4031 



AAAUUGCA G CACAAGUG 



4032 



TTGTGCTG GGCTAGCTACAACGA AATTTCCA 



CACTTGTG GGCTAGCTACAACGA TGCAATTT 



21152 



21153 
21154 



CAGCACAA G UGGAACGG 
UGGAACGG G CAGGAUGA 



4033 



4034 



CCGTTCCA GGCTAGCTACAACGA TTGTGCTG 



TCATCCTG GGCTAGCTACAACGA CCGTTCCA~ 



21155 
21156 



AGGAUGAG G UGCAGAUG 



4035 



GAUGAGGU G CAGAUGAU 



4036 



CATCTGCA GGCTAGCTACAACGA CTCATCCT 



ATCATCTG GGCTAGCTACAACGA ACCTCATC 



21157 



AGAUGAUU G UGGUGGAA 
UGAUUGUG G UGGAACCV 



4037 



4038 



TTCCACCA GGCTAGCTACAACGA AATCATCT 



GGAACCUG G CAAGAACG 
GCAAGAAC G UUAAGAAC 



4039 



AGGTTCCA GGCTAGCTACAACGA CACAATCA 



CGTTCTTG GGCTAGCTACAACGA CAGGTTCC 



21158 



21159 



21160 
21161 



4040 



GTTCTTAA GGCTAGCTACAACGA GTTCTTGC 



UUAAGAAC G UCCAGA CG 
AACCAGGG G UGUUCAAA 



4041 
4042 



CGTCTGGA GGCTAGCTACAACGA GTTCTTAA 



21162 
21163 



CCAGGGGU G UUCAAAAC 



AAAUCGGG G CCGUGACU 



UCGGGGCC G UGACUUUG 



AACAUCAG G CUCACCAA 



4043 



TTTGAACA GGCTAGCTACAACGA CCCTGGTT 



4044 



GTTTTGAA GGCTAGCTACAACGA ACCCCTGG 



CACCAAUA G UGGACAAA 



CAAAAACG G UGAUGUGA 



ACGGUGAU G UGAUUGGG 



GUGAUUGG G CUUUAUGG 



GCUUUAUG G CAAUGGAG 



GCAAUGGA G UCAUAAUG 
GUCAUAAU G CCCAACGG 



4045 
4046 



AGTCACGG GGCTAGCTACAACGA CCCGAT TT 
CAAAGTCA GGCTAGCTACAACGA GGCCCCGA 



4047 



TTGGTGAG GGCTAGCTACAACGA CTGATGTT" 



4048 



TTTGTCCA GGCTAGCTACAACGA TATTGGTG" 



4049 



TCACATCA GGCTAGCTACAACGA CGTTTTTG 



4050 



CCCAATCA GGCTAGCTACAACGA ATCACCGT 



4051 



CCATAAAG GGCTAGCTACAACGA CCAATCAC 



4052 



CTCCATTG GGCTAGCTACAACGA CATAAAGC 
CATTATGA GGCTAGCTACAACGA TCCATTGC" 



21164 



21165 



21166 



21167 



21168 



21169 



21170 



21171 



21172 



21173 
21174 



4053 



GCCCAACG G CUCAUACA 
AUACAUAA G CGCGAUAG 



4054 



CCGTTGGG GGCTAGCTACAACGA ATTATGAC 



TGTATGAG GGCTAGCTACAACGA CGTTGGGC 



21175 
21176 



4055 



ACAUAAGC G CGAUAGUG 
GCGCGAUA G UGCAGGG tT 
GCGAUAGU G CAGGGUGA 



4056 
4057 
4058 



CTATCGCG GGCTAGCTACAACGA TTATGTAT 



CACTATCG GGCTAGCTACAACGA GCTTATGT 
ACCCTGCA GGCTAGCTACAACGA TATCGCGC 
TCACCCTG GGCTAGCTACAACGA ACTATCGC 



21177 
21178 
21179 



5226 
5245 



AGUGCAGG G UGAAAGGA 



4059 



AUGGAUGA G CCAAUCCC 



4060 



TCCTTTCA GGCTAGCTACAACGA CCTGCACT 



CAAUCCCA G CCGGAUUC 



CCUGAGAU G 
AGAUCACU G 
CCAUCCCG G 
AUCCCGGC G 
CGGCGCCG G 



CUGAGGAA 
UACUGGAU 
CGCCGGUA 
CCGGUAAA 
UAAAACAA 



4061 
4062 



GGGATTGG GGCTAGCTACAACGA TCATCCAT" 



GAATCCGG GGCTAGCTACAACGA TGGGATTG 



4063 
4064 
4065 
4066 



AGGAUUCU G 
UCAAAGAG G 



CCACAGAU 



TTCCTCAG 
ATCCAGTA 
TACCGGCG 
TTTACCGG 
TTGTTTTA 



4067 
4068 



GGCTAGCTACAACGA 
GGCTAGCTACAACGA 
GGCTAGCTACAACGA 
GGCTAGCTACAACGA 
GGCTAGCTACAACGA 



ATCTCAGG 
AGTGATCT 
CGGGATGG 
GCCGGGAT 
CGGCGCCG 



ATCTGTGG GGCTAGCTACAACGA AGAATCCT' 



21180 



21181 



21182 



21183 
21184 
21185 
21186 
21187 



5269 
5272 



UGAGAACA G 
GAACAGCC G 



CCADAAAC 
CCGUGCUA 



4069 



GTTTATGG GGCTAGCTACAACGA CTCTTTGA 



UGCUAGCA 
CUAGCACC 



4070 



TAGCACGG GGCTAGCTACAACGA TGTTCTCA^ 



TGCTAGCA GGCTAGCTACAACGA GGCTGTTC" 



21188 
21189 



21190 



5278 
5290 



4071 



CCGUGCUA G CACCAACC 



4072 



GGTGCTAG GGCTAGCTACAACGA ACGGCTCT" 



GGTTGGTG GGCTAGCTACAACGA TAGCACGG 



21191 
21192 



5293 
5296 



5299 



5308 



4073 



CCAGGGUU G UGGCUGCU 



4074 



AGCCACAA GGCTAGCTACAACGA CCTGGTTG 



GGGOUGUG G CUGCUGAG 



4075 



AGCAGCCA GGCTAGCTACAACGA AACCCTGG 



UUGUGGCU G 
CUGAGAUG G 



CUGAG ADG 
CUGAAGCA 



4076 



CTCAGCAG GGCTAGCTACAACGA CACAACCC 



4077 



CATCTCAG GGCTAGCTACAACGA AGCCACAA 



TGCTTCAG GGCTAGCTACAACGA CATCTCAG 



21193 
21194 



21195 



21196 



21197 



169 



WO 02/068637 



Table VI 



PC17US01/48350 



5314 


UGGCUGAA Q CACUGAGA 


4078 


TCTCAGTG GGCTAGCTACAACGA TTCAGCCA 


21199 


532B 


AGAGGACU G CCCAUCCG 


4079 


CGGATGGG GGCTAGCTACAACGA AGTCCTCT 


21200 


5337 


CCCAUCCG G UACCAGAC 


4080 


GTCTGGTA GGCTAGCTACAACGA CGGATGGG 


21201 


5350 


AGACAUCC G CAGUGCCC 


4081 


GGGCACTG GGCTAGCTACAACGA GGATGTCT 


21202 


5353 


CAUCCGCA G UGCCCAGA 


4082 


TCTGGGCA GGCTAGCTACAACGA TGCGGATG 


21203 


5355 


UCCGCAGU G CCCAGAGA 


4083 


TCTCTGGG GGCTAGCTACAACGA ACTGCGGA 


21204 


5383 


AUGAGAUU G UUGAUGUC 


4084 


GACATCAA GGCTAGCTACAACGA AATCTCAT 


21205 


5389 


UUGUUGAU G UCADGUGU 


4085 


ACACATGA GGCTAGCTACAACGA ATCAACAA 


21206 


5394 


GAUGUCAU G UGUCAUGC 


4086 


GCATGACA GGCTAGCTACAACGA ATGACATC 


21207 


5396 


UGUCAUGU G UCAUGCUA 


4087 


TAGCATGA GGCTAGCTACAACGA ACATGACA 


21208 


5401 


UGUGUCAU G CUACCCUC 


4088 


GAGGGTAG GGCTAGCTACAACGA ATGACACA - 


21209 


5418 


ACCCACAG G CUGAUGUC 


4089 


GACATCAG GGCTAGCTACAACGA CTGTGGGT 


21210 


5424 


AGGCUGAU G UCUCCUCA 


4090 


TGAGGAGA GGCTAGCTACAACGA ATCAGCCT 


21211 


5437 


CUCACAGG G UGCCGAAC 


4091 


GTTCGGCA GGCTAGCTACAACGA CCTGTGAG 


21212 


5439 


CACAGGGU G CCGAACUA 


4092 


TAGTTOGG GGCTAGCTACAACGA ACCCTGTC 




5454 


UACAACCU G UUCGUGAU 


4093 


ATCACGAA GGCTAGCTACAACGA AGGTTGTA 


91 91 A 


5458 


ACCUGUUC G UGAUGGAU 


4094 


ATCCATCA GGCTAGCTACAACGA GAACAGGT 


21215 


5470 


UGGAUGAG G CUCAUUUC 


4095 


GAAATGAG GGCTAGCTACAACGA CTCATCCA 


91 91 £ 


5488 


CCGACCCA G CUAGCAUU 


4096 


AATGCTAG GGCTAGCTACAACGA TGGGTCGG 


91917 


5492 


CCCAGCUA G CAUITGCAG 


4097 


CTGCAATG GGCTAGCTACAACGA TAGCTGGG 


21218 


5497 


CUAGCAUU G CAGCAAGA 


4098 


TCTTGCTG GGCTAGCTACAACGA AATGCTAG 


91 91 Q 


5500 


GCAUUGCA G CAAGAGGU 


4099 


ACCTCTTG GGCTAGCTACAACGA TGCAATGC 


21220 


5507 


AGCAAGAG G UUACAUUU 


4100 


AAATGTAA GGCTAGCTACAACGA CTCTTGCT 


21221 


5524 


CCACAAAG G UCGAGCUA 


4101 


TAGCTCGA GGCTAGCTACAACGA CTTTGTGG 


21222 


5529 


AAGGUCGA G CUAGGGGA 


4102 


TCCCCTAG GGCTAGCTACAACGA TCGACCTT 


21223 


5539 


UAGGGGAG G CGGCGGCA 


4103 


TGCCGCCG GGCTAGCTACAACGA CTCCCCTA 


91 994. 


5542 


GGGAGGCG G CGGCAAUA 


4104 


TATTGCCG GGCTAGCTACAACGA CGCCTCCC 


91 99^ 


5545 


AGGCGGCG G CAAUAUUC 


4105 


GAATATTG GGCTAGCTACAACGA CGCCGCCT 


91 99£ 


5560 


UCAUGACA G CCACCCCA 


4106 


TGGGGTGG GGCTAGCTACAACGA TGTPATGA 

•^ww^^waww* www 4 AvU A / • WmI^ VJfl X X *-_-rr X 




5573 


CCCACCAG G CACUUCAG 


4107 


CTGAAGTG GGCTAGCTACAACGA rTGGTGGG 


7 1 77Q 


5595 


UUCCCAGA G UCCAAUUC 


4108 


GAATTGGA GGCTAGCTACAACGA TCTGGGAA 


91 990 


5641 


CGGAUCGA G CUUGGAAC 


4109 


GTTCCAAG GGCTAGCTACAACGA TCGATCCG 


9i oin 


5689 


GGAAGACG G UUUGGUUU 


4110 


AAACCAAA GGCTAGCTACAACGA CGTCTTCC 


9 1 771 


5694 


ACGGUUUG G UUUGUGCC 


4111 


GGCACAAA GGCTAGCTACAACGA CAAACOGT 


91979 


5698 


UUUGGUUU G UGCCUAGU 


4112 


ACTAGGCA GGCTAGCTACAACGA AAACCAAA 


91 Oil 


5700 


UGGUUUGU G CCUAGUGU 


4113 


ACACTAGG GGCTAGCTACAACGA APAAAnCA 




5705 


UGUGCCUA G UGUCAAGA 


4114 


TCTTGACA GGCTAGCTACAACGA TAGGCACA 


91 97 Q 


5707 


UGCCUAGU G UCAAGAUG 


4115 


CATCTTGA GGCTAGCTACAACGA ACTACtCXCA 

w* * * w * * w.r» www A lw\» J. nWiAVwUn Aw X AuU w/\ 


414 JO 


5728 


AUGAGAUU G CCCUUUGC 


4116 


GCAAAGGG GGCTAGCTACAACGA AATCTCAT 


91 977 


5735 


UGCCCUUU G CCUACAAC 


4117 


GTTGTAGG GGCTAGCTACAACGA AAAGGGCA 


7 1 7 "3 Q 


5744 


CCUACAAC G UGCUGGAA 


4118 


TTCCAGCA GGCTAGCTACAACGA GTTGTAGG 


91 97Q 


5746 


UACAACGU G CUGGAAAG 


4119 


CTTTCCAG GGCTAGCTACAACGA ACGTTGTA 

w * * * w w*»w w w w a nwv X ^orviwVJf* X X %7 X 


91 9Art 


5758 


GAAAGAAA G UAGUCCAA 


4120 


TTGGACtA wGCTAGCTACAACGA TTTCTTTC 


91 941 


5761 


AGAAAGUA G UCCAAUUG 


4121 


CAATTGGA GG CT AGCT ACAACGA TACTTTCT 


21242 


5778 


AACAGAAA G UCGUACGA 


4122 


TCGTACGA GGCTAGCTACAACGA TTTCTGTT 


21243 


5781 


AGAAAGUC G UACGAGAC 


4123 


GTCTCGTA GGCTAGCTACAACGA GACTTTCT 


21244 


5793 


GAGACGGA G UACCCAAA 


4124 


TTTwGGTA GGCTAGCTACAACGA TCCGTCTC 


91 


5804 


CCCAAAAU G UAAGAACG 


4125 


CGTTCTTA GGCTAGCTACAACGA ATTTTGGG 


21246 


5827 


GGGACUUU G UUAUCACA 


4126 


TGTGATAA GGCTAGCTACAACGA AAAGTCCC 

* « ^ v»4jva wvu A/tuv i nv/tfivw/l <#^f%fW7Xwww 


91 9A7 


5857 


AAAUGGGG G CUAACUUC 


4127 


GAAGTTAG GGCTAGCTACAACGA CCCCATTT 


91 OAfl 


5869 


ACUUCAAG G CGAGCAGG 


4128 


CCTGCTCG GGCTAGCTACAACGA CTTGAAGT 


91 7 A O 


5873 


CAAGGCGA G CAGGGUGA 


4129 


TCACCCTG GGCTAGCTAPAAfY^A TTYJrTTTG 

* ww w a w www * nuv. i. nwvi^vsn X www w X X w 


21250 


5878 


CGAGCAGG G UGAUUGAC 


4130 


GTCAATCA GGCTAGCTACAAPGA PPTGPTPG 

w*Mvi^\>n w ww •* «ww X £%w#v\ wwn wwXwwXww 




5888 


GAUUGACA G CCGGAAGA 


4131 


TCTtccgg ggctagctacaapga thtpaatp 

*w»»wwww www * fiwv. i Awmv>Un XwXwWIXw 




5897 


CCGGAAGA G UGUGAAAC 


4132 


GTrtCACA GGCTAGCTACAACGA TCTTCCGG 


21253 


5899 


GGAAGAGU G UGAAACCA 


4133 


TGGTTTCA GGCTAGCTACAACGA ACTCTTCC 


21254 


5935 


AAGGGAGA G UGAUCCUG 


4134 


CAGGATCA GGCTAGCTACAACGA TCTCCCTT 


21255 


5956 


AACCAUCU G CAGUGACA 


4135 


TGTCACTG GGCTAGCTACAACGA AGATGGTT 


21256 


5959 


CAUCUGCA G UGACAGCA 


4136 


TGCTGTCA GGCTAGCTACAACGA TGCAGATG 


21257 


5965 


CAGUGACA G CAGCUAGU 


4137 


ACTAGCTG GGCTAGCTACAACGA TGTCACTG 


21258 


5968 


UGACAOCA Q CUAGUGCC 


4138 


GGCACTAG GGCTAGCTACAACGA TGCTGTCA 


21259 


5972 


AGCAGCUA G UGCCGCCC 


4139 


GGGCGGCA GGCTAGCTACAACGA TAGCTGCT 


21260 
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5974 


CAGCUAG0 G CCGCCCAG 


4140 


CTGGGCGG GGCTAGCTACAAPfia UPVinvw 


21261 


5977 


OJAGUGCC G CCCAGAGA 


4141 




21262 


5987 


CCAGAGAC G UGGACGUA 


4142 


TACGTCCA GGCTAGCTACAAPfia ftTPTOTw 


21263 


5993 


ACGUGGAC G UAUCGGUA 


4143 


TACCGATA GGCTAGPTAPAAfYSa /yrnniinnn* 


21264 


5999 


ACGUAUCG G UAGAAAUC 


4144 


GATTTCTA GGCTAGCTACAACGA rfiaTarrT 


21265 


6009 


AGAAAUCC G UCGCAAGU 


4145 


***** a vjv»v*n uviwiAuulnwUlLUn uuAl X x\Jx 


21266 


6012 


AAUCCGUC G CAAGUUGG 


4146 


v«v*nn\.x *V3 \jvj\* *AV3\» Art\-i>\Av-oA twt.A^7ft | j 


21267 


6016 


CGUCGCAA G UUGGUGAU 


4147 


** * vhUUin uvj V* XALtL. 1 Av_AAUGA TTGCGACG 


21268 


6020 


GCAAGUUG G UGAUGAGU 


4148 


ft^iwiiui w^*/U>CiAUui(JuA CAALllGC 


21269 


6027 


GGUGAUGA G UACUGUUA 


4149 


T'a apafypa rtrtOTAfs/^niAfiAA^toA mn«ffl/i«M/ > i 
irtnuvjiH w»u 1 AGC I AUAACGA TCATCACC 


21270 


6032 


UGAGUACU G UUAUGGGG 


4150 


LLtuiifl/i <o<av- 1 AGCTACAACGA AGTACTCA 


21271 


6042 


UAUGGGGG G. CACACGAA 


4151 


x i v-Aj ivj i\jr \jv»*- 1 AGC i ACAACGA CCCCCATA 


21272 


6070 


CGAACUUC G CCCAUUGG 


4152 


(VlfiTfKK nr^.t~"V A (VT> Api> * n nnitnfl«n« > vi 


21273 


6085 


GGACUGAG G CACGAAUC 


4153 


vjaii^vjITj GGCTAGCTACAACGA CTCAGTCC 


21274 


6096 


CGAAUCAU G CUGGACAA 


4154 


li\jlL.UAG GGCTAGCTACAACGA ATGATTCG 


21275 


6114 


AUCAACAU G CCAAACGG 


4155 


1 rGG oGCTAGCTACAACGA ATGTTGAT 


21276 


6130 


GACUGAUC G CUCAAUUC 


4156 


v3/uv.ltgag GGCTAGCTACAACGA GATCAGTC 


21277 


6150 


CAACCAGA G CGUGAGAA 


4157 


'1 'TV" 1 V * A ^ni^»/inm«rt]l »y<io* fTTl-|JIU-«J 1I1--1L-I- 

1 1 L. 1 UiUb GGCTAGCTACAACGA TCTGGTTG 


21278 


6152 


ACCAGAGC G UGAGAAGG 


4158 




21279 


6160 


GUGAGAAG G UAUAUACC 


4159 


uoiAiHiA GGCTAGCrACAACGA CTTCTCAC 


21280 


6186 


GAAUACCG G CUCAGAGG 


4160 


GGCTAGCTACAACGA CGGTATTC 


21281 


6222 


CUGGAACU G UUGAGGAC 


4161 


Lr i cu L laa CsGCTAGCTACAACGA AGTTCCAG 


21282 


6232 


UGAGGACU G CAGAUCUG 


4162 


v^wja1x.i\» GGCTAGCTACAACGA AGTCCTCA 


21283 


6240 


GCAGAUCU G CCAGUUUG 


4163 


uaahuIvjU GGCTAGCTACAACGA AGATCTGC 


21284 


6244 


AUCUGCCA G UUUGGCUG 


4164 


fJXflf^Oaa a fS^f^TA/VwpAOAAfi^A nvin/tikmtin 

unijtuwi GoC 1 AGCTACAACGA TGGCAGAT 


21285 


6249 


CCAGUUUG G CUGGCUUA 


4165 


*awjCCAG vjijL. 1 ACjCTACAACGA CAAACTGG 


21286 


6253 


UUUGGCUG G CUUACAAG 


4166 


v-x Avjifitu* v3\jtCIAGC1ACAACGA CAGCCAAA 


21287 


6262 


CUUACAAG G UUGCAGCG 


4167 


^u^xouui oLrV_ i AGC 1 ACAACGA CTTGTAAG 


21288 


6265 


ACAAGGUU G CAGCGGCU 


4168 


/iUrt-cvjciA* GtsrClAGCl ACAACGA AACCTTGT 


21289 


6268 


AGGUUGCA G CGGCUGGA 


4169 


i v„LAvji_L.\i WjKJTAGCTACAACGA TGCAACCT 


21290 


6271 


UUGCAGCG G CUGGAGUG 


4170 


uftUACLAti UUC'TAUCl'ACAACGA CGCTGCAA 


21291 


6277 


CGGCUGGA G UGUCAUAC 


4171 


vjIAJ. vjALA bGCTAGCTACAACGA TCCAGCCG 


21292 


6279 


GCUGGAGU G UCAUACCA 


4172 


*\sVjiAi\iA (cKiC'lAljClACAACGA ACTCCAGC 


21293 


6297 


GACCGGAG G UGGUGCUU 


4173 


AAGCACCA GGCTAGCTACAACGA CTCCGGTC 


21294 


6300 


CGGAGGUG G UGCUUUGA 


4174 


iwuiAVoCA Wj^iAbrCTACAACGA CACCTCCG 


21295 


6302 


GAGGUGGU G CUUUGAUG 


4175 


CATCAAAG GGCTAGCTACAACGA ACCACCTC 


21296 


6311 


CUUUGAUG G UCCUAGGA 


4176 


i r>uiUA liCiCTAGCTACAACGA CATCAAAG 


21297 


6349 


ACAACGAA G UGGAAGUC 


4177 


<jAui iuua uticrrAvjCi'ACAACGA TTCGTTGT 


21298 


6355 


AAGUGGAA G UCAUCACG 


4178 


l.vjx\3AH3A GGCTAGCTACAACGA TTCCACTT 


21299 


6366 


AUCACGAA G CUUGGUGA 


4179 


iUiUuuUj GGCTAGCTACAACGA TTCGTGAT 


21300 


6371 


GAAGCUUG G UGAAAGGA 


4180 


ii^iXTLA GGiJTAGCTACAACGA CAAGCTTC 


21301 


6390 


AUUCUGAG G CCGCGCVG 


4181 


L^«jru«jv-\3ty GGCTAGCTACAACGA CTCAGAAT 


21302 


6393 


CUGAGGCC G CGCUGGAU 


4182 


AiuijAijUj GGUTAGCTACAACXSA GGCCTCAG 


21303 


6395 


GAGGCCGC G CUGGAUUG 


4183 


uaaitUib GGCTAGCTACAACGA GCGGCCTC 


21304 


6406 


GGAUUGAC G CCAGGGUG 


4184 


UiLLLHaij GGO rAGCTACAACGA GTCAATCC 


21305 


6412 


ACGCCAGG G UGUACUCG 


4185 


uijAViiALJi GGUiAGCTACAACGA CCTGGCGT 


21306 


6414 


GCCAGGGU G UACUCGGA 


4186 


*^^jAGAA GGCIAGCTACAACGA ACCCTGGC 


21307 


6430 


AUCACCAG G CACUAAAG 


4187 


v,iimvjj,Tj GGCAAGCTACAACGA CTGGTGAT 


21308 


6439 


CACUAAAG G CGUUCAAG 


4188 




21309 


6441 


CUAAAGGC G UUCAAGGA 


4189 


*^v-ilvaAA GGL. 1 AGCTACAACGA GCCTTTAG 


21310 


6454 


AGGACUUC G CCUCGGGA 


4190 




21311 


6467 


GGGAAAAC G UUCUCAGA 


4191 


TCTGAGAA GGCTAGCTACAACGA GTTTTCCC 


21312 


6480 


CAGAUAGG G CUCAUUGA 


4192 




21313 


6490 


UCAUUGAG G UUCUGGGA 


4193 


iv-LUibHA GGLTIAGCTACAACGA CTCAATGA 


21314 


6504 


GGAAAGAU G CCUGAGCA 


4194 


TGCTCAGG GGCTAGCTACAACGA ATCTTTCC 


21315 


6510 


AUGCCUGA G CACUUCAU 


4195 


ATGAAGTG GGCTAGCTACAACGA TCAGGCAT 


21316 


6535 


CAUGGGAA G CACUUGAC 


4196 


GTCAAGTG GGCTAGCTACAACGA TTCCCATG 


21317 


6549 


GACACCAU G UACGUUGU 


4197 


ACAACGTA GGCTAGCTACAACGA ATGGTGTC 


21318 


6553 


CCAUGUAC G UUGUGGCC 


4198 


GGCCACAA GGCTAGCTACAACGA GTACATGG 


21319 


6556 


UGUACGUU G UGGCCACU 


4199 


AGTGGCCA GGCTAGCTACAACGA AACGTACA 


21320 


6559 


ACGUUC3UG G CCACUGCA 


4200 


TGCAGTGG GGCTAGCTACAACGA CACAACGT 


21321 


6565 


UGGCCACU G CAGAGAAA 


4201 


TITCTCTG GGCTAGCTACAACGA AGTGGCCA 


21322 
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6583 


GAGGAAGA 6 CUCACAGA 


4202 


TCTGTGAG GGCTAGCTACAACGA TCTTCCTC 


21323 


6595 


| ACAGAADG G CCCUGGAG 


4203 


CTCCAGGG GGCTAGCTACAACGA CATTTTfiT 


21324 


6609 


GAGGAACU G CCAGAUGC 


4204 


GCATCTGG GGCTAGCTACAACGA AGTTCCTC 


21325 


6616 


UGCCAGAU G CUCUUCAG 


4205 


Ct&aAGAG GGCTAGCTACAACGA ATOTfinrn 


21326 


6631 


AGACAA1KJ G CCUUGAUU 


4206 


AATCAAGG GGCTAGCTACAACGA AATTttTPT 


21327 


6640 


CCUUGAUU G CCUUAUUG 


4207 


CAATAAGG GGCTAGCTACAACGA AATPAann 


21328 


6650 


CUUAUUGA G UGUGAUGA 


4208 


I TCATCACA GGCTAGCTACAACGA TCAATAAG 


21329 


6652 


UAUUGAGU G UGAUGACC 


4209 


GGTCATCA GGCTAGCTACAACGA APTPAaTa 


21330 


6667 


CCAUGGGA G UAUUCUUC 


4210 


GAAGAATA GGCTAGCTACAACGA Trrraiw 


21331 


6684 


CUCCUCAU G CAGCGGAA 


4211 


TTCCGCTG GGCTAGCTAPAAPGA ATY2a«nar« 


21332 


6687 


CUCAUGCA G CGGAAGGG 


4212 


CCCTTCCG GGCTAjGCTACAACGA TYZPaTVan 


21333 


6695 


GCGGAAGG G CAUUGGAA 


4213 


TTCCAATG GGCTAGPTAPAAprca nnwnmr* 


21334 


6710 


AAAGAUAG G UUUGGGAG 


4214 


CTCCCAAA GGPTAGPTAPAAP/ia pta.tt"i"i»m« 


21335 


6719 


UUUGGGAG G CGCUGUCU 


4215 


AGACAGCG GGPTAGPTAPaAfY^a r<n*nmMiK 


21336 


6721 


UGGGAGGC G OJGUCUUG 


4216 


CAAGACAG GGPTAfV'papaArY" , a ^p/^pnnn * 


21337 


6724 


GAGGCGOJ G UCUUGGGA ~ 


4217 


TCCCAAGA GGPTAGPTAPaarrca anrvrr^ri 


21338 


6733 


UCUUGGGA G UCGCGACC 


4218 


GGTCGCGA GGPTAGPTAPaapna tppps ao* 


21339 


6736 


UGGGAGUC G CGACCUUU 


4219 


AAAGGTCG GGPTAGPTAPA APPa r , ar w rT'r«ri a 


21340 


6749 


CUUUUUCU G UUGGAUGG 


4220 


CCATCCAA GGP-TAGPTAPaarYxa roa a a a ao 


21341 


6757 


GUUGGAUG G CUGAAGUU 


4221 


AAC'l^CAG GGPTAGPTAPAAPPa HaTTin a n ri 


21342 


6763 


UGGCUGAA G UUCCAGGA 


4222 


TCCTGGAA GGCTAGPTAPAAPPa T?pRnpni\ 


21343 


6781 


CGAAGAUC G CCGGAAUG 


4223 




21344 


6789 


GCCGGAAU G UUGCUGCU 


4224 


AGCAGCAA GGCTAGPTAPAAPPa A r T u T t nnnj~<n 


21345 


6792 


GGAAUGUU G CUGCUCUC 


4225 


GAGAGCAG GGPTAPPTAPaarvsa aar"n»nw<i/-< 


21346 


6795 


AUGUUGCU G CUCUCCCU 


4226 


AGGGAGAG GGPTAPPTAPaappA a no a > r« a m 


21347 


6817 


UGAUGAUU G UGCUAAUU 


4227 


AATTAGCA GGPTAPPTaPaarvsa a nTrTiTnn 


21348 


6819 


AUGAUUGU G CUAAUUCC 


4228 


GGAATTAG GGCTAPPTAPAAPPa apaatpat* 


21349 


6831 


AUUCCUGA G CCAGAGAA 


4229 


TTCTCTGG GGCTAGPTAPAAPPa TraripaaT 


21350 


6840 


CCAGAGAA G CAACGUUC 


4230 


GAACGTTG GGCTAPPTAPAAPPa »r»rn»rrwnrir» 


21351 


6845 


GAAGCAAC G UUCGCAGA 


4231 


TCTGCGAA GGPTAGPTAPAAPPa r"T v TY^oT"nr» 


21352 


6849 


CAACGUUC G CAGACAGA 


4232 


TCTGTCTG GGCTAPPTAPaapna p&kppttp " " 


21353 


6864 


GACAACCA G CUAGCCGU 


4233 


ACGGCTAG GGCTAGPTAPaappa TnT^rpun 


21354 


6868 


ACCAGCUA G CCGUGUUC 


4234 


GAACACGG GGCTARPrara arva npAppqipjirn 


21355 


6871 


AGCUAGCC G UGUUCCUG 


4235 




21356 


6873 


CUAGCCGU G UUCCUGAU 


4236 


ATCAGGAA GnPTAPPTar'aarvn innnrvnt/t 


21357 


6884 


CCUGAUUU G UGUCAUGA 


4237 


A ^"iWi^rt wj^x/U^X/iLAAA^li/k AAATCAGG 


21358 


6886 


UGAUUUGU G UCAUGACC 


4238 




21359 


6898 


UGACCCUU G UGAGCGCA 


4239 




21360 


6902 


CCUUGUGA G CGCAGUGG 


4240 


CCACTGPG nnp r rar;r w rar , a apt" js »rr»A/^»*^/^<-i 


21361 


6904 


UUGUGAGC G CAGUGGCA 


4241 


TGCCACTG GGPTAPPTAPaarv^a nr*nn*. n«7i 


21362 


6907 


UGAGCGCA G UGGCAGCC 


4242 


GGCTGCCA GGCTAGCTACAACGA TGCGCTCA 


21363 




GCGCAGUG G CAGCCAAC 


4243 


GTTGGCTG GGCTAGCTACAACGA CACTGCGC 


21364 


6913 


CAGUGGCA G CCAACGAG 


4244 


CTCGTTGG GGCTAGCTACAACGA TGCCACTG 


21365 


6926 


CGAGAUGG G UUGGCUAG 


4245 


CTAGCCAA GGCTAGCTACAACGA CCATCTCG 


21366 


6930 


AUGGGUUG G CUAGAUAA 


4246 


TTATCTAG GGCTAGCTACAACGA CAACCCAT 


21367 


6947 


GACCAAGA G UGACAUAA 


4247 


TTATGTCA GGCTAGCTAPAAPna r rr a ri*nr"vr* 


21368 


6956 


UGACAUAA G CAGUUUGU 


4248 


ACAAACTG GGCTAGCTACAACGA TTATGTCA 


21369 


6959 
6963 


CAUAAGCA G UUUGUUUG 
AGCAGUUU G UUUGGGCA 


4249 
4250 


CAAACAAA GGCTAGCTACAACGA TGCTTATG 


21370 


6969 
6982 
6998 
7008 


UUGUUUGG G CAAAGAAU 
GAAUUGAG G UCAAGGAG "~ ' 
GAAUUUCA G CAUGGGAG 
AUGGGAGA G UUUCUUUU 


4251 
4252 
4253 
4254 


TGCCCAAA GGCTAGCTACAACGA AAACTGCT 
ATTCTTTG GGCTAGCTACAACGA CCAAACAA 
CTCCTTGA GGCTAGCTACAACGA CTCAATTC 
CTCCCATG GGCTAGCTACAACGA TGAAATTC 
AAAAGAAA GGCTAGCTACAACGA TCTCCCAT 


21371 
21372 
21373 
21374 
21375 


7026 
7030 
/U Jo 
7041 
7047 
7051 
7054 
7063 
7066 


GACUUGAG G CCGGCAAC 
UGAGGCCG G CAACAGCC 
CGGCAACA G CCUGGUCA 
ACAGCCUG G UCACUGUA 
UGGUCACU G UACGCUGU 
CACUGUAC G CUGUGACA 
UGUACGCU G UGACAACA 
UGACAACA G CGGUCCUC 
CAACAGCG G UCCUCACU 


4255 
4256 
4257 
4258 
4259 
4260 
4261 
4262 
4263 


gTTgCCgg GGCTAGCTACAACGA CTCAAGTC 
GGCTGTTG GGCTAGCTACAACGA CGGCCTCA 
TGACCAGG GGCTAGCTACAACGA TGTTGCCG 
TACAGTGA GGCTAGCTACAACGA CAGGCTCT 
ACAGCGTA GGCTAGCTACAACGA AGTGACCA 
TGTCACAG GGCTAGCTACAACGA GTACAGTG 
TGTTGTCA GGCTAGCTACAACGA AGCGTACA 
GAGGACCG GGCTAGCTACAACGA TGTTGTCA 
AGTGAGQA GGCTAGCTACAACGA CGCTGTTG 


21376 
21377 
21378 
21379 
21380 
21381 
21382 
21383 
21384 
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7080 


ACUCCACU Q CUAAAGCA 


4264 


TGCTTTAG GGCTAGCTACAACGA AGTGGAGT 


21385 


7086 


CTJGCOAAA G CAUUUGAU 


4265 


ATCAAATG GGCTAGCTACAACGA TTTAGCAG 


«lJOD 


7098 


UUGAUCAC G UCAGAUUA 


4266 


TAATCTGA GGCTAGCTACAACGA GTGATCAA 




7135 


CAAUAAAC G UUCAGGCA 


4267 


TGCCTGAA GGCTAGCTACAACGA GTTTATTG 




7141 


ACGUUCAG G CAAGUGCA 


4268 


TGCACTTG GGCTAGCTACAACGA CTGAACGT 




7145 


UCAGGCAA G UGCACUAU 


4269 


ATAGTGCA GGCTAGCTACAACGA TTGCCTGA 


91 ion 


7147 


AGGCAAGU G CACUAUUC 


4270 


GAATAGTG GGCTAGCTACAACGA ACTTGCCT 




7162 


UCACACUC G CGCGAGGC 


4271 


GCCTCGCG GGCTAGCTACAACGA GAGTCTGA 


9 1 -2 Q9 


USA 


ACACUCGC G CGAGGCUU 


4272 


AAGCCTCG GGCTAGCTACAACGA GCGAGTGT 


9T -a o*J 


7169 


CGCGCGAG G CUUCCCCU 


4273 


AGGGGAAG GGCTAGCTACAACGA CTCGCGCG 




71'80 


UCCCCUUC G UCGAUGUU 


4274 


AACATCGA GG CTAGCTACAACGA GAAGGGGA 




7186 


UCGUCGAU G UUGGAGUG 


4275 


CACTCCAA GGCTAGCTACAACGA ATPGAPnA 


y d 


7192 


AUGUUGGA G UGOCGGCU 


4276 


AGCCGACA GGCTAGCTACAACGA TCCAAPAT 


Oil 09 
£XJ 7 / 


7194 


GUUGGAGU G UCGGCUCU 


4277 


AGAGCCGA GGCTAGCTACAACGA APTPPAAP 




7198 


GAGUGUCG G CUCUCCUG 


4278 


CAGGAGAG GGCTAGCTACAACGA PGApapTP 


911 QO 


7206 


GCUCUCCU G CUAGCAGC 


4279 


GcrGCTAG GGCTAGCTAPAAPPA AnnAPAPP 




7210 


UCCUGCUA G CAGCCGGA 


4280 


TCCGGCTG GGCTAGPTAPAApna TAnPAnnA 


21401 


7213 


UGCUAGCA G CCGGAUGC 


4281 


GCATCCGG GGCTAGCTAPAAPOA TRrpaRPa 


21402 


7220 


AGCCGGAU G CUGGGGAC 


4282 


GTCCCCAG GGPTAGPTAPAAfYJA aTPfYnrrT 


21403 


7231 


GGGGACAA G UCACCCUC 


4283 


GAGGGTGA GGCTAGCTACAAPfiA TTGTrrm 

^**»w ww a ww^ w A J^w w A AwAflwvn X X ^7 JL vULw 




7243 


CCCUCACC G UUACGGUA 


4284 


TACCGTAA GGC/TAGCTACAAPGA nP-THflnnn 




7249 


CCGUUACG G UAACAGCG 


4285 


CGCTGTTA GGCTAGP/TAPAAPna PPTAAPnn 


21406 


7255 


CGGUAACA G CGGCAACA 


4286 


TGTTGCCG GGCTAGCTAPAAPPA TPTT A ppn 


21407 


7258 


UAACAGCG G CAACACUC 


4287 


GAGTGTTG GGCTAGPTAPAAPPa rvzrTY^TTa 


21408 


7274 


CCUUUUUU G CCACUAUG 


4288 


CATAGTGG GGCTAGCTAPAAPPa AAA A A Ann 


21409 


7282 


GCCACUAU G CCUACAUG 


4289 


CATGTAGG GGP-TARPTAPAAPPa ATAnTY2nn 


21410 


7291 


CCUACAUG G UUCCCGGU 


4290 


ACCGGGAA GGCTARPTAPAAPna P A TPT A np 

*»w ww vw/vi www A Aww X Aw/uiwVjn v«l JL w X nuw 


2 1411 


7298 


! GGUUCCCG G UUGGCAAG 


4291 


C1TGCCAA GGCTAnPTAPAAPnA pnnnAapp 


21412 


7302 


CCCGGUUG G CAAGCUGA 


4292 


TCAGCTTG GGCT AGPTA PA A pn a P a a nnnnn 


21413 


7306 


GUUGGCAA G CUGAGGCA 


4293 


TGCCTCAG GGPTACJPTAPAAPnA TTfirraar 


21414 


7312 


AAGCUGAG G CAAUGCGC 


4294 


GCGCATTG GGCTAGPTAPAAPna PTPanpn* 


21415 


7317 


GAGGCAAU G CGCUCAGC 


4295 


GCTGAGCG GGCTAGPTAPAAPna a TTnr'PTP 


21416 


7319 


GGCAAUGC G CUCAGCCC 


4296 


GGGC/FGAG GGCTAOPTAPAAPPA npaT»iY2PP 


21417 


7324 


UGCGCUCA G CCCAGCGG 


4297 


CCGCTGGG GGCTAGCTACAArinA TnanpnpA 


21418 


7329 


UCAGCCCA G CGGCGGAC 


4298 


GTCCGCOG GGCTAGPTAPAAPnA , ronnPT»pa 


21419 


7332 


GCCCAGCG G CGGACAGC 


4299 


GCTGTCCG GGCTAGPTAPAAPnA ntinwnnnn 


21420 


7339 


GGCGGACA G CGGCCGGA 


4300 


TCCGGCCG GGPJTAnPTAPAAPPA Tcrnntmn 


21421 


7342 


GGACAGCG G CCGGAAUC 


4301 


GATTCCGG GGCTAGPTAPAAPna onrTcvr'n 


21422 


7360 


UGAAGAAC G CUGUAGUG 


4302 


CACTACAG GGCTARPTAPAArnA fiTTPTTPa 


21423 


7363 


AGAACGCU G UAGUGGAU 


4303 


ATCCACTA GGCTAGPTAPAAPnA B^PTTrT 


21424 


7366 


ACGCUGUA G UGGAUGGC 


4304 


GC CAT CCA GGCTAfiPTaPAAPnA TaranfYiT 


21425 


7373 


AGUGGAUG G CAUCGUGG 


4305 


CCACGATG GGCTAGPTAPAAPnA paTPPapr 


21426 


7378 


AUGGCAUC G UGGCCACG 


4306 


CGTGGCCA GGCTAGPTAPAAPnA naTPPpaT 


21427 


7381 


GCAUCGUG G CCACGGAC 


4307 


GTCCGTGG GGCTAGCTACAACGA PAPPATPP 




7390 


CCACGGAC G UCCCAGAA 


4308 


Tx"(Ji*GGGA GGCTAGPTAPAAPnA nTPPOTYin 


21429 


7404 


GAAUUAGA G CGCACCAC 


4309 


GTGGTGCG GGCT AGPT AP_ A APH a tptaattp 


21430 


7406 


AUUAGAGC G CACCACAC 


4310 


GTGTGGTG GGP/TAGPTAPAAPnA nPTPTa at 


21431 


7422 


CCCAUCAU G CAGAAGAA 


4311 


'rTCTTCTG GGCT AGCTAP A APH A ATnATnnn 


21432 


7432 


AGAAGAAA G UUGGACAG 


4312 


CTGTCCAA GGCTAGPTAPAAPnA tttpptpt 


21433 


7446 


CAGAUCAU G CUGAUCUU 


4313 


AAGATCAG PCSPTAPPrapaapna aTviaTPTY^ 


21434 


7456 


UGAUCUUG G UGUCUCUA 


4314 


TAGAGACA GGPTAGPTAPAAPnA paanawa 


21435 


7458 


AUCUUGGU G UCUCUAGC 


4315 


GCTAGAGA GGCTAGPTAPAAfYJA APPAAnan* 


21436 


7465 


UGUCUCUA G CUGCAGUA 


4316 


TACTGCAG GGPTAGPTAPAAPna TAnanapa 


21437 


7468 


CUCDAGCU G CAGUAGUA 


4317 


TACl'ACTG GGCTAGPTAPAAPnA AnPTAnap 


21438 


7471 


UAGCUGCA G UAGUAGUG 


4318 


CACTACTA GGCTAGCTACAACGA TGCAGCTA 


21439 


7474 


CUGCAGUA G UAGUGAAC 


4319 


GTTCACTA GGCTAGCTACAACGA TACTGCAG 


21440 


7477 


CAGUAGUA G UGAACCCG 


4320 


CGGGTTCA GGCTAGCTACAACGA TACTACTG 


21441 


7485 


GUGAACCC G UCUGUGAA 


4321 


TTCJftjCAGA GGCTAGCTACAACGA GGGTTCAC 


21442 


7489 


ACCCGUCU G UGAAGACA 


4322 


TGTCTTCA GGCTAGCTACAACGA AGACGGGT 


21443 


7498 


UGAAGACA G UACGAGAA 


4323 


TTCTCGTA GGCTAGCTACAACGA TGTCTTCA 


21444 


7507 


UACGAGAA G CCGGAAUU 


4324 


AATTCCGG GGCTAGCTACAACGA TTCTCGTA 


21445 


7525 


UGAUCACG G CCGCAGOG 


4325 


CGCTGCGG GGCTAGCTACAACX3A CGTGATCA 


21446 
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7528 


UCACGGCC G CAGCGGUG 


4326 


CACCGCTG GGCTAGCTACAACGA GGCCGTGA 


21447 


7531 


CGGCCGCA G CGGUGACG 


4327 


CGTCACCG GGCTAGCTACAACGA TGCGGCCG 


21448 


7534 


CCGCAGCG G UGACGCUU 


4328 


AAGCGTCA GGCTAGCTACAACGA CGCTGCGG 


21449 


7539 


GCGGUGAC G CUUUGGGA 


4329 


TCCCAAAG GGCTAGCTACAACGA GTCACCGC 


21450 


7555 


AGAAUGGA G CAAGCUCU 


4330 


AGAGCTTG GGCTAGCTACAACGA TCCATTCT 


21451 


7559 


UGGAGCAA G CUCUGUUU 


4331 


AAACAGAG GGCTAGCTACAACGA TTGCTCCA 


21452 


7564 


CAAGCUCU G UUUGGAAC 


4332 


GTTCCAAA GGCTAGCTACAACGA AGAGCTTG 


21453 


7573 


UUUGGAAC G CAACAACU 


4333 


AGTTGTTG GGCTAGCTACAACGA GTTCCAAA 


21454 


7582 


CAACAACU G CCAUCGGA 


4334 


TCCGATGG GGCTAGCTACAACGA AGTTGTTG 


21455 


7595 


CGGACUCU G CCACAUCA 


4335 


TGATGTGG GGCTAGCTACAACGA AGAGTCCG 


21456 


7605 


CACAUCAU G CGUGGGGG 


4336 


CCCCCACG GGCTAGCTACAACGA ATGATGTG 


21457 


7607 


CAUCAUGC G UGGGGGUU 


4337 


AACCCCCA GGCTAGCTACAACGA GCATGATG 


21458 


7613 


GCGUGGGG G UUGGUUGU 


4338 


ACAACCAA GGCTAGCTACAACGA CCCCACGC 


21459 


7617 


GGGGGUUG G UUGUCAUG 


4339 


CATGACAA GGCTAGCTACAACGA CAACCCCC 


21460 


7620 


GGUUGGUU G UCAUGUCU 


4340 


AGACATGA GGCTAGCTACAACGA AACCAACC 


21461 


7625 


GUUGUCAU G UCUAUCCA 


4341 


TGGATAGA GGCTAGCTACAACGA ATGACAAC 


21462 


7682 


AAAAAGAG G UGGGGCAA 


4342 


TTGCCCCA GGCTAGCTACAACGA CTCTTTTT 


21463 


7687 


GAGGUGGG G CAAAAGGA 


4343 


TCCTTTTG GGCTAGCTACAACGA CCCACCTC 


21464 


7697 


AAAAGGAC G CACCUUGG 


4344 


CCAAGGTG GGCTAGCTACAACGA GTCCTTTT 


21465 


7711 


UGGGAGAG G UUUGGAAA 


4345 


TTTCCAAA GGCTAGCTACAACGA CTCTCCCA 


21466 


7749 


AAAGAAGA G UUCACUAG 


4346 


CTAGTGAA GGCTAGCTACAACGA TCTTCTTT 


21467 


7758 


UUCACUAG G UACCGCAA 


4347 


TTGCGGTA GGCTAGCTACAACGA CTAGTGAA 


21468 


7763 


UAGGUACC G CAAAGAGG 


4348 


CCTCTTTG GGCTAGCTACAACGA GGTACCTA 


21469 


7771 


GCAAAGAG G CCAUCAUC 


4349 


GATGATGG GGCTAGCTACAACGA CTCTTTGC 


21470 


7783 


UCAUCGAA G UCGAUCGC 


4350 


GCGATCGA GGCTAGCTACAACGA TTCGATGA 


21471 


7790 


AGUCGAUC G CUCAGCGG 


4351 


CCGCTGAG GGCTAGCTACAACGA GATCGACT 


21472 


7795 


AUCGCUCA G CGGCAAAA 


4352 


TTTTGCCG GGCTAGCTACAACGA TGAGCGAT 


21473 


7798 


GCUCAGCG G CAAAACAC 


4353 


GTGTTTTG GGCTAGCTACAACGA CGCTGAGC 


21474 


7807 


CAAAACAC G CCAGGAAA 


4354 


TTTCCTGG GGCTAGCTACAACGA GTGTTTTG 


21475 


7820 


GAAAGAAG G CAAUGUCA 


4355 


TGACATTG GGCTAGCTACAACGA CTTCTTTC 


21476 


7825 


AAGGCAAU G UCACUGGA 


4356 


TCCAGTGA GGCTAGCTACAACGA ATTGCCTT 


21477 


7836 


ACUGGAGG G CAUCCAGU 


4357 


ACTGGATG GGCTAGCTACAACGA CCTCCAGT 


21478 


7843 


GGCAUCCA G UCUCUAGG 


4358 


CCTAGAGA GGCTAGCTACAACGA TGGATGCC 


21479 


7853 


CUCUAGGG G CACAGCAA 


4359 


TTGCTGTG GGCTAGCTACAACGA CCCTAGAG 


21480 


7858 


GGGGCACA G CAAAACUG 


4360 


CAGTTTTG GGCTAGCTACAACGA TGTGCCCC 


21481 


7872 


CUGAGAUG G CUGGUCGA 


4361 


TCGACCAG GGCTAGCTACAACGA CATCTCAG 


21482 


7876 


GAUGGCUG G UCGAACGG 


4362 


CCGTTCGA GGCTAGCTACAACGA CAGCCATC 


21483 


7887 


GAACGGAG G UUUCUCGA 


4363 


TCGAGAAA GGCTAGCTACAACGA CTCCGTTC 


21484 


7900 


UCGAACCG G UCGGAAAA 


4364 


TTTTCCGA GGCTAGCTACAACGA CGGTTCGA 


21485 


7909 


UCGGAAAA G UGAUUGAC 


4365 


GTCAATCA GGCTAGCTACAACGA TTTTCCGA 


21486 


7925 


CCUUGGAU G UGGAAGAG 


4366 


CTCTTCCA GGCTAGCTACAACGA ATCCAAGG 


21487 


7934 


UGGAAGAG G CGGUUGGU 


4367 


ACCAACCG GGCTAGCTACAACGA CTCTTCCA 


21488 


7937 


AAGAGGCG G UUGGUGUU 


4368 


AACACCAA GGCTAGCTACAACGA CGCCTCTT 


21489 


7941 


GGCGGUUG G UGUUACUA 


4369 


TAGTAACA GGCTAGCTACAACGA CAACCGCC 


21490 


7943 


CGGUUGGU G UUACUAUA 


4370 


TATAGTAA GGCTAGCTACAACGA ACCAACCG 


21491 


7954 


ACUAUAUG G CAACCCAA 


4371 


TTGGGTTG GGCTAGCTACAACGA CATATAGT 


21492 


7969 


AAAAAAGA G UCCAAGAA 


4372 


TTCTTGGA GGCTAGCTACAACGA TCTTTTTT 


21493 


7978 


UCCAAGAA G UCAGAGGG 


4373 


CCCTCTGA GGCTAGCTACAACGA TTCTTGGA 


21494 


7986 


GUCAGAGG G UACACAAA 


4374 


TTTGTGTA GGCTAGCTACAACGA CCTCTGAC 


21495 


7997 


CACAAAGG G CGGUCCCG 


4375 


CGGGACCG GGCTAGCTACAACGA CCTTTGTG 


21496 


8000 


AAAGGGCG G UCCCGGAC 


4376 


GTCCGGGA GGCTAGCTACAACGA CGCCCTTT 


21497 


8016 


CAUGAAGA G CCCCAACU 


4377 


AGTTGGGG GGCTAGCTACAACGA TCTTCATG 


21498 


8026 


CCCAACUA G UGCAAAGU 


4378 


ACTTTGCA GGCTAGCTACAACGA TAGTTGGG 


21499 


8028 


CAACUAGU G CAAAGUUA 


4379 


TAACTTTG GGCTAGCTACAACGA ACTAGTTG 


21500 


8033 


AGUGCAAA G UUAUGGAU 


4380 


ATCCATAA GGCTAGCTACAACGA TTTGCACT | 


21501 


8050 


GGAACAUU G UCACCAUG 


4381 


CATGGTGA GGCTAGCTACAACGA AATGTTCC 


21502 


8063 


CAUGAAGA G UGGAGUGG 


4362 


CCACTCCA GGCTAGCTACAACGA TCTTCATG 


21503 


8068 


AGAGUGGA G UGGAUGUG 


4383 


CACATCCA GGCTAGCTACAACGA TCCACTCT | 


21504 


8074 


GAGUGGAU G UGUUCUAC 


4384 


GTAGAACA GGCTAGCTACAACGA ATCCACTC 


21505 


8076 


GUGGAUGU G UUCUACAG 


4385 


CTGTAGAA GGCTAGCTACAACGA ACATCCAC 


21506 


8094 


CCUUCUGA G UGUUGUGA 


4386 


TCACAACA GGCTAGCTACAACGA TCAGAAGG 


21507 


6096 


UUCUGAGU G UUGUGACA 


4387 


TGTCACAA GGCTAGCTACAACGA ACTCAGAA 


21508 
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8099 



8114 



8127 



8133 
8138 
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UGAGUGUU G UGACACCC 



ccuccuuu g ugacaucg 



AUCGGAGA G UCCUCGUC 



4388 
4389 



GAGUCCUC G UCAAGUGC 
CUCGUCAA G UGCUGAGG 



4391 
4392 



GGGTGTCA GGCTAGCTACAACGA AACACTCA ' [" 21509 " 



CGATGTCA GGCTAGCTACAACGA AAAGGAGG~ 
GACGAGGA GGCTAGCTACAACGA TCTCCGAT~ 



CCTCAGCA GGCTAGCTACAACGA TTGACGAG 



! 21510 



21511 



GCACTTGA GGCTAGCTACAACGA GAGGACTC " [ 21512 



4393 



AACCTCAG GGCTAGCTACAACGA ACTTCAttT 



21513 
21514 



8146 
8154 



8170 



8182 
8193 
8196 



8205 
8219 



8221 
8227 
8229 



8234 



8244 



8251 
8268 



8271 



8279 



8283 
8299 



GUGCUGAG G UUGAAQAG I 4394" 
GUUGAAGA G CAUAGGAC | 4395 



CGAUUCGG G UCCUUGAA 



UUGAAAUG G UUGAGGA C 
GAGGACUG G CUGCAC CG 
GACUGGCU G CACCGAGG 



4396 



CTCTTCAA GGCTAGCTACAACGA CTCAGCAC 
GTCCTATG GGCTAGCTACAACGA TCTTCAAC" 



CACCGAGG G CCAAGGGA 
GGAAUUUU G CGUGAAGG 



4397 
4398 
4399 



AAUUUUGC G UGAA GGUG 
GCGUGAAG G UGCUCUGC 
GUGAAGGU G CUCUGCCC 



4400 
4401 
4402 
4403 
4404 



TTCAAGGA GGCTAGCTACAACGA CCGAATCG [ 21517 " 

GTCCTCAA GGCTAGCTACAACGA CATTTCAA 21513 

OGGTGCAG GGCTAGCTACAACGA CAGTCCtT" 2151F 

CCTCGGTG GGCTAGCTACAACGA AGCCAGTC | 2152( T 



GGUGOJCU G CCCOJACA 4405 



TCCCTTGG GGCTAGCTACAACGA CCTCGGT G 
CCTTCACG GGCTAGCTACAACGA AAAATTCC 
CACCTTCA GGCTAGCTACAACGA GCAAAATT 
GCAGAGCA GGCTAGCTACAACGA CTTCAC GC 
GGGCAGAG GGCTAGCTACAACGA ACCTTCAC 



CCCUACAU G CCGAAAGU 4406 



4408 



AUGGAGCU G CUCCAACG 4409 



GCUCCAAC G CCGGUAUG 4410 



CGTTGGAG GGCTAGCTACAACGA AGCTC CAT 
CATACCGG GGCTAGCTACAACGA GTTGGAGC" 



CAACGCCG G U AUGGGGG 4411 C CCCCATA GGCTAGCTACAACGA OGOmFFc 

GGGGACUB a nrnr.fi^n t w.i«w.*AUlACGA CGGCGTT G 



j 21521 
I 21522 



T ^f GGG GGCTAGCTACflAC GA AGAGCACC | 21526 " 

ACTTTCGG GGCTAGCTACAACGA ATGTAG GG 121527 " 



21528 



— - , ~ * * — ■'■J^ w-w ■ /; X 3 <2 o 

TGGAGCAG GGCTAGCTACAACGA TCCATCTT — [21529 

21530 



! 21531 



4412 



GTTTCTGA GGCTAGCTACAACGA CAGTCCCC" 



21532 



8337 



8344 



8348 



8360 
8365 



6368 



8377 
8390 
8395 
8397 



8452 



8465 
8476 



8559 



8562 
8606 
8609 



8617 



8622 



8630 



■ 1 — t ATCTCGTG GGCTAGCTACAACGA GTGG&att 



4416 



UGAGUCGA G CUUCAGG C I 4417 
AGCUUCAG G CAAUGUGG 4418 



Sum 



GCAAnnrr r tta^tttt™ ~~\ ^'^^ ^^^^ia^aacga ATTGCCTG 



UACAUUCA G UGAAUAUG 
UAUGACCA G CCAG GUGC 
CCAGCCAG G UGOICCUA 
AGCCAGGU G CUCCUAGG 



4421 
4422 
4423 
4424 



CUUGGGAA G UGGAACCA 
GAACCAGG G CGGUGGGA 



4426 



CCAGGGCG G 
AAACCCCU G 
AGACACCA G 
CGACUCAG G 



ACUCAGGC G 
AGGCGUGA G 
UGAGUACA G 



UGGGAAAA 
CUCAACUC 
UAAAAUCA 
CGUGAGUA 
UGAGUACA 



4427 
4428 
4429 
4430 
4431 



UACAGUUC 
UUCGACGU 



4432 
4433 
4434 



TCCCACCG GGCTAGCTACAACGA CCTGGTT C" 
TTTTCCCA GGCTAGCTACAACGA CGCCCTGG" 
GAGTTGAG GGCTAGCTACAACGA AGGGGTT T" 
TGATTTTA GGCTAGCTACAACGA TGGTGTCT" 
TACTCACG GGCTAGCTACAACGA CTGAGTOg" 
TGTACTCA GGCTAGCTACAACGA GCCTGAGT~ 



AGUUCGAC G UGGCACCA 4435 



GAACTGTA GGCTAGCTACAACGA TCAC GCCT 
ACGTCGAA GGCTAGCTACAACGA TGTACTCA 



UCGACGUG G CA CCACGA 
CUAUCACG G CAGUUA UG 
UCACGGCA G UUAUGAUG 



4436 
4437 
4438 



GUUAUGAU G UGAAGCCC 4439 



GAUGUGAA G CCCACAGG 444 0 



GCCCACAG G OJCCGCCA 
CAGGCUCC G CCAGUUCG 



CUCCGCCA G 
GCCAGUUC G 
GUUCGCUG G 
UCAAUGGA G 
AUGGAGUG G 
GUGGUCAG G 



UUOGCUGG 
CUGGUCAA 

ucaaugga 
uggucag gT 

UCAGGCUC 
CUCCUCUC * 



UCACGAAU G UUACCACC 



4441 



TGGTGCCA GGCTAGCTACAACGA GTCGAACT 
TCGTGGTG GGCTAGCTACAACGA CACGTCGA*" 
CATAACTG GGCTAGCTACAACGA CGTGATA G 
CATCATAA GGCTAGCTACAACGA TGCCGTGA" 
GGGCTTCA GGCTAGCTACAACGA ATCATAAc" 
CCTGTGGG GGCTAGCTACAACGA TTCACATc" 



4442 
4443 
4444 
4445 
4446 
4447 
4448 



4449 



CGAACTGG GGCTAGCTACAACGA GGAGCCkT 
CCAGCGAA GGCTAGCTACAACGA TGGCGGAcT 
TTGACCAG GGCTAGCTACAACGA GAACTGGcf 
TCCATTGA GGCTAGCTACAACGA CAGCGAAc" 
CCTGACCA GGCTAGCTACAACGA TCCATTGA*" 
GAGCCTGA GGCTAGCTACAACGA CACTCCAT" 
GAGAGGAG GGCTAGCTACAACGA CTGACCAC" 



GGTGGTAA GGCTAGCTACAACGA ATTCGTGA~ 



j 21534 
1 21535 



21536 



AAGCTCGA GGCTAGCTACAACGA TCACCCAA [-2 1537 



GCCTGAAG GGCTAGCTACAACGA TCGACT Ca" j 23 53F 
C gg*™ GGCTAGCTACAACGA CTGAAGCT 21539 



I 21540 



21541 



CATATTCA GGCTAGCTACAACGA TGAATGTA ^ 1 21542 

GCACCTGG GGCTAGCTACAACGA TGGTCATa"" 21543 " 

TAGGAGCA GGCTAGCTACAACGA CTGGCTGG 21544 
CCTAGGAG GGCTAGCTACAACGA ACCTGGCT 21545 



21546 



' I £1310 

TGGTTCCA GGCTAGCTACAACGA TTCCCAAG 21547 



21548 
21549 
! 21550 
1 21551 
21552 



21553 
21554 
I 21555 



21556 



[ 21557 j 
31558 
21559 
21560 



21561 



— — - -~— «^ ^ 1 ^iJOJ. 

TGGCGGAG GGCTAGCTACAACGA CTGTGGGC | 21S62 



21563 
21564 
21565 1 
1 21566 
I 21567 , 
21568 
21569 j 
21570 



175 



WO 02/068637 



Table VI 



PCT/US01/48350 



8710 


CCACCAUG G CCAUGACU 


4450 


\ AGTCATGG GGCTAGCTACAACGA CATGGTGG 


| 21571 


8736 


CCCUUCGG G CAGCAGCG 


4451 


! CGCTGCTG GGCTAGCTACAACGA CCGAAGGG 


21572 






4452 


ACTCGCTG GGCTAGCTACAACGA TGCCCGAA 


21573 


8742 


GGGCAGCA G CGAGUGUU 


4453 


| AACAurCG GGCTAGCTACAACGA TGCTGCCC 


| 21574 


8746 


AGCAGCGA G UGUUCAAA 


4454 


1 TTTGAACA GGCTAGCTACAACGA TCfzcrnrr 


| 21575 


8748 


CAGCGAGU G UUCAAAGA 


4455 


1 TCTTTGAA GGCTAGCTACAACGA nrrrr.r'pr 1 


J 21576 


8761 


AAGAGAAG G UGGACACG 


4456 


I CGTGTCCA GGCTAGCTAC A A m & rrTrrm ~ 


J 21577 i 


8773 


ACACGAAA G CUCCUGAA 


4457 


I TTCAGGAG GGCTAGCTACAACGA TnYY3Tr«r 


| 21578 | 


8784 
8794 


CCUGAACC G CCAGAAGG 
CAGAAGGA G UGAAGUAC 


4458 
4459 


1 CCTTCTGG GGCTAGCTACAACGA nnTTY»A«r 
1 GTACTTCA GGCTAGCTACAAfY3A Tncvwrr 


| 21579 | 


8799 


GGAGUGAA G UACGUGCU 


4460 


AGCAGGTA GGCTAGCTACAACGA TTCACTCC 


| 21580 | 
21581 1 


8803 


UGAAGUAC G UGCUCAAU 


4461 


| ATTGAGCA GGCTAGCTACAACGA GTACTTCA 


21582 


OOU3 


AAGUACGU G CUCAAUGA 


4462 


j TCATTGAG GGCTAGCTACAACGA ACGTACTT 


21583 


8826 


ACCAACUG G UUGUGGGC 


4463 


j GCCCACAA GGCTAGCTACAACGA CAGTTGGT 


21584 


8829 


AACUGGUU G UGGGCGUU 


4464 


1 AACGCCCA GGCTAGCTAPAArra aar*r*ftr«r»n 


1 21565 


8833 


GGUUGUGG G CX3UUUUUG 


4465 


j CAAAAACG GGCTAGCTACAACGA CCACAACC 


21586 


8835 


UUGUGGGC G UUUUUGGC 


4466 


GCCAAAAA GGCTAGCTACAACGA GCCCACAA 


21587 


8842 

QOCC 

8865 


CGUUUUUG G CCAGAGAA 
AGAAAAAC G UCCCAGAA 
CCCAGAAU G UGCUCUCG 


4467 
4468 
4469 


[ TTCTCTGG GGCTAGCTACAACGA CAAAAACG 
1 TTCTGGGA GGCTAGCTACAACGA GTTTTTCT 


21588 
21589 


8867 
8893 


CAGAAUGU G CUCUCGAG ' 
UAAGAAAG G UCAACAGC 


4470 
4471 


CGAGAGCA GGCTAGCTACAACGA ATTCTGGG 
f CTCGAGAG GGCTAGCTACAACGA ACATTCTG 
j GCTGTTGA GGCTAGCTACAACGA CTTTCTTA 


21590 
21591 
21592 


o yuu 
8905 
8908 
8915 


GGUCAACA G CAAUGCAG 
ACAGCAAU G CAGCUUUG 
GCAAUGCA G CUUUGGGU 
AGCUUUGG G UGCCAUGU 


4472 
4473 
4474 
4475 


CTGCATTG GGCTAGCTACAACGA TGTTGACC 
ACCCAAAG GGCTAGCTACAACGA TGCATTGC 


21593 j 
| 21594 j 
21595 


8917 
8922 
8931 
8948 


CUUUGGGU G CCAUGUUU 
GGUGCCAU G UUUGAAGA 
= UUUGAAGA G CAGAAUCA 
AUGGAGGA G CGCCAGAG 


4476 
4477 
4478 
4479 


| ACATGGCA GGCTAGCTACAACGA CCAAAGCT 
AAACATGG GGCTAGCTACAACGA ACCCAAAG 
1 TCTTCAAA GGCTAGCTACAACGA ATGGCACC 
| TGATTCTG GGCTAGCTACAACGA TCTTCAAA 
1 CTCTGGCG GGCTAGCTACAACGA TCCTCCAT 


21596 
21597 
21598 
21599 


8950 


GGAGGAGC G CCAGAGAA 1 


4480 


TTCTCTGG GGCTAGCTACAACGA GCTCCTCC 


1 21600 
21601 


8959 

8962 

8989 

9000 

9002 

9007 

9015 

9026 

9035 

9078 

9088 

9098 

9103 

9111 

9117 

9120 

9127 

9131 

9141 

9148 

9155 

9177 

9203 

9205 

9218 
9233 
9243 
9245 
9250 
9254 


CCAGAGAA G CAGUUGAA 
GAGAAGCA G UUGAAGAU 
GGGAGAUG G UGGAUGAG 
GAUGAGGA G CGCGAGGC 
UGAGGAGC G CGAGGCAC 
AGCGCGAG G CACAUCUG 
GCACAUCU G CGGGGGGA 
GGGGGAAU G UCACACUU 
UCACACUU G CAUUUACA 
CCCGGAGA G UUCGGAAA 
UCGGAAAG G CCAAGGGA 
CAAGGGAA G CAGAGCCA 
GAAGCAGA G CCAUUUGG 
GCCAUUUG G UUCAUGUG 
UGGUUCAU G UGGCUCGG 
UUCAUGUG G CUCGGAGC 
GGCUCGGA G CUCGCUUU 
CGGAGCUC G CUUUCUGG 
UUUCUGGA G UUCGAGGC 
AGUUCGAG G CUCUGGGU 
GGCUCUGG G UUUUCUCA 
GACCACUG G CUUGGAAG 
AGGAGGAG G UGUCGAGG 
GAGGAGGU G UCGAGGGC 
UGUCGAGG G CUUGGGCC 
GGGCUUGG G CCUCCAAA 
AAAACUGG G UUACAUCC 
UACAUCCU G CGUGAAGU 
CAUCCUGC G UGAAGUUG 
UGCGUGAA G UUGGCACC 
UGAAGUUG^ G CACCCGGC 


4481 
4482 
4483 

4484 1 

4485 1 

4486 

4487 

4488 

4489 

4490 

4491 

4492 

4493 

4494 

4495 

4496 1 

4497 

4498 

4499 

4500 

4501 

4502 

4503 

4504 

4505 

4506 

4507 J 

4508 

4509 

4510 

4S11 j 


TTCAACTG GGCTAGCTACAACGA TTCTCTGG 
ATCTTCAA GGCTAGCTACAACGA TGCTTCTC 
CTCATCCA GGCTAGCTACAACGA CATCTCCC 
GCCTCGCG GGCTAGCTACAACGA TCCTCATC 
GTGCCTCG GGCTAGCTACAACGA GCTCCTCA 
CAGATGTG GGCTAGCTACAACGA CTCGCGCT " | 
TCCCCCCG GGCTAGCTACAACGA AGATGTGC 
AAGTGTGA GGCTAGCTACAACGA ATTCCCCC | 
TGTAAATG GGCTAGCTACAACGA AAGTGTGA | 
TTTCCGAA GGCTAGCTACAACGA TCTCCGGG | 
TCCCTTGG GGCTAGCTACAACGA CTTTCCGA | 
TGGCTCTG GGCTAGCTACAACGA TTCCCTTG | 
CCAAATGG GGCTAGCTACAACGA TCTGCTTC | 
CACATGAA GGCTAGCTACAACGA CAAATGGC '"" | 
CCGAGCCA GGCTAGCTACAACGA ATGAACCA | 
GCTCCGAG GGCTAGCTACAACGA CACATGAA f 
AAAGCGAG GGCTAGCTACAACGA TCCGAGCC | 
CCAGAAAG GGCTAGCTACAACGA GAGCTCCG 
GCCTCGAA GGCTAGCTACAACGA TCCAGAAA 1" 
ACCCAGAG GGCTAGCTACAACGA CTCGAACT 
TGAGAAAA GGCTAGCTACAACGA CCAGAGCC f 
C-i-A-CCAAG GGCTAGCTACAACGA CAGTGGTC j 
CCTCGACA GGCTAGCTACAACGA CTCCTCCT | 
GCCCTCGA GGCTAGCTACAACGA ACCTCCTC | 
GGCCCAAG GGCTAGCTACAACGA CCTCGACA J 
'1T1X3GAGG GGCTAGCTACAACGA CCAAGCCC | 
GGATGTAA GGCTAGCTACAACGA CCAGTTVT | 
ACTtCACG GGCTAGCTACAACGA AGGATGTA 
CAACTTCA GGCTAGCTACAACGA GCAGGATG | , 
GGTGCCAA GGCTAGCTACAACGA TTCACGCA | 
GCQGGGTG GGCTAGCTACAACGA CAACTTCA | ; 


21602 

21603 

21604 

21605 

21606 

21607 

21608 

21609 

21610 

21611 

21612 

21613 

21614 

21615 

21616 

21617 

21618 

21619 

21620 j 

21621 

21622 

21623 

21624 

21625 

21626 

21627 

21628 

21629 

21630 j 

21631 

21632 | 
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9261 


GGCACCCG G CCUGGGGG [ 4512 


CCCCCAGG GGCTAGCTACAACGA CGGGTGCC 


21633 


9269 


GCCUGGGG G CAAGAUCU 


4513 


AGATCTTG GGCTAGCTACAACGA CCCCAGGC 


21634 


9280 


AGAUCUAU G CUGAUGAC 


4514 


GTCATCAG GGCTAGCTACAACGA ATAGATCT 


21635 


9292 


AUGACACA G CUGGCUGG 


4515 


CCAGCCAG GGCTAGCTACAACGA TGTGTCAT 


21636 


9296 


CACAGCUG G CUGGGACA 


4516 


TGTCCCAG GGCTAGCTACAACGA CAGCTGTG 


21637 


9308 


GGACACCC G CAUCACGA 


4517 


TCGTGATG GGCTAGCTACAACGA GGGTGTCC 


21638 


9319 


UCACGAGA G CUGACUUG 


4518 


CAAGTCAG GGCTAGCTACAACGA TCTCGTGA 


21639 


9337 


AAAAUGAA G CUAAGGUG 


4519 


CACCTTAG GGCTAGCTACAACGA TTCATTTT 


21640 


9343 


AAGCUAAG G UGCUUGAG 


4520 


CTCAAGCA GGCTAGCTACAACGA CTTAGCTT 


21641 


9345 


GCUAAGGU G CUUGAGCU 


4521 


i AGCTCAAG GGCTAGCTACAACGA ACCTTAGC 


21642 


9351 


GUGCUUGA G CUGCUUGA 


4522 


TCAAGCAG GGCTAGCTACAACGA TCAAGCAC 


91 (ZA.'X 


9354 


CUUGAGCU G CUUGAUGG 


4523 


CCATCAAG GGCTAGCTACAACGA AGCTCAAG 


91 CAA 


9372 


GAACAUCG G CGUCUUGC 


4524 


GCAAGACG GGCTAGCTACAACGA CGATGTTC 




9374 


ACAUCGGC G UCUUGCCA 


4525 


TGGCAAGA GGCTAGCTACAACGA GCCGATGT 


21646 


9379 


GGCGUCUU G CCAGGGCC 


4526 


GGCCCTGG GGCTAGCTACAACGA AAGACGCC 




9385 


UUGCCAGG G CCAUCAUU 


4527 


AATGATGG GGCTAGCTACAACGA CCTGGCAA 




9396 


AUCAUUGA G CUCACCUA 


4528 


TAGGTGAG GGCTAGCTACAACGA TCAATGAT 


91 fid, Q 


9407 


CACCUAUC G UCACAAAG 


4529 


CTTTGTGA GGCTAGCTACAACGA GATAGGTG 


21650 


9415 


GUCACAAA G UUGUGAAA 


4530 


TTTCACAA GGCTAGCTACAACGA TTTGTGAC 


21651 


9418 


ACAAAGUU G UGAAAGUG 


4531 


CACTTTCA GGCTAGCTACAACGA AACTTTGT 


21652 


9424 


UUGUGAAA G UGAUGCGC 


4532 


GCGCATCA GGCTAGCTACAACGA TTTCACAA 


91 fi^*? 


9429 


AAAGUGAU G CGCCCGGC 


4533 


GCCGGGCG GGCTAGCTACAACGA ATCACTTT 


21654 


9431 


AGUGAUGC G CCCGGCUG 


4534 


CAGCCGGG GGCTAGCTACAACGA GCATCACT 


21655 


9436 


UGCGCCCG G CUGCUGAU 


4535 


ATCAGCAG GGCTAGCTACAACGA CGGGCGCA 


21656 


9439 


GCCCGGCU G CUGAUGGA 


4536 


TCCATCAG GGCTAGCTACAACGA AGCCGGGC 


91 cc7 


9454 


GAAGAACC G UCAUGGAU 


4537 


ATCCATGA GGCTAGCTACAACGA GGTTCTTC 


21658 


9463 


UCAUGGAU G UUAUCUCC 


4538 


GGAGATAA GGCTAGCTACAACGA ATCCATGA 


91 fi^Q 


9491 


GAGGGGGA G UGGACAAG 


4539 


CTTGTCCA GGCTAGCTACAACGA TCCCCCTC 




9499 


GUGGACAA G UUGUCACC 


4540 


GGTGACAA GGCTAGCTACAACGA TTGTCCAC 


21661 


9502 


GACAAGUU G UCACCITAP 


4541 


GTAGGTGA GGCTAGCTACAACGA AACTTGTC 


91 fifi9 


9511 


UCACCUAC G CCCUAAAC 


4542 


GTTTAGGG GGCTAGCTACAACGA GTAGGTGA 




9535 


CCAACCUG G CCGUCCAG 


*± 3 «± J 


CTGGACGG GGCTAGCTACAACGA CAGGTTGG 


91 fifi4 


9538 


ACCUGGCC G UCCAGCUG 


4544 


CAGCTGGA GGCTAGCTACAACGA GGCCAGGT 


91 CCC 


9543 


GCCGUCCA G CUGGUGAG 


4545 


CTCACCAG GGCTAGCTACAACGA TGGACfiGP 


91 fifiC 


9547 


UCCAGCUG G UGAGGAUG 




i CATCCTCA GGCTAGCTACAACGA CAGCTRfiA 


91 CC7 


9571 


GGGAAGGA G UGAUUGGC 


4547 


GCCAATCA GGCTAGCTACAACGA TCCTTCCC 


91 fififi 


9578 


AGUGAUUG G CCCAGAUG 




CATCTGGG GGCTAGCTACAACGA CAATCACT 


91 fifiQ 


9589 


CAGAUGAU G UGGAGAAA 


4549 


TTTCTCCA GGCTAGCTACAACGA ATCATCTG 


91 C7n 


9622 


GACCCAAA G UCAGGACC 


4550 


GGTCCTGA GGCTAGCTACAACGA TTTGGGTC 


9 1 fi91 


9633 


AGGACCUG G CUGUUUGA 


4551 


TCAAACAG GGCTAGCTACAACGA CAGGTCCT 


91 fi79 


9636 


ACCUGGCU G UUUGAGAA 


4552 


TTCTCAAA GGCTAGCTACAACGA AGCCAGGT 


91 ^?7'5 


9662 


AAGACUCA G CCGCAUGG 


4553 


CCATGCGG GGCTAGCTACAACGA TGAGTCTT 


91 fi7A 


9665 


ACUCAGCC G CAUGGCUG 


4554 


CAGCCATG GGCTAGCTACAACGA GGCTGAGT 


91 CIC 


9670 


GCCGCAUG G CUGUCAGU 


4555 


ACTGACAG GGCTAGCTACAACGA CATGCGGC 


91 fi7fi 


9673 


GCAUGGCU G UCAGUGGA 


4556 


TCCACTGA GGCTAGCTACAACGA AGCCATGC 


91 fi7*7 


9677 


GGCUGUCA G UGGAGAUG 


4557 


CATCTCCA GGCTAGCTACAACGA TGACAGCC 


21678 


9689 


AGAUGACU G UGUGGUAA 


4558 


TTACCACA GGCTAGCTACAACGA AGTCATCT 


21679 


9691 


AUGACUGU G UGGUAAAG 


4559 


CrrTACCA GGCTAGCTACAACGA ACAGTCAT 


91 finn 


9694 


ACUGUGUG G UAAAGCCC 


4560 


GGGCTTTA GGCTAGCTACAACGA CACACAGT 


21681 


9699 


GUGGUAAA G CCCCUGGA 


4561 


TCCAGGGG GGCTAGCTACAACGA TTTACCAC 


91 fiR9 


9713 


GGACGAUC G CUUUGCCA 


4562 


TGGCAAAG GGCTAGCTACAACGA GATCGTCC 


91 fift"* 


9718 


AUCGCUUU G CCACCUCG 


4563 


CGAGGTGG GGCTAGCTACAACGA AAAGCGAT 


91 fiftd. 


9726 


GCCACCUC G CUCCACUU 


4564 


AAGTGGAG GGCTAGCTACAACGA GAGGTOGC 


91 <ft^ 


9742 


UCCUCAAU G CUAUGUCA 


4565 


TGACATAG GGCTAGCTACAACGA ATTGAfiGA 


9i fine 


9747 


AAUGCUAU G UCAAAGGU 


4566 


ACCTTTGA GGCTAGCTACAACGA ATAGCATT 


21687 


9754 


UGUCAAAG G UUCGCAAA 


4567 


TTTGCGAA GGCTAGCTACAACGA CTTTGACA 


21688 


9758 


AAAGGUUC G CAAAGACA 


4568 


TGTCTTTG GGCTAGCTACAACGA GAACCTTT 


21689 


9774 


AUCCAAGA G UGGAAACC 


4569 


GGTTTCCA GGCTAGCTACAACGA TCTTGGAT 


21690 


9783 


UGGAAACC G UCAACUGG 


4570 


CCAGTTGA GGCTAGCTACAACGA GGTTTCCA 


21691 


9795 


ACUGGAUG G UAUGAUUG 


4571 


CAATCATA GGCTAGCTACAACGA CATCCAGT 


21692 


9804 


UAUGAUUG G CAGCAGGU 


4572 


ACCTGCTG GGCTAGCTACAACGA CAATCATA 


21693 


1 9807 


GAUUGGCA g cagguucc 


4573 


GGAACCTG GGCTAGCTACAACGA TGCCAATC 


21694 
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9811 


| GGCAGCAG G UUCCAUUU 


4574 


AAATGGAA GGCTAGCTACAACGA CTGCTGCC 


1 21695 


9821 


1 UCCAUUUU 6 CUCAAACC 


4575 


GGm\iAU GGCTAGCTACAACGA AAAATGGA 


j 21696 


9868 


GAACACUG G UGGUUCCA 


4576 


TGGAACCA GGCTAGCTACAACGA CAGTGTTC 


21697 


9871 


J CACUGGUG G UUCCAUGC 


4577 


GCATGGAA GGCTAGCTACAACGA CACCAGTG 


21698 


9878 


"I GGUUCCAU G CCGAGGAC 


4578 


GTCCTCGG GGCTAGCTACAACGA ATGGAACC 


21699 


9898 


f AUGAAUUG G UAGGCAGA 


4579 


TCTGCCTA GGCTAGCTACAACGA CAATTGAT 


21700 


9902 


"j AUUGGUAG G CAGAGCUC 


4580 


GAGCTCTG GGCTAGCTACAACGA CTACCAAT 


21701 


9907 


j UAGGCAGA G CUCGCAUA 


4581 


TATGCGAG GGCTAGCTACAACGA TCTGCCTA 


21702 


9911 


j CAGAGCUC G CAUAUCUC 


4582 


GAGATATG GGCTAGCTACAACGA GAGCTCTG 


21703 


9925 


CUCCAGGG G CCGGAUGG 


4583 


CCATCCGG GGCTAGCTACAACGA CCCTGGAG 


j 21704 


9937 


| GAUGGAAC G UCCGCGAC 


4584 


GTCGCGGA GGCTAGCTACAACGA GTTCCATC 


1 21705 


9941 


j GAACGUCC G CGACACUG 


4585 


CAGTGTCG GGCTAGCTACAACGA GGACGTTC 


| 21706 


9949 


1 GCGACACU G CUUGUCUG 


4586 


CAGACAAG GGCTAGCTACAACGA AGTGTCGC 


J 21707 


9953 


I CACUGCUU G UCUGGCUA 


4587 


TAGCCAGA GGCTAGCTACAACGA AAGCAGTG 


"J 21708 


9958 


j CUUGUCUG G CUAAGUCU 


4588 


AGACTTAG GGCTAGCTACAACGA CAGACAAG 


J 21709 


9963 


1 CUGGCUAA G UCUUAUGC 


45B9 


GCATAAGA GGCTAGCTACAACGA TTAGCCAG 


1 21710 


9970 


AGUCUUAU G CCCAGAUG 


4590 


CATCTGGG GGCTAGCTACAACGA ATAAGACT 


1 21711 


9978 


1 GCCCAGAU G UGGCUGCU 


4591 


AGCAGCCA GGCTAGCTACAACGA ATCTGGGC 


21712 


9981 


CAGAUGUG G CUGCUUCU 


4592 


AGAAGCAG GGCTAGCTACAACGA CACATCTG 


21713 


9984 


AUGUGGCU G CUUCUGUA 


4593 


TACAGAAG GGCTAGCTACAACGA AGCCACAT 


1 21714 


9990 


CUGCUUCU G UACUUCCA 


4594 


TGGAAGTA GGCTAGCTACAACGA AGAAGCAG 


J 21715 


10011 


j AGAGACCU G CGGCUCAU 


4595 


ATGAGCCG GGCTAGCTACAACGA AGGTCTCT 


| 21716 


10014 


GACCUGCG G CUCAUGGC 


4596 


GCCATGAG GGCTAGCTACAACGA CGCAGGTC 


| 21717 


10021 


GGCUCAUG G CCAACGCC 


4597 


GGCGTTGG GGCTAGCTACAACGA CATGAGCC 


j 21718 


10027 


UGGCCAAC G CCAUUUGC 


4598 


GCAAATGG GGCTAGCTACAACGA GTTGGCCA 


I 21719 


10034 


CGCCAUUU G CUCCGCUG 


4599 


CAGCGGAG GGCTAGCTACAACGA AAATGGCG 


[21720~ 


10039 


] UUUGCUCC G CUGUCCCU 


4600 


AGGGACAG GGCTAGCTACAACGA GGAGCAAA 


1 21721 


10042 


GCUCCGCU G UCCCUGUG 


4601 


CACAGGGA GGCTAGCTACAACGA AGCGGAGC 


[ 21722 


10048 


CUGUCCCU G UGAAUUGG 


4602 


CCAATTCA GGCTAGCTACAACGA AGGGACAG 


| 21723 


10057 


UGAAUUGG G UCCCUACC 


4603 


GGTAGGGA GGCTAGCTACAACGA CCAATTCA 


21724 


10077 


AGAACCAC G UGGUCCAU 


4604 


ATGGACCA GGCTAGCTACAACGA GTGGTTCT 


21725 


10080 


ACCACGUG G UCCAUCCA 


4605 


i\av»Ai\jViA UiiUTAGCTAuAACGA CACGTGGT 


21726 


10090 


CCAUCCAU G CAGGAGGA 


4606 


TCCTCCTG GGCTAGCTACAACGA ATGGATGG 


21727 


10101 


GGAGGAGA G UGGAUGAC 


4607 


GTCATCCA GGCTAGCTACAACGA TCTCCTCC 


21728 


10122 


GAGGACAU G UUGGAGGU ~~ 


4608 


ACCTCCAA GGCTAGCTACAACGA ATGTCCTC 


21729 


10129 j 


UGUUGGAG G UCUGGAAC 


4609 


GTTCCAGA GGCTAGCTACAACGA CTCCAACA 


21730 


10139 


CUGGAACC G UGUUUGGA 


4610 


TCCAAACA GGCTAGCTACAACGA GGTTCCAG | 


21731 


10141 
10183 


GGAACCGU G UUUGGAUA 
AAACCCCA G UGGAGAAA 


4612 


TATCCAAA GGCTAGCTACAACGA ACGGTTCC 1 
TTTCTCCA GGCTAGCTACAACGA TGGGGTTT | 


21732 


10196 


GAAAUGGA G UGACGUCC 


4613 


GGACGTCA GGCTAGCTACAACGA TCCATTTC | 


21733 
21734 


10201 


GGAGUGAC G UCCCAUAU 


4614 


ATATGGGA GGCTAGCTACAACGA GTCACTCC 


21735 


10233 


GACAUCUG G UGUGGCAG 


4615 


CTGCCACA GGCTAGCTACAACGA CAGATGTC | 


21736 


10235 


CAUCUGGU G UGGCAGCC 


4616 


GGCTGCCA GGCTAGCTACAACGA ACCAGATG | 


21737 


10238 
10241 


CUGGUGUG G CAGCCUGA 
GUGUGGCA G CCUGAUUG 


4617 
4618 


TCAGGCTG GGCTAGCTACAACGA CACACCAG [ 


21738 


10250 


CCUGAUUG G CACAAGAG 


4619 


CAATCAGG GGCTAGCTACAACGA TGCCACAC j 
CTCTTGTG GGCTAGCTACAACGA CAATCAGG ( 


21739 
21740 


10258 | 

10264 

10269 

10273 

10288 

10291 

10303 


GCACAAGA G CCCGAGCC 
GAGCCCGA G CCACGUGG 
CGAGCCAC G UGGGCAGA 
CCACGUGG G CAGAAAAC 
ACAUCCAG G UGGCUAUC 
UCCAGGUG G CUAUCAAC 
UCAACCAA G UCAGAGCA 


4620 
4621 
4622 
4623 
4624 
4625 
4626 


GGCTCGGG GGCTAGCTACAACGA TCTTGTGC | 
CCACGTGG GGCTAGCTACAACGA TCGGGCTC " | 
TCTGCCCA GGCTAGCTACAACGA GTGGCTCG | 
GTTTTOrG GGCTAGCTACAACGA CCACGTGG [ 
GATAGCCA GGCTAGCTACAACGA CTGGATGT 
GTTGATAG GGCTAGCTACAACGA CACCTGGA \ 
TGCTCTGA GGCTAGCTACAACGA TTGGTTGA 


21741 
21742 
21743 
21744 
21745 
21746 
21747 


10309 

10329 j 

10333 

10346 

10378 

10390 

10395 

10413 

10430 j 


AAGUCAGA G CAAUCAUC 
GAUGAGAA G UAUGUGGA 
AGAAGUAU G UGGAUUAC 
UUACAUGA G UUCACUAA 
CAACUOUG G UUGAGGAC 
AGGACACA G UACUGUAG 
ACAGUACU G UAGAUAUU 
AAUCAAUU G UAAAUAGA 
CAAUAUAA G UAUGCAUA 


4627 
4628 

4630 
4631 
4632 
4633 
4634 
4635 


GATGATTG GGCTAGCTACAACGA TCTGACTT | 
TCCACATA GGCTAGCTACAACGA TTCTCATC | 
GTAATCCA GGCTAGCTACAACGA ATACTTCT 
TTAGTGAA GGCTAGCTACAACGA TCATGTAA 
GTCCTCAA GGCTAGCTACAACGA CAAAGTTG | 
CTACAGTA GGCTAGCTACAACGA TGTGTCCT 
AATATCTA GGCTAGCTACAACGA AGTACTGT 
TCTATT-i'A GGCTAGCTACAACGA AATTGATT | j 
TATGCATA GGCTAGCTACAACGA TTATATTG | 


21748 
21749 
21750 
21751 
21752 
217S3 
21754 
21755 
21756 
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10434 


AUAAGUAU G CAUAAAAG 


4636 


CTTTTATG GGCTAGCTACAACGA atacttat 


21757 


10442 


GCAUAAAA G UUUAGUUU 


4637 


AAACTACA GGCTAGCTACAACGA TTTTATGC 


21758 


10444 


AUAAAAGU G UAGUUUUA 


4638 


TAAAACTA GGCTAGCTACAACGA ACTTTTAT 


21759 


10447 


AAAGuGUA G UUUUAUAG 


4639 


CTATAAAA GGCTAGCTACAACGA TACACTTT 


21760 


10455 


GUUHuaUa G UAGUAuUU 


4640 


AAATACTA GGCTAGCTACAACGA TATAAAAC 


21761 


10458 


UUAUAGUA G UAUUUAGU 


4641 


ACTAAATA GGCTAGCTACAACGA TACTATAA 


21762 


10465 


AGUAUUUA G UGGUGUUA 


4642 


TAACACCA GGCTAGCTACAACGA TAAATACT 


21763 


10468 


AUUUAGUG G UGuUAGUG 


4643 


CACTAACA GGCTAGCTACAACGA CACTAAAT 


21764 


10470 


UUAGUGGU G UUAGUGUA 


4644 


TACACTAA GGCTAGCTACAACGA ACCACTAA 


21765 


10474 


UGGUGUUA G UUUAAAUA 


4645 


TATTTACA GGCTAGCTACAACGA TAACACCA 


21766 


10476 


GUGUUAGU G UAAAUAGU 


4646 


ACTATTTA GGCTAGCTACAACGA ACTAACAC 


21767 


10483 


UGUAAAUA G UUAAGAAA 


4647 


TTrCTTAA GGCTAGCTACAACGA TATTTACA 


21768 


10506 


AGGAGAAA G UCAGGCCG 


4648 


CGGCCTGA GGCTAGCTACAACGA TTTCTCCT 


21769 


10511 


AAAGUCAG G COGGGAAG 


4649 


CTTCCCGG GGCTAGCTACAACGA CTCACTTT 


21770 


10519 


GCCGGGAA G UUCCCGCC 


4650 


GGCGGGAA GGCTAGCTACAACGA TTCCCGGC 


21771 


10525 


AAGUUCCC G CCACCGGA 


4651 


TCCGGTGG GGCTAGCTACAACGA GGGAACTT 


21772 


10535 


CACCGGAA G UUGAGUAG 


4552 


CTACTCAA GGCTAGCTACAACGA TTCCGGTG 


21773 


10540 


GAAGUUGA G UAGACGGU 


4653 


ACCGTCTA GGCTAGCTACAACGA TCAACTTC 


21774 


10547 


AGUAGACG G UGCUGCCU 


4654 


AGGCAGCA GGCTAGCTACAACGA CGTCTACT 


21775 


10549 


UAGACGGU G CUGCCUGC 


4655 


GCAGGCAG GGCTAGCTACAACGA . ACCGTCTA 


21776 


10552 


ACGGUGCU G CCUGCGAC 


4656 


GTCGCAGG GGCTAGCTACAACGA AGCACCGT 


21777 


10556 


UGCUGCCU G CGACUCAA 


4657 


TTGAGTCG GGCTAGCTACAACGA AGGCAGCA 


21778 


10580 


AGGACUGG G UGAACAAA 


4658 


TTTGTTCA GGCTAGCTACAACGA CCAGTCCT 


21779 


10589 


UGAACAAA G CCGCGAAG 


4659 


CTTCGCGG GGCTAGCTACAACGA TTTGTTCA 


21780 


10592 


ACAAAGCC G CGAAGUGA 


4660 


TCACTTCG GGCTAGCTACAACGA GGCTTTGT 


21781 


10597 


GCCGCGAA G UGAUCCAU 


4661 


ATGGATCA GGCTAGCTACAACGA TTCGCGGC 


21782 


106O6 


UGAUCCAU G UAAGCCCU 


4662 


AGGGCrTA GGCTAGCTACAACGA ATGGATCA 


21783 


10610 


CCAUGUAA G CCCUCAGA 


4663 


TCTGAGGG GGCTAGCTACAACGA TTACATGG 


21784 


10622 


UCAGAACC G UCUCGGAA 


4664 


TTCCGAGA GGCTAGCTACAACGA GGTTCTGA 


21785 


10645 


CCCCACAU G UUGUAACU 


4665 


AGTTACAA GGCTAGCTACAACGA ATGTGGGG 


21786 


10648 


CACAUGUU G UAACUUCA 


4666 


TGAAGTTA GGCTAGCTACAACGA AACATGTG 


21787 


10659 


ACUUCAAA G CCCAAUGU 


4667 


ACATTGGG GGCTAGCTACAACGA TTTGAAGT 


21788 


10666 


AGCCCAAU G UCAGACCA 


4668 


TGGTCTGA GGCTAGCTACAACGA ATTGGGCT 


21789 


10676 


CAGACCAC G CUACGGCG 


4669 


CGCCGTAG GGCTAGCTACAACGA GTGGTCTG 


21790 


10682 


ACGCUACG G CGUGCUAC 


4670 


GTAGCACG GGCTAGCTACAACGA CGTAGCGT 


21791 


10684 


GCUACGGC G UGCUACUC 


4671 


GAGTAGCA GGCTAGCTACAACGA GCCGTAGC 


21792 


10686 


UACGGCGU G CUACUCUG 


4672 


CAGAGTAG GGCTAGCTACAACGA ACGCCGTA 


21793 


10694 


GCUACUCU G CGGAGAGU 


4673 


ACTCTCCG GGCTAGCTACAACGA AGAGTAGC 


21794 


10701 


UGCGGAGA G UGCAGUCU 


4674 


AGACTGCA GGCTAGCTACAACGA TCTCCGCA 


21795 


10703 


CGGAGAGU G CAGUCUGC 


4675 


GCAGACTG GGCTAGCTACAACGA ACTCTCCG 


21796 


10706 


AGAGUGCA G UCUGCGAU 


4676 


ATCGCAGA GGCTAGCTACAACGA TGCACTCT 


21797 


10710 


UGCAGUCU G CGAUAGUG 


4677 


CACTATCG GGCTAGCTACAACGA AGACTGCA 


21798 


10716 


CUGCGAUA G UGCCCCAG 


4678 


CTGGGGCA GGCTAGCTACAACGA TATCGCAG 


21799 


10718 


GCGAUAGU G CCCCAGGA 


4679 


TCCTGGGG GGCTAGCTACAACGA ACTATCGC 


21800 


10734 


AGGACUGG G UUAACAAA 


4680 


TTTGTTAA GGCTAGCTACAACGA CCAGTCCT 


21801 


10744 


UAACAAAG G CAAACCAA 


4681 


TTGGTTTG GGCTAGCTACAACGA CTTTGTTA 


21802 


10754 


AAACCAAC G CCCCACGC 


4682 


GCGTGGGG GGCTAGCTACAACGA GTTGGTTT 


21803 


10761 


CGCCCCAC G CGGCCCUA 


4683 


TAGGGCCG GGCTAGCTACAACGA GTGGGGCG 


21804 


10764 


CCCACGCG G CCCUAGCC 


4684 


GGCTAGGG GGCTAGCTACAACGA CGCGTGGG 


21805 


10770 


CGGCCCUA G CCCOGGUA 


4685 


TACCGGGG GGCTAGCTACAACGA TAGGGCCG 


21806 


10776 


UAGCCCCG G UAAUGGUG 


4686 


CACCATTA GGCTAGCTACAACGA CGGGGCTA 


21807 


10782 


CGGUAAUG G UGUUAACC 


4687 


GGTTAACA GGCTAGCTACAACGA CATTACCG 


21808 


10784 


GUAAUGGU G UUAACCAG 


4688 


CTGGTTAA GGCTAGCTACAACGA ACCATTAC 


21809 


iu /y4 


UAACCAGG G CGAAAGGA 


4689 


TCCTH'CG GGCTAGCTACAACGA CCTGGTTA 


21810 


10809 




4690 


TCCTCTAA GGCTAGCTACAACGA CTCTAGTC 


21811 


10824 


GAGACCCC G CGGUUUAA 


4691 


TTAAACCG GGCTAGCTACAACGA GGGGTCTC 


21812 


10827 


ACCCCGCG G UUUAAAGU 


4692 


ACTiTAAA GGCTAGCTACAACGA CGCGGGGT 


21813 


10834 


GGUUUAAA G UGCACGGC 


4693 


GCCGTGCA GGCTAGCTACAACGA TTTAAACC 


21814 


10836 


UUUAAAGU G CACGGCCC 


4694 


GGGCCGTG GGCTAGCTACAACGA ACTTTAAA 


21815 


10841 


AGUGCACG G CCCAGCCU 


4695 


AGGCTGGG GGCTAGCTACAACGA CGTGCACT 


21816 


10846 


ACGGCCCA G CCUGACUG 


4696 


CAGTCAGG GGCTAGCTACAACGA TGGGCCGT 


21817 


10857 


UGACUGAA G CUGUAGGU 


4697 


ACCTACAG GGCTAGCTACAACGA TTCAGTCA 


21818 
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10B6C 


I CUGAAGCU G UAGGUCAG 


4698 


CTGACCTA GGCTAGCTACAACGA AGCTTCAG 


21819 


10864 


AGOJGUAQ G UCAGGGGA 


4699 


TCCCCTGA GGCTAGCTACAACGA CTACAGCT 


^1820 


10883 


GACUAGAG G UIIAGUGGA 


4700 


TCCACTAA GGCTAGCTACAACGA CTCTAGTC 


21821 


1088*7 


AGAGGUUA G UGGAGACC 


4701 


GGTCTCCA GGCTAGCTACAACGA TAACCTCT 


Ol Oil 


10898 


GAGACCCC G UGCCACAA 


4702 


1 TTGTGGCA GGCTAGCTACAACGA RnfiOTPTP 


21823 


10900 
10924 


GACCCCGU G CCACAAAA 
ACAAAACA G CAUAUUGA 


4703 
4704 


TTTTGTGG GGCTAGCTACAACGA ArflflRflTf 
TCAATATG GGCTAGCTACAAPGA TmrTTTT 


21824 


10960 


GAUCTJUCU G CUCUGCAC 


4705 


— w www inuu inuviwUn *vl 11 lul 

I GTGCAGAG GG CTAGCT ACAApn a AP.AAf5ATr« 


21825 
21826 


10965 


UCUGC0OJ G CACAACCA 


4706 


TGGTTGTG GGCTAGPTAPAAP«A ana^r'an* "" 


21827 


10974 


CACAACCA G CCACACGG 


4707 


! CCGTGTGG GGCTAGPTAPAAPP.A TYSPTrvw 


21828 


10982 


GCCACACG G CACAGUGC 


4708 


GCACTGTG GGCTAGCTAPAAPP.A nryrr^mnr' 


21829 


10987 


ACGGCACA G UGCGCCGA 


4709 


TCGGCGCA GGCTAGCTACAArvSA TYiwrvvr 


21830 


10989 


GGCACAGU G CGCCGACA 


4710 


TGTCGGCG GGCTAGCTAPAArrcA &r*mnwv< 


21831 


10991 


CACAGUGC G CCGACAAU 


4711 


ATTGTCGG GGCTAGPTAPAAPtia fm&nn*ci*vn 


21832 


11001 


CGACAAUG G UGGCUGGU 


4712 


ACCAGCCA GGCTAGCTACAAPGA PATTYyrrvi 


21833 


11004 


1 CAAUGGUG G CUGGUGGU 


4713 


ACCACCAG GGPTARPTAPAA<"V!A parv»a»i«iv* 


21834 


11008 


GGUGGCUG G UGGUGCGA 


4714 


TCGCACCA GGCTARPTAPAArv2A Pirwapp 

; * wvjw*"iWwrt \J\Jw Xt\\3\~ XrtwX»r\LA3rt wAOwvJ-Aww 


21835 


11011 


GGCUGGUG G UGCGAGAA 


4715 


TTCTCGCA GGPTAOPTAPAAPflA nAnnnnnn 


21836 


11013 


CUGGUGGU G CGAGAACA 


4716 


TGTTCtcG GfiPTAflPTAPA arv^a an/-** /■» 


21837 


23 


GUGAGCUG A CAAACUUA 


4717 


TAAG J l J i u rG GGPTAPtPTAPAAPPA par»r*pr»Ar* 


21838 


27 


GCUGACAA A CUUAGUAG 


4718 


CTACTAAG GGCT AGPTAP A A PP. A Twrn Ann 


21839 


47 


UUGUGAGG A UUAACAAC 


4719 


GTTGTTAA GGPT ARPT A P A A PP. A nnTn n n » tv 


21840 


51 


GAGGAUUA A CAACAAUU 


4720 


AATTGTTG GGCTAGCTAPAAPP.A TAATPmr" 

■* ^ w www xauv. X /lCHrt/lUu/i X J\n X ww X w 


21841 


54 


GAUUAACA A CAAUUAAC 


4721 


GTTAATTG GGPTAGPTAPAAPpa WTTRRmr* 


21842 


57 


UAACAACA A UUAACACA 


4722 


TGTGTTAA GGCTAGPTAPAAPPA Tcvmrprr* 


21843 


61 


AACAAUUA A CACAGUGC 


4723 


GCACTGTG GGCTAGCTAPAAPPA 

ww^wawxw* wucinuvinuviUjin lAnllbll 


21844 


91 


GCACGAAG A UCUCGAUG 


4724 


CAT CG AG A GGPTAPPTAPAAPT'a r*Fr/v»rr<r< 


21645 


97 


AGAUCUCG A UGUCUAAG 


4 725 


CTTAGACA GGCTAGPTAPAAPPa rr*ar»nTvwn 


21846 


108 


UCUAAGAA A CCAGGAGG 


4726 


CCTCCTGG PPPTAPPTaPaafVA Twp/-"T»T< t\ /~i * 
v- w a w w j. wTjr UUL 1 AuL i ALAnUiA XXCXXAGA 


21847 


14 0 


GGCUGUCA A UAUGCUAA 


4727 


1 TT AG CAT A GGPTAPPTAPAAnrca TrsrAnnn 


21848 


150 


AUGCUAAA A CGCGGAAU 


4728 


ATTCCGCG GGPTAPPTAPA Arvsa *p*T»r»Tvnrt^ni 


21849 


157 


AACGCGGA A UGCCCCGC 


4729 


GCGGGGCA GGCTAGPTAPAAPP.A n^nnnnn <ruri 

wwwwv^wrwrt wuinuviAUAALuA 1\«vUwUxx 


21850 


178 


UGUCCUUG A UUGGACUG 


4730 


CAGTCCAA PPPTAPPTana arvA r»7\ T\/"»m\ /i* 


21851 


183 


UUGAUUGG A CUGAAGAG 


4731 


' CTCTTCAG GGPTAGPTAPAAPfia rvaawtiv* 

^^w^xwrtxj w\Jw.ArtwwXrtwXi/\wViri ULnnl vlAA 


21852 


208 


UGAGCCUG A UCGACGGC 


4732 


GCCGTCPA fiOP*PAP.PT , ar , aarv"»7v nnnnnm/tik 


21853 


212 


CCUGAUCG A CGGCAAGG 


4733 


CCTTGCCG GGPTAfSPTAPAArva nnkT/nvnn 


21854 


226 


AGGGGCCA A UACGAUUU 


4734 


AAATCGTA GGPTAPPTAPAArvaa *pr*nr*nnmr 


21855 


231 


CCAAUACG A UUUGUGUU 


4735 


AACACAAA GGPJTAC3PTAPAAP/2B nc"PTLi*w*r*n 

nnv^nwinn uucinUUlALhnUjft wVsXAXxGG 


21856 


271 


UCACAGCA A UUGCUCCG 


4736 


CGGAGCAA GGPTAPPTAPAAPrta tw^ty-mtv-** 


21857 


280 


UUGCUCCG A CCCGAGCA 


4737 


TGCTCGGG GGPTAOPTAPAArva rv-jr«ar>/-»*Ti 

* w w wwrvjw" www- x nuu lAUAALuA vJvjHjAQj CAA 


21858 


296 


AGUGCUGG A UCGAUGGA 


4738 


TCCATCGA GGPTAfiPTAPaarva /"V"*a/iri*/'WT» 


21859 


300 


CUGGAUCG A UGGAGAGG 


4739 


CCTCTCPA RfiTTHnPTaPaBPPR nnxmnmn 
A ^» * >-wrt u\^iAvjLlAuAAUiA w\iA 1 U (JAG 


21860 


314 


AGGUGUGA A CAAACAAA 


4740 


TTTGTTTG GGPTAPPTAPAAPna Tnnon r>rvv> 


21861 


318 


GUGAACAA A CAAACAGC 


4741 


GCTG'X'XTG GGPTAPPTAPAAPPa TTV»»p»pr«*r» 
w< — * AVJ ww*w 1 AU^. 1 ALAAUiA 1 iui lCAC 


21862 


322 


ACAAACAA A CAGCGAUG 


4742 


CATCGCTG GGPJTAGPTAPAAPrja Twrv-"pnwTv-»*i* 


21863 


328 


AAACAGCG A UGAAACAC 


4743 


UltSTTTCA GG C TAGCT AC A A PP A rvyrTTTT 


21864 


333 


GCGAUGAA A CACCUUCU 


4744 


AGAAGGTG GGPTAPPTAPAAnna fwaTrwi 


21865 


357 


AAGAAGGA A CUAGGGAC 


4745 




21866 


364 


AACUAGGG A CCUUGACC 


4746 


GGTCAAGG GGCTAGCTACAACGA CCCTAGTT 


21667 


370 


GGACCUUG A CCAG0GCU 


4747 


AGCACTGG GGPTAGPTAPAArvsa Rr»T"rnr> 


21868 


383 


UGCUAUCA A UCGGCGGA 


4748 


TCCGCCGA GGCTAGCTACAACGA TGATAGCA 


21869 


399 


AGCUCAAA A CAAAAGAA 


4749 


TTCTTTTG GRPTAPPTAPA&rva Tn^nnrtrvn 


21B70 


421 


GAGGAAAG A CCGGAAUU 


4750 


AATTCCGG GGCTAGCTACAACGA CTTTCCTC 


21871 


427 


AGACCGGA A UUGCAGUC 


4751 


GACTGCAA GGCTAGCTACAACGA TCCGGTCT 


21872 


439 


CAGUCAUG A UUGGCCUG 


4752 


CAGGCCAA GGCTAGCTACAACGA CATGACTG 


21873 


448 
479 


UUGGCCUG A UCGCCAGC 
CCUCUCUA A CUUCCAAG 


4753 
4754 


GCTGGCGA GGCTAGCTACAACGA CAGGCCAA 
CTTGGAAG GGCTAGCTACAACGA TAGAGAGG 


21874 
21875 


496 
499 


GGAAGGUG A UGAUGACG 
AGGUGAUG A UGACGGUA 


4755 
4756 


CGTCATCA GGCTAGCTACAACGA CACCTTCC 
TACCGTCA GGCTAGCTACAACGA CATCACCT 


21876 
21877 


502 
509 


UGAUGAUG A CGGUAAAU 
GACX5GUAA A' UGCUACUG 


4757 
4758 


ATTTACCG GGCTAGCTACAACGA CATCATCA 


21878 


518 


UGCUACUG A CGUCACAG 


4759 


CAGTAGCA GGCTAGCTACAACGA TTACCGTC 
CTGTGACG GGCTAGCTACAACGA CAGTAGCA 


21879 
21880 
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527 


CGUCACAG A UGUCAUCA 


4760 


TGATGACA GGCTAGCTACAACGA CTGTGACG 


21881 


538 


UCAUCACG A UUCCAACA 


4761 


TGTTCGAA GGCTAGCTACAACGA CGTGATGA 


21682 


544 


CGAUUCCA A CAGCUGCU 


4762 


AGCAGCTG GGCTAGCTACAACGA TGGAATCG 


21883 


560 


UGGAAAGA A CCUAUGCA 


4763 


TGCATAGG GGCTAGCTACAACGA TCTTTCCA 


21884 


580 


UCAGAGCA A UGGAUGUG 


4764 


CACATCCA GGCTAGCTACAACGA TGCTCTGA 


21885 


584 


AGCAAUGG A UGUGGGAU 


4765 


ATCCCACA GGCTAGCTACAACGA CCATTGCT 


21886 


591 


GAUGUGGG A UACAUGUG 


4766 


CACATGTA GGCTAGCTACAACGA CCCACATC 


21887 


602 


CAUGUGCG A UGAUACUA 


4767 


TAGTATCA GGCTAGCTACAACGA CGCACATG 


21888 


605 


GUGCGAUG A UACUAUCA 


4768 


TGATAGTA GGCTAGCTACAACGA CATCGCAC 


21889 


621 


ACUUAUGA A UGCCCAGU 


4769 


ACTGGGCA GGCTAGCTACAACGA TCATAAGT 


21890 


644 


GGCUGGUA A UGAUCCAG 


4770 


CTGGATCA GGCTAGCTACAACGA TACCAGCC 


21891 


647 


UGGUAAUG A UCCAGAAG 


4771 


CTTCTGGA GGCTAGCTACAACGA CATTACCA 


21892 


656 


UCCAGAAG A CAUCGACU 


4772 


AGTCGATG GGCTAGCTACAACGA CTTCTGGA 


21893 


662 


AGACAUCG A CUGUUGGU 


4773 


ACCAACAG GGCTAGCTACAACGA CGATGTCT 


21894 


705 


UAUGGAAG A UGCACCAA 


4774 


TTGGTGCA GGCTAGCTACAACGA CTTCCATA 


21895 


715 


GCACCAAG A CACGCCAC 


4775 


GTGGCGTG GGCTAGCTACAACGA CTTGGTGC 


21896 


729 


CAOJCAAG A CGCAGUCG 


4776 


CGACTGCG GGCTAGCTACAACGA CTTGAGTG 


21897 


748 


GGUCACUG A CAGUGCAG 


4777 


CTGCACTG GGCTAGCTACAACGA CAGTGACC 


21898 


757 


CAGUGCAG A CACACGGA 


4778 


TCCGTGTG GGCTAGCTACAACGA CTGCACTG 


21899 


782 


UCUAGCGA A CAAGAAGG 


4779 


CCTTCTTG GGCTAGCTACAACGA TCGCTAGA 


21900 


799 


GGGCUUGG A UGGACAGC 


4780 


GCTGTCCA GGCTAGCTACAACGA CCAAGCCC 


21901 


803 


UUGGAUGG A CAGCACCA 


4781 


TGGTGCTG GGCTAGCTACAACGA CCATCCAA 


21902 


835 


UGGUAAAA A CAGAAUCA 


4782 


TGATTCTG GGCTAGCTACAACGA TTTTACCA 


21903 


840 


AAAACAGA A UCAUGGAU 


4783 


ATCCATGA GGCTAGCTACAACGA TCTGTTTT 


21904 


847 


AAUCAUGG A UCUUGAGG 


4784 


CCTCAAGA GGCTAGCTACAACGA CCATGATT 


21905 


857 


CUUGAGGA A CCCUGGAU 


4785 


ATCCAGGG GGCTAGCTACAACGA TCCTCAAG 


21906 


864 


AACCCUGG A UAUGCCCU 


4786 


AGGGCATA GGCTAGCTACAACGA CCAGGGTT 


21907 


895 


UUGGUUGG A UGCOUGGG 


4787 


CCCAAGCA GGCTAGCTACAACGA CCAACCAA 


21908 


908 


UGGGAGCA A CACCAUGC 


4788 


GCATGGTG GGCTAGCTACAACGA TGCTCCCA 


21909 


971 


CAGCUUCA A CUGCCUUG 


4789 


CAAGGCAG GGCTAGCTACAACGA TGAAGCTG 


21910 


982 


GCCUUGGA A UGAGCAAC 


4790 


GTTGCTCA GGCTAGCTACAACGA TCCAAGGC 


21911 


989 


AAUGAGCA A CAGAGACU 


4791 


AGTCTCTG GGCTAGCTACAACGA TGCTCATT 


21912 


995 


CAACAGAG A CUUCUUGG 


4792 


CCAAGAAG GGCTAGCTACAACGA CTCTGTTG 


21913 


1021 


CUGGAGCA A CAUGGGUG 


4793 


CACCCATG GGCTAGCTACAACGA TGCTCCAG 


21914 


1031 


AUGGGUGG A UUUGGUUC 


4794 


GAACCAAA GGCTAGCTACAACGA CCACCCAT 


21915 


1049 


CGAAGGCG A CAGCUGCG 


4795 


CGCAGCTG GGCTAGCTACAACGA CGCCTTCG 


21916 


1060 


GCUGCGUG A CUAUCAUG 


4796 


CATGATAG GGCTAGCTACAACGA CACGCAGC 


21917 


1076 


GUCUAAGG A CAAGCCUA 


4797 


TAGGCTTG GGCTAGCTACAACGA CCTTAGAC 


21918 


1091 


UACCAUCG A UGUGAAGA 


4798 


TCTTCACA GGCTAGCTACAACGA CGATGGTA 


21919 


1099 


AUGUGAAG A UGAUGAAU 


4799 


ATTCATCA GGCTAGCTACAACGA CTTCACAT 


21920 


1102 


UGAAGAUG A UGAAUAUG 


4800 


CATATTCA GGCTAGCTACAACGA CATCTTCA 


21921 


1106 


GAUGAUGA A UAUGGAGG 


4801 


CCTCCATA GGCTAGCTACAACGA TCATCATC 


21922 


1121 


GGCGGUCA A CCUGGCAG 


4802 


CTGCCAGG GGCTAGCTACAACGA TGACCGCC 


21923 


1166 


CGUCAGCG A UCUCUCCA 


4803 


TGGAGAGA GGCTAGCTACAACGA CGCTGACG 


21924 


1192 


CGUGCCCG A CCAUGGGA 


4804 


TCCCATGG GGCTAGCTACAACGA CGGGCACG 


21925 


1211 


AGCUCACA A UGACAAAC 


4805 


GTTTGTCA GGCTAGCTACAACGA TGTGAGCT 


21926 


1214 


UCACAAUG A CAAACGUG 


4806 


CACGTTTG GGCTAGCTACAACGA CATTGTGA 


21927 


1218 


AAUGACAA A CGUGCUGA 


4807 


TCAGCACG GGCTAGCTACAACGA TTGTCATT 


21928 


1226 


ACGUGCUG A CCCAGCUU 


4808 


AAGCTGGG GGCTAGCTACAACGA CAGCACGT 


21929 


1245 


GUGUGCAG A CAAGGAGU 


4809 


ACTCCTTG GGCTAGCTACAACGA CTGCACAC 


21930 


1259 


AGUGGUGG A CAGGGGCU 


4810 


AGCCCCTG GGCTAGCTACAACGA CCACCACT 


21931 


1274 


CUGGGGCA A CGGCUGCG 


4811 


CGCAGCCG GGCTAGCTACAACGA TGCCCCAG 


21932 


1284 


GGCUGCGG A UUAUUUGG 


4812 


CCAAATAA GGCTAGCTACAACGA CCGCAGCC 


21933 


1307 


AAGCAUUG A CACAUGCG 


4813 


CGCATGTG GGCTAGCTACAACGA CAATGCTT 


21934 


1320 


UGCGCCAA A UUUGCCUG 


4814 


CAGGCAAA GGCTAGCTACAACGA TTGGCGCA 


21935 


X J ** Z 


CCAAGvjCA a UAGGAAGA 


4815 


TCTTCCTA GGCTAGCTACAACGA TGCCTTGG 


21936 


1351 


UAGGAAGA A CCAUCUUG 


4816 


CAAGATGG GGCTAGCTACAACGA TCTTCCTA | 


21937 


1367 


GAAAGAGA A UAUCAAGU 


4817 


ACTTGATA GGCTAGCTACAACGA TCTCTTTC 


21938 


1401 


GUCCAUGG A CCAACUAC 


4818 


GTAGTTGG GGCTAGCTACAACGA CCATGGAC 


21939 


1405 


AUGGACCA A CUACUGUG 


4819 


CACAGTAG GGCTAGCTACAACGA TGGTCCAT 


21940 


1427 


GCACGGAA A CUACUCCA | 


4820 


TGGAGTAG GGCTAGCTACAACGA TTCCGTGC 


21941 


1464 


GCAGGGAG A UUCAGCAU 


4821 


ATGCTGAA GGCTAGCTACAACGA CTCCCTGC 


21942 
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1512 


CUUGGAGA A UAUGGAGA 


4822 


TCTCCATA GGCTAGCTACAACGA TCTCCAAG 


21943 


1525 


GAGAGGUG A CAGUGGAC 


4823 


GTCCACTG GGCTAGCTACAACGA CACCTCTC 


21944 


1532 


GACAGUGG A CUGUGAAC 


4824 


GTTCACAG GGCTAGCTACAACGA CCACTGTC 


21945 


1539 


GACUGUGA A CCACGGUC 


4825 


GACCGTGG GGCTAGCTACAACGA TCACAGTC 


21946 


1552 


GGUCAGGG A UUGACAOC 


4626 


GGTGTCAA GGCTAGCTACAACGA CCCTGACC 


21947 


1556 


! AGGGADUG A CACCAAUG 


4827 


CATTGGTG GGCTAGCTACAACGA CAATCCCT 


21948 


1562 


UGACACCA A UGCAUACU 


4828 


AGTATGCA GGCTAGCTACAACGA TGGTGTCA 


21949 


1576 


ACUACGUG A UGACUGUU 


4829 


AACAGTCA GGCTAGCTACAACGA CACGTAGT 


21950 


1579 


ACGUGAUG A CUGUUGGA 


4830 


TCCAACAG GGCTAGCTACAACGA CATCACGT 


21951 


1588 


CUGUUGGA A CAAAGACG 


4831 


CGTCTTTG GGCTAGCTACAACGA TCCAACAG 


21952 


1594 


GAACAAAG A CGUUCUUG 


4832 


CAAGAACG GGCTAGCTACAACGA CTTTGTTC 


21953 


1625 


| GUUCAUGG A CCUCAACC 


4833 


GGTTGAGG GGCTAGCTACAACGA CCATGAAC 


21954 


1631 


GGACCUCA A CCUCCCUU 


4 834 


AAGGGAGG GGCTAGCTACAACGA TGAGGTCC 


21955 


1670 


GUGGAGGA A CAGAGAGA 


4835 


TCTCTCTG GGCTAGCTACAACGA TCCTCCAC 


21956 


1678 


ACAGAGAG A CGUUAAUG 


4836 


CATTAACG GGCTAGCTACAACGA CTCTCTGT 


21957 


1684 


AGACGUUA A UGGAGUUU 


4837 


AAACTCCA GGCTAGCTACAACGA TAACGTCT 


21958 


1698 


UUUGAGGA A CCACACGC 


4838 


GCGTGTGG GGCTAGCTACAACGA TCCTCAAA 


21959 


1723 


AGUCUGUG A UAGCAUUG 


4839 


CAATGCTA GGCTAGCTACAACGA CACAGACT 


21960 


1785 


CCUGUGGA A UUUUCAAG 


4840 


CTTGAAAA GGCTAGCTACAACGA TCCACAGG 


21961 


1796 


UUCAAGCA A CACUGUCA 


4841 


TGACAGTG GGCTAGCTACAACGA TGCTTGAA 


21962 


1810 


UCAAGUUG A CGUCGGGU 


4842 


ACCCGACG GGCTAGCTACAACGA CAACTTGA 


21963 


1840 


GAGUGAAG A UGGAAAAA 


4843 


TTTTTCCA GGCTAGCTACAACGA CTTCACTC 


21964 


1848 


AUGGAAAA A UUGCAGUU 


4844 


AACTGCAA GGCTAGCTACAACGA TTTTCCAT 


21965 


1864 


UGAAGGGA A CAACCUAU 


4845 


ATAGGTTG GGCTAGCTACAACGA TCCCTTCA 


21966 


1867 


AGGGAACA A CCUAUGGC 


4846 


GCCATAGG GGCTAGCTACAACGA TGTTCCCT 


21967 


1906 


UUCUUGGG A CUCCCGCA 


4847 


TGCGGGAG GGCTAGCTACAACGA CCCAAGAA 


21968 


1916 


UCCCGCAG A CACAGGUC 


4848 


GACCTGTG GGCTAGCTACAACGA CTGCGGGA 


21969 


1944 


GUGUUGGA A UUGCAGUA 


4849 


TACTGCAA GGCTAGCTACAACGA TCCAACAC 


21970 


1964 


UGGCACGG A UGGACCUU 


4850 


AAGGTCCA GGCTAGCTACAACGA CCGTGCCA 


21971 


1968 


ACGGAUGG A CCUUGCAA 


4851 


TTGCAAGG GGCTAGCTACAACGA CCATCCGT 


21972 


2006 


UUCAUUGA A CGACCUAA 


4852 


TTAGGTCG GGCTAGCTACAACGA TCAATGAA 


21973 


2009 


AUUGAACG A CCUAACGC 


4853 


GCGTTAGG GGCTAGCTACAACGA CGTTCAAT 


21974 


2014 


ACGACCUA A CGCCAGUG 


4854 


CACTGGCG GGCTAGCTACAACGA TAGGTCGT 


21975 


2028 


GUGGGCAG A UUGGUCAC 


4855 


GTGACCAA GGCTAGCTACAACGA CTGCCCAC 


21976 


2042 


CACUGUCA A CCCUUUUG 


4856 


CAAAAGGG GGCTAGCTACAACGA TGACAGTG 


21977 


2069 


CACGGCCA A CGCUAAGG 


4857 


CCTTAGCG GGCTAGCTACAACGA TGGCCGTG 


21978 


2083 


AGGUCCUG A UUGAAUUG 


4858 


CAATTCAA GGCTAGCTACAACGA CAGGACCT 


21979 


2088 


CUGAUUGA A UUGGAACC 


4859 


GGTTCCAA GGCTAGCTACAACGA TCAATCAG 


21980 


2094 


GAAUUGGA A CCACCCUU 


4860 


AAGGGTGG GGCTAGCTACAACGA TCCAATTC 


21981 


2108 


CUUUGGAG A CUCAUACA 


4861 


TGTATGAG GGCTAGCTACAACGA CTCCAAAG 


21982 


2136 


AGAGGAGA A CAACAGAU 


4862 


ATCTGTTG GGCTAGCTACAACGA TCTCCTCT 


21983 


2139 


GGAGAACA A CAGAUCAA 


4863 


TTGATCTG GGCTAGCTACAACGA TGTTCTCC 


21984 


2143 


AACAACAG A UCAAUCAC 


4864 


GTGATTGA GGCTAGCTACAACGA CTGTTGTT 


219B5 


2147 


ACAGAUCA A UCACCAUU 


4865 


AATGGTGA GGCTAGCTACAACGA TGATCTGT 


21986 


2194 


CCUUUACA A CCACCCUC 


4866 


GAGGGTGG GGCTAGCTACAACGA TGTAAAGG 


21987 


2217 


GCGCAGAG A CUAGCCGC 


4867 


GCGGCTAG GGCTAGCTACAACGA CTCTGCGC 


21988 


2234 


UCUAGGAG A CACAGCUD 


4868 


AAGCTGTG GGCTAGCTACAACGA CTCCTAGA 


21989 


2246 


AGCUUGGG A CUUUGGAU 


4869 


ATCCAAAG GGCTAGCTACAACGA CCCAAGCT 


21990 


2253 


GACUUUGG A UCAGUUGG 


4870 


CCAACTGA GGCTAGCTACAACGA CCAAAGTC 


21991 


2344 


UGUCCUGG A UAACGCAA 


4871 


TTGCGTTA GGCTAGCTACAACGA CCAGGACA 


21992 


2347 


CCUGGAUA A CGCAAGGA 


4872 


TCCTrGCG GGCTAGCTACAACGA TATCCAGG 


21993 


2355 


ACGCARGG A UUGCUGGG 


4873 


CCCAGCAA GGCTAGCTACAACGA CCTTGCGT 


21994 


2380 


UGUUGUGG A UGGGCAUC 


4874 


GATGCCCA GGCTAGCTACAACGA CCACAACA 


21995 


2390 


GGGCAUCA A UGCUCGUG 


4875 


CACGAGCA GGCTAGCTACAACGA TGATGCCC 


21996 


2399 


UGCUCGUG A UAGGUCCA 


4876 


TGGACCTA GGCTAGCTACAACGA CACGAGCA 


21997 


2459 




4877 


CGTGCACG GGCTAGCTACAACGA TCACGGAG 


21998 


2471 


GCACGCUG A CACUGGGU 


4878 


ACCCAGTG GGCTAGCTACAACGA CAGCGTGC 


21999 


2489 


UGCCAUAG A CAUCAGCC | 


4879 


GGCTGATG GGCTAGCTACAACGA CTATGGCA 


22000 


2511 


GAGCUGAG A UGUGGAAG 


4880 


CTTCCACA GGCTAGCTACAACGA CTCAGCTC 


22001 


2537 


CAUACACA A UGAUGUGG 


4881 


CCACATCA GGCTAGCTACAACGA TGTGTATG 


22002 


2540 


ACACAADG A UGUGGAGG 


4882 


CCTCCACA GGCTAGCTACAACGA CATTGTGT 


22003 


2554 


AGGCUUGG A UGGACCGG 


4883 


CCGGTCCA GGCTAGCTACAACGA CCAAGCCT 


22004 
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2558 


UUGGAUGG A CCGGUACA 


4884 


TGTACCGG GGCTAGCTACAACGA CCATCCAA 


22005 


2581 


ACCCUGAA A CGCCACAA 


4885 


TTGTGGCG GGCTAGCTACAACGA TTCAGGGT 


22006 


2602 


UAGCCAAG A UCAUUCAG 


4886 


CTGAATGA GGCTAGCTACAACGA CTTGGCTA 


22007 


2643 


GGUCOACG A UCAGUUUC 


4887 


GAAACTGA GGCTAGCTACAACGA CGTAGACC 


22008 


2655 


GUUUCCAG A CUGGAGCA 


4888 


TGCTCCAG GGCTAGCTACAACGA CTGGAAAC 


22009 


2668 


AGCAUCAA A UGUGGGAA 


4889 


TTCCCACA GGCTAGCTACAACGA TTGATGCT 


22010 


2687 


AGUGAAGG A CGAGCUGA 


4890 


TCAGCTCG GGCTAGCTACAACGA CCTTCACT 


22011 


2696 


CGAGCUGA A CACUCUUU 


4891 


AAAGAGTG GGCTAGCTACAACGA TCAGCTCG 


22012 


2714 


GAAGGAGA A UGGUGUGG 


4892 


j CCACACCA GGCTAGCTACAACGA TCTCCTTC 


22013 


2723 


UGGUGUGG A CCUUAGUG 


4893 


CACTAAGG GGCTAGCTACAACGA CCACACCA 


22014 


2745 


GUUGAGAA A CAGGAGGG 


4894 


CCCTCCTG GGCTAGCTACAACGA TTCTCAAC 


22015 


2755 


AGGAGGGA A UGUACAAG 


4895 


CTTGTACA GGCTAGCTACAACGA TCCCTCCT 


22016 


2775 


GCACCDAA A CGCCUCAC 


4896 


GTGAGGCG GGCTAGCTACAACGA TTAGGTGC 


22017 


2799 


ACGGAAAA A UUGGAAAU 


4897 


ATTTCCAA GGCTAGCTACAACGA TTTTCCGT 


22018 


2806 


AAUUGGAA A UUGGCUGG 


4898 


CCAGCCAA GGCTAGCTACAACGA TTCCAATT 


22019 


2850 


GCACCAGA A CUCGCCAA 


4899 


TTGGCGAG GGCTAGCTACAACGA TCTGGTGC 


22020 


2858 


ACUCGCCA A CAACACCU 


4900 


AGGTGTTG GGCTAGCTACAACGA TGGCGAGT 


22021 


2861 


CGCCAACA A CACCUUUG 


4901 


CAAAGGTG GGCTAGCTACAACGA TGTTGGCG 


22022 


2876 


UGUGGUUG A UGGUCCGG 


4902 


CCGGACCA GGCTAGCTACAACGA CAACCACA 


22023 


2887 


GUCCGGAG A CCAAGGAA 


4903 


TTCCTTGG GGCTAGCTACAACGA CTCCGGAC 


22024 


2895 


ACCAAGGA A UGUCCGAC 


4904 


GTCGGACA GGCTAGCTACAACGA TCCTTGGT 


22025 


2902 


AAUGUCCG A CUCAGAAU 


4905 


ATTCTGAG GGCTAGCTACAACGA CGGACATT 


22026 


2909 


GAOJCAGA A UCGCGCUU 


4906 


AAGOGCGA GGCTAGCTACAACGA TCTGAGTC 


22027 


2921 


CGCUUGGA A UAGCUUAG 


4907 


CTAAGCTA GGCTAGCTACAACGA TCCAAGCG 


22028 


2939 


AGUGGAGG A UUUUGGAU 


4908 


ATCCAAAA GGCTAGCTACAACGA CCTCCACT 


22029 


2946 


GAUUUUGG A UUUGGUCU 


4909 


AGACCAAA GGCTAGCTACAACGA CCAAAATC 


22030 


2968 


GCACUCGG A UGUUCCUG 


4910 


CAGGAACA GGCTAGCTACAACGA CCGAGTGC 


22031 


2993 


AG AG AG CA A CACAACUG 


4911 


CAGTTGTG GGCTAGCTACAACGA TGCTCTCT 


22032 


2998 


GCAACACA A COGAAUGU 


4912 


ACATTCAG GGCTAGCTACAACGA TGTGTTGC 


22033 


3003 


ACAACUGA A UGUGACUC 


4913 


GAGTCACA GGCTAGCTACAACGA TCAGTTGT 


22034 


3008 


UGAAUGUG A CUCGAAGA 


4914 


TCTTCGAG GGCTAGCTACAACGA CACATTCA 


22035 


3016 


ACUCGAAG A UCAUUGGA 


4915 


TCCAATGA GGCTAGCTACAACGA CTTCGAGT 


22036 


3025 


UCAUUGGA A CGGCUGUC 


4916 


GACAGCCG GGCTAGCTACAACGA TCCAATGA 


22037 


3038 


UGUCAAGA A CAACUUGG 


4917 


CCAAGTTG GGCTAGCTACAACGA TCTTGACA 


22038 


3041 


CAAGAACA A CUUGGCGA 


4918 


TCGCCAAG GGCTAGCTACAACGA TGTTCTTG 


22039 


3049 


ACUUGGCG A UCCACAGU 


4919 


ACTGTGGA GGCTAGCTACAACGA CGCCAAGT 


22040 


3059 


CCACAGUG A CCUGUCCU 


4920 


AGGACAGG GGCTAGCTACAACGA CACTGTGG 


22041 


3073 


CCUAUUGG A UUGAAAGC 


4921 


GCTTTCAA GGCTAGCTACAACGA CCAATAGG 


22042 


3089 


CAGGCUCA A UGAUACGU 


4922 


ACGTATCA GGCTAGCTACAACGA TGAGCCTG 


22043 


3092 


GCUCAAUG A UACGUGGA 


4923 


TCCACGTA GGCTAGCTACAACGA CATTGAGC 


22044 


3132 


GAAGUCAA A UCAUGUAC 


4924 


GTACATGA GGCTAGCTACAACGA TTGACTTC 


22045 


3151 


GGCCUGAG A CGCAUACC 


4925 


GGTATGCG GGCTAGCTACAACGA CTCAGGCC 


22046 


3170 


GUGGGGCG A UGGAAUCC 


4926 


GGATTCCA GGCTAGCTACAACGA CGCCCCAC 


22047 


3175 


GCGAUGGA A UCCUUGAG 


4927 


CTCAAGGA GGCTAGCTACAACGA TCCATCGC 


22048 


3188 


UGAGAGUG A CUUGAUAA 


4928 


TTATCAAG GGCTAGCTACAACGA CACTCTCA 


22049 


3193 


GUGACUUG A UAAUACCA 


4929 


TGGTATTA GGCTAGCTACAACGA CAAGTCAC 


22050 


3196 


ACUUGAUA A UACCAGUC 


4930 


GACTGGTA GGCTAGCTACAACGA TATCAAGT 


22051 


3216 


CUGGCGGG A CCACGAAG 


4931 


CTTCGTGG GGCTAGCTACAACGA CCCGCCAG 


22052 


3227 


ACGAAGCA A UCACAAUC 


4932 


GATTGTGA GGCTAGCTACAACGA TGCTTCGT 


22053 


3233 


CAAUCACA A UCGGAGAC 


4933 


GTCTCCGA GGCTAGCTACAACGA TGTGATTG 


22054 


3240 


AAUCGGAG A COJGGGUA 


4934 


TACCCAGG GGCTAGCTACAACGA CTCCGATT 


22055 


3253 


GGUACAAG A CACAAAAC 


4935 


GTTTTGTG GGCTAGCTACAACGA CTTGTACC 


22056 


3260 


GACACAAA A CCAGGGCC 


4936 


GGCCCTGG GGCTAGCTACAACGA TTTGTGTC 


22057 


3275 


CCCAUGGG A CGAAGGCC 


4937 


GGCCTTCG GGCTAGCTACAACGA CCCATGGG 


22058 


3292 


GGGUAGAG A UUGACUUC 


4938 


GAAGTCAA GGCTAGCTACAACGA CTCTACCC 


22059 


3296 


AGAGAUUG A CUUCGADU 


4939 


AATCGAAG GGCTAGCTACAACGA CAATCTCT 


22060 


3302 


UGACUUCG A UUACUGCC 


4940 


GGCAGTAA GGCTAGCTACAACGA CGAAGTCA 


22061 


3316 


GCCCAGGA A CUACGGUC 


4941 


GACCGTAG GGCTAGCTACAACGA TCCTGGGC 


22062 


3345 


AGCUGCGG A CACCGUGG 


4942 


CCACGGTG GGCTAGCTACAACGA CCGCAGCT 


22063 


3354 


CACCGtTGG A CCUGCCAC 


4943 


GTGGCAGG GGCTAGCTACAACGA CCACGGTG 


22064 


3391 


GAAAGOUG A UAACAGAU 


4944 


ATCTGTTA GGCTAGCTACAACGA CAACTTTC 


22065 


3394 


AGUUGAUA A CAGAUUGG 


4945 


CCAATCTG GGCTAGCTACAACGA TATCAACT 


22066 



183 



WO 02/068637 



Table VI 



PCT/US01/48350 



3398 


GAUAACAG A UUGGOGCU 


4946 


AGCACCAA GGCTAGCTACAACGA CTGTTATC 


22067 


3442 


GCUACCAA A CUGACAGC 


4947 


GCTGTCAG GGCTAGCTACAACGA TTGGTAGC 


22068 


3446 


CCAAACUG A CAGCGGCU 


4948 


AGCCGCTG GGCTAGCTACAACGA CAGTTTGG 


22069 


3472 


GUAUGGAG A UCAGACCA 


4949 


TGGTCTGA GGCTAGCTACAACGA CTCCATAC 


22070 


3477 


GAGAUCAG A CCACAGAG 


4950 


CTCTGTGG GGCTAGCTACAACGA CTGATCTC 


22071 


3486 


CCACAGAG A CAUGAUGA 


4951 


TCATCATG GGCTAGCTACAACGA CTCTGTGG 


22072 


3491 


j GAGACAUG A UGAAAAGA 


4952 


TCTTTTCA GGCTAGCTACAACGA CATGTCTC 


22073 


' 3499 


AUGAAAAG A CCCUCGUG 


4953 


CACGAGGG GGCTAGCTACAACGA CTTTTCAT 


22074 


3521 


ACAAGUGA A UGCUUAUA 


4954 


TATAAGCA GGCTAGCTACAACGA TCACTTGT 


22075 


3530 


UGCUUAUA A UGCUGAUA 


4955 


TATCAGCA GGCTAGCTACAACGA TATAAGCA 


22076 


3536 


UAAUGCUG A UAUGAUUG 


4956 


CAATCATA GGCTAGCTACAACGA CAGCATTA 


22077 


3541 


CUGAUAUG A UUGACCCU 


4957 


AGGGTCAA GGCTAGCTACAACGA CATATCAG 


22078 


3545 


UAUGAUUG A CCCUUUUC 


4958 


GAAAAGGG GGCTAGCTACAACGA CAATCATA 


22079 


3610 


AGAGGUGG A CAGCCAAG 


4959 


CTTGGCTG GGCTAGCTACAACGA CCACCTCT 


22080 

<j \J Q V 


3619 


CAGCCAAG A UCAGCAUG 


4960 


CATGCTGA GGCTAGCTACAACGA CTTGGCTG 


22081 


3640 


CUAUACUG A UUGCUCUG 


4961 


CAGAGCAA GGCTAGCTACAACGA CAGTATAG 


22082 


3683 


UUACACUG A UGUGUUAC 


4962 


GTAACACA GGCTAGCTACAACGA CAGTGTAA 


22083 


3726 


UUCGCAGA A UCUAAUUC 


4963 


GAATTAGA GGCTAGCTACAACGA TCTGCGAA 


22084 


3731 


AGAAUCUA A UUCGGGAG 


4964 


CTCCCGAA GGCTAGCTACAACGA TAGATTCT 


22085 


3743 


GGGAGGAG A CGUGGUAC 


4965 


GTACCACG GGCTAGCTACAACGA CTCCTCCC 


22086 


3769 


UCAUGGCG A CCUUCAAG 


4966 


CTTGAAGG GGCTAGCTACAACGA CGCCATGA 


22087 


3778 


CCUUCAAG A UACAACCA 


4967 


TGGTTGTA GGCTAGCTACAACGA CTTGAAGG 


22088 


3783 


AAGAUACA A CCAGUGUU 


4968 


AACACTGG GGCTAGCTACAACGA TGTATCTT 


22089 


3819 


AAAGCGAG A UGGACCAA 


4969 


TTGGTCCA GGCTAGCTACAACGA CTCGCTTT 


22090 


3823 


CGAGAUGG A CCAACCAG 


4970 


CTGGTTGG GGCTAGCTACAACGA CCATCTCG 


22091 


3827 


AUGGACCA A CCAGGAGA 


4971 


TCTCCTGG GGCTAGCTACAACGA TGGTCCAT 


22092 


3836 


CCAGGAGA A CAUUUUGU 


4972 


ACAAAATG GGCTAGCTACAACGA TCTCCTGG 


22093 


3847 


UUUUGUUG A UGUUGGCG 


4973 


CGCCAACA GGCTAGCTACAACGA CAACAAAA 


22094 


3871 


UCUUUCAA A UGGCUUAU 


4974 


ATAAGCCA GGCTAGCTACAACGA TTGAAAGA 


22095 


3884 


UUAUCACG A UGCCCGCC 


4975 


GGCGGGCA GGCTAGCTACAACGA CGTGATAA 




3895 


CCCGCCAA A UUCUGCUC 


4976 


GAGCAGAA GGCTAGCTACAACGA TTGGCGGG 


22097 


3910 


UCUGGGAG A UCCCUGAU 


4977 


ATCAGGGA GGCTAGCTACAACGA CTCCCAGA 


22098 


3917 


GAUCCCUG A UGUGUUGA 


497B 


TCAACACA GGCTAGCTACAACGA CAGGGATC 


22099 


3926 


UGUGUUGA A UUCACUGG 


4979 


CCAGTGAA GGCTAGCTACAACGA TCAACACA 


22100 


3946 


UAGCUUGG A UGAUACUG 


4980 


CAGTATCA GGCTAGCTACAACGA CCAAGCTA 


22101 


3949 


CUUGGAUG A UACUGAGA 


4981 


TCTCAGTA GGCTAGCTACAACGA CATCCAAG 


22102 


3964 


GAGCCAUA A CAUUCACA 


4982 


TGTGAATG GGCTAGCTACAACGA TATGGCTC 


22103 


3973 


CAUUCACA A CGACAUCA 


4983 


TGATGTCG GGCTAGCTACAACGA TGTGAATG 


22104 


3976 


UCACAACG A CAUCAAAC 


4984 


GTTTGATG GGCTAGCTACAACGA CGTTGTGA 


22105 


3983 


GACAUCAA A CGUGGUUG 


4985 


CAACCACG GGCTAGCTACAACGA TTGATGTC 


22106 


4012 


CCCUGCUA A CACCCGGG 


4986 


CCOGGGTG GGCTAGCTACAACGA TAGCAGGG 


22107 


4026 


GGGCUGAG A UGCUUGAA 


4987 


TTCAAGCA GGCTAGCTACAACGA CTCAGCCC 


22108 


4034 


AUGCUUGA A UCUGGAUG 


4988 


CATCCAGA GGCTAGCTACAACGA TCAAGCAT 


22109 


4040 


GAAUCUGG A UGUGUACA 


4989 


TGTACACA GGCTAGCTACAACGA CCAGATTC 


22110 


4051 


UGUACAGG A UACUGCUG 


4990 


CAGCAGTA GGCTAGCTACAACGA CCTGTACA 


22111 


4063 


UGCUGUUG A UGGUCGGA 


4991 


TCCGACCA GGCTAGCTACAACGA CAACAGCA 


22112 


4072 


UGGUCGGA A UAGGCAGC 


4992 


GCTGCCTA GGCTAGCTACAACGA TCCGACCA 


22113 


4084 


GCAGCUUG A UCAGGGAG 


4993 


CTCCCTGA GGCTAGCTACAACGA CAAGCTGC 


22114 


4153 


UAGCCUCA A CAGGACUU 


4994 


AAGTCCTG GGCTAGCTACAACGA TGAGGCTA 


22115 


4158 


UCAACAGG A CUUUUCAA 


4995 


TTGAAAAG GGCTAGCTACAACGA CCTGTTGA 


22116 


4166 


ACUUUUCA A CCCCAUGA 


4996 


TCATGGGG GGCTAGCTACAACGA TGAAAAGT 


22117 


4174 


ACCCCAUG A UCCUUGCU 


4997 


AGCAAGGA GGCTAGCTACAACGA CATGGGGT 


991 1 Q 


4188 


GCUGCUGG A CUGAUUGC 


4998 


GCAATCAG GGCTAGCTACAACGA CCAGCAGC 


991 1 Q 


4192 


CUGGACUG A UUGCAUGU 


4999 


ACATGCAA GGCTAGCTACAACGA CAGTCCAG 


991 90 


4202 


UGCAUGUG A UCCCAACC 


5000 


GGTTGGGA GGCTAGCTACAACGA CACATGCA 


22121 


4208 


UWUJLU-A A UCGUAAAC 


5001 


GTTTACGG GGCTAGCTACAACGA TGGGATCA 


22122 


4215 


AACCGUAA A CGCGGAUG 


5002 


CATCCGCG GGCTAGCTACAACGA TTACGGTT 


22123 


4221 


AAACGCGG A UGGCCCGC 


5003 


GCGGGCCA GGCTAGCTACAACGA CCGCGTTT 


22124 


4231 


GGCCCGCA A CUGAAGUG 


5004 


CACTTCAG GGCTAGCTACAACGA TGCGGGCC 


22125 


4240 


CUGAAGUG A UGACAGCU 


5005 


AGCTGTCA GGCTAGCTACAACGA CACTTCAG 


22126 


4243 


AAGUGAUG A CAGCUGUC 


5006 


GACAGCTG GGCTAGCTACAACGA CATCACTT 


22127 


4258 


VCGGCCUA A UGUUUGCC 


5007 


GGCAAACA GGCTAGCTACAACGA TAGGCCGA 


22128 
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4292 


AGAGCOUG A CAUUGACU 


5008 


AGTCAATG GGCTAGCTACAACGA CAAGCTCT 


22129 


4298 


UGACAUUG A CUCCAUGG 


5009 


CCATGGAG GGCTAGCTACAACGA CAATGTCA 


22130 


4315 


CCAUUCCA A UGACUAUC 


5010 


GATAGTCA GGCTAGCTACAACGA TGGAATGG 


22131 


4318 


UUCCAAUG A CUAUCGCG 


5011 


CGCGATAG GGCTAGCTACAACGA CATTGGAA 


22132 


4351 


CUUUCGUG A UUUCUGGG 


5012 


CCCAGAAA GGCTAGCTACAACGA CACGAAAG 


22133 


4362 


1 UCUGGGAA A UCAACAGA 


5013 


TCTGTTGA GGCTAGCTACAACGA TTCCCAGA 


22134 


4366 


GGAAAUCA A CAGAUAUG 


5014 


CATATCTG GGCTAGCTACAACGA TGATTTCC 


22135 


4370 


AUCAACAG A UAUGUGGA 


5015 


TCCACATA GGCTAGCTACAACGA CTGTTGAT 


22136 


4378 


AUAUGUGG A UUGAGAGA 


5016 


TCTCTCAA GGCTAGCTACAACGA CCACATAT 


22137 


43B7 


UUGAGAGA A CGGCGGAC 


5017 


GTCCGCCG GGCTAGCTACAACGA TCTCTCAA 


22138 


4394 


AACGGCGG A CAUUUCCU 


5018 


AGGAAATG GGCTAGCTACAACGA CCGCCGTT 


22139 


4412 


GGAAAGUG A UGCAGAAA 


5019 


TTTCTGCA GGCTAGCTACAACGA CACTTTCC 


22140 


4420 


AUGCAGAA A UUACAGGC 


5020 


GCCTGTAA GGCTAGCTACAACGA TTCTGCAT 


22141 


4445 


i AAGAGUUG A UGUGCGGC 


5021 


GCCGCACA GGCTAGCTACAACGA CAACTCTT 


22142 


4457 


GCGGCUUG A UGAUGAUG 


5022 


CATCATCA GGCTAGCTACAACGA CAAGCCGC 


22143 


4460 


GCUUGAUG A UGAUGGAA 


5023 


TTCCATCA GGCTAGCTACAACGA CATCAAGC 


22144 


4463 


UGAUGAUG A UGGAAACU 


5024 


AGTTTCCA GGCTAGCTACAACGA CATCATCA 


22145 


4469 


UGAUGGAA A CUUCCAGC 


5025 


GCTGGAAG GGCTAGCTACAACGA TTCCATCA 


22146 


4484 


GCUCAUGA A UGAUCCAG 


5026 


CTGGATCA GGCTAGCTACAACGA TCATGAGC 


22147 


4487 


CAUGAAUG A UCCAGGAG 


5027 


CTCCTGGA GGCTAGCTACAACGA CATTCATG 


22148 


4507 


CUUGGAAG A UAUGGAUG 


5028 


CATCCATA GGCTAGCTACAACGA CTTCCAAG 


22149 


4513 


AGAUAUGG A UGCUCAGA 


5029 


TCTGAGCA GGCTAGCTACAACGA CCATATCT 


22150 


4522 


UGCUCAGA A UGGUCUGU 


5030 


ACAGACCA GGCTAGCTACAACGA TCTGAGCA 


22151 


4537 


GUCUCX3CG A UUAGUGCG 


5031 


CGCACTAA GGCTAGCTACAACGA CGCGAGAC 


22152 


4561 


CCUGGGCA A UCUUGCCC 


5032 


GGGCAAGA GGCTAGCTACAACGA TGCCCAGG 


22153 


4581 


GUAGUUGG A UUUUGGAU 


5033 


ATCCAAAA GGCTAGCTACAACGA CCAACTAC 


22154 


4588 


GAUUUUGG A UAACUCUC 


5034 


GAGAGTTA GGCTAGCTACAACGA CCAAAATC 


22155 


4591 


i UUUGGAUA A CUCUCCAA 


5035 


TTGGAGAG GGCTAGCTACAACGA TATCCAAA 


22156 


4599 


ACUCUCCA A UACACAAA 


5036 


TTTGTGTA GGCTAGCTACAACGA TGGAGAGT 


22157 


4628 


GUUGUGGG A CACUCCCU 


5037 


AGGGAGTG GGCTAGCTACAACGA CCCACAAC 


22158 


4661 


AAAGGGGG A CACGACCA 


5038 


TGGTCGTG GGCTAGCTACAACGA CCCCCTTT 


22159 


4666 


GGGACACG A CCACCGGC 


5039 


| GCCGGTGG GGCTAGCTACAACGA CGTGTCCC 


22160 


4684 


UCUACAGG A UCAUGACU 


5040 


AGTCATGA GGCTAGCTACAACGA CCTGTAGA 


22161 


4690 


GGAUCAUG A CUCGUGGG 


5041 


CCCACGAG GGCTAGCTACAACGA CATGATCC 


22162 


4732 


CGGGCGUG A UGGUUGAA 


5042 


TTCAACCA GGCTAGCTACAACGA CACGCCCG 


22163 


4768 


GGCAUACA A CAAAAGGA 


5043 


TCCTTTTG GGCTAGCTACAACGA TGTATGCC 


22164 


4786 


CCGCUUUG A UGAGCGGA 


5044 


TCCGCTCA GGCTAGCTACAACGA CAAAGCGG 


22165 


4808 


CCGCCUGG A CCCAUACU 


5045 


AGTATGGG GGCTAGCTACAACGA CCAGGCGG 


22166 


4835 


CAAGGAGG A UCGACUUU 


5046 


AAAGTCGA GGCTAGCTACAACGA CCTCCTTG 


22167 


4839 


GAGGAUCX3 A CUUUGUUA 


5047 


TAACAAAG GGCTAGCTACAACGA CGATCCTC 


22168 


4854 


UACGGAGG A CCCUGGAA 


5048 


TTCCAGGG GGCTAGCTACAACGA CCTCCGTA 


22169 


4863 


CCCUGGAA A UUGCAGCA 


5049 


TGCTGCAA GGCTAGCTACAACGA TTCCAGGG 


22170 


4880 


CAAGUGGA A CGGGCAGG 


5050 


CCTGCCCG GGCTAGCTACAACGA TCCACTTG 


22171 


4889 


CGGGCAGG A UGAGGUGC . 


5051 


GCACCTCA GGCTAGCTACAACGA CCTGCCCG 


22172 


4900 


AGGUGCAG A UGAUUGUG 


5052 


CACAATCA GGCTAGCTACAACGA CTGCACCT 


22173 


4903 


UGCAGAUG A UUGUGGUG 


5053 


CACCACAA GGCTAGCTACAACGA CATCTGCA 


22174 


4914 


GUGGUGGA A CCUGGCAA 


5054 


TTGCCAGG GGCTAGCTACAACGA TCCACCAC 


22175 


4925 


UGGCAAGA A CGUUAAGA 


5055 


TCTTAACG GGCTAGCTACAACGA TCTTGCCA 


22176 


4934 


CGUUAAGA A CGUCCAGA 


5056 


TCTGGACG GGCTAGCTACAACGA TCTTAACG 


22177 


4942 


ACGUCCAG A CGAAACCA 


5057 


TGGTTTCG GGCTAGCTACAACGA CTGGACGT 


22178 


4947 


CAGACGAA A CCAGGGGU 


5058 


ACCCCTGG GGCTAGCTACAACGA TTCGTCTG 


22179 


4963 


UGUUCAAA A CACCUGAA 


5059 


TTCAGGTG GGCTAGCTACAACGA TTTGAACA 


22180 


4978 


AAGGAGAA A UCGGGGCC 


5060 


GGCCCCGA GGCTAGCTACAACGA TTCTCCTT 


22181 


4990 


GGGCCGUG A CUUUGGAC 


5061 


GTCCAAAG GGCTAGCTACAACGA CACGGCCC 


22182 


4997 


GACUUUGG A OJUCCCCA 


5062 


TGGGGAAG GGCTAGCTACAACGA CCAAAGTC 


22183 


5011 


CCACUGGA A CAUCAGGC 


5063 


GCCTGATG GGCTAGCTACAACGA TCCAGTGG 


22184 


5026 


GCUCACCA A UAGUGGAC 


5064 


GTCCACTA GGCTAGCTACAACGA TGGTGAGC 


22185 


5033 


AAUAGUGG A CAAAAACG 


5065 


CGTTTTTG GGCTAGCTACAACGA CCACTATT 


22186 


5039 


GGACAAAA A CGGUGAUG 


5066 


CATCACCG GGCTAGCTACAACGA TTTTGTCC 


22187 


5045 


AAACGGUG A UGUGAUUG 


5067 


CAATCACA GGCTAGCTACAACGA CACCGTTT 


22188 


5050 


GUGAUGUG A UUGGGCUU 


5068 


AAGCCCAA GGCTAGCTACAACGA CACATCAC 


22189 


5066 


UUAUGGCA A UGGAGUCA 


5069 


TGACTCCA GGCTAGCTACAACGA TGCCATAA 


22190 
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5077 


GAGUCAUA A UGCCCAAC 


5070 


GTTGGGCA GGCTAGCTACAACGA TATGACTC 


22191 


5084 


AAUGCCCA A CGGCUCAU 


5071 


ATGAGCCG GGCTAGCTACAACGA TGGGCATT 


22192 


5104 


UAAGCGCG A UAGUGCAG 


5072 


CTGCACTA GGCTAGCTACAACGA CGCGCTTA 


22193 


5122 


GUGAAAGG A UGGAUGAG 


5073 


CTCATCCA GGCTAGCTACAACGA CCTTTCAC 


22194 


5126 


AAGGAUGG A UGAGCCAA 


5074 


TTGGCTCA GGCTAGCTACAACGA CCATCCTT 


22195 


5134 


AUGAGCCA A UCCCAGCC 


5075 


GGCTGGGA GGCTAGCTACAACGA TGGCTCAT 


22196 


5145 


CCAGCCGG A UUCGAACC 


5076 


GGTTCGAA GGCTAGCTACAACGA CCGGCTGG 


22197 


5151 


GGAUUCGA A CCUGAGAU 


5077 


ATCTCAGG GGCTAGCTACAACGA TCGAATCC 


22198 


5158 


AACCUGAG A UGCUGAGG 


5078 


CCTCAGCA GGCTAGCTACAACGA CTCAGGTT 


22199 


5172 


AGGAAAAA A CAGAUCAC 


5079 


GTGATCTG GGCTAGCTACAACGA TTTTTCCT 


22200 


5176 


AAAAACAG A UCACUGUA 


5080 


TACAGTGA GGCTAGCTACAACGA CTGTTTTT 


22201 


5189 


UGUACUGG A UCUCCAUC 


5081 


GATGGAGA GGCTAGCTACAACGA CCAGTACA 


22202 


5212 


CCGGUAAA A CAAGGAGG 


5082 


CCTCCTTG GGCTAGCTACAACGA TTTACCGG 


22203 


5221 


CAAGGAGG A UUCUGCCA 


5083 


TGGCAGAA GGCTAGCTACAACGA CCTCCTTG 


22204 


5233 


UGCCACAG A UCAUCAAA 


5084 


TTTGATGA GGCTAGCTACAACGA CTGTGGCA 


22205 


5252 


GGCCAUAA A CAGAAGAC 


5085 


GTCTTCTG GGCTAGCTACAACGA TTATGGCC 


22206 


5259 


AACAGAAG A CUGAGAAC 


5086 


GTTCTCAG GGCTAGCTACAACGA CTTCTGTT 


22207 


5266 


GACUGAGA A CAGCCGUG 


5087 


CACGGCTG GGCTAGCTACAACGA TCTCAGTC 


22208 


5284 


UAGCACCA A CCAGGGUU 


5088 


AACCCTGG GGCTAGCTACAACGA TGGTGCTA 


22209 


5305 


CUGCUGAG A UGGCUGAA 


5089 


TTCAGCCA GGCTAGCTACAACGA CTCAGCAG 


22210 


5325 


CUGAGAGG A CUGCCCAU 


5090 


ATGGGCAG GGCTAGCTACAACGA CCTCTCAG 


22211 


5344 


GGUACCAG A CAUCCGCA 


5091 


TGCGGATG GGCTAGCTACAACGA CTGGTACC 


22212 


5364 


CCCAGAGA A CAUAAUGG 


5092 


CCATTATG GGCTAGCTACAACGA TCTCTGGG 


22213 


5369 


AGAACAUA A UGGAAAUG 


5093 


CATTTCCA GGCTAGCTACAACGA TATGTTCT 


22214 


5375 


UAAUGGAA A UGAGAUUG 


5094 


CAATCTCA GGCTAGCTACAACGA TTCCATTA 


22215 


5380 


GAAAUGAG A UUGUUGAU 


5095 


ATCAACAA GGCTAGCTACAACGA CTCATTTC 


22216 


5387 


GAUUGUUG A UGUCAUGU 


5096 


ACATGACA GGCTAGCTACAACGA CAACAATC 


22217 


5422 


ACAGGCUG A UGUCUCCU 


5097 


AGGAGACA GGCTAGCTACAACGA CAGCCTGT 


22218 


5444 


GGUGCCGA A CUACAACC 


5098 


GGTTGTAG GGCTAGCTACAACGA TCGGCACC 


22219 


5450 


GAACUACA A CCUGUUCG 


5099 


CGAACAGG GGCTAGCTACAACGA TGTAGTTC 


22220 


5461 


UGUUCGUG A UGGAUGAG*^. 


5100 


CTCATCCA GGCTAGCTACAACGA CACGAACA 


22221 


5465 


CGUGAUGG A VGAGGCUC 


5101 


GAGCCTCA GGCTAGCTACAACGA CCATCACG 


22222 


5483 


UUUCACCG A CCCAGCUA 


5102 


TAGCTGGG GGCTAGCTACAACGA CGGTGAAA 


22223 


5548 


CGGCGGCA A UAUUCAUG 


5103 


CATGAATA GGCTAGCTACAACGA TGCCGCCG 


22224 


5557 


UAUUCAUG A CAGCCACC 


5104 


GGTGGCTG GGCTAGCTACAACGA CATGAATA 


22225 


5582 


CACUUCAG A UCCAUUCC 


5105 


GGAATGGA GGCTAGCTACAACGA CTGAAGTG 


22226 


5600 


AGAGUCCA A UUCACCAA 


5106 


TTGGTGAA GGCTAGCTACAACGA TGGACTCT 


22227 


5608 


AUUCACCA A UUUCCGAC 


5107 


GTCGGAAA GGCTAGCTACAACGA TGGTGAAT 


22228 


5615 


AAUUUCCG A CUUACAGA 


5108 


TCTGTAAG GGCTAGCTACAACGA CGGAAATT 


22229 


5623 


ACUUACAG A CUGAGAUC 


5109 


GATCTCAG GGCTAGCTACAACGA CTGTAAGT 


22230 


5629 


AGACUGAG A UCCCGGAU 


5110 


ATCCGGGA GGCTAGCTACAACGA CTCAGTCT 


22231 


5636 


GAUCCCGG A UCGAGCUU 


5111 


AAGCTCGA GGCTAGCTACAACGA CCGGGATC 


22232 


5648 


AGCUUGGA A CUCUGGAU 


5112 


ATCCAGAG GGCTAGCTACAACGA TCCAAGCT 


22233 


5655 


AACUOTGG A UACGAAUG 


5113 


CATTCGTA GGCTAGCTACAACGA CCAGAGTT 


22234 


5661 


GGAUACGA A UGGAUCAC 


5114 


GTGATCCA GGCTAGCTACAACGA TCGTATCC 


22235 


5665 


ACGAAUGG A UCACAGAA 


5115 


TTCTGTGA GGCTAGCTACAACGA CCATTCGT 


22236 


5673 


AUCACAGA A UACACCGG 


5116 


CCGGTGTA GGCTAGCTACAACGA TCTGTGAT 


22237 


5686 


CCGGGAAG A CGGUUUGG 


5117 


CCAAACCG GGCTAGCTACAACGA CTTCCCGG 


22238 


5713 


GUGUCAAG A UGGGGAAI7 


5118 


ATTCCCCA GGCTAGCTACAACGA CTTGACAC 


22239 


5720 


GAUGGGGA A UGAGAUUG 


5119 


CAATCTCA GGCTAGCTACAACGA TCCCCATC 


22240 


5725 


GGAAUGAG A UUGCCOJU 


5120 


AAGGGCAA GGCTAGCTACAACGA CTCATTCC 


22241 


5742 


UGCOJACA A CGUGCUGG 


5121 


CCAGCACG GGCTAGCTACAACGA TGTAGGCA 


22242 


5766 


GUAGUCCA A UUGAACAG 


5122 


CTGTTCAA GGCTAGCTACAACGA TGGACTAC 


22243 


5771 


CCAAUUGA A CAGAAAGU 


5123 | 


ACTTTCTG GGCTAGCTACAACGA TCAATTGG 


22244 


5788 


CGUACGAG A CGGAGUAC 


5124 


GTACTCCG GGCTAGCTACAACGA CTOGTACG 


22245 


5802 


UACCCAAA A UGUAAGAA 


5125 


TTCTTACA GGCTAGCTACAACGA TTTGGGTA 


22246 


5810 


AUGUAAGA A CGAUGAUU 


5126 


AATCATCG GGCTAGCTACAACGA TCTTACAT 


22247 


5813 


UAAGAACG A UGAUUGGG 


5127 


CCCAATCA GGCTAGCTACAACGA CGTTCTTA 


22248 


5816 


GAACGAUG A UUGGGAOT 


5128 


AGTCCCAA GGCTAGCTACAACGA CATCGTTC 


22249 


5822 


UGAUUGGG A CUUUGUUA 1 


5129 


TAACAAAG GGCTAGCTACAACGA CCCAATCA 


22250 


5836 


UUAUCACA A CAGACAUA 


5130 


TATGTCTG GGCTAGCTACAACGA TGTGATAA 


22251 


5840 


CACAACAG A CAUAUCUG 


5131 


CAGATATG GGCTAGCTACAACGA CTGTTGTG 


22252 



186 



WO 02/068637 



Table VI 



PCT/US01/48350 



5851 


UAUCUGAA A UGGGGGCU 


5132 


| AGCCCCCA GGCTAGCTACAACGA TTCAGATA 


22253 


5861 


GGGGGCUA A CUUCAAGG 


5133 


CCTTGAAG GGCTAGCTACAACGA TAGCCCCC 


22254 


5881 


GCAGGGUG A UUGACAGC 


5134 


GCTGTCAA GGCTAGCTACAACGA CACCCTGC 


22255 


5885 


GGUGAUUG A CAGCCGGA 


5135 


TCCGGCTG GGCTAGCTACAACGA CAATCACC 


22256 


5904 


AGUGUGAA A CCAACCAD 


5136 


ATGGTTGG GGCTAGCTACAACGA TTCACACT 


22257 


5908 


UGAAACCA A CCAUCAUA 


5137 


TATGATGG GGCTAGCTACAACGA TGGTTTCA 


22258 


5917 


CCAUCAUA A CAGAAGGA 


5138 


TCCTTCTG GGCTAGCTACAACGA TATGATGG 


22259 


5938 


GGAGAGUG A UCCUGGGA 


5139 


TCCCAGGA GGCTAGCTACAACGA CACTCTCC 


22260 


5949 


CUGGGAGA A CCAUCUGC 


5140 


GCAGATGG GGCTAGCTACAACGA TCTCCCAG 


22261 


5962 


CUGCAGUG A CAGCAGCO 


5141 


AGCTGCTG GGCTAGCTACAACGA CACTGCAG 


22262 


5985 


GCCCAGAG A CGUGGACG 


5142 


CGTCCACG GGCTAGCTACAACGA CTCTGGGC 


22263 


5991 


AGACGUGG A CGUAUCGG 


5143 


CCGATACG GGCTAGCTACAACGA CCACGTCT 


22264 


6005 


CGGUAGAA A UCCGUCGC 


5144 


GCGACGGA GGCTAGCTACAACGA TTCTACCG 


22265 


6023 


AGUUGGUG A UGAGUACU 


5145 


AGTACTCA GGCTAGCTACAACGA CACCAACT 


22266 


6050 


GCACACGA A UGAAGACG 


5146 


CGTCTTCA GGCTAGCTACAACGA TCGTGTGC 


22267 


6056 


GAAUGAAG A CGACUCGA 


5147 


TCGAGTCG GGCTAGCTACAACGA CTTCATTC 


22268 


6059 


UGAAGACG A CUCGAACU 


5148 


AGTTCGAG GGCTAGCTACAACGA CGTCTTCA 


22269 


6065 


CGACUCGA A CUUCGCCC 


5149 


GGGCGAAG GGCTAGCTACAACGA TCGAGTCG 


22270 


6079 


CCCAUUGG A CUGAGGCA 


5150 


TGCCTCAG GGCTAGCTACAACGA CCAATGGG 


22271 


6091 


AGGCACGA A UCAUGCUG 


5151 


CAGCATGA GGCTAGCTACAACGA TCGTGCCT 


22272 


6101 


CAUGCUGG A CAACAUCA 


5152 


TGATGTTG GGCTAGCTACAACGA CCAGCATG 


22273 


6104 


GCUGGACA A CAUCAACA 


5153 


TGTTGATG GGCTAGCTACAACGA TGTCCAGC 


22274 


6110 


CAACAUCA A CAUGCCAA 


5154 


TTGGCATG GGCTAGCTACAACGA TGATGTTG 


22275 


6119 


CAUGCCAA A CGGACUGA 


5155 


TCAGTCCG GGCTAGCTACAACGA TTGGCATG 


22276 


6123 


CCAAACGG A CUGAUCGC 


5156 


GCGATCAG GGCTAGCTACAACGA CCGTTTGG 


22277 


6127 


ACGGACUG A UCGCUCAA 


5157 


TTGAGCGA GGCTAGCTACAACGA CAGTCCGT 


22278 


6135 


AUCGCUCA A UUCUACCA 


5158 


TGGTAGAA GGCTAGCTACAACGA TGAGCGAT 


22279 


6144 


UUCUACCA A CCAGAGCG 


5159 


CGCTCTGG GGCTAGCTACAACGA TGGTAGAA 


22280 


6173 


UACCAUGG A UGGGGAAU 


5160 


ATTCCCCA GGCTAGCTACAACGA CCATGGTA 


22281 


6160 


GAUGGGGA A UACCGGCU 


5161 


AGCCGGTA GGCTAGCTACAACGA TCCCCATC 


22282 


6209 


GAGAAAAA A CUUUCUGG 


5162 


CCAGAAAG GGCTAGCTACAACGA TTTTTCTC 


22283 


6219 


UUUCUGGA A CUGUUGAG 


5163 


CTCAACAG GGCTAGCTACAACGA TCCAGAAA 


22284 


6229 


UGUUGAGG A CUGCAGAU 


5164 


ATCTGCAG GGCTAGCTACAACGA CCTCAACA 


22285 


6236 


GACUGCAG A UCUGCCAG 


5165 


CTGGCAGA GGCTAGCTACAACGA CTGCAGTC 


22286 


6290 


AUACCACG A CCGGAGGU 


5166 


ACCTCCGG GGCTAGCTACAACGA CGTGGTAT 


22287 


6308 


GUGCUUUG A UGGUCCUA 


5167 


TAGGACCA GGCTAGCTACAACGA CAAAGCAC 


22288 


6319 


GUCCUAGG A CAAACACA 


5168 


TGTGTTTG GGCTAGCTACAACGA CCTAGGAC 


22289 


6323 


UAGGACAA A CACAAUUU 


5169 


AAATTGTG GGCTAGCTACAACGA TTGTCCTA 


22290 


6328 


CAAACACA A UUUUAGAA 


5170 


TTCTAAAA GGCTAGCTACAACGA TGTGTTTG 


22291 


6338 


UUUAGAAG A CAACAACG 


5171 


CGTTGTTG GGCTAGCTACAACGA CTTCTAAA 


22292 


6341 


AGAAGACA A CAACGAAG 


5172 


CTTCGTTG GGCTAGCTACAACGA TGTCTTCT 


22293 


6344 


AGACAACA A CGAAGUGG 


5173 


CCACTTCG GGCTAGCTACAACGA TGTTGTCT 


22294 


6382 


AAAGGAAG A UUCUGAGG 


5174 


CCTCAGAA GGCTAGCTACAACGA CTTCCTTT 


22295 


6400 


CGCGCUGG A UUGACGCC 


5175 


GGCGTCAA GGCTAGCTACAACGA CCAGCGCG 


22296 


6404 


CUGGAUUG A CGCCAGGG 


5176 


CCCTGGCG GGCTAGCTACAACGA CAATCCAG 


22297 


6422 


GUACUOGG A UCACCAGG 


5177 


CCTGGTGA GGCTAGCTACAACGA CCGAGTAC 


22298 


6449 


GUUCAAGG A CUUCGCCU 


5178 


AGGCGAAG GGCTAGCTACAACGA CCTTGAAC 


22299 


6465 


UCGGGAAA A CGUUCUCA 


5179 


TGAGAACG GGCTAGCTACAACGA TTTCCCGA 


22300 


6475 


GUUCUCAG A UAGGGCUC 


5180 


GAGCCCTA GGCTAGCTACAACGA CTGAGAAC 


22301 


6502 


UGGGAAAG A UGCCUGAG 


5181 


CTCAGGCA GGCTAGCTACAACGA CTTTCCCA 


22302 


6526 


UGGGGAAG A CAUGGGAA 


5182 


TTCCCATG GGCTAGCTACAACGA CTTCCCCA 


22303 


6542 


AGCACUUG A CACCAUGU 


5183 


ACATGGTG GGCTAGCTACAACGA CAAGTGCT 


22304 


6592 


CUCACAGA A UGGCCCUG 


5184 


CAGGGCCA GGCTAGCTACAACGA TCTGTGAG 


22305 


6606 


CUGGAGGA A CUGCCAGA 


5185 


TCTGGCAG GGCTAGCTACAACGA TCCTCCAG 


22306 


6614 


ACUGCCAG A UGCUCUUC 


5186 


GAAGAGCA GGCTAGCTACAACGA CTGGCAGT 


22307 


6625 


CUCUUCAG A CAAUUGCC 


5187 


GGCAATTG GGCTAGCTACAACGA CTGAAGAG 


22308 


6628 


UUCAGACA A UUGCCUUG 


5188 


CAAGGCAA GGCTAGCTACAACGA TGTCTGAA 


22309 


6637 


UUGCCOUG A UUGCCUUA 


5189 


TAAGGCAA GGCTAGCTACAACGA CAAGGCAA 


22310 


6655 


UGAGUGUG A UGACCADG 


5190 


CATGGTCA GGCTAGCTACAACGA CACACTCA 


22311 


6658 


GUGUGAUG A CCAUGGGA 


5191 


TCCCATGG GGCTAGCTACAACGA CATCACAC 


22312 


6706 


UUGGAAAG A UAGGUUUG 


5192 


CAAACCTA GGCTAGCTACAACGA CTTTCCAA 


22313 


6739 


GAGUCGCG A CCUUUUUC 


5193 


GAAAAAGG GGCTAGCTACAACGA CGCGACTC 


22314 
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6754 


UCUGUUGG A UGGCUGAA 


5194 


TTCAGCCA GGCTAGCTACAACGA CCAACAGA 


22315 


6772 


UUCCAGGA A CGAAGAUC 


5195 


GATClTCG GGCTAGCTACAACGA TCCTGGAA 


22316 


6778 


GAACGAAG A UCGCCGGA 


5196 


! TCCGGCGA GGCTAGCTACAACGA CTTCGTTC 


22317 


6787 


UCGCCGGA A OGUUGCUG 


5197 


CAGCAACA GGCTAGCTACAACGA TCCGGCGA 


22318 


6811 


UUCUCUUG A UGAUUGUG 


5198 


CACAATCA GGCTAGCTACAACGA CAAGAGAA 


22319 


6814 


UCUUGAUG A UUGUGCUA 


5199 


TAGCACAA GGCTAGCTACAACGA CATCAAGA 


22320 


6823 


UUGUGCUA A UUCCUGAG 


5200 


CTCAGGAA GGCTAGCTACAACGA TAGCACAA 


22321 


6843 


GAGAAGCA A CGUUCGCA 


5201 


TGCGAACG GGCTAGCTACAACGA TGCTTCTC 


22322 


6853 


GUUCGCAG A CAGACAAC 


5202 


GTTGTCTG GGCTAGCTACAACGA CTGCGAAC 


22323 


6857 


GCAGACAG A CAACCAGC 


5203 


GCTGGTTG GGCTAGCTACAACGA CTGTCTGC 


22324 


6860 


GACAGACA A CCAGCUAG 


5204 


CTAGCTGG GGCTAGCTACAACGA TGTCTGTC 


22325 


6880 


UGUUCCUG A UUUGUGUC 


5205 


GACACAAA GGCTAGCTACAACGA CAGGAACA 


22326 


6892 


GUGUCAUG A CCCUUGUG 


5206 


CACAAGGG GGCTAGCTACAACGA CATGACAC 


22327 


6917 


GGCAGCCA A CGAGAUGG 


5207 


CCATCTCG GGCTAGCTACAACGA TGGCTGCC 


22328 


6922 


CCAACGAG A UGGGUUGG 


5208 


CCAACCCA GGCTAGCTACAACGA CTCGTTGG 


22329 


6935 


UUGGCUAG A UAAGACCA 


5209 


TGGTCTTA GGCTAGCTACAACGA CTAGCCAA 


22330 


6940 


UAGAUAAG A CCAAGAGU 


5210 


ACTCTTGG GGCTAGCTACAACGA CTTATCTA 


22331 


6950 


CAAGAGUG A CAUAAGCA 


5211 


TGCTTATG GGCTAGCTACAACGA CACTCTTG 


22332 


6976 


GGCAAAGA A UUGAGGUC 


5212 


GACCTCAA GGCTAGCTACAACGA TCTTTGCC 


22333 


6992 


CAAGGAGA A UUUCAGCA 


5213 


TGCTGAAA GGCTAGCTACAACGA TCTCCTTG 


22334 


7019 


UCUUUUGG A CUUGAGGC 


5214 


GCCTCAAG GGCTAGCTACAACGA CCAAAAGA 


22335 


7033 


GGCCGGCA A CAGCCUGG 


5215 


CCAGGCTG GGCTAGCTACAACGA TGCCGGCC 


22336 


7057 


ACGCUGUG A CAACAGCG 


5216 


CGCTGTTG GGCTAGCTACAACGA CACAGCGT 


22337 


7060 


CUGUGACA A CAGCGGUC 


5217 


GACCGCTG GGCTAGCTACAACGA TGTCACAG 


22338 


7093 


AGCAUUUG A UCACGUCA 


5218 


TGACGTGA GGCTAGCTACAACGA CAAATGCT 


22339 


7103 


CACGUCAG A UUACAUCA 


5219 


TGATGTAA GGCTAGCTACAACGA CTGACGTG 


22340 


7112 


I UUACAUCA A CACCUCAU 


5220 


ATGAGGTG GGCTAGCTACAACGA TGATGTAA 


22341 


7123 


CCUCAUUG A CCUCAAUA 


5221 


TATTGAGG GGCTAGCTACAACGA CAATGAGG 


22342 


7129 


UGACCUCA A UAAACGUU 


5222 


AACGTTTA GGCTAGCTACAACGA TGAGGTCA 


22343 


7133 


CUCAAUAA A CGUUCAGG 


5223 


CCTGAACG GGCTAGCTACAACGA TTATTGAG 


22344 


7184 


CUUCGUCG A UGUUGGAG 


5224 


CTCCAACA GGCTAGCTACAACGA CGACGAAG 


22345 


7218 


GCAGCCGG A UGCUGGGG 


5225 


CCCCAGCA GGCTAGCTACAACGA CCGGCTGC 


22346 


7227 


UGCUGGGG A CAAGUCAC 


5226 


GTGACTTG GGCTAGCTACAACGA CCCCAGCA 


22347 


7252 


UUACGGUA A CAGCGGCA 


5227 


TGCCGCTG GGCTAGCTACAACGA TACCGTAA 


22348 


7261 


CAGCGGCA A CACUCCUU 


5228 


AAGGAGTG GGCTAGCTACAACGA TGCCGCTG 


22349 


7315 


CUGAGGCA A UGCGCUCA 


5229 


TGAGCGCA GGCTAGCTACAACGA TGCCTCAG 


22350 


7336 


AGCGGCGG A CAGCGGCC 


5230 


GGCCGCTG GGCTAGCTACAACGA CCGCCGCT 


22351 


7348 


CGGCCGGA A UCAUGAAG 


5231 


Cri'CATGA GGCTAGCTACAACGA TCCGGCCG 


22352 


7358 


CAUGAAGA A CGCUGUAG 


5232 


CTACAGCG GGCTAGCTACAACGA TCTTCATG 


22353 


7370 


UGUAGUGG A UGGCAUCG 


5233 


CGATGCCA GGCTAGCTACAACGA CCACTACA 


22354 


7388 


GGCCACGG A CGUCCCAG 


5234 


CTGGGACG GGCTAGCTACAACGA CCGTGGCC 


22355 


7398 


GUCCCAGA A UUAGAGCG 


5235 


CGCTCTAA GGCTAGCTACAACGA TCTGGGAC 


22356 


7437 


AAAGUUGG A CAGAUCAU 


5236 


ATGATCTG GGCTAGCTACAACGA CCAACTTT 


22357 


7441 


UUGGACAG A UCAUGCUG 


5237 


CAGCATGA GGCTAGCTACAACGA CTGTCCAA 


22356 


7450 


UCAUGCUG A UCUUGGUG 


5238 


CACCAAGA GGCTAGCTACAACGA CAGCATGA 


22359 


7481 


AGUAGUGA A CCCGUCUG 


5239 


CAGACGGG GGCTAGCTACAACGA TCACTACT 


22360 


7495 


CUGUGAAG A CAGUACGA 


5240 


TCGTACTG GGCTAGCTACAACGA CTTCACAG 


22361 


7513 


AAGCCGGA A UUUUGAUC 


5241 


GATCAAAA GGCTAGCTACAACGA TCCGGCTT 


22362 


7519 


GAAUUUUG A UCACGGCC 


5242 


GGCCGTGA GGCTAGCTACAACGA CAAAATTC 


22363 


7537 


CAGCGGUG A CGCUUUGG 


5243 


CCAAAGCG GGCTAGCTACAACGA CACCGCTG 


22364 


7550 


UUGGGAGA A UGGAGCAA 


5244 


TTGCTCCA GGCTAGCTACAACGA TCTCCCAA 


22365 


7571 


UGUUUGGA A CGCAACAA 


5245 


TTGTTGCG GGCTAGCTACAACGA TCCAAACA 


22366 


7576 


GGAACGCA A CAACUGCC 


5246 


GGCAGTTG GGCTAGCTACAACGA TGCGTTCC 


22367 


7579 


ACGCAACA A CUGCCAUC 


5247 


GATGGCAG GGCTAGCTACAACGA TGTTGCGT ! 


22368 


7590 


GCCAUCGG A OJCUGCCA 


5248 


TGGCAGAG GGCTAGCTACAACGA CCGATGGC 


22369 


7636 


UrtULLr»U>i /i UlUuuAuA 


5249 


TGTCCATG GGCTAGCTACAACGA TATGGATA 


22370 


7642 


UAACAUGG A CACUCAUA 


5250 


TATGAGTG GGCTAGCTACAACGA CCATGTTA 


22371 


7655 


CAUAAAGA A CAUGGAAA 


5251 


TTTCCATG GGCTAGCTACAACGA TCTTTATG 


22372 


7665 


AUGGAAAA A CCAGGACU 


5252 


AGTCCTGG GGCTAGCTACAACGA TTTTCCAT 


22373 


7671 


AAACCAGG A CUAAAAAG | 


5253 


CTTTTTAG GGCTAGCTACAACGA CCTGGTTT 


22374 


7695 
7725 


GCAAAAGG A CGCACCUU 
AAAGAAAG A CUCAACCA ) 


5254 
5255 


AAGGTGCG GGCTAGCTACAACGA CCTTTTGC 
TGGTTGAG GGCTAGCTACAACGA CTTTCT1T 


22375 
22376 
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7730 


AAGACUCA A CCAGAUGA 


5256 


TCATCTGG GGCTAGCTACAACGA TGAGTCTT 


22377 


7735 


UCAACCAG A UGACAAAA 


5257 


■rrriGTCA ggctagctacaacga ctggttga 


22378 


7738 


ACCAGAUG A CAAAAGAA 


5258 


TTCTTTTG GGCTAGCTACAACGA CATCTGGT 


22379 


7787 


CGAAGUCG A UCGCUCAG 


5259 


CTGAGCGA GGCTAGCTACAACGA CGACTTCG 


22380 


7803 


GCGGCAAA A CACGCCAG 


5260 


CTGGCGTG GGCTAGCTACAACGA TTTGCCGC 


22381 


7823 


AGAAGGCA A UGUCACUG 


5261 


CAGTGACA GGCTAGCTACAACGA TGCCTTCT 


22382 


7863 


ACAGCAAA A CUGAGAUG 


5262 


CATCTCAG GGCTAGCTACAACGA TTTGCTGT 


22383 


7869 


AAACUGAG A UGGCUGGU 


5263 


ACCAGCCA GGCTAGCTACAACGA CTCAGTTT 


22384 


7881 


CUGGUCGA A CGGAGGUU 


5264 


AACCTCCG GGCTAGCTACAACGA TCGACCAG 


22385 


7896 


UUUOJCGA A CCGGUCGG 


5265 


CCGACCGG GGCTAGCTACAACGA TCGAGAAA 


22386 


7912 


GAAAAGUG A UUGACCUU 


5266 


AAGGTCAA GGCTAGCTACAACGA CACTTTTC 


22387 


7916 


AGUGAUUG A CCU0GGAU 


5267 


ATCCAAGG GGCTAGCTACAACGA CAATCACT 


22388 


7923 


GACCUUGG A UGUGGAAG 


5268 


ClTCCACA GGCTAGCTACAACGA CCAAGGTC 


22389 


7957 


AUAUGGCA A CCCAAAAA 


5269 


•IT-i-rrooe GGCTAGCTACAACGA TGCCATAT 


22390 


8007 


GGUCCCGG A CAUGAAGA 


5270 


TCTtCatG GGCTAGCTACAACGA CCGGGACC 


22391 


8022 


GAGCCCCA A CUAGUGCA 


5271 


TGCACTAG GGCTAGCTACAACGA TGGGGCTC 


22392 


8040 


AGUUAUGG A UGGAACAU 


5272 


ATGTTCCA GGCTAGCTACAACGA CCATAACT 


22393 


8045 


UGGAUGGA A CAUUGUCA 


5273 


TGACAATG GGCTAGCTACAACGA TCCATCCA 


22394 


8072 


UGGAGUGG A UGUGUUCU 


5274 


AGAACACA GGCTAGCTACAACGA CCACTCCA 


22395 


8085 


UUCUACAG A CCUUCUGA 


5275 


TCAGAAGG GGCTAGCTACAACGA CTGTAGAA 


22396 


8102 


GUGUUGUG A CACCCUCC 


5276 


GGAGGGTG GGCTAGCTACAACGA CACAACAC 


22397 


8117 


CCUUUGUG A CAUCGGAG 


5277 


CTCCGATG GGCTAGCTACAACGA CACAAAGG 


22398 


8161 


AGCAUAGG A CGAUUCGG 


5278 


CCGAATCG GGCTAGCTACAACGA CCTATGCT 


22399 


8164 


AUAGGACG A UUCGGGUC 


5279 


GACCCGAA GGCTAGCTACAACGA CGTCCTAT 


22400 


8179 


UCCUUGAA A UGGUUGAG 


5280 


CTCAACCA GGCTAGCTACAACGA TTCAAGGA 


22401 


8189 


GGUUGAGG A CUGGCUGC 


5281 


GCAGCCAG GGCTAGCTACAACGA CCTCAACC 


22402 


8214 


CCAAGGGA A UUUUGCGU 


5282 


ACGCAAAA GGCTAGCTACAACGA TCCCTTGG 


22403 


8263 


UAGAGAAG A UGGAGCUG 


5283 


CAGCTCCA GGCTAGCTACAACGA CTTCTCTA 


22404 


8277 


CUGCUCCA A CGCCGGUA 


5284 


TACCGGCG GGCTAGCTACAACGA TGGAGCAG 


22405 


8295 


GGGGGGGG A CUGGUCAG 


5285 


CTGACCAG GGCTAGCTACAACGA CCCCCCCC 


22406 


8306 


GGUCAGAA A CCCACUCU 


5286 


AGAGTGGG GGCTAGCTACAACGA TTCTGACC 


22407 


8321 


CUCACGGA A UUCCACGC 


5287 


GCGTGGAA GGCTAGCTACAACGA TCCGTGAG 


22408 


8335 


CGCACGAG A UGUAUUGG 


5288 


CCAATACA GGCTAGCTACAACGA CTCGTGCG 


22409 


8363 


UUCAGGCA A UGUGGUAC 


5289 


GTACCACA GGCTAGCTACAACGA TGCCTGAA 


22410 


8381 


UUCAGUGA A UAUGACCA 


5290 


TGGTCATA GGCTAGCTACAACGA TCACTGAA 


22411 


6386 


UGAAUAUG A CCAGCCAG 


5291 


CTGGCTGG GGCTAGCTACAACGA CATATTCA 


22412 


8410 


UAGGAAGA A UGGAAAAA 


5292 


Tl^rireCA GGCTAGCTACAACGA TCTTCCTA 


22413 


8422 


AAAAAAGG A CCUGGAAG 


5293 


CTTCCAGG GGCTAGCTACAACGA CCTTTTTT 


22414 


8433 


UGGAAGGG A CCCCAAUA 


5294 


TATTGGGG GGCTAGCTACAACGA CCCTTCCA 


22415 


8439 


GGACCCCA A UACGAGGA 


5295 


TCCTCGTA GGCTAGCTACAACGA TGGGGTCC 


22416 


8450 


CGAGGAAG A UGUAAACU 


5296 


AGtttaca GGCTAGCTACAACGA CTTCCTCG 


22417 


8456 


AGAUGUAA A CUUGGGAA 


5297. 


TTCCCAAG GGCTAGCTACAACGA TTACATCT 


22418 


8470 


GAAGUGGA A CCAGGGCG 


5298 


CGCCCTGG GGCTAGCTACAACGA TCCACTTC 


22419 


8487 


GUGGGAAA A CCCCUGCU 


5299 


AGCAGGGG GGCTAGCTACAACGA TTTCCCAC 


22420 


8498 


CCUGCUCA A CUCAGACA 


5300 


TGTCTGAG GGCTAGCTACAACGA TGAGCAGG 


22421 


8504 


CAACUCAG A CACCAGUA 


5301 


TACTGGTG GGCTAGCTACAACGA CTGAGTTG 


22422 


8515 


CCAGUAAA A UCAAGAAC 


5302 


GT-i'erTGA GGCTAGCTACAACGA TTTACTGG 


22423 


8522 


AAUCAAGA A CAGGAUUG 


5303 ! 


CAATCCTG GGCTAGCTACAACGA TCTTGATT 


22424 


8527 


AGAACAGG A UUGAACGA 


5304 


TCGTTCAA GGCTAGCTACAACGA CCTGTTCT 


22425 


8532 


AGGAUUGA A CGACUCAG 


5305 


CTGAGTCG GGCTAGCTACAACGA TCAATCCT 


22426 


8535 


AUUGAACG A OJCAGGCG 


5306 


CGCCTGAG GGCTAGCTACAACGA CGTTCAAT 


22427 


8557 


ACAGUUCG A CGUGGCAC 


5307 


GTGCCACG GGCTAGCTACAACGA CGAACTGT 


22428 


8570 


GCACCACG A UGAGAACC 


5308 


GGTTCTCA GGCTAGCTACAACGA CGTGGTGC 


22429 


8576 


CGAUGAGA A CCACCCAU 


5309 


ATGGGTGG GGCTAGCTACAACGA TCTCATCG 


22430 


8590 


CAUAUAGA A CCUGGAAC 


5310 


GTTCCAGG GGCTAGCTACAACGA TCTATATG 


22431 


8597 




5311 


CGTGATAG GGCTAGCTACAACGA TCCAGGTT 


22432 


8615 


CAGUUAUG A UGUGAAGC 


5312 ! 


GCTTCACA GGCTAGCTACAACGA CATAACTG 


22433 


8651 


GCUGGUCA A UGGAGUGG 


5313 


CCACTCCA GGCTAGCTACAACGA TGACCAGC 


22434 


8676 


CUCUCAAA A CCAUGGGA 


5314 


TCCCATGG GGCTAGCTACAACGA TTTGAGAG 


22435 


8684 


ACCAUGGG A CACCAUCA 


5315 


TGATGGTG GGCTAGCTACAACGA CCCATGGT 


22436 


8696 


CAUCACGA A UGUUACCA 


5316 


TGGTAACA GGCTAGCTACAACGA TCCTGATG 


22437 


8716 


UGGCCAUG A CUGACACU 


5317 


AGTGTCAG GGCTAGCTACAACGA CATGGCCA 


22438 
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8720 


CAXJGAjCUG a cacuacuc 


5318 


GAGTAGTG GGCTAGCTACAACGA CAGTCATG 


22439 


8765 


1 GAAGGUGG A CACGAAAG 


5319 


j CTTTCGTG GGCTAGCTACAACGA CCACCTTC 


22440 


8781 


GCUCCUGA A CCGCCAGA 


5320 


TCTGGCGG GGCTAGCTACAACGA TCAGGAGC 


22441 


8810 


| CGUGCUCA A UGAGACCA 


5321 


TGGTCTCA GGCTAGCTACAACGA TGAGCACG 


22442 


8815 


| UCAAUGAG A CCACCAAC 


5322 


GTTGGTGG GGCTAGCTACAACGA CTCATTGA 


22443 


8822 


GACCACCA A CUGGUUGU 


5323 


ACAACCAG GGCTAGCTACAACGA TGGTGGTC 


22444 


8853 


AGAGAAAA A CGUCCCAG 


5324 


CTGGGACG GGCTAGCTACAACGA TTTTCTCT 


22445 


8863 


GUCCCAGA A DGUGCUCU 


5325 


! AGAGCACA GGCTAGCTACAACGA TCTGGGAC 


22446 


8880 


CGAGAGGA A UUCAUAAG 


5326 


CTTATGAA GGCTAGCTACAACGA TCCTCTCG 


22447 


8897 


AAAGGUCA A CAGCAAUG 


5327 


CATTGCTG GGCTAGCTACAACGA TGACCTTT 


22448 


8903 


CAACAGCA A UGCAGCUU 


5328 


AAGCTGCA GGCTAGCTACAACGA TGCTGTTG 


22449 


8936 


AGAGCAGA A UCAAUGGA 


5329 


TCCATTGA GGCTAGCTACAACGA TCTGCTCT 


22450 


8940 


CAGAAUCA A UGGAGGAG 


5330 


CTCCTCCA GGCTAGCTACAACGA TGATTCTG 


22451 


8969 


AGUUGAAG A UCCAAAAU 


5331 


ATTTTGGA GGCTAGCTACAACGA CTTCAACT 


22452 


8976 


GAUCCAAA A UUUUGGGA 


5332 


TCCCAAAA GGCTAGCTACAACGA TTTGGATC 


22453 


8986 


UUUGGGAG A UGGUGGAU 


5333 


ATCCACCA GGCTAGCTACAACGA CTCCCAAA 


22454 


8993 


GAUGGUGG A UGAGGAGC 


5334 


| GCTCCTCA GGCTAGCTACAACGA CCACCATC 


22455 


9024 


CGGGGGGA A UGUCACAC 


5335 


GTGTGACA GGCTAGCTACAACGA TCCCCCCG 


22456 


9044 


CAUUUACA A CAUGAUGG 


5336 


CCATCATG GGCTAGCTACAACGA TGTAAATG 


22457 


9049 


ACAACAUG A UGGGAAAG 


5337 


CTTTCCCA GGCTAGCTACAACGA CATGTTGT 


22458 


9069 


GAGAAAAA A CCCGGAGA 


5338 


TCTCCGGG GGCTAGCTACAACGA TTTTTCTC 


22459 


9164 


UUUUCUCA A UGAAGACC 


5339 


GGTCTTCA GGCTAGCTACAACGA TGAGAAAA 


22460 


9170 


CAAUGAAG A CCACUGGC 


5340 


GCCAGTGG GGCTAGCTACAACGA CTTCATTG 


22461 


9191 


AAGAAAGA A CUCAGGAG 


5341 


CTCCTGAG GGCTAGCTACAACGA TCTTTCTT 


22462 


9228 


CUCCAAAA A OJGGGUUA 


5342 


TAACCCAG GGCTAGCTACAACGA TTTTGGAG 


22463 


9274 


GGGGCAAG A UCUAUGCU 


5343 


AGCATAGA GGCTAGCTACAACGA CTTGCCCC 


22464 


9284 


CUAUGCUG A UGACACAG 


5344 


CTGTGTCA GGCTAGCTACAACGA CAGCATAG 


22465 


9287 


UGCUGAUG A CACAGCUG 


5345 


CAGCTGTG GGCTAGCTACAACGA CATCAGCA 


22466 


9302 


UGGOJGGG A CACCCGCA 


5346 


TGCGGGTG GGCTAGCTACAACGA CCCAGCCA 


22467 


9323 


GAGAGCUG A CUUGGAAA 


5347 


TTTCCAAG GGCTAGCTACAACGA CAGCTCTC 


22468 


9332 


CUUGGAAA A UGAAGCUA 


5348 


TAGCTTCA GGCTAGCTACAACGA TTTCCAAG 


22469 


9359 


GCUGCUUG A UGGGGAAC 


5349 


GTTCCCCA GGCTAGCTACAACGA CAAGCAGC 


22470 


9366 


GAUGGGGA A CAUCGGCG 


5350 


CGCCGATG GGCTAGCTACAACGA TCCCCATC 


22471 


9427 


UGAAAGUG A UGCGCCCG 


5351 


CGGGCGCA GGCTAGCTACAACGA CACTTTCA 


22472 


9443 


GGCUGCUG A UGGAAGAA 


5352 


TTCTTCCA GGCTAGCTACAACGA CAGCAGCC 


22473 


9451 


AUGGAAGA A CCGUCAUG 


5353 


CATGACGG GGCTAGCTACAACGA TCTTCCAT 


22474 


9461 


CGUCAUGG A UGUUAUCU 


5354 


AGATAACA GGCTAGCTACAACGA CCATGACG 


22475 


9479 


CAGAGAAG A UCAGAGGG 


5355 


CCCTCTGA GGCTAGCTACAACGA CTTCTCTG 


22476 


9495 


GGGAGUGG A CAAGUUGU 


5356 


ACAAu"l"i\i GGCTAGCTACAACGA CCACTCCC 


22477 


9518 


CGCCCUAA A CACUUUCA 


5357 


TGAAAGTG GGCTAGCTACAACGA TTAGGGCG 


22478 


9530 


UUUCACCA A CCUGGCCG 


5358 


CGGCCAGG GGCTAGCTACAACGA TGGTGAAA 


22479 


9553 


UGGUGAGG A UGAUGGAA 


5359 


TTCCATCA GGCTAGCTACAACGA CCTCACCA ! 


22480 


9556 


UGAGGAUG A UGGAAGGG 


5360 


CCCTTCCA GGCTAGCTACAACGA CATCCTCA 


22481 


9574 


AAGGAGUG A UUGGCCCA 


5361 


TGGGCCAA GGCTAGCTACAACGA CACTCCTT 


22482 


9584 


UGGCCCAG A UGAUGUGG 


5362 


CCACATCA GGCTAGCTACAACGA CTGGGCCA 


22483 


9587 


CCCAGAUG A UGUGGAGA 


5363 


TCTCCACA GGCTAGCTACAACGA CATCTGGG 


22484 


9597 


GUGGAGAA A CUCACAAA 


5364 


TTTGTGAG GGCTAGCTACAACGA TTCTCCAC 


22485 


9615 


GGGAAAGG A CCCAAAGU 


5365 


ACTTTGGG GGCTAGCTACAACGA CCTTTCCC 


22486 


9628 


AAGUCAGG A CCUGGCDG 


5366 


CAGCCAGG GGCTAGCTACAACGA CCTGACTT 


22487 


9644 


GUUUGAGA A UGGGGAAG 


5367 


CTTCCCCA GGCTAGCTACAACGA TCTCAAAC 


22488 


9657 


GAAGAAAG A CUCAGCCG 


5368 


CGGCTGAG GGCTAGCTACAACGA CTTTCTTC 


22489 


9683 


CAGUGGAG A UGACUGUG 


5369 


CACAGTCA GGCTAGCTACAACGA CTCCACTG 


22490 


9686 


UGGAGAUG A CUGUGUGG 


5370 


CCACACAG GGCTAGCTACAACGA CATCTCCA 


22491 


9707 


GCCCCUGG A CGAUCGCU 


5371 


AGCGATCG GGCTAGCTACAACGA CCAGGGGC 


22492 


9710 


CCUGGACG A UCGCUUUG 


5372 


CAAAGCGA GGCTAGCTACAACGA CGTCCAGG 


22493 


9740 




5373 


ACATAGCA GGCTAGCTACAACGA TGAGGAAG 


224^4 


9764 


UCGCAAAG A CAUCCAAG 


5374 


CTTGGATG GGCTAGCTACAACGA CTTTGOGA 


22495 


9780 


GAGUGGAA A CCGUCAAC 


5375 


GTTGAGGG GGCTAGCTACAACGA TTCCACTC 


22496 


9787 


AACCGUCA A CUGGAUGG 


5376 


CCATCCAG GGCTAGCTACAACGA TGACGGTT 


22497 


9792 


UCAACUGG A UGGUAUGA 


5377 


TCATACCA GGCTAGCTACAACGA CCAGTTGA 


22498 


9800 
9827 


AUGGUAUG A OUGGCAGC 
UUGCUCAA A CCAUUUCA 


5378 
5379 


GCTGCCAA GGCTAGCTACAACGA CATACCAT 
TGAAATGG GGCTAGCTACAACGA TTGAGCAA 


22499 
22500 
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9840 


UUCAOJGA A UUGAUCAU 


5380 


ATGATCAA GGCTAGCTACAACGA TCAGTGAA 


22501 


9844 


CUGAAUUG A UCAUGAAA 


5381 


TTTCATGA GGCTAGCTACAACGA CAATTCAG 


22502 


9854 


CAUGAAAG A UGGAAGAA 


5382 


TTCTTCCA GGCTAGCTACAACGA CTTTCATG 


22503 


9862 


AUGGAAGA A CACUGGUG 


5383 


CACCAGTG GGCTAGCTACAACGA TCTTCCAT 


22504 


9885 


UGCCGAGG A CAGGAUGA 


5384 


TCATCCTG GGCTAGCTACAACGA CCTCGGCA 


22505 


9890 


AGGACAGG A UGAAUUGG 


5385 


CCAATTCA GGCTAGCTACAACGA CCTGTCCT 


22506 


9894 


CAGGAUGA A UUGGUAGG 


5386 


CCTACCAA GGCTAGCTACAACGA TCATCCTG 


22507 


9930 


GGGGCCGG A UGGAACGU 


5387 


ACGTTCCA GGCTAGCTACAACGA CCGGCCCC 


22508 


9935 


CGGAUGGA A CGUCCGCG 


5388 


CGCGGACG GGCTAGCTACAACGA TCCATCCG 


22509 


9944 


CGUCCGCG A CACOGCUU 


5389 


AAGCAGTG GGCTAGCTACAACGA CGCGGACG 


22510 


9976 


AUGCCCAG A UGUGGCUG 


5390 


CAGCCACA GGCTAGCTACAACGA CTGGGCAT 


22511 


10007 


CAGAAGAG A CCUGCGGC 


5391 


GCCGCAGG GGCTAGCTACAACGA CTCTTCTG 


22512 


10025 


CAUGGCCA A CGCCAUUU 


5392 


AAATGGCG GGCTAGCTACAACGA TGGCCATG 


22513 


10052 


CCCUGUGA A UUGGGUCC 


5393 


GGACCCAA GGCTAGCTACAACGA TCACAGGG 


22514 


10072 


CCGGAAGA A CCACGUGG 


5394 


CCACGTGG GGCTAGCTACAACGA TCTTCCGG 


22515 


10105 


GAGAGUGG A UGACAACA 


5395 


TGTTGTCA GGCTAGCTACAACGA CCACTCTC 


22516 


10108 


AGUGGAUG A CAACAGAG 


5396 


CTCTGTTG GGCTAGCTACAACGA CATCCACT 


22517 


10111 


GGAUGACA A CAGAGGAC 


5397 


GTCCTCTG GGCTAGCTACAACGA TGTCATCC 


22518 


10118 


AACAGAGG A CAUGUUGG 


5398 


CCAACATG GGCTAGCTACAACGA CCTCTGTT 


22519 


10136 


GGUCUGGA A CCGUGUUU 


5399 


AAACACGG GGCTAGCTACAACGA TCCAGACC 


22520 


10147 


GUGUUUGG A UAGAGGAG 


5400 


CTCCTCTA GGCTAGCTACAACGA CCAAACAC 


22521 


10157 


AGAGGAGA A UGAAUGGA 


5401 


TCCATTCA GGCTAGCTACAACGA TCTCCTCT 


22522 


10161 


GAGAAUGA A UGGAUGGA 


5402 


TCCATCCA GGCTAGCTACAACGA TCATTCTC 


22523 


10165 


AUGAAUGG A UGGAAGAC 


5403 


GTUTTCUA GGCTAGCTACAACGA CCATTCAT 


22524 


10172 


GAUGGAAG A CAAAACCC 


5404 


GGGm-TG GGCTAGCTACAACGA CTTCCATC 


22525 


10177 


AAGACAAA A CCCCAGUG 


5405 


CACTGGGG GGCTAGCTACAACGA TTTGTCTT 


22526 


10191 


GUGGAGAA A UGGAGUGA 


5406 


TCACTCCA GGCTAGCTACAACGA TTCTCCAC 


22527 


10199 


AUGGAGUG A CGUCCCAU 


5407 


ATGGGACG GGCTAGCTACAACGA CACTCCAT 


22528 


10218 


UCAGGAAA A CGAGAGGA 


5408 


TCCTCTCG GGCTAGCTACAACGA TTTCCTGA 


22529 


10226 


ACGAGAGG A CAUCUGGU 


5409 


ACCAGATG GGCTAGCTACAACGA CCTCTCGT 


22530 


10246 


GCAGCCUG A UUGGCACA 


5410 


TGTGCCAA GGCTAGCTACAACGA CAGGCTGC 


22531 


10280 


GGCAGAAA A CAUCCAGG 


5411 


CCTGGATG GGCTAGCTACAACGA TTTCTGCC 


22532 


10298 


GGCUAUCA A CCAAGUCA 


5412 


TGACTTGG GGCTAGCTACAACGA TGATAGCC 


22533 


10312 


UCAGAGCA A UCAUCGGA 


5413 


TCCGATGA GGCTAGCTACAACGA TGCTCTGA 


22534 


10322 


CAUCGGAG A UGAGAAGU 


5414 


ACTTCTCA GGCTAGCTACAACGA CTCCGATG 


22535 


10337 


GUAUGUGG A UUACAUGA 


5415 


TCATGTAA GGCTAGCTACAACGA CCACATAC 


22536 


10359 


CUAAAGAG A UAUGAAGA 


5416 


TCTTCATA GGCTAGCTACAACGA CTCTTTAG 


22537 


10367 


AUAUGAAG A CACAACUU 


5417 


AAGTTGTG GGCTAGCTACAACGA CTTCATAT 


22538 


10372 


AAGACACA A CUUUGGUU 


5418 


AACCAAAG GGCTAGCTACAACGA TGTGTCTT 


22539 


10385 


GGUUGAGG A CACAGUAC 


5419 


GTACTGTG GGCTAGCTACAACGA CCTCAACC 


22540 


10399 


UACUGUAG A UAUUUAAU 


5420 


ATTAAATA GGCTAGCTACAACGA CTACAGTA 


22541 


10406 


. GAUAUUUA A UCAAUUGU 


5421 


ACAATTGA GGCTAGCTACAACGA TAAATATC 


22542 


10410 


UUUAAUCA A UUGUAAAU 


5422 


ATTTACAA GGCTAGCTACAACGA TGATTAAA 


22543 


10417 


AAUUGUAA A UAGACAAU 


5423 


ATTGTCTA GGCTAGCTACAACGA TTACAATT 


22544 


10421 


GUAAAUAG A CAAUAUAA 


5424 


TTATATTG GGCTAGCTACAACGA CTATTTAC 


22545 


10424 


AAUAGACA A UAUAAGUA 


5425 


TACTTATA GGCTAGCTACAACGA TGTCTATT 


22546 




10480 


UAGUGUAA A UAGUUAAG 


5426 


CTTAACTA GGCTAGCTACAACGA TTACACTA 


22547 




10492 


UUAAGAAA A UUUUGAGG 


5427 


CCTCAAAA GGCTAGCTACAACGA TTTCTTAA 


22548 




10544 


UUGAGUAG A CGGUGCUG 


5428 


CAGCACCG GGCTAGCTACAACGA CTACTCAA 


22549 




10559 


UGCCUGCG A CUCAACCC 


5429 


GGGTTGAG GGCTAGCTACAACGA CGCAGGCA 


22550 




10564 


GCGACUCA A CCCCAGGA 


5430 


TCCTGGGG GGCTAGCTACAACGA TGAGTCGC 


22551 




10575 


CCAGGAGG A CUGGGUGA 


5431 


TCACCCAG GGCTAGCTACAACGA CCTCCTGG 


22552 




10584 


CUGGGUGA A CAAAGCCG 


5432 


CGGOTTTG GGCTAGCTACAACGA TCACCCAG 


22553 




10600 


GCGAAGUG A UCCAUGUA 


5433 


TACATGGA GGCTAGCTACAACGA CACTTCGC 


22554 




10619 


CCCUCAGA A CCGUCUCG 


5434 


CGAGACGG GGCTAGCTACAACGA TCTGAGGG 


22555 




10636 


wHAwLxfttava A CCCCACAU 


5435 


ATGTGGGG GGCTAGCTACAACGA CCTCCTTC 


22556 




10651 


AUGUUGUA A CUUCAAAG 


5436 


CTTTGAAG GGCTAGCTACAACGA TACAACAT 


22557 




10664 


AAAGCCCA A UGUCAGAC 


5437 


GTCTGACA GGCTAGCTACAACGA TGGGCTTT 


22558 




10671 


AAUGUCAG A CCACGCUA 


5438 


TAGCGTGG GGCTAGCTACAACGA CTGACATT 


22559 




10713 


AGUCUGCG A UAGUGCCC 


5439 


GGGCACTA GGCTAGCTACAACGA CGCAGACT 


22560 




10729 


CCAGGAGG A CUGGGUUA 


5440 


TAACCCAG GGCTAGCTACAACGA CCTCCTGG 


22561 


[10738 


COGGGUUA A CAAAGGCA 


5441 


TGCCTTTG GGCTAGCTACAACGA TAACCCAG 


22562 
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10748 


AAAGGCAA A CCAACGCC 


5442 


GGCGTTGG GGCTAGCTACAACGA TTGCCTTT 


22563 


10752 


GCAAACCA A CGCCCCAC 


5443 


GTGGGGCG GGCTAGCTACAACGA TGGTTTGC 


22564 


10779 


CCCCGGUA A UGGUGUUA 


5444 


TAACACCA GGCTAGCTACAACGA TACCGGGG 


22565 


10788 


UGGUGUUA A CCAGGGCG 


5445 


CGCCCTGG GGCTAGCTACAACGA TAACACCA 


22566 


10802 


GCGAAAGG A CUAGAGGU 


5446 


ACCTCTAG GGCTAGCTACAACGA CCTTTCGC 


22567 


10819 


UAGAGGAG A CCCCGCGG 


5447 


CCGCGGGG GGCTAGCTACAACGA CTCCTCTA 


22568 


10851 


CCAGCCUG A CUGAAGCU 


5448 


AGCTTCAG GGCTAGCTACAACGA CAGGCTGG 


22569 


10876 


GGGGAAGG A CUAGAGGU 


5449 


ACCTCTAG GGCTAGCTACAACGA CCTTCCCC 


22570 


10893 


UAGUGGAG A CCCCGUGC 


5450 


GCACGGGG GGCTAGCTACAACGA CTCCACTA 


22571 


10908 


GCCACAAA A CACCACAA 


5451 


TTGTGGTG GGCTAGCTACAACGA TTTGTGGC 


22572 


10916 


ACACCACA A CAAAACAG 


5452 


CTGTTTTG GGCTAGCTACAACGA TGTGGTGT 


22573 


10921 


ACAACAAA A CAGCAUAU 


5453 


ATATGCTG GGCTAGCTACAACGA TTTGTTGT 


22574 


10932 


GCAUAUUG A CACCUGGG 


5454 


CCCAGGTG GGCTAGCTACAACGA CAATATGC 


22575 


10941 


CACCUGGG A TTAGAC!TTAG ! 




UlAUiVi'A VjUCi'AGUTACAACGA CCCAGGTG 


22576 


10945 


UGGGAUAG A CUAGGAGA 


5456 


TCTCCTAG GGCTAGCTACAACGA CTATCCCA 


22577 


10953 


ACUAGGAG A UCUUCDGC 


5457 


GCAGAAGA GGCTAGCTACAACGA CTCCTAGT 


22578 


10970 


UCUGCACA A CCAGCCAC 


5458 


GTGGCTGG GGCTAGCTACAACGA TGTGCAGA 


22579 


10995 


GUGCGCCG A CAAUGGUG 


5459 


CACCATTG GGCTAGCTACAACGA CGGCGCAC 


22580 


10998 


CGCCGACA A UGGUGGCU 


5460 


AGCCACCA GGCTAGCTACAACGA TGTCGGCG 


22581 


11019 


GUGCGAGA A CACAGGAU 


5461 


ATCCTGTG GGCTAGCTACAACGA TCTCGCAC 


22582 



Input Sequence = AF196835. Cut Site = R/Y 

Arm Length = 8. Core Sequence = GGCTAGCTACAACGA 

AF196835 West Nile virus strain NY99-f lamingo3 82-99, complete 

genome 
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Table Vm 

Table VBtt: WNV minus strand Hammerhead Ribozyme and Target Sequence 



Pos 


Pos 
(+str 
) 


Substrate 


Seq ID 


Ribozyme 


Rz Seq 
ID 


12 


11018 


UCCUGUGU U CUCGCACC 


7373 


GGUGCGAG CUGAUGAG GCCGUUAGGC CGAA ACACAGGA 


25749 


13 


11017 


CCUGUGUU C UCGCACCA 


7374 


UGGUGCGA CUGAUGAG GCCGUUAGGC CGAA AACACAGG 


25750 


15 


11015 


UGUGUUCU C GCACCACC 


7375 


GGUGGUGC CUGAUGAG GCCGUUAGGC CGAA AGAACACA 


25751 


33 


10997 


GOCACCAU U GUCGGCGC 


7376 


GCGCCGAC CUGAUGAG GCCGUUAGGC CGAA AUGGUGGC 


25752 


36 


10994 


ACCAUUGU C GGCGCACU 


7377 


AGUGCGCC CUGAUGAG GCCGUUAGGC CGAA ACAAUGGU 


25753 


61 


10969 


UGGCUGGU U GUGCAGAG 


7378 


CUCUGCAC CUGAUGAG GCCGUUAGGC CGAA ACCAGCCA 


25754 


78 


10952 


CAGAAGAU C UCCUAGUC 


7379 


GACUAGGA CUGAUGAG GCCGUUAGGC CGAA AUCUUCUG 


25755 


80 


10950 


GAAGAUCU C CUAGUCUA 


7380 


UAGACUAG CUGAUGAG GCCGUUAGGC CGAA AGAUCUUC 


25756 


63 


10947 


GAUCUCCU A GUCUAUCC 


7381 


GGAUAGAC CUGAUGAG GCCGUUAGGC CGAA AGGAGAUC 


25757 


86 


10944 


CUCCUAGU C UAUCCCAG 


7382 


CUGGGAUA CUGAUGAG GCCGUUAGGC CGAA ACUAGGAG 


25758 


88 


10942 


CCUAGUCU A UCCCAGGU 


7383 


ACCUGGGA CUGAUGAG GCCGUUAGGC CGAA AGACUAGG 


25759 


90 


10940 


UAGUCUAU C CCAGGUGU 


7384 


ACACCUGG CUGAUGAG GCCGUUAGGC CGAA AUAGACUA 


25760 


99 


10931 


CCAGGUGU C AAUAUGCU 


7385 


AGCAUAUU CUGAUGAG GCCGUUAGGC CGAA ACACCUGG 


25761 


103 


10927 


GUGUCAAU A UGCUGUUU 


7386 


AAACAGCA CUGAUGAG GCCGUUAGGC CGAA AUUGACAC 


25762 


110 


10920 


UAUGCUGU U UUGUUGUG 


7387 


CACAACAA CUGAUGAG GCCGUUAGGC CGAA ACAGCAUA 


25763 


111 


10919 


AUGCUGUU U UGUUGUGG 


7388 


CCACAACA CUGAUGAG GCCGUUAGGC CGAA AACAGCAU 


25764 


112 


10918 


UGCUGUUU U GUUGUGGU 


7389 


ACCACAAC CUGAUGAG GCCGUUAGGC CGAA AAACAGCA 


25765 


115 


10915 


UGUUUUGU U GUGGUGUU 


7390 


AACACCAC CUGAUGAG GCCGUUAGGC CGAA ACAAAACA 


25766 


123 


10907 


UGUGGUGU U UUGUGGCA 


7391 


UGCCACAA CUGAUGAG GCCGUUAGGC CGAA ACACCACA • 


25767 


124 


10906 


GUGGUGUU U UGUGGCAC 


7392 


GUGCCACA CUGAUGAG GCCGUUAGGC CGAA AACACCAC 


25768 


125 


10905 


UGGUGUUU U GUGGCACG 


7393 


CGUGCCAC CUGAUGAG GCCGUUAGGC CGAA AAACACCA 


25769 


138 


10892 


CACGGGGU C UCCACUAA 


7394 


UUAGUGGA CUGAUGAG GCCGUUAGGC CGAA ACCCCGUG 


25770 


140 


10890 


CGGGGUCU C CACUAACC 


7395 


GGUUAGUG CUGAUGAG GCCGUUAGGC CGAA AGACCCCG 


25771 


145 


10885 


UCUCCACU A ACCUCUAG 


7396 


CUAGAGGU CUGAUGAG GCCGUUAGGC CGAA AGUGGAGA 


25772 


150 


10880 


ACUAACCU C UAGUCCUU 


7397 


AAGGACUA CUGAUGAG GCCGUUAGGC CGAA AGGUUAGU 


25773 


152 


10878 


UAACCUCU A GUCCUUCC 


7398 


GGAAGGAC CUGAUGAG GCCGUUAGGC CGAA AGAGGUUA 


25774 


155 


10875 


CCUCUAGU C CUUCCCCU 


7399 


AGGGGAAG CUGAUGAG GCCGUUAGGC CGAA ACUAGAGG 


25775 


158 


10872 


CUAGUCCU U CCCCUGAC 


7400 


GUCAGGGG CUGAUGAG GCCGUUAGGC CGAA AGGACUAG 


25776 


159 


10871 


UAGUCCUU C CCCUGACC 


7401 


GGUCAGGG CUGAUGAG GCCGUUAGGC CGAA AAGGACUA 


25777 


169 


10861 


CCUGACCU A CAGCUUCA 


7402 


UGAAGCUG CUGAUGAG GCCGUUAGGC CGAA AGGUCAGG 


25778 


175 


10855 


CUACAGCU U CAGUCAGG 


7403 


CCUGACUG CUGAUGAG GCCGUUAGGC CGAA AGCUGUAG 


25779 


176 


10854 


UACAGCUU C AGUCAGGC 


7404 


GCCUGACU CUGAUGAG GCCGUUAGGC CGAA AAGCUGUA 


25780 


180 


10850 


GCUUCAGU C AGGCUGGG 


7405 


CCCAGCCU CUGAUGAG GCCGUUAGGC CGAA ACUGAAGC 


25781 


198 


10832 


CGUGCACU U UAAACCGC 


7406 


GCGGUUUA CUGAUGAG GCCGUUAGGC CGAA AGUGCACG 


25782 


199 


10831 


GUGCACUU U AAACCGCG 


7407 


CGCGGUUU CUGAUGAG GCCGUUAGGC CGAA AAGUGCAC 


25783 


200 


10830 


UGCACUUU A AACCGCGG 


7408 


CCGCGGUU CUGAUGAG GCCGUUAGGC CGAA AAAGUGCA 


25784 


212 


10818 


CGCGGGGU C UCCUCUAA 


7409 


UUAGAGGA CUGAUGAG GCCGUUAGGC CGAA ACCCCGCG 


25785 


214 


10816 


CGGGGUCU C CUCUAACC 


7410 


GGUUAGAG CUGAUGAG GCCGUUAGGC CGAA AGACCCCG 


25786 


217 


10813 


GGUCUCCU C UAACCUCU 


7411 


AGAGGUUA CUGAUGAG GCCGUUAGGC CGAA AGGAGACC 


25787 


219 


10811 


UCUCCUCU A ACCUCUAG 


7412 


CUAGAGGU CUGAUGAG GCCGUUAGGC CGAA AGAGGAGA 


25788 


224 


10806 


UCUAACCU C UAGUCCUU 


7413 


AAGGACUA CUGAUGAG GCCGUUAGGC CGAA AGGUUAGA 


25789 


226 


10804 


UAACCUCU A GUCCUUUC 


7414 


GAAAGGAC CUGAUGAG GCCGUUAGGC CGAA AGAGGUUA 


25790 


229 


10801 


CCUCUAGU C CUUUCGCC 


7415 


GGCGAAAG CUGAUGAG GCCGUUAGGC CGAA ACUAGAGG 


25791 


232 


10798 


CUAGUCCU U UCGCCCUG 


7416 


CAGGGCGA CUGAUGAG GCCGUUAGGC CGAA AGGACUAG 


25792 


233 


10797 


UAGUCCUU U CGCCCUGG 


7417 


CCAGGGCG CUGAUGAG GCCGUUAGGC CGAA AAGGACUA 


25793 


234 


10796 


AGUCCUUU C GCCCUGGU 


7418 


ACCAGGGC CUGAUGAG GCCGUUAGGC CGAA AAAGGACU 


25794 


243 


10787 


GCCCVGGU U AACACCAU 


7419 


AUGGUGUU CUGAUGAG GCCGUUAGGC CGAA ACCAGGGC 


25795 


244 


10786 


CCCUGGUU A ACACCADU 


7420 


AAUGGUGU CUGAUGAG GCCGUUAGGC CGAA AACCAGGG 


25796 


252 


10778 


AACACCAU U ACCGGGGC 


7421 


GCCCCGGU CUGAUGAG GCCGUUAGGC CGAA AUGGUGUU 


25797 


253 


10777 


ACACCAUU A CCGGGGCU 


7422 


AGCCCCGG CUGAUGAG GCCGUUAGGC CGAA AAUGGUGU 


25798 


262 


10768 


CCGGGGCU A GGGCCGCG 


7423 


CGCGGCCC CUGAUGAG GCCGUUAGGC CGAA AGCCCCGG 


25799 


279 


10751 


UGGGGCGU U GGUUUGCC 


7424 


GGCAAACC CUGAUGAG GCCGUUAGGC CGAA ACGCCCCA 


25800 


283 


10747 


GCGUUGGU U UGCCUUUG 


7425 


CAAAGGCA CUGAUGAG GCCGUUAGGC CGAA ACCAACGC 


25801 


284 


10746 


CGUUGGUU U GCCUUUGU 


7426 


ACAAAGGC CUGAUGAG GCCGUUAGGC CGAA AACCAACG 


25802 


289 


10741 


GUUUGCCU U UGUUAACC 


7427 


GGUUAACA CUGAUGAG GCCGUUAGGC CGAA AGGCAAAC 


25803 


290 


10740 


UUUGCCUU U GUUAACCC 


7428 


GGGUUAAC CUGAUGAG GCCGUUAGGC CGAA AAGGCAAA 


25804 


293 


10737 


GCCUUUGU U AACCCAGU 


7429 


ACUGGGUU CUGAUGAG GCCGUUAGGC CGAA ACAAAGGC 


25805 
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294 


10736 


CCUUUGUU A ACCCAGUC 


7430 


GACUGGGU CUGAUGAG GCCGUUAGGC CGAA AACAAAGG 


25806 


302 


10728 


AACCCAGU C CUCCUGGG 


7431 


CCCAGGAG CUGAUGAG GCCGUUAGGC CGAA ACUGGGUU 


25807 


305 


10725 


CCAGUCCU C CUGGGGCA 


7432 


UGCCCCAG CUGAUGAG GCCGUUAGGC CGAA AGGACUGG 


25808 


316 


10714 


GGGGCACU A UCGCAGAC 


7433 


GUCUGCGA CUGAUGAG GCCGUUAGGC CGAA AGUGCCCC 


25809 


318 


10712 


GGCACUAU C GCAGACUG 


7434 


CAGUCUGC CUGAUGAG GCCGUUAGGC CGAA AUAGUGCC 


25810 


331 


10699 


ACUGCACU C UCCGCAGA 


7435 


UCUGCGGA CUGAUGAG GCCGUUAGGC CGAA AGUGCAGU 


25811 


333 


10697 


UGCACUCU C CGCAGAGU 


7436 


ACUCUGCG CUGAUGAG GCCGUUAGGC CGAA AGAGUGCA 


25812 


342 


10688 


CGCAGAGU A GCACGCCG 


7437 


CGGCGUGC CUGAUGAG GCCGUUAGGC CGAA ACUCUGCG 


25813 


352 


10678 


CACGCCGU A GCGUGGUC 


7438 


GACCACGC CUGAUGAG GCCGUUAGGC CGAA ACGGCGUG 


25814 


360 


10670 


AGCGUGGU C UGACAUUG • 


7439 


CAAUGUCA CUGAUGAG GCCGUUAGGC CGAA ACCACGCU 


25815 


367 


10663 


UCUGACAU U GGGCUUUG 


7440 


CAAAGCCC CUGAUGAG GCCGUUAGGC CGAA AUGUCAGA 


25816 


373 


10657 


AUUGGGCU U UGAAGUUA 


7441 


UAACUUCA CUGAUGAG GCCGUUAGGC CGAA AGCCCAAU 


25817 


374 


10656 


UUGGGCUU U GAAGUUAC 


7442 


GUAACUUC CUGAUGAG GCCGUUAGGC CGAA AAGCCCAA 


25818 


380 


10650 


UUUGAAGU U ACAACAUG 


7443 


CAUGUUGU CUGAUGAG GCCGUUAGGC CGAA ACUUCAAA 


25819 


381 


10649 


UUGAAGUU A CAACAUGU 


7444 


ACAUGUUG CUGAUGAG GCCGUUAGGC CGAA AACUUCAA 


25820 


395 


10635 


UGUGGGGU C CUCCUUCC 


7445 


GGAAGGAG CUGAUGAG GCCGUUAGGC CGAA ACCCCACA 


25821 


398 


10632 


GGGGUCCU C CUUCCGAG 


7446 


CUCGGAAG CUGAUGAG GCCGUUAGGC CGAA AGGACCCC 


25822 


401 


10629 


GUCCUCCU U CCGAGACG 


7447 


CGUCUCGG CUGAUGAG GCCGUUAGGC CGAA AGGAGGAC 


25823 


402 


10628 


UCCTCCUU C CGAGACGG 


7448 


CCGUCUCG CUGAUGAG GCCGUUAGGC CGAA AAGGAGGA 


25824 


412 


10618 


GAGACGGU U CUGAGGGC 


7449 


GCCCUCAG CUGAUGAG GCCGUUAGGC CGAA ACCGUCUC 


25825 


413 


10617 


AGACGGUU C UGAGGGCU 


7450 


AGCCCUCA CUGAUGAG GCCGUUAGGC CGAA AACCGUCU 


25826 


422 


10608 


UGAGGGCU U ACAUGGAU 


7451 


AUCCAUGU CUGAUGAG GCCGUUAGGC CGAA AGCCCUCA 


25827 


423 


10607 


GAGGGCUU A CAUGGAUC 


7452 


GAUCCAUG CUGAUGAG GCCGUUAGGC CGAA AAGCCCUC 


25828 


431 


10599 


ACAUGGAU C ACUUCGCG 


7453 


CGCGAAGU CUGAUGAG GCCGUUAGGC CGAA AUCCAUGU 


25829 


435 


10595 


GGAUCACU U CGCGGCUU 


7454 


AAGCCGCG CUGAUGAG GCCGUUAGGC CGAA AGUGAUCC 


25830 


436 


10594 


GAUCACUU C GCGGCUUU 


7455 


AAAGCCGC CUGAUGAG GCCGUUAGGC CGAA AAGUGAUC 


25831 


443 


10587 


VCGCGGCU U UGUUCACC 


7456 


GGUGAACA CUGAUGAG GCCGUUAGGC CGAA AGCCGCGA 


25832 


444 


10586 


CGCGGCUU U GUUCACCC 


7457 


GGGUGAAC CUGAUGAG GCCGUUAGGC CGAA AAGCCGCG 


25833 


447 


10583 


GGCUUUGU U CACCCAGU 


7458 


ACUGGGUG CUGAUGAG GCCGUUAGGC CGAA ACAAAGCC 


25834 


448 


10582 


GCUUUGUU C ACCCAGUC 


7459 


GACUGGGU CUGAUGAG GCCGUUAGGC CGAA AACAAAGC 


25835 


456 


10574 


CACCCAGU C CUCCUGGG 


7460 


CCCAGGAG CUGAUGAG GCCGUUAGGC CGAA ACUGGGUG 


25836 


459 


10571 


CCAGUCCU C CUGGGGUU 


7461 


AACCCCAG CUGAUGAG GCCGUUAGGC CGAA AGGACUGG 


25837 


467 


10563 


CCUGGGGU U GAGUCGCA 


7462 


UGCGACUC CUGAUGAG GCCGUUAGGC CGAA ACCCCAGG 


25838 


472 


10558 


GGUUGAGU C GCAGGCAG 


7463 


CUGCCUGC CUGAUGAG GCCGUUAGGC CGAA ACUCAACC 


25839 


487 


10543 


AGCACCGU C UACUCAAC 


7464 


GUUGAGUA CUGAUGAG GCCGUUAGGC CGAA ACGGUGCU 


25840 


489 


10541 


CACCGUCU A CUCAACUU 


7465 


AAGUUGAG CUGAUGAG GCCGUUAGGC CGAA AGACGGUG 


25841 


492 


10538 


CGUCUACU C AACUUCCG 


7466 


CGGAAGUU CUGAUGAG GCCGUUAGGC CGAA AGUAGACG 


25842 


497 


10533 


ACUCAACU U CCGGUGGC 


7467 


GCCACCGG CUGAUGAG GCCGUUAGGC CGAA AGUUGAGU 


25843 


498 


10532 


CUCAACUU C CGGUGGCG 


7468 


CGCCACCG CUGAUGAG GCCGUUAGGC CGAA AAGUUGAG 


25844 


513 


10517 


CGGGAACU U CCCGGCCU 


7469 


AGGCCGGG CUGAUGAG GCCGUUAGGC CGAA AGUUCCCG 


25845 


514 


10516 


GGGAACUU C CCGGCCUG 


7470 


CAGGCCGG CUGAUGAG GCCGUUAGGC CGAA AAGUUCCC 


25846 


526 


10504 


GCCUGACU U UCUCCUCA 


7471 


UGAGGAGA CUGAUGAG GCCGUUAGGC CGAA AGUCAGGC 


25847 


527 


10503 


CCUGACUU U CUCCUCAA 


7472 


UUGAGGAG CUGAUGAG GCCGUUAGGC CGAA AAGUCAGG 


25848 


528 


10502 


CUGACUUU C UCCUCAAA 


7473 


UUUGAGGA CUGAUGAG GCCGUUAGGC CGAA AAAGUCAG 


25849 


530 


10500 


GACUUUCU C CUCAAAAU 


7474 


AUUUUGAG CUGAUGAG GCCGUUAGGC CGAA AGAAAGUC 


25850 


533 


10497 


UUUCUCCU C AAAAUUUU 


7475 


AAAAUUUU CUGAUGAG GCCGUUAGGC CGAA AGGAGAAA 


25851 


539 


10491 


CUCAAAAU U UUCUUAAC 


7476 


GUUAAGAA CUGAUGAG GCCGUUAGGC CGAA AUUUUGAG 


25852 


540 


10490 


UCAAAAUU U UCUUAACU 


7477 


AGUUAAGA CUGAUGAG GCCGUUAGGC CGAA AAUUUUGA 


25853 


541 


10489 


CAAAAUUU U CUUAACUA 


7478 


UAGUUAAG CUGAUGAG GCCGUUAGGC CGAA AAAUUUUG 


25854 


542 


10488 


AAAAUUUU C UUAACUAU 


7479 


AUAGUUAA CUGAUGAG GCCGUUAGGC CGAA AAAAUUUU 


25855 


544 


10486 


AAUUUUCU U AACUAUUU 


7480 


AAAUAGUU CUGAUGAG GCCGUUAGGC CGAA AGAAAAUU 


25856 


545 


10485 


AUUUUCUU A ACUAUUUA 


7481 


UAAAUAGU CUGAUGAG GCCGUUAGGC CGAA AAGAAAAU 


25857 


549 


10481 


UCUUAACU A UUUACACU 


7482 


AGUGUAAA CUGAUGAG GCCGUUAGGC CGAA AGUUAAGA 


25858 


551 


10479 


UUAACUAU U UACACUAA 


7483 


UUAGUGUA CUGAUGAG GCCGUUAGGC CGAA AUAGUUAA 


25859 


552 


10478 


UAACUAUU U ACACUAAC 


7484 


. GUUAGUGU CUGAUGAG GCCGUUAGGC CGAA AAUAGUUA 


25860 


553 


10477 


AACUAUUU A CACUAACA 


7485 


UGUUAGUG CUGAUGAG GCCGUUAGGC CGAA AAAUAGUU 


25861 


558 


10472 


UUUACACU A ACACCACU 


7486 


AGUGGUGU CUGAUGAG GCCGUUAGGC CGAA AGUGUAAA 


25862 


567 


10463 


ACACCACU A AAUACUAC 


7487 


GUAGUAUU CUGAUGAG GCCGUUAGGC CGAA AGUGGUGU 


25863 


571 


10459 


CACUAAAU A CUACUAUA 


7488 


UAUAGUAG CUGAUGAG GCCGUUAGGC CGAA AUUUAGUG 


25864 


574 


10456 


UAAAUACU A CUAUAAAA 


7489 


UUUUAUAG CUGAUGAG GCCGUUAGGC CGAA AGUAUUUA 


25865 


577 


10453 


AUACUACU A UAAAACUA 


7490 


UAGUUUUA CUGAUGAG GCCGUUAGGC CGAA AGUAGUAU 


25866 


579 


10451 


ACUACUAU A AAACUACA 


7491 


UGUAGUUU CUGAUGAG GCCGUUAGGC CGAA AUAGUAGU 


25867 
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585 


10445 


AUAAAACU A CACUUUUA 


7492 


UAAAAGUG CUGAUGAG GCCGUUAGGC CGAA AGUUUUAU 


25868 


590 


10440 


ACUACACU U UUAUGCAU 


7493 


AUGCAUAA CUGAUGAG GCCGUUAGGC CGAA AGUGUAGU 


25869 


591 


10439 


CUACACUU U UAUGCAUA 


7494 


UAUGCAUA CUGAUGAG GCCGUUAGGC CGAA AAGUGUAG 


25870 


592 


10438 


UACACUUU U AUGCAUAC 


7495 


GUAUGCAU CUGAUGAG GCCGUUAGGC CGAA AAAGUGUA 


25871 


593 


10437 


ACACUUUU A UGCAUACO 


7496 


AGUAUGCA CUGAUGAG GCCGUUAGGC CGAA AAAAGUGU 


25872 


599 


10431 


UUAUGCAU A CUUAUAUU 


7497 


AAUAUAAG CUGAUGAG GCCGUUAGGC CGAA AUGCAUAA 


25873 


602 


10428 


UGCAUACU U AUAUUGUC 


7498 


GACAAUAU CUGAUGAG GCCGUUAGGC CGAA AGUAUGCA 


25874 


603 


10427 


GCAUACUU A UAUUGUCU 


7499 


AGACAAUA CUGAUGAG GCCGUUAGGC CGAA AAGUAUGC 


25875 


605 


10425 


AUACCUAU A UUGUCUAU 


7500 


AUAGACAA CUGAUGAG GCCGUUAGGC CGAA AUAAGUAU 


25876 


607 


10423 


ACUUAUAU U GUCUAUUU 


7501 


AAAUAGAC CUGAUGAG GCCGUUAGGC CGAA AUAUAAGU 


25877 


610 


10420 


UAUAUUGU C UAUUUACA 


7502 


UGUAAAUA CUGAUGAG GCCGUUAGGC CGAA ACAAUAUA 


25878 


612 


10418 


UAUUGUCU A UUUACAAU 


7503 


AUUGUAAA CUGAUGAG GCCGUUAGGC CGAA AGACAAUA 


25879 


614 


10416 


UUGUCUAU U UACAAUUG 


7504 


CAAUUGUA CUGAUGAG GCCGUUAGGC CGAA AUAGACAA 


25880 


615 


10415 


UGUCUAUU U ACAAUUGA 


7505 


UCAAUUGU CUGAUGAG GCCGUUAGGC CGAA AAUAGACA 


25881 


616 


10414 


GUCUAUUU A CAAUUGAU 


7506 


AUCAAUUG CUGAUGAG GCCGUUAGGC CGAA AAAUAGAC 


25882 


621 


10409 


UUUACAAU U GAUUAAAU 


7507 


AUUUAAUC CUGAUGAG GCCGUUAGGC CGAA AUUGUAAA 


25883 


625 


10405 


CAAUUGAU U AAAUAUCU 


7508 


AGAUAUUU CUGAUGAG GCCGUUAGGC CGAA AUCAAUUG 


25884 


626 


10404 


AAUUGAUU A AAUAUCUA 


7509 


UAGAUAUU CUGAUGAG GCCGUUAGGC CGAA AAUCAAUU 


25885 


630 


10400 


GAUUAAAU A UCUACAGU 


7510 


ACUGUAGA CUGAUGAG GCCGUUAGGC CGAA AUUUAAUC 


25886 


632 


10398 


UUAAAUAU C UACAGUAC 


7511 


GUACUGUA CUGAUGAG GCCGUUAGGC CGAA AUAUUUAA 


25887 


634 


10396 


AAAUAUCU A CAGUACUG 


7512 


CAGUACUG CUGAUGAG GCCGUUAGGC CGAA AGAUAUUU 


25888 


639 


10391 


UCUACAGU A CUGUGUCC 


7513 


GGACACAG CUGAUGAG GCCGUUAGGC CGAA ACUGUAGA 


25889 


646 


10384 


UACUGUGU C CUCAACCA 


7514 


UGGUUGAG CUGAUGAG GCCGUUAGGC CGAA ACACAGUA 


25890 


649 


10381 


UGUGUCCU C AACCAAAG 


7515 


CUUUGGUU CUGAUGAG GCCGUUAGGC CGAA AGGACACA 


25891 


659 


10371 


ACCAAAGU U GUGUCUUC 


7516 


GAAGACAC CUGAUGAG GCCGUUAGGC CGAA ACUUUGGU 


25892 


664 


10366 


AGUUGUGU C UUCAUAUC 


7517 


GAUAUGAA CUGAUGAG GCCGUUAGGC CGAA ACACAACU 


25B93 


666 


10364 


UUGUGUCU U CAUAUCUC 


7518 


GAGAUAUG CUGAUGAG GCCGUUAGGC CGAA AGACACAA 


25894 


667 


10363 


UGUGUCUU C AUAUCUCU 


7519 


AGAGAUAU CUGAUGAG GCCGUUAGGC CGAA AAGACACA 


25895 


670 


10360 


GUCUUCAU A UCUCUUUA 


7520 


UAAAGAGA CUGAUGAG GCCGUUAGGC CGAA AUGAAGAC 


25896 


672 


10358 


CUUCAUAU C UCUUUAGU 


7521 


ACUAAAGA CUGAUGAG GCCGUUAGGC CGAA AUAUGAAG 


25897 


674 


10356 


UCAUAUCU C UUUAGUGA 


7522 


UCACUAAA CUGAUGAG GCCGUUAGGC CGAA AGAUAUGA 


25898 


676 


10354 


AUAUCUCU U UAGUGAAC 


7523 


GUUCACUA CUGAUGAG GCCGUUAGGC CGAA AGAGAUAU 


25899 


677 


10353 


UAUCUCUU U AGUGAACU 


7524 


AGUUCACU CUGAUGAG GCCGUUAGGC CGAA AAGAGAUA 


25900 


678 


10352 


AUCUCUUU A GUGAACUC 


7525 


GAGUUCAC CUGAUGAG GCCGUUAGGC CGAA AAAGAGAU 


25901 


686 


10344 


AGUGAACU C AUGUAAUC 


7526 


GAUUACAU CUGAUGAG GCCGUUAGGC CGAA AGUUCACU 


25902 


691 


10339 


ACUCAUGU A AUCCACAU 


7527 


AUGUGGAU CUGAUGAG GCCGUUAGGC CGAA ACAUGAGU 


25903 


694 


10336 


CAUGUAAU C CACAUACU 


7528 


AGUAUGUG CUGAUGAG GCCGUUAGGC CGAA AUUACAUG 


25904 


700 


10330 


AUCCACAU A CUUCUCAU 


7529 


AUGAGAAG CUGAUGAG GCCGUUAGGC CGAA AUGUGGAU 


25905 


703 


10327 


CACAUACU U CUCAUCUC 


7530 


GAGAUGAG CUGAUGAG GCCGUUAGGC CGAA AGUAUGUG 


25906 


704 


10326 


ACAUACUU C UCAUCUCC 


7531 


GGAGAUGA CUGAUGAG GCCGUUAGGC CGAA AAGUAUGU 


25907 


706 


10324 


AUACUUCU C AUCUCCGA 


7532 


UCGGAGAU CUGAUGAG GCCGUUAGGC CGAA AGAAGUAU 


25908 


709 


10321 


CUUCUCAU C UCCGAUGA 


7533 


UCAUCGGA CUGAUGAG GCCGUUAGGC CGAA AUGAGAAG 


25909 


711 


10319 


UCUCAUCU C CGAUGAUU 


7534 


AAUCAUCG CUGAUGAG GCCGUUAGGC CGAA AGAUGAGA 


25910 


719 


10311 


CCGAUGAU U GCUCUGAC 


7535 


GUCAGAGC CUGAUGAG GCCGUUAGGC CGAA AUCAUCGG 


25911 


723 


10307 


UGAUUGCU C UGACUUGG 


7536 


CCAAGUCA CUGAUGAG GCCGUUAGGC CGAA AGCAAUCA 


25912 


729 


10301 


CUCUGACU U GGUUGAUA 


7537 


UAUCAACC CUGAUGAG GCCGUUAGGC CGAA AGUCAGAG 


25913 


733 


10297 


GACUUGGU U GAUAGCCA 


7538 


UGGCUAUC CUGAUGAG GCCGUUAGGC CGAA ACCAAGUC 


25914 


737 


10293 


UGGUUGAU A GCCACCUG 


7539 


CAGGUGGC CUGAUGAG GCCGUUAGGC CGAA AUCAACCA 


25915 


751 


10279 


CUGGAUGU U UUCUGCCC 


7540 


GGGCAGAA CUGAUGAG GCCGUUAGGC CGAA ACAUCCAG 


25916 


752 


10278 


UGGAUGUU U UCUGCCCA 


7541 


UGGGCAGA CUGAUGAG GCCGUUAGGC CGAA AACAUCCA 


25917 


753 


10277 


GGAUGUUU U CUGCCCAC 


7542 


GUGGGCAG CUGAUGAG GCCGUUAGGC CGAA AAACAUCC 


25918 


754 


10276 


GAUGUUUU C UGCCCACG 


! 7543 


CGUGGGCA CUGAUGAG GCCGUUAGGC CGAA AAAACAUC 


25919 


768 


10262 


ACGUGGCU C GGGCUCUU 


7544 


AAGAGCCC CUGAUGAG GCCGUUAGGC CGAA AGCCACGU 


25920 


774 


10256 


CUCGGGCU C UUGUGCCA 


7545 


UGGCACAA CUGAUGAG GCCGUUAGGC CGAA AGCCCGAG 


25921 


776 


10254 


CGGGCUCU U GUGCCAAU 


7546 . 


AUUGGCAC CUGAUGAG GCCGUUAGGC CGAA AGAGCCCG 


25922 


785 


10245 


GUGCCAAU C AGGCUGCC 


7547 


GGCAGCCU CUGAUGAG GCCGUUAGGC CGAA AUUGGCAC 


25923 


805 


10225 


CCAGAUGU C CUCUCGUU 


7548 


AACGAGAG CUGAUGAG GCCGUUAGGC CGAA ACAUCUGG 


25924 


808 


10222 


GAUGUCCU C UCGUUUUC 


7549 


GAAAACGA CUGAUGAG GCCGUUAGGC CGAA AGGACAUC 


25925 


810 


10220 


UGUCCUCU C GUUUUCCU 


7550 


AGGAAAAC CUGAUGAG GCCGUUAGGC CGAA AGAGGACA 


25926 


813 


10217 


CCUCUCGU U UUCCUGAA 


7551 


UUCAGGAA CUGAUGAG GCCGUUAGGC CGAA ACGAGAGG 


25927 


814 


10216 


CUCUCGUU U UCCUGAAU 


7552 


AUUCAGGA CUGAUGAG GCCGUUAGGC CGAA AACGAGAG 


25928 


815 


10215 


UCUCGUUU U CCUGAAUA 


7553 


UAUUCAGG CUGAUGAG GCCGUUAGGC CGAA AAACGAGA 


25929 
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816 


10214 


CUCGUUUU C CUGAAUAU 


7554 


AUAUUCAG CUGAUGAG GCCGUUAGGC CGAA AAAACGAG 


25930 


823 


10207 


UCCUGAAU A UGGGACGU 


7555 


ACGUCCCA CUGAUGAG GCCGUUAGGC CGAA AUUCAGGA 


25931 


832 


10198 


UGGGACGU C ACUCCAUU 


7556 


AAUGGAGU CUGAUGAG GCCGUUAGGC CGAA ACGUCCCA 


25932 


836 


10194 


ACGUCACU C CAUUUCUC 


7557 


GAGAAAUG CUGAUGAG GCCGUUAGGC CGAA AGUGACGU 


25933 


840 


10190 


CACUCCAU U UCUCCACU 


7558 


AGUGGAGA CUGAUGAG GCCGUUAGGC CGAA AUGGAGUG 


25934 


841 


10189 


ACUCCAUU U CUCCACUG 


7559 


CAGUGGAG CUGAUGAG GCCGUUAGGC CGAA AAUGGAGU 


25935 


842 


10188 


CUCCAUUU C UCCACUGG 


7560 


CCAGUGGA CUGAUGAG GCCGUUAGGC CGAA AAAUGGAG 


25936 


844 


10186 


CCAUUUCU C CACUGGGG 


7561 


CCCCAGUG CUGAUGAG GCCGUUAGGC CGAA AGAAAUGG 


25937 


854 


10176 


ACUGGGGU U UUGUCUUC 


7562 


GAAGACAA CUGAUGAG GCCGUUAGGC CGAA ACCCCAGU 


25938 


855 


10175 


COGGGGUVJ U UGUCUUCC 


7563 


GGAAGACA CUGAUGAG GCCGUUAGGC CGAA AACCCCAG 


25939 


856 


10174 


UGGGGUUU U GUCUUCCA 


7564 


UGGAAGAC CUGAUGAG GCCGUUAGGC CGAA AAACCCCA 


25940 


859 


10171 


GGUUUUGU C UUCCAUCC 


7565 


GGAUGGAA CUGAUGAG GCCGUUAGGC CGAA ACAAAACC 


25941 


861 


10169 


UUUUGUCU U CCAUCCAU 


7566 


AUGGAUGG CUGAUGAG GCCGUUAGGC CGAA AGACAAAA 


25942 


862 


10168 


UUUGUCUU C CAUCCAUU 


7567 


AAUGGAUG CUGAUGAG GCCGUUAGGC CGAA AAGACAAA 


25943 


866 


10164 


UCUUCCAU C CAUUCAUU 


7568 


AAUGAAUG CUGAUGAG GCCGUUAGGC CGAA AUGGAAGA 


25944 


870 


10160 


CCAUCCAU U CAUUCUCC 


7569 


GGAGAAUG CUGAUGAG GCCGUUAGGC CGAA AUGGAUGG 


25945 


871 


10159 


CAUCCAUU C AUUCUCCU 


7570 


AGGAGAAU CUGAUGAG GCCGUUAGGC CGAA AAUGGAUG 


25946 


874 


10156 


CCAUUCAU U CUCCUCUA 


7571 


UAGAGGAG CUGAUGAG GCCGUUAGGC CGAA AUGAAUGG 


25947 


875 


10155 


CAUUCAUU C UCCUCUAU 


7572 


AUAGAGGA CUGAUGAG GCCGUUAGGC CGAA AAUGAAUG 


25948 


877 


10153 


UUCAUUCU C CUCUAUCC 


7573 


GGAUAGAG CUGAUGAG GCCGUUAGGC CGAA AGAAUGAA 


25949 


880 


10150 


AUUCUCCU C UAUCCAAA 


7574 


UUUGGAUA CUGAUGAG GCCGUUAGGC CGAA AGGAGAAU 


25950 


882 


10148 


UCUCCUCU A UCCAAACA 


7575 


UGUUUGGA CUGAUGAG GCCGUUAGGC CGAA AGAGGAGA 


25951 


884 


10146 


UCCUCUAU C CAAACACG 


7576 


CGUGUUUG CUGAUGAG GCCGUUAGGC CGAA AUAGAGGA 


25952 


895 


10135 


AACACGGU U CCAGACCU 


7577 


AGGUCUGG CUGAUGAG GCCGUUAGGC CGAA ACCGUGUU 


25953 


896 


10134 


ACACGGUU C CAGACCUC 


7578 


GAGGUCUG CUGAUGAG GCCGUUAGGC CGAA AACCGUGU 


25954 


904 


10126 


CCAGACCU C CAACAUGU 


7579 


ACAUGUUG CUGAUGAG GCCGUUAGGC CGAA AGGUCUGG 


25955 


913 


10117 


CAACAUGU C CUCUGUUG 


7580 


CAACAGAG CUGAUGAG GCCGUUAGGC CGAA ACAUGUUG 


25956 


916 


10114 


CAUGUCCU C UGUUGUCA 


7581 


UGACAACA CUGAUGAG GCCGUUAGGC CGAA AGGACAUG 


25957 


920 


10110 


UCCUCUGU U GUCAUCCA 


7582 


UGGAUGAC CUGAUGAG GCCGUUAGGC CGAA ACAGAGGA 


25958 


923 


10107 


UCUGUUGU C AUCCACUC 


7583 


GAGUGGAU CUGAUGAG GCCGUUAGGC CGAA ACAACAGA 


25959 


926 


10104 


GUUGUCAU C CACUCUCC 


7584 


GGAGAGUG CUGAUGAG GCCGUUAGGC CGAA AUGACAAC 


25960 


931 


10099 


CAUCCACU C UCCUCCUG 


7585 


CAGGAGGA CUGAUGAG GCCGUUAGGC CGAA AGUGGAUG 


25961 


933 


10097 


UCCACUCU C CUCCUGCA 


7586^ 


, UGCAGGAG CUGAUGAG GCCGUUAGGC CGAA AGAGUGGA 


25962 


936 


10094 


ACUOJCCU C CUGCAVGG 


7587 


CCAUGCAG CUGAUGAG GCCGUUAGGC CGAA AGGAGAGU 


25963 


959 


10071 


CACGUGGU U CUUCCGGU 


7588 


ACCGGAAG CUGAUGAG GCCGUUAGGC CGAA ACCACGUG 


25964 


960 


10070 


ACGUGGUU C UUCCGGUA 


7589 


UACCGGAA CUGAUGAG GCCGUUAGGC CGAA AACCACGU 


25965 


962 


10068 


GUGGUUCU U CCGGUAGG 


7590 


CCUACCGG CUGAUGAG GCCGUUAGGC CGAA AGAACCAC 


25966 


963 


10067 


UGGUUCUU C CGGUAGGG 


7591 


CCCUACCG CUGAUGAG GCCGUUAGGC CGAA AAGAACCA 


25967 


966 


10062 


CUUCCGGU A GGGACCCA 


7592 


UGGGUCCC CUGAUGAG GCCGUUAGGC CGAA ACCGGAAG 


25968 


979 


10051 


GACCCAAU U CACAGGGA 


7593 


UCCCUGUG CUGAUGAG GCCGUUAGGC CGAA AUUGGGUC 


25969 


980 


10050 


ACCCAAUU C ACAGGGAC 


7594 


GUCCCUGU CUGAUGAG GCCGUUAGGC CGAA AAUUGGGU 


25970 


1006 


10024 


AAUGGCGU U GGCCAUGA 


7595 


UCAUGGCC CUGAUGAG GCCGUUAGGC CGAA ACGCCAUU 


25971 


1024 


10006 


CCGCAGGU C UCUUCUGU 


7596 


ACAGAAGA CUGAUGAG GCCGUUAGGC CGAA ACCUGCGG 


25972 


1026 


10004 


GCAGGUCU C UUCUGUGG 


7597 


CCACAGAA CUGAUGAG GCCGUUAGGC CGAA AGACCUGC 


25973 


1028 


10002 


AGGUCUCU U CUGUGGAA 


7598 


UUCCACAG CUGAUGAG GCCGUUAGGC CGAA AGAGACCU 


25974 


1029 


10001 


GGUCUCUU C UGUGGAAG 


7599 


CUUCCACA CUGAUGAG GCCGUUAGGC CGAA AAGAGACC 


25975 


1039 


9991 


GUGGAAGU A CAGAAGCA 


7600 


UGCUUCUG CUGAUGAG GCCGUUAGGC CGAA ACUUCCAC 


25976 


1055 


9975 


AGCCACAU C UGGGCAUA 


7601 


UAUGCCCA CUGAUGAG GCCGUUAGGC CGAA AUGUGGCU 


25977 


1063 


9967 


CUGGGCAU A AGACUUAG 


7602 


CUAAGUCU CUGAUGAG GCCGUUAGGC CGAA AUGCCCAG 


25978 


1069 


9961 


AUAAGACU U AGCCAGAC 


7603 


GUCUGGCU CUGAUGAG GCCGUUAGGC CGAA AGUCUUAU 


25979 


1070 


9960 


UAAGACUU A GCCAGACA 


7604 


UGUCUGGC CUGAUGAG GCCGUUAGGC CGAA AAGUCUUA 


25980 


1087 


9943 


AGCAGUGU C GCGGACGU 


7605 


ACGUCCGC CUGAUGAG GCCGUUAGGC CGAA ACACUGCU 


25981 


1096 


9934 


GCGGACGU U CCAUCCGG 


7606 


CCGGAUGG CUGAUGAG GCCGUUAGGC CGAA ACGUCCGC 


25982 


1097 


9933 


CGGACGUU C CAUCCGGC 


7607 


GCCGGAUG CUGAUGAG GCCGUUAGGC CGAA AACGUCCG 


25983 


1101 


9929 


CGUUCCAU C CGGCCCCU 


7608 


AGGGGCCG CUGAUGAG GCCGUUAGGC CGAA AUGGAACG 


25984 


1116 


9914 


CUGGAGAU A UGCGAGCU 


7609 


AGCUCGCA CUGAUGAG GCCGUUAGGC CGAA AUCUCCAG 


25985 


1125 


9905 


UGCGAGCU C UGCCUACC 


7610 


GGUAGGCA CUGAUGAG GCCGUUAGGC CGAA AGCUCGCA 


25986 


1131 


9899 


CUCUGCCU A CCAAUUCA 


7611 


UGAAUUGG CUGAUGAG GCCGUUAGGC CGAA AGGCAGAG 


25987 


1137 


9893 


CUACCAAU U CAUCCUGU 


7612 


ACAGGAUG CUGAUGAG GCCGUUAGGC CGAA AUUGGUAG 


25988 


1138 


9892 


UACCAAUU C AUCCUGUC 


7613 


GACAGGAU CUGAUGAG GCCGUUAGGC CGAA AAUUGGUA 


25989 


1141 


9889 


CAAUUCAU C CUGUCCUC 


7614 


GAGGACAG CUGAUGAG GCCGUUAGGC CGAA AUGAAUUG 


25990 


1146 


9884 


CAUCCUGU C CUCGGCAU 


7615 


AUGCCGAG CUGAUGAG GCCGUUAGGC CGAA ACAGGAUG 


25991 
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1149 


9881 


COJGUCCU C GGCAUGGA 


7616 


UCCAUGCC CUGAUGAG GCCGUUAGGC CGAA AGGACAGG 


25992 


1169 


9861 


ACCAGUGU U CUUCCAUC 


7617 


GAUGGAAG CUGAUGAG GCCGUUAGGC CGAA ACACUGGU 


25993 


1170 


9860 


CCAGUGUU C UUCCAUCU 


7618 


AGAUGGAA CUGAUGAG GCCGUUAGGC CGAA AACACUGG 


25994 


1172 


9858 


AGUGOUCU U CCAUCUUU 


7619 


AAAGAUGG CUGAUGAG GCCGUUAGGC CGAA AGAACACU 


25995 


1173 


9857 


GUGUUCUU C CAUCUUUC 


7620 


GAAAGAUG CUGAUGAG GCCGUUAGGC CGAA AAGAACAC 


25996 


1177 


9853 


UCUUCCAU C UUUCAUGA 


7621 


UCAUGAAA CUGAUGAG GCCGUUAGGC CGAA AUGGAAGA 


25997 


1179 


9851 


UUCCAUCU U UCAUGAUC 


7622 


GAUCAUGA CUGAUGAG GCCGUUAGGC CGAA AGAUGGAA 


25998 


1180 


9850 


UCCAUCUU U CAUGAUCA 


7623 


UGAUCAUG CUGAUGAG GCCGUUAGGC CGAA AAGAUGGA 


25999 


1181 


9849 


CCAUCUUU C AUGAUCAA 


7624 


UUGAUCAU CUGAUGAG GCCGUUAGGC CGAA AAAGAUGG 


26000 


1187 


9843 


UUCAUGAU C AAUUCAGU 


7625 


ACUGAAUU CUGAUGAG GCCGUUAGGC CGAA AUCAUGAA 


26001 


1191 


9B39 


UGAUCAAU U CAGUGAAA 


7626 


UUUCACUG CUGAUGAG GCCGUUAGGC CGAA AUUGAUCA 


26002 


1192 


9838 


GAUCAAUU C AGUGAAAU 


7627 


AUUUCACU CUGAUGAG GCCGUUAGGC CGAA AAUUGAUC 


26003 


1204 


9826 


GAAAUGGU U UGAGCAAA 


7628 


UUUGCUCA CUGAUGAG GCCGUUAGGC CGAA ACCAUUUC 


26004 


1205 


9825 


AAAUGGUU U GAGCAAAA 


7629 


UUUUGCUC CUGAUGAG GCCGUUAGGC CGAA AACCAUUU 


26005 


1231 


9799 


CUGCCAAU C AUACCAUC 


7630 


GAUGGUAU CUGAUGAG GCCGUUAGGC CGAA AUUGGCAG 


26006 


1234 


9796 


CCAAUCAU A CCAUCCAG 


7631 


CUGGAUGG CUGAUGAG GCCGUUAGGC CGAA AUGAUUGG 


26007 


1239 


9791 


CAUACCAU C CAGUUGAC 


7632 


GUCAACUG CUGAUGAG GCCGUUAGGC CGAA AUGGUAUG 


26008 


1244 


9786 


CAUCCAGU U GACGGUUU 


7633 


AAACCGUC CUGAUGAG GCCGUUAGGC CGAA ACUGGAUG 


26009 


1251 


9779 


UUGACGGU U UCCACUCU 


7634 


AGAGUGGA CUGAUGAG GCCGUUAGGC CGAA ACCGUCAA 


26010 


1252 


9778 


UGACGGUU U CCACUCUU 


7635 


AAGAGUGG CUGAUGAG GCCGUUAGGC CGAA AACCGUCA 


26011 


1253 


9777 


GACGGUUU C CACUCUUG 


7636 


CAAGAGUG CUGAUGAG GCCGUUAGGC CGAA AAACCGUC 


26012 


1258 


9772 


UUUCCACU C UUGGAUGU 


7637 


ACAUCCAA CUGAUGAG GCCGUUAGGC CGAA AGUGGAAA 


26013 


1260 


9770 


UCCACUCU U GGAUGUCU 


7638 


AGACAUCC CUGAUGAG GCCGUUAGGC CGAA AGAGUGGA 


26014 


1267 


9763 


UUGGAUGU C UUUGCGAA 


7639 


UUCGCAAA CUGAUGAG GCCGUUAGGC CGAA ACAUCCAA 


26015 


1269 


9761 


GGAUGUCU U UGCGAACC 


7640 


GGUUCGCA CUGAUGAG GCCGUUAGGC CGAA AGACAUCC 


26016 


1270 


9760 


GAUGUCUU U GCGAACCU 


7641 


AGGUUCGC CUGAUGAG GCCGUUAGGC CGAA AAGACAUC 


26017 


1279 


9751 


GCGAACCU U UGACAUAG 


7642 


CUAUGUCA CUGAUGAG GCCGUUAGGC CGAA AGGUUCGC 


26018 


1280 


9750 


CGAACCUU U GACAUAGC 


7643 


GCUAUGUC CUGAUGAG GCCGUUAGGC CGAA AAGGUUCG 


26019 


1286 


9744 


UUUGACAU A GCAUUGAG 


7644 


CUCAAUGC CUGAUGAG GCCGUUAGGC CGAA AUGUCAAA 


26020 


1291 


9739 


CAUAGCAU U GAGGAAGU 


7645 


ACUUCCUC CUGAUGAG GCCGUUAGGC CGAA AUGCUAUG 


26021 


1321 


9709 


AAAGCGAU C GUCCAGGG 


7646 


CCCUGGAC CUGAUGAG GCCGUUAGGC CGAA AUCGCUUU 


26022 


1324 


9706 


GCGAUCGU C CAGGGGCU 


7647 


AGCCCCUG CUGAUGAG GCCGUUAGGC CGAA ACGAUCGC 


26023 


1333 


9697 


CAGGGGCU U UACCACAC 


7648 


GUGUGGUA CUGAUGAG GCCGUUAGGC CGAA AGCCCCUG 


26024 


1334 


9696 


AGGGGCUU U ACCACACA 


7649 


UGUGUGGU CUGAUGAG GCCGUUAGGC CGAA AAGCCCCU 


26025 


1335 


9695 


GGGGCUUU A CCACACAG 


7650 


CUGUGUGG CUGAUGAG GCCGUUAGGC CGAA AAAGCCCC 


26026 


1345 


9685 


CACACAGU C AUCUCCAC 


7651 


GUGGAGAU CUGAUGAG GCCGUUAGGC CGAA ACUGUGUG 


26027 


1348 


9682 


ACAGUCAU C UCCACUGA 


7652 


UCAGUGGA CUGAUGAG GCCGUUAGGC CGAA AUGACUGU 


26028 


1350 


9680 


AGUCAUCU C CACUGACA 


7653 


UGUCAGUG CUGAUGAG GCCGUUAGGC CGAA AGAUGACU 


26029 


1374 


9656 


GGCUGAGU C UUUCUUCC 


7654 


GGAAGAAA CUGAUGAG GCCGUUAGGC CGAA ACUCAGCC 


26030 


1376 


9654 


CUGAGUCU U UCUUCCCC 


7655 


GGGGAAGA CUGAUGAG GCCGUUAGGC CGAA AGACUCAG 


26031 


1377 


9653 


UGAGUCUU U CUUCCCCA 


7656 


UGGGGAAG CUGAUGAG GCCGUUAGGC CGAA AAGACUCA 


26032 


1378 


9652 


GAGUCUUU C UUCCCCAU 


7657 


AUGGGGAA CUGAUGAG GCCGUUAGGC CGAA AAAGACUC 


26033 


1380 


9650 


GUCUUUCU U CCCCAUUC 


7658 


GAAUGGGG CUGAUGAG GCCGUUAGGC CGAA AGAAAGAC 


26034 


1381 


9649 


UCUUUCUU C CCCAUUCU 


7659 


AGAAUGGG CUGAUGAG GCCGUUAGGC CGAA AAGAAAGA 


26035 


1387 


9643 


UUCCCCAU U CUCAAACA 


7660 


UGUUUGAG CUGAUGAG GCCGUUAGGC CGAA AUGGGGAA 


26036 


1388 


9642 


UCCCCAUU C UCAAACAG 


7661 


CUGUUUGA CUGAUGAG GCCGUUAGGC CGAA AAUGGGGA 


26037 


1390 


9640 


CCCAUUCU C AAACAGCC 


7662 


GGCUGUUU CUGAUGAG GCCGUUAGGC CGAA AGAAUGGG 


26038 


1403 


9627 


AGCCAGGU C CUGACUUU 


7663 


AAAGUCAG CUGAUGAG GCCGUUAGGC CGAA ACCUGGCU 


26039 


1410 


9620 


UCCUGACU U UGGGUCCU 


7664 


AGGACCCA CUGAUGAG GCCGUUAGGC CGAA AGUCAGGA 


26040 


1411 


9619 


; CCUGACUU U GGGUCCUU 


7665 


AAGGACCC CUGAUGAG GCCGUUAGGC CGAA AAGUCAGG 


26041 


1416 


9614 


CUUUGGGU C CUUUCCCU 


7666 


AGGGAAAG CUGAUGAG GCCGUUAGGC CGAA ACCCAAAG 


26042 


1419 


9611 


UGGGUCCU U UCCCUUUU 


7667 


AAAAGGGA CUGAUGAG GCCGUUAGGC CGAA AGGACCCA 


26043 


1420 


9610 


GGGUCCUU U CCCUUUUG 


7668 


CAAAAGGG CUGAUGAG GCCGUUAGGC CGAA AAGGACCC 


26044 


1421 


9609 


GGUCCUUU C CCUUUUGU 


7669 


ACAAAAGG CUGAUGAG GCCGUUAGGC CGAA AAAGGACC 


26045 


1425 


9605 


CUUUCCCU U UUGUGAGU 


7670 


ACUCACAA CUGAUGAG GCCGUUAGGC CGAA AGGGAAAG 


26046 


1426 


9604 


UUUCCCUU U UGUGAGUU 


7671 


AACUCACA CUGAUGAG GCCGUUAGGC CGAA AAGGGAAA 


26047 


1427 


9603 


UUCCCUUU U GUGAGUUU 


7672 


AAACUCAC CUGAUGAG GCCGUUAGGC CGAA AAAGGGAA 


26048 


1434 


9596 


UUGUGAGU U UCUCCACA 


7673 


UGUGGAGA CUGAUGAG GCCGUUAGGC CGAA ACUCACAA 


26049 


1435 


9595 


UGUGAGUU U CUCCACAU 


7674 


AUGUGGAG CUGAUGAG GCCGUUAGGC CGAA AACUCACA 


26050 


1436 


9594 


GUGAGUUU C UCCACAUC 


7675 


GAUGUGGA CUGAUGAG GCCGUUAGGC CGAA AAACUCAC 


26051 


1438 


9592 


GAGUUUCU C CACAUCAU 


7676 


AUGAUGUG CUGAUGAG GCCGUUAGGC CGAA AGAAACUC 


26052 


1444 


9586 


CUCCACAU C AUCUGGGC 


7677 


GCCCAGAU CUGAUGAG GCCGUUAGGC CGAA AUGUGGAG 


26053 
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1447 


9583 


CACAUCAU C UGGGCCAA 


7678 


UUGGCCCA CUGAUGAG GCCGUUAGGC CGAA AUGAUGUG 


26054 


1457 


9573 


GGGCCAAU C ACUCCUUC 


7679 


GAAGGAGU CUGAUGAG GCCGUUAGGC CGAA AUUGGCCC 


26055 


1461 


9569 


CAAUCACU C CUUCCCCU 


7680 


AGGGGAAG CUGAUGAG GCCGUUAGGC CGAA AGUGAUUG 


26056 


1464 


9566 


UCACUCCU U CCCCUUCC 


7681 


GGAAGGGG CUGAUGAG GCCGUUAGGC CGAA AGGAGUGA 


26057 


1465 


9565 


CACUCCUU C CCCUUCCA 


7682 


UGGAAGGG CUGAUGAG GCCGUUAGGC CGAA AAGGAGUG 


26058 


1470 


9560 


CUUCCCCU U CCAUCAUC 


7683 


GAUGAUGG CUGAUGAG GCCGUUAGGC CGAA AGGGGAAG 


26059 


1471 


9559 


UUCCCCUU C CAUCAUCC 


7684 


GGAUGAUG CUGAUGAG GCCGUUAGGC CGAA AAGGGGAA 


26060 


1475 


9555 


CCUUCCAU C AUCCUCAC 


7685 


GUGAGGAU CUGAUGAG GCCGUUAGGC CGAA AUGGAAGG 


26061 


1478 


9552 


UCCAUCAU C CUCACCAG 


7686 


CUGGUGAG CUGAUGAG GCCGUUAGGC CGAA AUGAUGGA 


26062 


1481 


9549 


AUCAUCCU C ACCAGOJG 


7687 


CAGCUGGU CUGAUGAG GCCGUUAGGC CGAA AGGAUGAU 


26063 


1501 


9529 


GGCCAGGU U GGUGAAAG 


7688 


CUUUCACC CUGAUGAG GCCGUUAGGC CGAA ACCUGGCC 


26064 


1513 


9517 


GAAAGUGU U UAGGGCGU 


7689 


ACGCCCUA CUGAUGAG GCCGUUAGGC CGAA ACACUUUC 


26065 


1514 


9516 


AAAGUGUU U AGGGCGUA 


7690 


UACGCCCU CUGAUGAG GCCGUUAGGC CGAA AACACUUU 


26066 


1515 


9515 


AAGUGUUU A GGGCGUAG 


7691 


CUACGCCC CUGAUGAG GCCGUUAGGC CGAA AAACACUU 


26067 


1522 


9508 


UAGGGCGU A GGUGACAA 


7692 


UUGUCACC CUGAUGAG GCCGUUAGGC CGAA ACGCCCUA 


26068 


1533 


9497 


UGACAACU U GUCCACUC 


7693 


GAGUGGAC CUGAUGAG GCCGUUAGGC CGAA AGUUGUCA 


26069 


1536 


9494 


CAACUUGU C CACUCCCC 


7694 


GGGGAGUG CUGAUGAG GCCGUUAGGC CGAA ACAAGUUG 


26070 


1541 


9489 


UGUCCACU C CCCCUCUG 


7695 


CAGAGGGG CUGAUGAG GCCGUUAGGC CGAA AGUGGACA 


26071 


1547 


9483 


CUCCCCCU C UGAUCUUC 


7696 


GAAGAUCA CUGAUGAG GCCGUUAGGC CGAA AGGGGGAG 


26072 


1552 


9478 


CCUCUGAU C UUCUCUGG 


7697 


CCAGAGAA CUGAUGAG GCCGUUAGGC CGAA AUCAGAGG 


26073 


1554 


9476 


UCUGAUCU U CUCUGGAG 


7698 


CUCCAGAG CUGAUGAG GCCGUUAGGC CGAA AGAUCAGA. 


26074 


1555 


9475 


CUGAUCUU C UCUGGAGA 


7699 


UCUCCAGA CUGAUGAG GCCGUUAGGC CGAA AAGAUCAG 


26075 


1557 


9473 


GAUCUUCU C UGGAGAUA 


7700 


UAUCUCCA CUGAUGAG GCCGUUAGGC CGAA AGAAGAUC 


26076 


1565 


9465 


CUGGAGAU A ACAUCCAU 


7701 


AUGGAUGU CUGAUGAG GCCGUUAGGC CGAA AUCUCCAG 


26077 


1570 


9460 


GAUAACAU C CAUGACGG 


7702 


CCGUCAUG CUGAUGAG GCCGUUAGGC CGAA AUGUUAUC 


26078 


1580 


9450 


AUGACGGU U CUUCCAUC 


7703 


GAUGGAAG CUGAUGAG GCCGUUAGGC CGAA ACCGUCAU 


26079 


1581 


9449 


UGACGGUU C UUCCAUCA 


7704 


UGAUGGAA CUGAUGAG GCCGUUAGGC CGAA AACCGUCA 


26080 


1583 


9447 


ACGGUUCU U CCAUCAGC 


7705 


GCUGAUGG CUGAUGAG GCCGUUAGGC CGAA AGAACCGU 


26081 


1584 


9446 


CGGUUCUU C CAUCAGCA 


7706 


UGCUGAUG CUGAUGAG GCCGUUAGGC CGAA AAGAACCG 


26082 


1588 


9442 


UCUUCCAU C AGCAGCCG 


7707 


CGGCUGCU CUGAUGAG GCCGUUAGGC CGAA AUGGAAGA 


26083 


1604 


9426 


GGGCGCAV C ACUUUCAC 


7708 


GUGAAAGU CUGAUGAG GCCGUUAGGC CGAA AUGCGCCC 


26084 


1608 


9422 


GCAUCACU U UCACAACU 


7709 


AGUUGUGA CUGAUGAG GCCGUUAGGC CGAA AGUGAUGC 


26085 


1609 


9421 


CAUCACUU U CACAACUU 


7710 


AAGUUGUG CUGAUGAG GCCGUUAGGC CGAA AAGUGAUG 


26086 


1610 


9420 


AUCACUUU C ACAACUUU 


7711 


AAAGUUGU CUGAUGAG GCCGUUAGGC CGAA AAAGUGAU 


26087 


1617 


9413 


UCACAACU U UGUGACGA 


7712 


UCGUCACA CUGAUGAG GCCGUUAGGC CGAA AGUUGUGA 


26088 


1618 


9412 


CACAACUU U GUGACGAU 


7713 


AUCGUCAC CUGAUGAG GCCGUUAGGC CGAA AAGUUGUG 


26089 


1627 


9403 


GUGACGAU A GGUGAGCU 


7714 


AGCUCACC CUGAUGAG GCCGUUAGGC CGAA AUCGUCAC 


26090 


1636 


93 94 


GGUGAGCU C AAUGAUGG 


7715 


CCAUCAUU CUGAUGAG GCCGUUAGGC CGAA AGCUCACC 


26091 


1665 


9365 


GCCGAUGU U CCCCAUCA 


7716 


UGAUGGGG CUGAUGAG GCCGUUAGGC CGAA ACAUCGGC 


26092 


1666 


9364 


CCGAUGUU C CCCAUCAA 


7717 


UUGAUGGG CUGAUGAG GCCGUUAGGC CGAA AACAUCGG 


26093 


1672 


9358 


UUCCCCAU C AAGCAGCU 


7718 


AGCUGCUU CUGAUGAG GCCGUUAGGC CGAA AUGGGGAA 


26094 


1681 


9349 


AAGCAGCU C AAGCACCU 


7719 


AGGUGCUU CUGAUGAG GCCGUUAGGC CGAA AGCUGCUU 


26095 


1690 


9340 


AAGCACCU U AGCUUCAU 


7720 


AUGAAGCU CUGAUGAG GCCGUUAGGC CGAA AGGUGCUU 


26096 


1691 


9339 


AGCACCUU A GCUUCAUU 


7721 


AAUGAAGC CUGAUGAG GCCGUUAGGC CGAA AAGGUGCU 


26097 


1695 


9335 


CCUUAGCU U CAUUUUCC 


7722 


GGAAAAUG CUGAUGAG GCCGUUAGGC CGAA AGCUAAGG 


26098 


1696 


9334 


CUUAGCUU C AUUUUCCA 


7723 


UGGAAAAU CUGAUGAG GCCGUUAGGC CGAA AAGCUAAG 


26099 


1699 


9331 


AGCUUCAU U UUCCAAGU 


7724 


ACUUGGAA CUGAUGAG GCCGUUAGGC CGAA AUGAAGCU 


26100 


1700 


9330 


GCUUCAUU U UCCAAGUC 


7725 


GACUUGGA CUGAUGAG GCCGUUAGGC CGAA AAUGAAGC 


26101 


1701 


9329 


CUUCAUUU U CCAAGUCA 


7726 


UGACUUGG CUGAUGAG GCCGUUAGGC CGAA AAAUGAAG 


26102 


1702 


9328 


UUCAUUUU C CAAGUCAG 


7727 


CUGACUUG CUGAUGAG GCCGUUAGGC CGAA AAAAUGAA 


26103 


1708 


9322 


UUCCAAGU C AGCUCUCG 


7728 


CGAGAGCU CUGAUGAG GCCGUUAGGC CGAA ACUUGGAA 


26104 


1713 


9317 


AGUCAGCU C UCGUGAUG 


7729 


CAUCACGA CUGAUGAG GCCGUUAGGC CGAA AGCUGACU 


26105 


1715 


9315 


UCAGCUCU C GUGAUGCG 


7730 


CGCAUCAC CUGAUGAG GCCGUUAGGC CGAA AGAGCUGA 


26106 


1729 


9301 


GCGGGUGU C CCAGCCAG 


7731 


CUGGCUGG CUGAUGAG GCCGUUAGGC CGAA ACACCCGC 


26107 


1744 


9286 


AGCUGUGU C AUCAGCAU 


7732 


AUGCUGAU CUGAUGAG GCCGUUAGGC CGAA ACACAGCU 


26108 


1747 


9283 


UGUGUCAU C AGCAUAGA 


7733 


UCUAUGCU CUGAUGAG GCCGUUAGGC CGAA AUGACACA 


26109 


1753 


9277 


AUCAGCAU A GAUCUUGC 


7734 


GCAAGAUC CUGAUGAG GCCGUUAGGC CGAA AUGCUGAU 


26110 


1757 


9273 


GCAUAGAU C UUGCCCCC 


7735 


GGGGGCAA CUGAUGAG GCCGUUAGGC CGAA AUCUAUGC 


26111 


1759 


9271 


AUAGAUCU U GCCCCCAG 


7736 


CUGGGGGC CUGAUGAG GCCGUUAGGC CGAA AGAUCUAU 


26112 


1782 


9248 


UGCCAACU U CACGCAGG 


7737 


CCUGCGVG CUGAUGAG GCCGUUAGGC CGAA AGUUGGCA 


26113 


1783 


9247 


GCCAACUU C ACGCAGGA 


7738 


UCCUGCGU CUGAUGAG GCCGUUAGGC CGAA AAGUUGGC 


26114 


1795 


9235 


CAGGAUGU A ACCCAGUU 


7739 


AACUGGGU CUGAUGAG GCCGUUAGGC CGAA ACAUCCUG 


26115 
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1803 


9227 


AACCCAGU U UUUGGAGG 


7740 


CCUCCAAA CUGAUGAG GCCGUUAGGC CGAA ACUGGGUU 


26116 


1804 


9226 


ACCCAGUU U UUGGAGGC 


7741 


GCCUCCAA CUGAUGAG GCCGUUAGGC CGAA AACUGGGU 


26117 


1805 


9225 


CCCAGUUU U UGGAGGCC 


7742 


GGCCUCCA CUGAUGAG GCCGUUAGGC CGAA AAACUGGG 


26118 


1806 


9224 


CCAGUUUU U GGAGGCCC 


7743 


GGGCCUCC CUGAUGAG GCCGUUAGGC CGAA AAAACUGG 


26119 


1822 


9208 


CAAGCCCU C GACACCUC 


7744 


GAGGUGUC CUGAUGAG GCCGUUAGGC CGAA AGGGCUUG 


26120 


1830 


9200 


CGACACCU C CUCCUGAG 


7745 


CUCAGGAG CUGAUGAG GCCGUUAGGC CGAA AGGUGUCG 


26121 


1833 


9197 


CACCUCCU C CUGAGUUC 


7746 


GAACUCAG CUGAUGAG GCCGUUAGGC CGAA AGGAGGUG 


26122 


1840 


9190 


UCCUGAGU U CUUUCUUC 


7747 


GAAGAAAG CUGAUGAG GCCGUUAGGC CGAA ACUCAGGA 


26123 


1841 


9189 


CCUGAGUU C UUUCUUCC 


7748 


GGAAGAAA CUGAUGAG GCCGUUAGGC CGAA AACUCAGG 


26124 


1843 


9187 


UGAGUUCU U UCUUCCAA 


7749 


UUGGAAGA CUGAUGAG GCCGUUAGGC CGAA AGAACUCA 


26125 


1844 


9186 


GAGUUCUU U CUUCCAAG 


7750 


CUUGGAAG CUGAUGAG GCCGUUAGGC CGAA AAGAACUC 


26126 


1845 


9185 


AGUUCUUU C UUCCAAGC 


7751 


GCUUGGAA CUGAUGAG GCCGUUAGGC CGAA AAAGAACU 


26127 


1847 


9183 


UUCUUUCU U CCAAGCCA 


7752 


UGGCUUGG CUGAUGAG GCCGUUAGGC CGAA AGAAAGAA 


26128 


1848 


9182 


UCUUUCUU C CAAGCCAG 


7753 


CUGGCUUG CUGAUGAG GCCGUUAGGC CGAA AAGAAAGA 


26129 


1861 


9169 


CCAGUGGU C UUCAUUGA 


7754 


UCAAUGAA CUGAUGAG GCCGUUAGGC CGAA ACCACUGG 


26130 


1863 


9167 


AGUGGUCU U CAUUGAGA | 


7755 


UCUCAAUG CUGAUGAG GCCGUUAGGC CGAA AGACCACU 


26131 


1864 


9166 


GUGGUCUU C AUUGAGAA 


7756 


UUCUCAAU CUGAUGAG GCCGUUAGGC CGAA AAGACCAC 


26132 


1867 


9163 


GUCUUCAU U GAGAAAAC 


7757 


GUUUUCUC CUGAUGAG GCCGUUAGGC CGAA AUGAAGAC 


26133 


1885 


9145 


CAGAGCCU C GAACUCCA 


7758 


UGGAGUUC CUGAUGAG GCCGUUAGGC CGAA AGGCUCUG 


26134 


1891 


9139 


CUCGAACU C CAGAAAGC 


7759 


GCUUUCUG CUGAUGAG GCCGUUAGGC CGAA AGUUCGAG 


26135 


1905 


9125 


AGCGAGCU C CGAGCCAC 


7760 


GUGGCUCG CUGAUGAG GCCGUUAGGC CGAA AGCUCGCU 


26136 


1929 


9101 


AAAUGGCU C UGCUUCCC 


7761 


GGGAAGCA CUGAUGAG GCCGUUAGGC CGAA AGCCAUUU 


26137 


1934 


9096 


GCUCUGCU U CCCUUGGC 


7762 


GCCAAGGG CUGAUGAG GCCGUUAGGC CGAA AGCAGAGC 


26138 


1935 


9095 


CUCUGCUU C CCUVGGCC 


7763 


GGCCAAGG CUGAUGAG GCCGUUAGGC CGAA AAGCAGAG 


26139 


1939 


9091 


GCUUCCCU U GGCCUUUC 


7764 


GAAAGGCC CUGAUGAG GCCGUUAGGC CGAA AGGGAAGC 


26140 


1945 


9085 


CUUGGCCU U UCCGAACU 


7765 


AGUUCGGA CUGAUGAG GCCGUUAGGC CGAA AGGCCAAG 


26141 


1946 


9084 


UUGGCCUU U CCGAACUC 


7766 


GAGUUCGG CUGAUGAG GCCGUUAGGC CGAA AAGGCCAA 


26142 


1947 


9083 


UGGCCUUU C CGAACUCU 


7767 


AGAGUUCG CUGAUGAG GCCGUUAGGC CGAA AAAGGCCA 


26143 


1954 


9076 


UCCGAACU C UCCGGGUU 


7768 


AACCCGGA CUGAUGAG GCCGUUAGGC CGAA AGUUCGGA 


26144 


1956 


9074 


CGAACUCU C CGGGUUUU 


7769 


AAAACCCG CUGAUGAG GCCGUUAGGC CGAA AGAGUUCG 


26145 


1962 


9068 


CUCCGGGU U UUUUCUCU 


7770 


AGAGAAAA CUGAUGAG GCCGUUAGGC CGAA ACCCGGAG 


26146 


1963 


9067 


UCCGGGUU U UUUCUCUC 


7771 


GAGAGAAA CUGAUGAG GCCGUUAGGC CGAA AACCCGGA 


26147 


1964 


9066 


CCGGGUUU U UUCUCUCU 


7772 


AGAGAGAA CUGAUGAG GCCGUUAGGC CGAA AAACCCGG 


26148 


1965 


9065 


CGGGUUUU U UCUCUCUC 


7773 


GAGAGAGA CUGAUGAG GCCGUUAGGC CGAA AAAACCCG 


26149 


1966 


9064 


GGGUUUUU U CUCUCUCU 


7774 


AGAGAGAG CUGAUGAG GCCGUUAGGC CGAA AAAAACCC 


26150 


1967 


9063 


GGUUUUUU C UCUCUCUU 


7775 


AAGAGAGA CUGAUGAG GCCGUUAGGC CGAA AAAAAACC 


26151 


1969 


9061 


UUUUUUCU c ucucuuuc 


7776 


GAAAGAGA CUGAUGAG GCCGUUAGGC CGAA AGAAAAAA 


26152 


1971 


9059 


UUUUCUCU c ucuuuccc 


7777 


GGGAAAGA CUGAUGAG GCCGUUAGGC CGAA AGAGAAAA 


26153 


1973 


9057 


UUCUCUCU C UUUCCCAU 


7778 


AUGGGAAA CUGAUGAG GCCGUUAGGC CGAA AGAGAGAA 


26154 


1975 


9055 


CUCUCUCU U UCCCAUCA 


7779 


UGAUGGGA CUGAUGAG GCCGUUAGGC CGAA AGAGAGAG 


26155 


1976 


9054 


UCUCUCUU U CCCAUCAU 


7780 


AUGAUGGG CUGAUGAG GCCGUUAGGC CGAA AAGAGAGA 


26156 


1977 


9053 


CUCUCUUU C CCAUCAUG 


7781 


CAUGAUGG CUGAUGAG GCCGUUAGGC CGAA AAAGAGAG 


26157 


1982 


9048 


UUUCCCAU C AUGUUGUA 


7782 


UACAACAU CUGAUGAG GCCGUUAGGC CGAA AUGGGAAA 


26158 


1987 


9043 


CAUCAUGU U GUAAAUGC 


7783 


GCAUUUAC CUGAUGAG GCCGUUAGGC CGAA ACAUGAUG 


26159 


1990 


9040 


CAUGUUGU A AAUGCAAG 


7784 


CUUGCAUU CUGAUGAG GCCGUUAGGC CGAA ACAACAUG 


26160 


2007 


9023 


VGUGACAU V CCCCCCGC 


7785 


GCGGGGGG CUGAUGAG GCCGUUAGGC CGAA AUGUCACA 


26161 


2008 


9022 


GUGACAUU C CCCCCGCA 


7786 


UGCGGGGG CUGAUGAG GCCGUUAGGC CGAA AAUGUCAC 


26162 


2026 


9004 


AUGUGCCU C GCGCUCCU 


7787 


AGGAGCGC CUGAUGAG GCCGUUAGGC CGAA AGGCACAU 


26163 


2032 


8998 


CUCGCGCU C CUCAUCCA 


7788 


UGGAUGAG CUGAUGAG GCCGUUAGGC CGAA AGCGCGAG 


26164 


2035 


8995 


GCGCUCCU C AUCCACCA 


7789 


UGGUGGAU CUGAUGAG GCCGUUAGGC CGAA AGGAGCGC 


26165 


2038 


8992 


CUCCUCAU C CACCAUCU 


7790 


AGAUGGUG CUGAUGAG GCCGUUAGGC CGAA AUGAGGAG 


26166 


2045 


8985 


UCCACCAU C UCCCAAAA 


7791 


UUUUGGGA CUGAUGAG GCCGUUAGGC CGAA AUGGUGGA 


26167 


2047 


8983 


CACCAUCU C CCAAAAUU 


7792 


AAUUUUGG CUGAUGAG GCCGUUAGGC CGAA AGAUGGUG 


26168 


2055 


8975 


CCCAAAAU U UUGGAUCU 


7793 


AGAUCCAA CUGAUGAG GCCGUUAGGC CGAA AUUUUGGG 


26169 


2056 


8974 


CCAAAAUU U UGGAUCUU 


7794 


AAGAUCCA CUGAUGAG GCCGUUAGGC CGAA AAUUUUGG 


26170 


2057 


8973 


CAAAAUUU U GGAUCUUC 


7795 


GAAGAUCC CUGAUGAG GCCGUUAGGC CGAA AAAUUUUG 


26171 


2062 


8968 


UUUUGGAU C UUCAACUG 


7796 


CAGUUGAA CUGAUGAG GCCGUUAGGC CGAA AUCCAAAA 


26172 


2064 


8966 


UUGGAUCU U CAACUGCU 


7797 


AGCAGUUG CUGAUGAG GCCGUUAGGC CGAA AGAUCCAA 


26173 


2065 


8965 


UGGAUCUU C AACUGCUU 


7798 


AAGCAGUU CUGAUGAG GCCGUUAGGC CGAA AAGAUCCA 


26174 


2073 


8957 


CAACUGCU U CUCUGGCG 


7799 


CGCCAGAG CUGAUGAG GCCGUUAGGC CGAA AGCAGUUG 


26175 


2074 


8956 


AACUGCUU C UCUGGCGC 


7800 


GCGCCAGA CUGAUGAG GCCGUUAGGC CGAA AAGCAGUU 


26176 


2076 


8954 


CUGCUUCU C UGGCGCUC 


7801 


GAGCGCCA CUGAUGAG GCCGUUAGGC CGAA AGAAGCAG 


26177 
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2084 


8946 


CUGGCGCU C CUCCAUUG 


7802 


CAAUGGAG CUGAUGAG GCOGUUAGGC CGAA AGCGCCAG 


26178 


2087 


8943 


GCGCaCOJ C CAUUGAUU 


7803 


AAUCAAUG CUGAUGAG GCOGUUAGGC CGAA AGGAGCGC 


26179 


2091 


8939 


UCCUCCAU U GAUUCUGC 


7804 


GCAGAAUC CUGAUGAG GCOGUUAGGC CGAA AUGGAGGA 


26180 


2095 


8935 


CCAUUGAU U CUGCUCUU 


7805 


AAGAGCAG CUGAUGAG GCCGUUAGGC CGAA AUCAAUGG 


26181 


2096 


6934 


CAUUGAUU C UGOJCUUC 


7806 


GAAGAGCA CUGAUGAG GCOGUUAGGC CGAA AAUCAAUG 


26182 


2101 


8929 


AUUCUGCU C UUCAAACA 


7807 


UGUUUGAA CUGAUGAG GCCGUUAGGC CGAA AGCAGAAU 


26183 


2103 


8927 


UCUGCUCU U CAAACAUG 


7808 


CAUGUUUG CUGAUGAG GCCGUUAGGC CGAA AGAGCAGA 


26184 


2104 


8926 


CUGCUCUU C AAACAUGG 


7809 


CCAUGUUU CUGAUGAG GCCGUUAGGC CGAA AAGAGCAG j 


26185 


2128 


8902 


AGCUGCAU U GCUGUUGA 


7810 


UCAACAGC CUGAUGAG GCCGUUAGGC CGAA AUGCAGCU 


26186 


2134 


8896 


AUUGCUGU U GACCUUUC 


7811 


GAAAGGUC CUGAUGAG GCCGUUAGGC CGAA ACAGCAAU 


26187 


2140 


8890 


GUUGACCU U UCUUAUGA 


7812 


UCAUAAGA CUGAUGAG GCOGUUAGGC CGAA AGGUCAAC 


26188 


2141 


8889 


UUGACCUU U CUUAUGAA 


7813 


UUCAUAAG CUGAUGAG GCCGUUAGGC CGAA AAGGUCAA 


26189 


2142 


8888 


UGACCUUU C UUAUGAAU 


7814 


AUUCAUAA CUGAUGAG GCCGUUAGGC CGAA AAAGGUCA 


26190 


2144 


8886 


ACCUUUCU U AUGAAUUC 


7815 


GAAUUCAU CUGAUGAG GCOGUUAGGC CGAA AGAAAGGU 


26191 


2145 


8885 


CCUUUCUU A UGAAUUCC 


7816 


GGAAUUCA CUGAUGAG GCOGUUAGGC CGAA AAGAAAGG 


26192 


2151 


8879 


UUAUGAAU U CCUCUCGA 


7817 


UCGAGAGG CUGAUGAG GCCGUUAGGC CGAA AUUCAUAA 


26193 


2152 


8878 


UAUGAAUU C CUCUCGAG 


7818 


CUCGAGAG CUGAUGAG GCCGUUAGGC CGAA AAUUCAUA 


26194 


2155 


8875 


GAAUUCCU C UCGAGAGC 


7819 


GCUCUCGA CUGAUGAG GCCGUUAGGC CGAA AGGAAUUC 


26195 


2157 


8873 


AUUCCUCU C GAGAGCAC 


7820 


GUGCUCUC CUGAUGAG GCCGUUAGGC CGAA AGAGGAAU 


26196 


2168 


8862 


GAGCACAU U CUGGGACG 


7821 


CGUCCCAG CUGAUGAG GCCGUUAGGC CGAA AUGUGCUC 


26197 


2169 


8861 


AGCACAUU C UGGGACGU 


7822 


ACGUCCCA CUGAUGAG GCCGUUAGGC CGAA AAUGUGCU 


26198 


2178 


8852 


UGGGACGU U UUUCUCUG 


7823 


CAGAGAAA CUGAUGAG GCCGUUAGGC CGAA ACGUCCCA 


2619$ 


2179 


8851 


GGGACGUU U UUCUCUGG 


7824 


CCAGAGAA CUGAUGAG GCCGUUAGGC CGAA AACGUCCC 


26200 


2180 


8850 


GGACGUUU U UCUCUGGC 


7825 


GCCAGAGA CUGAUGAG GCCGUUAGGC CGAA AAACGUCC 


26201 


2181 


8849 


GACGUUUU U CUCUGGCC 


7826 


GGCCAGAG CUGAUGAG GCCGUUAGGC CGAA AAAACGUC 


26202 


2182 


8846 


ACGUUUUU C UCUGGCCA 


7827 


UGGCCAGA CUGAUGAG GCCGUUAGGC CGAA AAAAACGU 


26203 


2184 


8846 


GUUUUUCU C UGGCCAAA 


7828 


UUUGGCCA CUGAUGAG GCCGUUAGGC CGAA AGAAAAAC 


26204 


2209 


8821 


CAACCAGU U GGUGGUCU 


7829 


AGACCACC CUGAUGAG GCCGUUAGGC CGAA ACUGGUUG 


26205 


2216 


8814 


UUGGUGGU C UCAUUGAG 


7830 


CUCAAUGA CUGAUGAG GCCGUUAGGC CGAA ACCACCAA 


26206 


2218 


8812 


GGUGGUCU C AUUGAGCA 


7831 


UGCUCAAU CUGAUGAG GCCGUUAGGC CGAA AGACCACC 


26207 


2221 


8809 


GGUCUCAU U GAGCACGU 


7832 


ACGUGCUC CUGAUGAG GCCGUUAGGC CGAA AUGAGACC 


26208 


2230 


8800 


GAGCACGU A CUUCACUC 


7833 


GAGUGAAG CUGAUGAG GCCGUUAGGC CGAA ACGUGCUC 


26209 


2233 


8797 


CACGUACU U CACUCCUU 


7834 


AAGGAGUG CUGAUGAG GCCGUUAGGC CGAA AGUACGUG 


26210 


2234 


8796. 


ACGUACUU C ACUCCUUC 


7835 


GAAGGAGU CUGAUGAG GCCGUUAGGC CGAA AAGUACGU 


26211 


2238 


8792 


ACUUCACU C CUUCUGGC 


7836 


j GCCAGAAG CUGAUGAG GCCGUUAGGC CGAA AGUGAAGU 


26212 


2241 


8789 


UCACUCCU U CUGGCGGU 


7837 


ACCGCCAG CUGAUGAG GCCGUUAGGC CGAA AGGAGUGA 


26213 


2242 


8768 


CACUCCUU C UGGCGGUU 


7838 


AACCGCCA CUGAUGAG GCCGUUAGGC CGAA AAGGAGUG 


26214 


2250 


8780 


CUGGCGGU U CAGGAGCU 


7839 


AGCUCCUG CUGAUGAG GCCGUUAGGC CGAA ACCGCCAG 


26215 


2251 


8779 


UGGCGGUU C AGGAGCUU 


7840 


AAGCUCCU CUGAUGAG GCCGUUAGGC CGAA AACCGCCA 


26216 


2259 


8771 


CAGGAGCU U UCGUGUCC 


7841 


GGACACGA CUGAUGAG GCCGUUAGGC CGAA AGCUCCUG 


26217 


2260 


8770 


AGGAGCUU U CGUGUCCA 


7842 


UGGACACG CUGAUGAG GCCGUUAGGC CGAA AAGCUCCU 


26218 


2261 


8769 


GGAGCUUU C GUGUCCAC 


7843 


GUGGACAC CUGAUGAG GCCGUUAGGC CGAA AAAGCUCC 


26219 


2266 


8764 


UUUCGUGU C CACCUUCU 


7844 


AGAAGGUG CUGAUGAG GCCGUUAGGC CGAA ACACGAAA 


26220 


2272 


8758 


GUCCACCU U CUCUUUGA 


7845 


UCAAAGAG CUGAUGAG GCCGUUAGGC CGAA AGGUGGAC 


26221 


2273 


8757 


UCCACCUU C UCUUUGAA 


7846 


UUCAAAGA CUGAUGAG GCCGUUAGGC CGAA AAGGUGGA 


26222 


2275 


8755 


CACCUUCU C UUUGAACA 


7847 


UGUUCAAA CUGAUGAG GCCGUUAGGC CGAA AGAAGGUG 


26223 


2277 


8753 


CCUUCUCU U UGAACACU 


7848 


AGUGUUCA CUGAUGAG GCCGUUAGGC CGAA AGAGAAGG 


26224 


2278 


8752 


CUUCUCUU U GAACACUC 


7849 


GAGUGUUC CUGAUGAG GCCGUUAGGC CGAA AAGAGAAG 


26225 


2286 


8744 


UGAACACU C GCUGCUGC 


7850 


GCAGCAGC CUGAUGAG GCCGUUAGGC CGAA AGUGUUCA 


26226 


2306 


8724 


AAGGGAGU A GUGUCAGU 


7851 


ACUGACAC CUGAUGAG GCCGUUAGGC CGAA ACUCCCUU 


26227 


2311 


8719 


AGUAGUGU C AGUCAUGG 


7852 


CCAUGACU CUGAUGAG GCCGUUAGGC CGAA ACACUACU 


26228 


2315 


8715 


GUGUCAGU C AUGGCCAU 


7853 


AUGGCCAU CUGAUGAG GCCGUUAGGC CGAA ACUGACAC 


26229 


2330 


8700 


AUGGUGGU A ACAUUCGU 


7854 


ACGAAUGU CUGAUGAG GCCGUUAGGC CGAA ACCACCAU 


26230 


2335 


8695 


GGUAACAU U CGUGAUGG 


7855 


CCAUCACG CUGAUGAG GCCGUUAGGC CGAA AUGUUACC 


26231 


2336 


8694 


GUAACAUU C GUGAUGGU 


7856 


ACCAUCAC CUGAUGAG GCCGUUAGGC CGAA AAUGUUAC 


26232 


2347 


8683 


GAUGGUGU C CCAUGGUU 


7857 


AACCAUGG CUGAUGAG GCCGUUAGGC CGAA ACACCAUC 


26233 


2355 


8675 


CCCAUGGU U UUGAGAGG 


7858 


CCUCUCAA CUGAUGAG GCCGUUAGGC CGAA ACCAUGGG 


26234 


2356 


8674 


CCAUGGUU U UGAGAGGA 


7859 


UCCUCUCA CUGAUGAG GCOGUUAGGC CGAA AACCAUGG 


26235 


2357 


8673 


CAUGGUUU U GAGAGGAG 


7860 


CUCCUCUC CUGAUGAG GCCGUUAGGC CGAA AAACCAUG 


26236 


2376 


8654 


UGACCACU C CAUUGACC 


7861 


GGUCAAUG CUGAUGAG GCCGUUAGGC CGAA AGUGGUCA 


26237 


2380 


8650 


CACUCCAU U GACCAGCG 


7862 


CGCUGGUC CUGAUGAG GCCGUUAGGC CGAA AUGGAGUG 


26238 


2410 


8620 


UGUGGGCU U CACAUCAU 


7863 


AUGAUGUG CUGAUGAG GCCGUUAGGC CGAA AGCCCACA 


26239 
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2411 


8619 


GUGGGCUU C ACAUCAUA 


7864 


UAUGAUGU CUGAUGAG GCCGUUAGGC CGAA AAGCCCAC 


26240 


2416 


8614 


CUUCACAU C AUAACUGC 


7865 


GCAGUUAU CUGAUGAG GCCGUUAGGC CGAA AUGUGAAG 


26241 


2419 


8611 


CACAUCAU A ACUGCCGU 


7866 ! 


ACGGCAGU CUGAUGAG GCCGUUAGGC CGAA AUGAUGUG j 


26242 


2431 


8599 


GCCGUGAU A GUUCCAGG 


7867 


CCUGGAAC CUGAUGAG GCCGUUAGGC CGAA AUCACGGC 


26243 


2434 


8596 


GUGAUAGU U CCAGGUUC 


7868 


GAACCUGG CUGAUGAG GCCGUUAGGC CGAA ACUAUCAC 


26244 


2435 


8595 


UGAUAGUU C CAGGUUCU 


7869 


AGAACCUG CUGAUGAG GCCGUUAGGC CGAA AACUAUCA 


26245 


2441 


8589 


UUCCAGGU U CUAUAUGG 


7870 


CCAUAUAG CUGAUGAG GCCGUUAGGC CGAA ACCUGGAA 


26246 


2442 


8588 


UCCAGGUU C UADAUGGG 


7871 


CCCAUAUA CUGAUGAG GCCGUUAGGC CGAA AACCUGGA 


26247 


2444 


8586 


CAGGUUCU A UAUGGGUG 


7872 


CACCCAUA CUGAUGAG GCCGUUAGGC CGAA AGAACCUG 


26248 


2446 


8584 


GGUUCUAU A UGGGUGGU 


7873 


ACCACCCA CUGAUGAG GCCGUUAGGC CGAA AUAGAACC 


26249 


2455 


8575 


UGGGUGGU U CUCAUCX3U 


7874 


ACGAUGAG CUGAUGAG GCCGUUAGGC CGAA ACCACCCA 


26250 


2456 


8574 


GGGUGGUU C UCAUCGUG 


7875 


CACGAUGA CUGAUGAG GCCGUUAGGC CGAA AACCACCC 


26251 


2458 


8572 


GUGGUUCU C AUCGUGGU 


7876 


ACCACGAU CUGAUGAG GCCGUUAGGC CGAA AGAACCAC 


26252 


2461 


8569 


GUUCUCAU C GUGGUGCC 


7877 


GGCACCAC CUGAUGAG GCCGUUAGGC CGAA AUGAGAAC 


26253 


2474 


8556 


UGCCACGU C GAACUGUA 


7878 


UACAGUUC CUGAUGAG GCCGUUAGGC CGAA ACGUGGCA 


26254 


2482 


8548 


CGAACUGU A CUCACGCC 


7879 


GGCGUGAG CUGAUGAG GCCGUUAGGC CGAA ACAGUUCG 


26255 


2485 


8545 


ACUGUACU C ACGCCUGA 


7880 


UCAGGCGU CUGAUGAG GCCGUUAGGC CGAA AGUACAGU 


26256 


2496 


8534 


GCCUGAGU C GUUCAAUC 


7881 


GAUUGAAC CUGAUGAG GCCGUUAGGC CGAA ACUCAGGC 


26257 


2499 


8531 


UGAGUCGU U CAAUCCUG 


7882^ 


CAGGAUUG CUGAUGAG GCCGUUAGGC CGAA ACGACUCA 


26258 


2500 


8530 


GAGUCGUU C AAUCCUGU 


7883 


ACAGGAUU CUGAUGAG GCCGUUAGGC CGAA AACGACUC 


26259 


2504 


8526 


CGUUCAAU C CUGUUCUU 


7884 


AAGAACAG CUGAUGAG GCCGUUAGGC CGAA AUUGAACG 


26260 


2509 


8521 


AAUCCUGU U CUUGAUUU 


7885 


AAAUCAAG CUGAUGAG GCCGUUAGGC CGAA ACAGGAUU 


26261 


2510 


8520 


AUCCUGUU C UUGAUUUU 


7886 


AAAAUCAA CUGAUGAG GCCGUUAGGC CGAA AACAGGAU 


26262 


2512 


8518 


CCUGUUCU U GAUUUUAC 


7887 


GUAAAAUC CUGAUGAG GCCGUUAGGC CGAA AGAACAGG 


26263 


2516 


8514 


UUCUUGAU U UUACUGGU 


7888 


ACCAGUAA CUGAUGAG GCCGUUAGGC CGAA AUCAAGAA 


26264 


2517 


8513 


UCUUGAUU U UACUGGUG 


7889 


CACCAGUA CUGAUGAG GCCGUUAGGC CGAA AAUCAAGA 


26265 


2518 


8512 


CUUGAUUU U ACUGGUGU 


7890 


ACACCAGU CUGAUGAG GCCGUUAGGC CGAA AAAUCAAG 


26266 


2519 


8511 


UUGAUUUU A CUGGUGUC 


7891 


GACACCAG CUGAUGAG GCCGUUAGGC CGAA AAAAUCAA 


26267 


2527 


8503 


ACUGGUGU C UGAGUUGA 


7892 


UCAACUCA CUGAUGAG GCCGUUAGGC CGAA ACACCAGU 


26268 


2533 


8497 


GUCUGAGU U GAGCAGGG 


7893 


CCCUGCUC CUGAUGAG GCCGUUAGGC CGAA ACUCAGAC 


26269 


2544 


8466 


GCAGGGGU U UUCCCACC 


7894 


GGUGGGAA CUGAUGAG GCCGUUAGGC CGAA ACCCCUGC 


26270 


2545 


8485 


CAGGGGUU U UCCCACCG 


7895 


CGGUGGGA CUGAUGAG GCCGUUAGGC CGAA AACCCCUG 


26271 


2546 


8484 


AGGGGUUU U CCCACCGC 


7896 


GCGGUGGG CUGAUGAG GCCGUUAGGC CGAA AAACCCCU 


26272 


2547 


8483 


GGGGUUUU C CCACCGCC 


7897 


GGCGGUGG CUGAUGAG GCCGUUAGGC CGAA AAAACCCC 


26273 


2561 


8469 


GCCCUGGU U CCACUUCC 


7898 


GGAAGUGG CUGAUGAG GCCGUUAGGC CGAA ACCAGGGC 


26274 


2562 


8466 


CCCUGGUV C CACUUCCC 


7899 


GGGAAGUG CUGAUGAG GCCGUUAGGC CGAA AACCAGGG 


26275 


2567 


8463 


GUUCCACU U CCCAAGUU 


7900 


AACUUGGG CUGAUGAG GCCGUUAGGC CGAA AGUGGAAC 


26276 


2568 


8462 


UUCCACUU C CCAAGUUU 


7901 


AAACUUGG CUGAUGAG GCCGUUAGGC CGAA AAGUGGAA 


26277 


2575 


8455 


UCCCAAGU U UACAUCUU 


7902 


AAGAUGUA CUGAUGAG GCCGUUAGGC CGAA ACUUGGGA 


26278 


2576 


8454 


CCCAAGUU U ACAUCUUC 


7903 


GAAGAUGU CUGAUGAG GCCGUUAGGC CGAA AACUUGGG 


26279 


2577 


8453 


CCAAGUUU A CAUCUUCC 


7904 


GGAAGAUG CUGAUGAG GCCGUUAGGC CGAA AAACUUGG 


26280 


2581 


8449 


GUUUACAU C UUCCUCGU 


7905 


ACGAGGAA CUGAUGAG GCCGUUAGGC CGAA AUGUAAAC 


26281 


2583 


8447 


UUACAUCU U CCUCGUAU 


7906 


AUACGAGG CUGAUGAG GCCGUUAGGC CGAA AGAUGUAA 


26282 


2584 


8446 


UACAUCUU C CUCGUAUU 


7907 


AAUACGAG CUGAUGAG GCCGUUAGGC CGAA AAGAUGUA 


26283 


2587 


8443 


AUCUUCCU C GUAUUGGG 


7908 


CCCAAUAC CUGAUGAG GCCGUUAGGC CGAA AGGAAGAU 


26284 


2590 


8440 


UUCCUCGU A UUGGGGUC 


7909 


GACCCCAA CUGAUGAG GCCGUUAGGC CGAA ACGAGGAA 


26285 


2592 


8438 


CCUCGUAU U GGGGUCCC 


7910 


GGGACCCC CUGAUGAG GCCGUUAGGC CGAA AUACGAGG 


26286 


2598 


8432 


AUUGGGGU C CCUUCCAG 


7911 


CUGGAAGG CUGAUGAG GCCGUUAGGC CGAA ACCCCAAU 


26287 


2602 


8428 


GGGUCCCU U CCAGGUCC 


7912 


GGACCUGG CUGAUGAG GCCGUUAGGC CGAA AGGGACCC 


26288 


2603 


8427 


GGUCCCUU C CAGGUCCU 


7913 


AGGACCUG CUGAUGAG GCCGUUAGGC CGAA AAGGGACC 


26289 


2609 


8421 


UUCCAGGU C CUUUUUUC 


7914 


GAAAAAAG CUGAUGAG GCCGUUAGGC CGAA ACCUGGAA 


26290 


2612 


8418 


CAGGUCCU U UUUUCCAU 


7915 


AUGGAAAA CUGAUGAG GCCGUUAGGC CGAA AGGACCUG 


26291 


2613 


8417 


AGGUCCUU U UUUCCAUU 


7916 


AAUGGAAA CUGAUGAG GCCGUUAGGC CGAA AAGGACCU 


26292 


2614 


8416 


GGUCCUUU U UUCCAUUC 


7917 


GAAUGGAA CUGAUGAG GCCGUUAGGC CGAA AAAGGACC 


26293 


2615 


8415 


GUCCUUUU U UCCAUUCU 


7918 


AGAAUGGA CUGAUGAG GCCGUUAGGC CGAA AAAAGGAC 


26294 


2616 


8414 


UCCUUUUU U CCAUUCUU 


7919 


AAGAAUGG CUGAUGAG GCCGUUAGGC CGAA AAAAAGGA 


26295 


2617 


8413 


CCUUUUUU C CAUUCUUC 


7920 


GAAGAAUG CUGAUGAG GCCGUUAGGC CGAA AAAAAAGG 


26296 


2621 


8409 


UUUUCCAU U CUUCCUAG 


7921 


CUAGGAAG CUGAUGAG GCCGUUAGGC CGAA AUGGAAAA 


26297 


2622 


8408 


UUUCCAUU C UUCCUAGG 


7922 


CCUAGGAA CUGAUGAG GCCGUUAGGC CGAA AAUGGAAA 


26298 


2624 


8406 


UCCAUUCU U CCUAGGAG 


7923 


CUCCUAGG CUGAUGAG GCCGUUAGGC CGAA AGAAUGGA 


26299 


2625 


8405 


CCAUUCUU C CUAGGAGC 


7924 


GCUCCUAG CUGAUGAG GCCGUUAGGC CGAA AAGAAUGG 


26300 


2628 


8402 


UUCUUCCU A GGAGCACC 


7925 


GGUGCUCC CUGAUGAG GCCGUUAGGC CGAA AGGAAGAA 


26301 
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2645 t 8385 


UGGCOGGU C AUAUUCAC 


7926 


GUGAAUAU CUGAUGAG GCCGUUAGGC CGAA ACCAGCCA 


26302 


2648 8382 


CUGGUCAU A UUCACUGA 


7927 


UCAGUGAA CUGAUGAG GCCGUUAGGC CGAA AUGACCAG 


26303 


2650 


8380 


GGUCAUAU U CACUGAAU 


7928 


AUUCAGUG CUGAUGAG GCCGUUAGGC CGAA AUAUGACC 


26304 


2651 


8379 


GUCAUAUU C ACUGAAUG 


7929 


CAUUCAGU CUGAUGAG GCCGUUAGGC CGAA AAUAUGAC 


26305 


2661 


8369 


CUGAAUGU A CCACAUUG 


7930 


CAAUGUGG CUGAUGAG GCCGUUAGGC CGAA ACAUUCAG 


26306 


2668 


8362 


UACCACAU U GCCUGAAG 


7931 


CUUCAGGC CUGAUGAG GCCGUUAGGC CGAA AUGUGGUA 


26307 


2679 


8351 


CUGAAGCU C GACUCACC 


7932 


GGUGAGUC CUGAUGAG GCCGUUAGGC CGAA AGCUUCAG 


26308 


2684 


8346 


GCUCGACU C ACCCAAUA 


7933 


UAUUGGGU CUGAUGAG GCCGUUAGGC CGAA AGUCGAGC 


26309 


2692 


8338 


CACCCAAU A CAUCUCGU 


7934 


ACGAGAUG CUGAUGAG GCCGUUAGGC CGAA AUUGGGUG 


26310 


2696 


8334 


CAAUACAU C UCGUGCGU 


7935 


ACGCACGA CUGAUGAG GCCGUUAGGC CGAA AUGUAUUG 


26311 


2698 


8332 


AUACAUCU C GUGCGUGG 


7936 


CCACGCAC CUGAUGAG GCCGUUAGGC CGAA AGAUGUAU 


26312 


2710 


8320 


CGUGGAAD U CCGUGAGA 


7937 


UCUCACGG CUGAUGAG GCCGUUAGGC CGAA AUUCCACG 


26313 


2711 


8319 


GUGGAAUU C CGUGAGAG 


7938 


CUCUCACG CUGAUGAG GCCGUUAGGC CGAA AAUUCCAC 


26314 


2725 


8305 


GAGUGGGU U UCUGACCA 


7939 


UGGUCAGA CUGAUGAG GCCGUUAGGC CGAA ACCCACUC 


26315 


2726 


8304 


AGUGGGUU U CUGACCAG 


7940 


CUGGUCAG CUGAUGAG GCCGUUAGGC CGAA AACCCACU 


26316 


2727 


8303 


GUGGGUUU C UGACCAGU 


7941 


ACUGGUCA CUGAUGAG GCCGUUAGGC CGAA AAACCCAC 


26317 


2736 


8294 


UGACCAGU C CCCCCCCA 


7942 


UGGGGGGG CUGAUGAG GCCGUUAGGC CGAA ACUGGUCA 


26318 


2746 


8284 


CCCCCCAU A CCGGCGUU 


7943 


AACGCCGG CUGAUGAG GCCGUUAGGC CGAA AUGGGGGG 


26319 


2754 


8276 


ACCGGCGU U GGAGCAGC 


7944 


GCUGCUCC CUGAUGAG GCCGUUAGGC CGAA ACGCCGGU 


26320 


2764 


8266 


GAGCAGCU C CAUCUUCU 


7945 


AGAAGAUG CUGAUGAG GCCGUUAGGC CGAA AGCUGCUC 


26321 


2768 


8262 


AGCUCCAU C UUCUCUAU 


7946 


AUAGAGAA CUGAUGAG GCCGUUAGGC CGAA AUGGAGCU 


26322 


2770 


8260 


CUCCAUCU U CUCUAUGA 


7947 


UCAUAGAG CUGAUGAG GCCGUUAGGC CGAA AGAUGGAG 


26323 


2771 


8259 


UCCAUCUU C UCUAUGAC 


7948 


GUCAUAGA CUGAUGAG GCCGUUAGGC CGAA AAGAUGGA 


26324 


2773 


8257 


CAUCUUCU C UAUGACUU 


7949 


AAGUCAUA CUGAUGAG GCCGUUAGGC CGAA AGAAGAUG 


26325 


2775 


8255 


UCUUCUCU A UGACUUUC 


7950 


GAAAGUCA CUGAUGAG GCCGUUAGGC CGAA AGAGAAGA 


26326 


2781 


8249 


CUAUGACU U UCGGCAUG 


7951 


CAUGCCGA CUGAUGAG GCCGUUAGGC CGAA AGUCAUAG 


26327 


2782 


8246 


UAUGACUU U CGGCAUGU 


7952 


ACAUGCCG CUGAUGAG GCCGUUAGGC' CGAA AAGUCAUA 


26328 


2783 


8247 


AUGACUUU C GGCAUGUA 


7953 


UACAUGCC CUGAUGAG GCCGUUAGGC CGAA AAAGUCAU 


26329 


2791 


8239 


CGGCAUGU A GGGGCAGA 


7954 


UCUGCCCC CUGAUGAG GCCGUUAGGC CGAA ACAUGCCG 


26330 


2806 


8224 


GAGCACCU U CACGCAAA 


7955 


UUUGCGUG CUGAUGAG GCCGUUAGGC CGAA AGGUGCUC 


26331 


2807 


8223 


AGCACCUU C ACGCAAAA 


7956 


UUUUGCGU CUGAUGAG GCCGUUAGGC CGAA AAGGUGCU 


26332 


2817 


8213 


CGCAAAAU U CCCUUGGC 


7957 


GCCAAGGG CUGAUGAG GCCGUUAGGC CGAA AUUUUGCG 


26333 


2818 


8212 


GCAAAAUU C CCUUGGCC 


7958 


GGCCAAGG CUGAUGAG GCCGUUAGGC CGAA AAUUUUGC 


26334 


2822 


8208 


AAUUCCCU U GGCCCUCG 


7959 


CGAGGGCC CUGAUGAG GCCGUUAGGC CGAA AGGGAAUU 


26335 


2829 


8201 


UUGGCCCU C GGUGCAGC 


7960 


GCUGCACC CUGAUGAG GCCGUUAGGC CGAA AGGGCCAA 


26336 


2842 


8188 


CAGCCAGU C CUCAACCA 


7961 


UGGUUGAG CUGAUGAG GCCGUUAGGC CGAA ACUGGCUG 


26337 


2845 


B185 


CCAGUCCU C AACCAUUU 


7962 


AAAUGGUU CUGAUGAG GCCGUUAGGC CGAA AGGACUGG 


26338 


2852 


8178 


UCAACCAU U UCAAGGAC 


7963 


GUCCUUGA CUGAUGAG GCCGUUAGGC CGAA AUGGUUGA 


26339 


2853 


8177 


CAACCAUU U CAAGGACC 


7964 


GGUCCUUG CUGAUGAG GCCGUUAGGC CGAA AAUGGUUG 


26340 


2854 


8176 


AACCAUUU C AAGGACCC 


7965 


GGGUCCUU CUGAUGAG GCCGUUAGGC CGAA AAAUGGUU 


26341 


2867 


8163 


ACCCGAAU C GUCCUAUG 


7966 


CAUAGGAC CUGAUGAG GCCGUUAGGC CGAA AUUCGGGU 


26342 


2870 


8160 


CGAAUCGU C CUAUGCUC 


7967 


GAGCAUAG CUGAUGAG GCCGUUAGGC CGAA ACGAUUCG 


26343 


2873 


8157 


AUCGUCCU A UGCUCUUC 


7968 


GAAGAGCA CUGAUGAG GCCGUUAGGC CGAA AGGACGAU 


26344 


2878 


8152 


CCUAUGCU C UUCAACCU 


7969 


AGGUUGAA CUGAUGAG GCCGUUAGGC CGAA AGCAUAGG 


26345 


2880 


8150 


UAUGCUCU U CAACCUCA 


7970 


UGAGGUUG CUGAUGAG GCCGUUAGGC CGAA AGAGCAUA 


26346 


2881 


8149 


AUGCUCUU C AACCUCAG 


7971 


CUGAGGUU CUGAUGAG GCCGUUAGGC CGAA AAGAGCAU 


26347 


2887 


8143 


UUCAACCU C AGCACUUG 


7972 


CAAGUGCU CUGAUGAG GCCGUUAGGC CGAA AGGUUGAA 


26348 


2894 


8136 


UCAGCACU U GACGAGGA 


7973 


UCCUCGUC CUGAUGAG GCCGUUAGGC CGAA x AGUG CUG A 


26349 


2905 


8125 


CGAGGACU C UCCGAUGU 


7974 


ACAUCGGA CUGAUGAG GCCGUUAGGC CGAA AGUCCUCG 


26350 


2907 


8123 


AGGACUCU C CGADGUCA 


7975 


UGACAUCG CUGAUGAG GCCGUUAGGC CGAA AGAGUCCU 


26351 


2914 


8116 


UCCGAUGU C ACAAAGGA 


7976 


UCCUUUGU CUGAUGAG GCCGUUAGGC CGAA ACAUCGGA 


26352 


2929 


8101 


GAGGGUGU C ACAACACU 


7977 


AGUGUUGU CUGAUGAG GCCGUUAGGC CGAA ACACCCUC 


26353 


2938 


8092 


ACAACACU C AGAAGGUC 


7978 


GACCUUCU CUGAUGAG GCCGUUAGGC CGAA AGUGUUGU 


26354 


2946 


8064 


CAGAAGGU C UGUAGAAC 


7979 


i GUUCUACA CUGAUGAG GCCGUUAGGC CGAA ACCUUCUG 


26355 


2950 


8080 


AGGUCUGU A GAACACAU 


7980 


AUGUGUUC CUGAUGAG GCCGUUAGGC CGAA ACAGACCU 


26356 


2959 


8071 


GAACACAU C CACUCCAC 


7981 


| GUGGAGUG CUGAUGAG GCCGUUAGGC CGAA AUGUGUUC 


26357 


2964 


8066 


CAUCCACU C CACUCUUC 


7982 


GAAGAGUG CUGAUGAG GCCGUUAGGC CGAA AGUGGAUG 


26358 


2969 


8061 


ACUCCACU C UUCAUGGU 


7983 


ACCAUGAA CUGAUGAG GCCGUUAGGC CGAA AGUGGAGU 


26359 


2971 


8059 


UCCACUCU U CAUGGUGA 


7984 


UCACCAUG CUGAUGAG GCCGUUAGGC CGAA AGAGUGGA 


26360 


2972 


8058 


CCACUCUU C AUGGUGAC 


7985 


GUCACCAU CUGAUGAG GCCGUUAGGC CGAA AAGAGUGG 


26361 


2986 


8044 


GACAAUGU U CCAUCCAU 


7986 


AUGGAUGG CUGAUGAG GCCGUUAGGC CGAA ACAUUGUC 


26362 


2987 


8043 


ACAAUGUU C CAUCCAUA 


7987 


UAUGGAUG CUGAUGAG GCCGUUAGGC CGAA AACAUUGU 


26363 
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2991 


8039 


UGUUCCAU C CAUAACUU 


7988 


AAGUUAUG CUGAUGAG GCCGUUAGGC CGAA AUGGAACA 


26364 


2995 


8035 


CCAUCCAU A ACUUUGCA 


7989 


UGCAAAGU CUGAUCiAU GCCGUUAGGC CGAA AUGGAUGG 


2636S 


2999 


8031 


CCAUAACU U UGCACUAG 


7990 


CUAGUGCA CUGAUGAG GCCGUUAGGC CGAA AGUUAUGG 


26366 


3000 


8030 


CAUAACUU U GCACUAGU 


7991 


ACUAGUGC CUGAUGAG GCCGUUAGGC CGAA AAGUUAUG 


26367 


3006 


8024 


UUUGCACU A GUUGGGGC 


7992 


GCCCCAAC CUGAUGAG GCCGUUAGGC CGAA AGUGCAAA 


26368 


3009 


8021 


GCACUAGU U GGGGCUCU 


7993 


AGAGCCCC CUGAUGAG GCCGUUAGGC CGAA ACUAGUGC 


26369 


3016 


8014 


UUGGGGCU C UUCAUGUC 


7994 


GACAUGAA CUGAUGAG GCCGUUAGGC CGAA AGCCCCAA 


26370 


3018 


8012 


GGGGCUCU U CAUGUCCG 


7995 


CGGACAUG CUGAUGAG GCCGUUAGGC CGAA AGAGCCCC 


26371 


3019 


8011 


GGGCUCUU C AUGUCCGG 


7996 


CCGGACAU CUGAUGAG GCCGUUAGGC CGAA AAGAGCCC 


26372 


3024 


8006 


CUUCAUGU C CGGGACCG 


7997 


CGGUCCCG CUGAUGAG GCCGUUAGGC CGAA .ACAUGAAG 


26373 


3037 


7993 


ACCGCCCU U UGUGUACC 


7998 


GGUACACA CUGAUGAG GCCGUUAGGC CGAA AGGGCGGU 


26374 


3038 


7992 


CCGCCCUU U GUGUACCC 


7999 


GGGUACAC CUGAUGAG GCCGUUAGGC CGAA MGGGCGG 


26375 


3043 


7987 


CUUUGUGU A CCCUCUGA 


8000 


UCAGAGGG CUGAUGAG GCCGUUAGGC CGAA ACACAAAG 


26376 


3048 


79B2 


UGUACCCU C UGACUUCU 


8001 


AGAAGUCA CUGAUGAG GCCGUUAGGC CGAA AGGGUACA 


26377 


3054 


7976 


CUCUGACU U CUUGGACU 


8002 


AGUCCAAG CUGAUGAG GCCGUUAGGC CGAA AGUCAGAG 


26378 


3055 


7975 


UCUGACUU C UUGGACUC 


8003 


GAGUCCAA CUGAUGAG GCCGUUAGGC CGAA AAGUCAGA 


26379 


3057 


7973 


UGACUUCU U GGACUCUU 


B004 


AAGAGUCC CUGAUGAG GCCGUUAGGC CGAA AGAAGUCA 


26380 


3063 


7967 


CUUGGACU C UUUUUUGG 


8005 


CCAAAAAA CUGAUGAG GCCGUUAGGC CGAA AGUCCAAG 


26381 


3065 


7965 


UGGACUCU U UUUUGGGU 


8006 


ACCCAAAA CUGAUGAG GCCGUUAGGC CGAA AGAGUCCA 


26382 


3066 


7964 


GGACUCUU U UUUGGGUU 


8007 


AACCCAAA CUGAUGAG GCCGUUAGGC CGAA AAGAGUCC 


26383 


3067 


7963 


GACUCUUU U UUGGGUUG 


8008 


CAACCCAA CUGAUGAG GCCGUUAGGC CGAA AAAGAGUC 


26384 


3068 


7962 


ACUCUUUU U UGGGUUGC 


8009 


GCAACCCA CUGAUGAG GCCGUUAGGC CGAA AAAAGAGU 


26385 


3069 


7961 


CUCUUUUU U GGGUUGCC 


8010 


GGCAACCC CUGAUGAG GCCGUUAGGC CGAA AAAAAGAG 


26386 


3074 


7956 


UUUUGGGU U GCCAUAUA 


8011 


UAUAUGGC CUGAUGAG GCCGUUAGGC CGAA ACCCAAAA 


26387 


3080 


7950 


GUUGCCAU A UAGUAACA 


8012 


UGUUACUA CUGAUGAG GCCGUUAGGC CGAA AUGGCAAC 


26388 


3082 


7948 


UGCCAUAU A GUAACACC 


8013 


GGUGUUAC CUGAUGAG GCCGUUAGGC CGAA AUAUGGCA 


26389 


3085 


7945 


CAUAUAGU A ACACCAAC 


8014 


GUUGGUGU CUGAUGAG GCCGUUAGGC CGAA ACUAUAUG 


26390 


3099 


7931 


AACCGCCU C UUCCACAU 


8015 


AUGUGGAA CUGAUGAG GCCGUUAGGC CGAA AGGCGGUU 


26391 


3101 


7929 


CCGCCUCU U CCACAUCC 


8016 


GGAUGUGG CUGAUGAG GCCGUUAGGC CGAA AGAGGCGG 


26392 


3102 


7928 


CGCCUCUU C CACAUCCA 


8017 


UGGAUGUG CUGAUGAG GCCGUUAGGC CGAA AAGAGGCG 


26393 


3108 


7922 


UUCCACAU C CAAGGUCA 


8018 


UGACCUUG CUGAUGAG GCCGUUAGGC CGAA AUGUGGAA 


26394 


3115 


7915 


UCCAAGGU C AAUCACUU 


6019 


AAGUGAUU CUGAUGAG GCCGUUAGGC CGAA ACCUUGGA 


26395 


3119 


7911 


AGGUCAAU C ACUUUUCC 


6020 


GGAAAAGU CUGAUGAG GCCGUUAGGC CGAA AUUGACCU 


26396 


3123 


7907 


CAAUCACU U UUCCGACC 


8021 


GGUCGGAA CUGAUGAG GCCGUUAGGC CGAA AGUGAUUG 


26397 


3124 


7906 


AAUCACUU U UCCGACCG 


8022 


CGGUCGGA CUGAUGAG GCCGUUAGGC CGAA AAGUGAUU 


26398 


3125 


7905 


AUCACUUU U CCGKCCGG 


8023 


CCGGUCGG CUGAUGAG GCCGUUAGGC CGAA AAAGUGAU 


26399 


3126 


7904 


UCACUUUU C CGACCGGU 


8024 


ACCGGUCG CUGAUGAG GCCGUUAGGC CGAA AAAAGUGA 


26400 


3135 


7895 


CGACCGGU U CGAGAAAC 


8025 


GUUUCUCG CUGAUGAG GCCGUUAGGC CGAA ACCGGUCG 


26401 


3136 


7894 


GACCGGUU C GAGAAACC 


8026 


GGUUUCUC CUGAUGAG GCCGUUAGGC CGAA AACCGGUC 


26402 


3146 


7884 


AGAAACCU C CGUUCGAC 


8027 


GUCGAACG CUGAUGAG GCCGUUAGGC CGAA AGGUUUCU 


26403 


3150 


7880 


ACCUCCGU U CGACCAGC 


8028 


GCUGGUCG CUGAUGAG GCCGUUAGGC CGAA ACGGAGGU 


26404 


3151 


7879 


CCUCCGUU C GACCAGCC 


8029 


GGCUGGUC CUGAUGAG GCCGUUAGGC CGAA AACGGAGG 


26405 


3162 


7868 


CCAGCCAU C UCAGUUUU 


8030 


AAAACUGA CUGAUGAG GCCGUUAGGC CGAA AUGGCUGG 


26406 


3164 


7866 


AGCCAUCU C AGUUUUGC 


8031 


GCAAAACU CUGAUGAG GCCGUUAGGC CGAA AGAUGGCU 


26407 


3168 


7862 


AUCUCAGU U UUGCUGUG 


8032 


CACAGCAA CUGAUGAG GCCGUUAGGC CGAA ACUGAGAU 


26408 


3169 


7861 


UCUCAGUU U UGCUGUGC 


8033 


GCACAGCA CUGAUGAG GCCGUUAGGC CGAA AACUGAGA 


26409 


3170 


7860 


CUCAGUUU U GCUGUGCC 


8034 


GGCACAGC CUGAUGAG GCCGUUAGGC CGAA AAACUGAG 


26410 


3182 


7848 


GUGCCCCU A GAGACUGG 


8035 


CCAGUCUC CUGAUGAG GCCGUUAGGC CGAA AGGGGCAC 


26411 


3198 


7832 


GAUGCCCU C CAGUGACA 


8036 


UGUCACUG CUGAUGAG GCCGUUAGGC CGAA AGGGCAUC 


26412 


3208 


7822 


AGUGACAU U GCCUUCUU 


8037 


AAGAAGGC CUGAUGAG GCCGUUAGGC CGAA AUGUCACU 


26413 


3213 


7817 


CAUUGCCU U CUUUCCUG 


8038 


CAGGAAAG CUGAUGAG GCCGUUAGGC CGAA AGGCAAUG 


26414 


3214 


7816 


AUUGCCUU C UUUCCUGG 


8039 


CCAGGAAA CUGAUGAG GCCGUUAGGC CGAA AAGGCAAU 


26415 


3216 


7814 


UGCCUUCU U UCCUGGCG 


8040 


CGCCAGGA CUGAUGAG GCCGUUAGGC CGAA AGAAGGCA 


26416 


3217 


7813 


GCCUUCUU U CCUGGCGU 


8041 


ACGCCAGG CUGAUGAG GCCGUUAGGC CGAA AAGAAGGC 


26417 


3218 


7812 


CCUUCUUU C CUGGCGUG 


8042 


CACGCCAG CUGAUGAG GCCGUUAGGC CGAA AAAGAAGG 


26418 


3228 


7802 


UGGCGUGU U UUGCCGCU 


8043 


AGCGGCAA CUGAUGAG GCCGUUAGGC CGAA ACACGCCA 


26419 


3229 


7801 


GGCGUGUU U UGCCGCUG 


8044 


CAGCGGCA CUGAUGAG GCCGUUAGGC CGAA AACACGCC 


26420 


3230 


7800 


GCGUGUUU U GCCGCUGA 


8045 


UCAGCGGC CUGAUGAG GCCGUUAGGC CGAA AAACACGC 


26421 


3244 


7786 


UGAGCGAU C GACUUCGA 


8046 


UCGAAGUC CUGAUGAG GCCGUUAGGC CGAA AUCGCUCA 


26422 


3249 


7781 


GAUCGACU U CGAUGAUG 


8047 


CAUCAUCG CUGAUGAG GCCGUUAGGC CGAA AGUCGAUC 


26423 


3250 


7780 


AUCGACUU C GAUGAUGG 


8048 


CCAUCAUC CUGAUGAG GCCGUUAGGC CGAA AAGUCGAU 


26424 


3262 


7768 


GAUGGCCU C UUUGCGGU 


8049 


ACCGCAAA CUGAUGAG GCCGUUAGGC CGAA AGGCCAUC 


26425 
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3264 


7766 


UGGCCUCU U UGCGGUAC 


8050 


GUACCGCA CUGAUGAG GCCGUUAGGC CGAA AGAGGCCA 


26426 


3265 


7765 


GGCCUCUU U GCGGUACC 


8051 


GGUACCGC CUGAUGAG GCCGUUAGGC CGAA AAGAGGCC 


26427 


3271 


7759 


UUUGCGGU A CCUAGUGA 


8052 


UCACUAGG CUGAUGAG GCCGUUAGGC CGAA ACCGCAAA 


26428 


3275 


7755 


CGGuACCU A GUGAACUC 


6053 


GAGUUCAC CUGAUGAG GCCGUUAGGC CGAA AGGUACCG 


26429 


3283 


7747 


AGUGAACU C UUCUUUUG 


8054 


CAAAAGAA CUGAUGAG GCCGUUAGGC CGAA AGUUCACU 


26430 


3285 


7745 


UGAACUCU U CUUUUGUC 


8055 


GACAAAAG CUGAUGAG GCCGUUAGGC CGAA AGAGUUCA 


26431 


3286 


7744 


GAACUCUU C UUUUGUCA 


6056 


UGACAAAA CUGAUGAG GCCGUUAGGC CGAA AAGAGUUC 


26432 


3288 


7742 


ACUCUUCU U UUGUCAUC 


8057 


GAUGACAA CUGAUGAG GCCGUUAGGC CGAA AGAAGAGU 


26433 


3289 


7741 


CUCUUCUU U UGUCAuCU 


8058 


T4 ^TTtTTTTT T4 /*T"K Tf < 7A T Tf* TA ^nnnTTfTTl/in/1 T* Tl Ii T\/^TA Ik^lH/l 

1 AGAUGACA CUGAUGAG GCCGUUAGGC CGAA AAGAAGAG 


26434 


3290 


7740 


UCUUCUUU U GUCAUCUG 


8059 


CAGAUGAC CUGAUGAG GCCGUUAGGC CGAA AAAGAAGA 


26435 


3293 


7737 


UCUUUUGU C AUCUGGUU 


8060 


AACCAGAU CUGAUGAG GCCGUUAGGC CGAA ACAAAAGA 


26436 


3296 


7734 


UUUGUCAU C UGGUUGAG 


8061 


CUCAACCA CUGAUGAG GCCGUUAGGC CGAA AUGACAAA 


26437 


3301 


7729 


CAUCUGGU U GAGUCUUU 


8062 


AAAGACUC CUGAUGAG GCCGUUAGGC CGAA ACCAGAUG 


26436 


3306 


7724 


GGUUGAGU C UUUCUUUC 


8063 


GAAAGAAA CUGAUGAG GCCGUUAGGC CGAA ACUCAACC 


26439 


3308 


7722 


UUGAGUCU U UCUUUCCA 


8064 


UGGAAAGA CUGAUGAG GCCGUUAGGC CGAA AGACUCAA 


26440 


3309 


7721 


UGAGUCUU U CUUUCCAA 


8065 


UUGGAAAG CUGAUGAG GCCGUUAGGC CGAA AAGACUCA 


26441 


3310 


7720 


GAGUCUUU C UUUCCAAA 


8066 


UUUGGAAA CUGAUGAG GCCGUUAGGC CGAA AAAGACUC 


26442 


3312 


7718 


GUCUUUCU U UCCAAACC 


8067 


GGUUUGGA CUGAUGAG GCCGUUAGGC CGAA AGAAAGAC 


26443 


3313 


7717 


UCUUUCUU U CCAAACCU 


8068 


AGGUUUGG CUGAUGAG GCCGUUAGGC CGAA AAGAAAGA 


26444 


3314 


7716 


CUUUCUUU C CAAACCUC 


8069 


GAGGUUUG CUGAUGAG GCCGUUAGGC CGAA AAAGAAAG 


26445 


3322 


7708 


CCAAACCU C UCCCAAGG 


8070 


CCUUGGGA CUGAUGAG GCCGUUAGGC CGAA AGGUUUGG 


26446 


3324 


7706 


AAACCUCU C CCAAGGUG 


8071 


CACCUUGG CUGAUGAG GCCGUUAGGC CGAA AGAGGUUU 


26447 


3336 


7694 


AGGUGCGU C CUUUUGCC 


8072 


GGCAAAAG CUGAUGAG GCCGUUAGGC CGAA ACGCACCU 


26448 


3339 


7691 


UGCGUCCU U UUGCCCCA 


8073 


UGGGGCAA CUGAUGAG GCCGUUAGGC CGAA AGGACGCA 


26449 


3340 


7690 


GCGUCCUU U UGCCCCAC 


8074 


GUGGGGCA CUGAUGAG GCCGUUAGGC CGAA AAGGACGC 


26450 


3341 


7689 


CGUCCUUU U GCCCCACC 


8075 


GGUGGGGC CUGAUGAG GCCGUUAGGC CGAA AAAGGACG 


26451 


3351 


7679 


CCCCACCU C UUUUUAGU 


8076 


ACUAAAAA CUGAUGAG GCCGUUAGGC CGAA AGGUGGGG 


26452 


3353 


7677 


CCACCUCU U UUUAGUCC 


8077 


GGACUAAA CUGAUGAG GCCGUUAGGC CGAA AGAGGUGG 


26453 


3354 


7676 


CACCUCUU U UUAGUCCU 


8078 


AGGACUAA CUGAUGAG GCCGUUAGGC CGAA AAGAGGUG 


26454 


3355 


7675 


ACCUCUUU U UAGUCCUG 


8079 


CAGGACUA CUGAUGAG GCCGUUAGGC CGAA AAAGAGGU 


26455 


3356 


7674 


CCUCUUUU U AGUCCUGG 


8080 


CCAGGACU CUGAUGAG GCCGUUAGGC CGAA AAAAGAGG 


26456 


3357 


7673 


^TtT^tl 1TTTTTTTT m mT/S/tTT<1< »l 1 

CUCUUUUU A GUCCUGGU 


8081 


ACCAGGAC CUGAUGAG GCCGUUAGGC CGAA AAAAAGAG 


26457 


3360 


7670 


UUUUUAGU C CUGGUUUU 


8082 


AAAACCAG CUGAUGAG GCCGUUAGGC CGAA ACUAAAAA 


26458 


3366 


7664 


GUCCUGGU U UUUCCAUG 


8083 


CAUGGAAA CUGAUGAG GCCGUUAGGC CGAA ACCAGGAC 


26459 


3367 


7663 


UCCUGGUU U UUCCAUGU 


8084 


ACAUGGAA CUGAUGAG GCCGUUAGGC CGAA AACCAGGA 


26460 


3368 


7662 


CCUGGUUU U UCCAUGUU 


8085 


AACAUGGA CUGAUGAG GCCGUUAGGC CGAA AAACCAGG 


26461 


3369 


7661 


CUGGUUUU U CCAUGUUC 


8086 


GAACAUGG CUGAUGAG GCCGUUAGGC CGAA AAAACCAG 


26462 


3370 


7660 


UGGUUUUU C CAUGUUCU 


8087 


AGAACAUG CUGAUGAG GCCGUUAGGC CGAA AAAAACCA 


26463 


3376 


7654 


UUCCAUGU U CUUUAUGA 


8088 


UCAUAAAG CUGAUGAG GCCGUUAGGC CGAA ACAUGGAA 


26464 


3377 


7653 


UCCAUGUU C UUUAUGAG 


8089 


CUCAUAAA CUGAUGAG GCCGUUAGGC CGAA AACAUGGA 


26465 


3379 


7651 


CAUGUUCU U UAUGAGUG 


8090 


CACUCAUA CUGAUGAG GCCGUUAGGC CGAA AGAACAUG 


26466 


3380 


7650 


AUGUUCUU U AUGAGUGU 


8091 


ACACUCAU CUGAUGAG GCCGUUAGGC CGAA AAGAACAU 


26467 


3381 


7649 


UGUUCUUU A UGAGUGUC 


8092 


GACACUCA CUGAUGAG GCCGUUAGGC CGAA AAAGAACA 


26468 


3389 


7641 


AUGAGUGU C CAUGUUAU 


8093 


AUAACAUG CUGAUGAG GCCGUUAGGC CGAA ACACUCAU 


26469 


3395 


7635 


GUCCAUGU U AUGGAUAG 


8094 


CUAUCCAU CUGAUGAG GCCGUUAGGC CGAA ACAUGGAC 


26470 


3396 


7634 


UCCAUGUU A UGGAUAGA 


8095 


UCUAUCCA CUGAUGAG GCCGUUAGGC CGAA AACAUGGA 


26471 


3402 


7628 


UUAUGGAU A GACAUGAC 


8096 


GUCAUGUC CUGAUGAG GCCGUUAGGC CGAA AUCCAUAA 


26472 


3441 


7589 


GGCAGAGU C CGAUGGCA 


8097 


UGCCAUCG CUGAUGAG GCCGUUAGGC CGAA ACUCUGCC 


26473 


3452 


7578 


AUGGCAGU U GUUGCGUU 


8098 


AACGCAAC CUGAUGAG GCCGUUAGGC CGAA ACUGCCAU 


26474 


3455 


7575 


GCAGUUGU U GCGUUCCA 


8099 


UGGAACGC CUGAUGAG GCCGUUAGGC CGAA ACAACUGC 


26475 


3460 


7570 


UGUUGCGU U CCAAACAG 


8100 


CUGUUUGG CUGAUGAG GCCGUUAGGC CGAA ACGCAACA 


26476 


3461 


7569 


GUUGCGUU C CAAACAGA 


8101 


UCUGUUUG CUGAUGAG GCCGUUAGGC CGAA AACGCAAC 


26477 


3473 


7557 


T4 /llV ^T TV ^ If T TT ^TT T/**/^ 1v f TIT 

ACAGAGCU U GCUCCAUU 


8102 


AAUGGAGC CUGAUGAG GCCGUUAGGC CGAA AGCUCUGU 


26478 


S*k 1 f 


7553 


AGCUUGCU C CAUUCUCC 


8103 


GGAGAAUG CUGAUGAG GCCGUUAGGC CGAA AGCAAGCU 


26479 


J4ol 


7549 


UGCUCCAU U CUCCCAAA 


8104 


UUUGGGAG CUGAUGAG GCCGUUAGGC CGAA AUGGAGCA 


26480 


3482 


7548 


GCUCCAUU C UCCCAAAG 


8105 






3484 


7546 


UCCAUUCU C CCAAAGCG 


8106 


CGCUUUGG CUGAUGAG GCCGUUAGGC CGAA AGAAUGGA 


26482 


3494 


7536 


CAAAGCGU C ACCGCUGC 


8107 


GCAGCGGU CUGAUGAG GCCGUUAGGC CGAA ACGCUUUG 


26483 


3512 


7518 


GCCGUGAU C AAAAUUCC 


8108 


GGAAUUUU CUGAUGAG GCCGUUAGGC CGAA AUCACGGC 


26484 


3518 


7512 


AUCAAAAU U CCGGCUUC 


8109 


GAAGCCGG CUGAUGAG GCCGUUAGGC CGAA AUUUUGAU 


26485 


3519 


7511 


UCAAAAUU C CGGCUUCU 


8110 


AGAAGCCG CUGAUGAG GCCGUUAGGC CGAA AAUUUUGA 


26486 


3525 


7505 


UUCCGGCU U CUCGUACU 


8111 


AGUACGAG CUGAUGAG GCCGUUAGGC CGAA AGCCGGAA 


26487 
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3526 


7504 


UCCGGCUU C UCGUACUG 


8112 


CAGUACGA CUGAUGAG GCCGUUAGGC CGAA AAfaUtJovjA 


/o*oo 


3528 


7502 


CGGCUUCU C GUACUGUC 


8113 


GACAGUAC UtKiAUUAU IHJUHJUJVJteiS UiflA iUxHAVaVAAs 


O CA O Q 

zo4 o y 


3531 


7499 


CUUCUCGU A CUGUCUUC 


8114 


GAAGACAG CUGAUCaAG oCJ\JLjU UAliuC CVxAA. AUuvuiAAij 




3536 


7494 


CGUACUGU C UUCACAGA 


8115 


UCUGUGAA CUGAUGAvi IjCLajU UALrOL UiMH AUfUaUAuva 




3538 


7492 


UACUGUCU U CACAGACG 


8116 


CGUCUGUG CUGAUUAU GCCGUUAGGC CGAA AuACALjUA 




3539 


7491 


ACUGUCUU C ACAGACGG 


8117 


CCGUCUGU CUGAUGAG GCCGUUAGGC CGAA AAGACAJbU 




3550 


7480 


AGACGGGU U CACUACUA 


8118 


UAGUAGUG CUGAUGAG GCCGUUAGGC CGAA AtLLbUtu 




3551 


7479 


GACGGGUU C ACUACUAC 


8119 


GUAGUAGU CUGAUGAG GCCGUUAGGC CGAA AACCCGUC 




3555 


7475 


GGUUCACU A CUACUGCA 


8120 


UGCAGUAG CUGAUGAG GCCGUUAGGC CGAA AGUGAACC 


26496 


3558 


7472 


UCACUACU A CUGCAGCU 


8121 


AGCUGCAG CUGAUGAG GCCGUUAGGC CGAA AGUAGUGA 




3567 


7463 


CUGCAGCU A GAGACACC 


8122 


GGUGUCUC CUUAUliASi liCUliUUAiilitJ UiftA AlaUU*iWUj 




3581 


7449 


ACCAAGAU C AGCAUGAU 


8123 


AUCAUGCU CUGAUGAG GCOGUUAGGC CGAA AUCUUlHaU 


26499 


3590 


7440 


AGCAUGAU C UGUCCAAC 


8124 


GUUGGACA CUGAUGAG GCCGUUAGGC CGAA AUCAUGCU 


26500 


3594 


7436 


UGAUCUGU C CAACUUUC 


8125 


GAAAGUUG CUGAUGAG GCCGUUAGGC CGAA ACAiJAUCA 


26501 


3600 


7430 


GUCCAACU U UCUUCUGC 


8126 


GCAGAAGA CUGAUGAG GCCGUUAGGC CGAA AGUUGGAC 


26502 


3601 


7429 


UCCAACUU U CUUCUGCA 


8127 


UGCAGAAG CUGAUGAG GCCGUUAGGC CGAA AAGUUGGA 


26503 


3602 


7428 


CCAACUUU C UUCUGCAU 


8128 


AUGCAGAA CUGAUGAG GCCGUUAGGC CGAA AAAGUUGG 


26504 


3604 


7426 


AACUUUCU U CUGCAUGA 


8129 


UCAUGCAG CUGAUGAG GCCGUUAGGC CGAA AGAAAGUU 


26505 


3605 


7425 


ACUUUCUU C UGCAUGAU 


8130 


AUCAUGCA CUGAUGAG GCCGUUAGGC CGAA AAGAAAGU 


26506 


3628 


7402 


GGUGCGCU C UAAUUCUG 


8131 


CAGAAUUA CUGAUGAG GCCGUUAGGC CGAA AGCGCACC 


26507 


3630 


7400 


UGCGCUCU A AUUCUGGG 


8132 


CCCAGAAU CUGAUGAG GCCGUUAGGC CGAA AGAGCGCA 


26508 


3633 


7397 


GCUCUAAU U CUGGGACG 


8133 i 


CGVCCCAG CUGAUGAG GCCGUUAGGC CGAA AUUAGAGC 


26509 


3634 


7396 


CUCUAAUU C UGGGACGU 


8134 


ACGUCCCA CUGAUGAG GCCGUUAGGC CGAA AAUUAGAG 


26510 


3643 


7387 


UGGGACGU C CGUGGCCA 
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CAGAAUCU U CCUUUCAC 


8294 


GUGAAAGG CUGAUGAG GCCGUUAGGC CGAA AGAUUCUG 


26670 


4652 


6378 


AGAAUCUU C CUUUCACC 


8295 


GGUGAAAG CUGAUGAG GCCGUUAGGC CGAA AAGAUUCU 


26671 


4655 


6375 


AUCUUCCU U UCACCAAG 


8296 


CUUGGUGA CUGAUGAG GCCGUUAGGC CGAA AGGAAGAU 


26672 


4656 


6374 


UCUUCCUU U CACCAAGC 


8297 


GCUUGGUG CUGAUGAG GCCGUUAGGC CGAA AAGGAAGA 


26673 
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4657 


6373 


CUUCCUUU C ACCAAGCU 


8298 


AGCUUGGU CUGAUGAG GCCGUUAGGC CGAA AAAGGAAG 


26674 


4666 


6364 


ACCAAGCU D CGUGAUGA 


8299 


UCAUCACG CUGAUGAG GCCGUUAGGC CGAA AGCUUGGU 


26675 


4667 


6363 


CCAAGCUU C GUGAUGAC 


8300 


GUCAUCAC CUGAUGAG GCCGUUAGGC CGAA AAGCUUGG 


26676 


4677 


6353 


UGAUGACU U CCACUUCG 


8301 


CGAAGUGG CUGAUGAG GCCGUUAGGC CGAA AGUCAUCA 


26677 


4678 


6352 


GAUGACUU C CACUUCGU 


8302 


ACGAAGUG CUGAUGAG GCCGUUAGGC CGAA AAGUCAUC 


26678 


4683 


6347 


CUUCCACU U CGUUGUUG 


8303 


CAACAACG CUGAUGAG GCCGUUAGGC CGAA AGUGGAAG 


26679 


4684 


6346 


UUCCACUU C GUUGUUGU 


8304 


ACAACAAC CUGAUGAG GCCGUUAGGC CGAA AAGUGGAA 


26680 


4687 


6343 


CACUUCGU U GUUGUCUU 


8305 


AAGACAAC CUGAUGAG GCCGUUAGGC CGAA ACGAAGUG 


26681 


4690 


6340 


UUCGUUGU U GUCUUCUA | 


8306 


UAGAAGAC CUGAUGAG GCCGUUAGGC CGAA ACAACGAA 


26682 


4693 


6337 


GUUGUUGU C UUCUAAAA 


8307 


UUUUAGAA CUGAUGAG GCCGUUAGGC CGAA ACAACAAC 


26683 


4695 


6335 


UGUUGUCU U CUAAAAUU 


8308 


AAUUUUAG CUGAUGAG GCCGUUAGGC CGAA AGACAACA 


26684 


4696 


6334 


GUUGUCUU C UAAAAUUG 


8309 


CAAUUUUA CUGAUGAG GCCGUUAGGC CGAA AAGACAAC 


26685 


4698 


6332 


UGUCUUCU A AAAUUGUG 


8310 


CACAAUUU CUGAUGAG GCCGUUAGGC CGAA AGAAGACA 


26686 


4703 


6327 


UCUAAAAU U GUGUUUGU 


8311 


ACAAACAC CUGAUGAG GCCGUUAGGC CGAA AUUUUAGA 


26687 


4708 


6322 


AAUUGUGU U UGUCCUAG 


8312 


CUAGGACA CUGAUGAG GCCGUUAGGC CGAA ACACAAUU 


26688 


4709 


6321 


AUUGUGUU U GUCCUAGG 


8313 


CCUAGGAC CUGAUGAG GCCGUUAGGC CGAA AACACAAU 


26689 


4712 


6318 


GUGUUUGU C CUAGGACC 


8314 


GGUCCUAG CUGAUGAG GCCGUUAGGC CGAA ACAAACAC 


26690 


47X5 


6315 


UUUGUCCU A GGACCAUC 


8315 


GAUGGUCC CUGAUGAG GCCGUUAGGC CGAA AGGACAAA 


26691 


4723 


6307 


AGGACCAU C AAAGCACC 


8316 


GGUGCUUU CUGAUGAG GCCGUUAGGC CGAA AUGGUCCU 


26692 


4736 


6294 


CACCACCU C CGGUCGUG 


8317 


CACGACCG CUGAUGAG GCCGUUAGGC CGAA AGGUGGUG 


26693 


4741 


6289 


CCUCCGGU C GUGGUAUG 


8318 


CAUACCAC CUGAUGAG GCCGUUAGGC CGAA ACCGGAGG 


26694 


4747 


6283 


GUCGUGGU A UGACACUC 


8319 


GAGUGUCA CUGAUGAG GCCGUUAGGC CGAA ACCACGAC 


26695 


4755 


6275 


AUGACACU C CAGCCGCU 


8320 


AGCGGCUG CUGAUGAG GCCGUUAGGC CGAA AGUGUCAU 


26696 


4771 


6259 


UGCAACCU U GUAAGCCA 


8321 


UGGCUUAC CUGAUGAG GCCGUUAGGC CGAA AGGUUGCA 


26697 


4774 


6256 


AACCUUGU A AGCCAGCC 


8322 


GGCUGGCU CUGAUGAG GCCGUUAGGC CGAA ACAAGGUU 


26698 


4795 


6235 


UGGCAGAU C UGCAGUCC 


8323 


GGACUGCA CUGAUGAG GCCGUUAGGC CGAA AUCUGCCA 


26699 


4802 


6228 


UCUGCAGU C CUCAACAG 


8324 


CUGUUGAG CUGAUGAG GCCGUUAGGC CGAA ACUGCAGA 


26700 


4805 


6225 


GCAGUCCU C AACAGUUC 


8325 


GAACUGUU CUGAUGAG GCCGUUAGGC CGAA AGGACUGC 


26701 


4812 


6218 


UCAACAGU U CCAGAAAG 


8326 


CUUUCUGG CUGAUGAG GCCGUUAGGC CGAA ACUGUUGA 


26702 


4813 


6217 


CAACAGUU C CAGAAAGU 


8327 


ACUUUCUG CUGAUGAG GCCGUUAGGC CGAA AACUGUUG 


26703 


4822 


6208 


CAGAAAGU U UUUUCUCU 


8328 


AGAGAAAA CUGAUGAG GCCGUUAGGC CGAA ACUUUCUG 


26704 


4823 


6207 


AGAAAGUU U UUUCUCUC 


8329 


GAGAGAAA CUGAUGAG GCCGUUAGGC CGAA AACUUUCU 


26705 


4824 


6206 


GAAAGUUU U UUCUCUCU 


8330 


AGAGAGAA CUGAUGAG GCCGUUAGGC CGAA AAACUUUC 


26706 


4825 


6205 


AAAGUUUU U UCUCUCUU 


8331 


AAGAGAGA CUGAUGAG GCCGUUAGGC CGAA AAAACUUU 


26707 


4826 


6204 


AAGUUUUU U CUCUCUUC 


8332 


GAAGAGAG CUGAUGAG GCCGUUAGGC CGAA AAAAACUU 


2670B 


4827 


6203 


AGUUUUUU C UCUCUUCU 


8333 


AGAAGAGA CUGAUGAG GCCGUUAGGC CGAA AAAAAACU 


26709 


4829 


6201 


UUUUUUCU C UCUUCUCC 


8334 


GGAGAAGA CUGAUGAG GCCGUUAGGC CGAA AGAAAAAA 


26710 


4831 


6199 


UUUUCUCU C UUCUCCUC 


8335 


GAGGAGAA CUGAUGAG GCCGUUAGGC CGAA AGAGAAAA 


26711 


4833 


6197 


UUCUCUCU U CUCCUCUG 


8336 


CAGAGGAG CUGAUGAG GCCGUUAGGC CGAA AGAGAGAA 


26712 


4834 


6196 


UCUCUCUU C UCCUCUGA 


8337 


UCAGAGGA CUGAUGAG GCCGUUAGGC CGAA AAGAGAGA 


26713 


4836 


6194 


UCUCUUCU C CUCUGAGC 


8338 


GCUCAGAG CUGAUGAG GCCGUUAGGC CGAA AGAAGAGA 


26714 


4839 


6191 


CUUCUCCU C UGAGCCGG 


8339 


CCGGCUCA CUGAUGAG GCCGUUAGGC CGAA AGGAGAAG 


26715 


4849 


6181 


GAGCCGGU A UUCCCCAU 


8340 


AUGGGGAA CUGAUGAG GCCGUUAGGC CGAA ACCGGCUC 


26716 


4851 


6179 


GCCGGUAU U CCCCAUCC 


8341 


j GGAUGGGG CUGAUGAG GCCGUUAGGC CGAA AUACCGGC 


26717 


4852 


6178 


CCGGUAUU C CCCAUCCA 


8342 


UGGAUGGG CUGAUGAG GCCGUUAGGC CGAA AAUACCGG 


26718 


4858 


6172 


UUCCCCAU C CAUGGUAU 


8343 


AUACCAUG CUGAUGAG GCCGUUAGGC CGAA AUGGGGAA 


26719 


4865 


6165 


UCCAUGGU A UAUACCUU 


8344 


AAGGUAUA CUGAUGAG GCCGUUAGGC CGAA ACCAUGGA 


26720 


4867 


6163 


CAUGGUAU A UACCUUCU 


8345 


AGAAGGUA CUGAUGAG GCCGUUAGGC CGAA AUACCAUG 


26721 


4869 


6161 


UGGUAUAU A CCUUCUCA 


6346 


UGAGAAGG CUGAUGAG GCCGUUAGGC CGAA AUAUACCA 


26722 


4873 


6157 


AUAUACCU U CUCACGCU 


8347 


AGCGUGAG CUGAUGAG GCCGUUAGGC CGAA AGGUAUAU 


26723 


4874 


6156 


UAUACCUU C UCACGCUC 


8348 


GAGCGUGA CUGAUGAG GCCGUUAGGC CGAA AAGGUAUA 


26724 


4876 


6154 


UACCUUCU C ACGCUCUG 


8349 


CAGAGCGU CUGAUGAG GCCGUUAGGC CGAA AGAAGGUA 


26725 


4882 


6148 


CUCACGCU C UGGUUGGU 


8350 


ACCAACCA CUGAUGAG GCCGUUAGGC CGAA AGCGUGAG 


26726 


4887 


6143 


GCUCUGGU U GGUAGAAU 


8351 


AUUCUACC CUGAUGAG GCCGUUAGGC CGAA ACCAGAGC 


26727 


4891 


6139 


UGGUUGGU A GAAUUGAG 


8352 . 


CUCAAUUC CUGAUGAG GCCGUUAGGC CGAA ACCAACCA 


26728 


4896 


6134 


GGUAGAAU U GAGCGAUC 


8353 


GAUCGCUC CUGAUGAG GCCGUUAGGC CGAA AUUCUACC 


26729 


4904 


6126 


UGAGCGAU C AGUCCGUU 


8354 


AACGGACU CUGAUGAG GCCGUUAGGC CGAA AUCGCUCA 


26730 


4908 


6122 


CGAUCAGU C CGUUUGGC 


8355 


GCCAAACG CUGAUGAG GCCGUUAGGC CGAA ACUGAUCG 


26731 


4912 


6118 


CAGUCCGU U UGGCAUGU 


8356 


ACAUGCCA CUGAUGAG GCCGUUAGGC CGAA ACGGACUG 


26732 


4913 


6117 


AGUCCGUU U GGCAUGUU 


8357 


AACAUGCC CUGAUGAG GCCGUUAGGC CGAA AACGGACU 


26733 


4921 


6109 


UGGCAUGU U GAUGUUGU 


8358 


ACAACAUC CUGAUGAG GCCGUUAGGC CGAA ACAUGCCA 


26734 


4927 


6103 


GUUQAUGU U GUCCAGCA 


8359 


UGCUGGAC CUGAUGAG GCCGUUAGGC CGAA ACAUCAAC 


26735 
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4930 


6100 


GAUGUUGU C CAGCAUGA 


8360 


UCAUGCUG CUGAUGAG GCCGUUAGGC CGAA ACAACAUC 


26736 


4940 


6090 


AGCAUGAU U CGUGCCUC 


8361 


GAGGCACG CUGAUGAG GCCGUUAGGC CGAA AUCAUGCU 


26737 


4941 


6089 


GCAUGAUU C GUGCCUCA 


8362 


UGAGGCAC CUGAUGAG GCCGUUAGGC CGAA AAUCAUGC 


26738 


4948 


6082 


UCGUGCCU C AGUCCAAU 


8363 


AUUGGACU CUGAUGAG GCCGUUAGGC CGAA AGGCACGA j 


26739 


4952 


6078 


GCCUCAGU C CAAUGGGC 


8364 


GCCCAUUG CUGAUGAG GCCGUUAGGC CGAA ACUGAGGC 


26740 


4966 


6064 


GGCGAAGU U CGAGUCGU 


8365 


ACGACUCG CUGAUGAG GCCGUUAGGC CGAA ACUUCGCC 


26741 


4967 


6063 


GCGAAGUU C GAGUCGUC 


8366 


GACGACUC CUGAUGAG GCCGUUAGGC CGAA AACUUCGC 


26742 


4972 


6058 


GUUCGAGU C GUCUUCAU 


8367 


AUGAAGAC CUGAUGAG GCCGUUAGGC CGAA ACUCGAAC 


26743 


4975 


6055 


CGAGUCGU C UUCAUUCG 


8368 


CGAAUGAA CUGAUGAG GCCGUUAGGC CGAA ACGACUCG 


26744 


4977 


6053 


AGUCGUCU U CAUUCGUG 


8369 


CACGAAUG CUGAUGAG GCCGUUAGGC CGAA AGACGACU 


26745 


4978 


6052 


GUCGUCUU C AUUCGUGU 


8370 


ACACGAAU CUGAUGAG GCCGUUAGGC CGAA AAGACGAC 


26746 


4981 


6049 


GUCUUCAU U CGUGUGCC 


8371 


GGCACACG CUGAUGAG GCCGUUAGGC CGAA AUGAAGAC 


26747 


4982 


6048 


UCUUCAUU C GUGUGCCC 


8372 


GGGCACAC CUGAUGAG GCCGUUAGGC CGAA AAUGAAGA 


26748 


4996 


6034 


CCCCCCAU A ACAGUACU 


8373 


AGUACUGU CUGAUGAG GCCGUUAGGC CGAA AUGGGGGG 


26749 


5002 


6028 


AUAACAGU A CUCAUCAC 


8374 


GUGAUGAG CUGAUGAG GCCGUUAGGC CGAA ACUGUUAU 


26750 


5005 


6025 


ACAGUACU C AUCACCAA 


8375 


UUGGUGAU CUGAUGAG GCCGUUAGGC CGAA AGUACUGU 


26751 


5008 


6022 


GUACUCAU C ACCAACUU 


8376 


AAGUUGGU CUGAUGAG GCCGUUAGGC CGAA AUGAGUAC 


26752 


5016 


6014 


CACCAACU U GCGACGGA 


8377 


UCCGUCGC CUGAUGAG GCCGUUAGGC CGAA AGUUGGUG 


26753 


5026 


6004 


CGACGGAU U UCUACCGA 


8378 


UCGGUAGA CUGAUGAG GCCGUUAGGC CGAA AUCCGUCG 


26754 


5027 


6003 


GACGGAUU U CUACCGAU 


8379 


AUCGGUAG CUGAUGAG GCCGUUAGGC CGAA AAUCCGUC 


26755 


5028 


6002 


ACGGAUUU C UACCGAUA 


8380 


UAUCGGUA CUGAUGAG GCCGUUAGGC CGAA AAAUCCGU 


26756 


5030 


6000 


GGAUUUCU A CCGAUACG 


8381 


CGUAUCGG CUGAUGAG GCCGUUAGGC CGAA AGAAAUCC 


26757 


5036 


5994 


CUACCGAU A CGUCCACG 


8382 


CGUGGACG CUGAUGAG GCCGUUAGGC CGAA AUCGGUAG 


26758 


5040 


5990 


CGAUACGU C CACGUCUC 


8383 


GAGACGUG CUGAUGAG GCCGUUAGGC CGAA ACGUAUCG 


26759 


5046 


5984 


GUCCACGU C UCUGGGCG 


8384 


CGCCCAGA CUGAUGAG GCCGUUAGGC CGAA ACGUGGAC 


26760 


5048 


5982 


CCACGUCU C VGGGCGGC 


8385 


GCCGCCCA CUGAUGAG GCCGUUAGGC CGAA AGACGUGG 


26761 


5060 


5970 


GCGGCACU A GCUGCUGU 


8386 


ACAGCAGC CUGAUGAG GCCGUUAGGC CGAA AGUGCCGC 


26762 


5069 


5961 


GCUGCVGU C ACUGCAGA 


8387 


UCUGCAGU CUGAUGAG GCCGUUAGGC CGAA ACAGCAGC 


26763 


5082 


5948 


CAGAUGGU U CUCCCAGG 


8388 


CCUGGGAG CUGAUGAG GCCGUUAGGC CGAA ACCAUCUG 


26764 


5083 


5947 


AGAUGGUU C UCCCAGGA 


8389 


UCCUGGGA CUGAUGAG GCCGUUAGGC CGAA AACCAUCU 


26765 


5085 


5945 


AUGGUUCU C CCAGGAUC 


8390 


GAUCCUGG CUGAUGAG GCCGUUAGGC CGAA AGAACCAU 


26766 


5093 


5937 


CCCAGGAU C ACUCUCCC 


8391 


GGGAGAGU CUGAUGAG GCCGUUAGGC CGAA AUCCUGGG 


26767 


5097 


5933 


GGAUCACU C UCCCUUCU 


8392 


AGAAGGGA CUGAUGAG GCCGUUAGGC CGAA AGUGAUCC 


26768 


5099 


5931 


AUCACUCU C CCUUCUCC 


8393 


GGAGAAGG CUGAUGAG GCCGUUAGGC CGAA AGAGUGAU 


26769 


5103 


5927 


CUCUCCCU U CUCCUUCU 


8394 


AGAAGGAG CUGAUGAG GCCGUUAGGC CGAA AGGGAGAG 


26770 


5104 


5926 


UCUCCCUU C UCCUUCUG 


8395 


CAGAAGGA CUGAUGAG GCCGUUAGGC CGAA AAGGGAGA 


26771 


5106 


5924 


UCCCUUCU C CUUCUGUU 


8396 


AACAGAAG CUGAUGAG GCCGUUAGGC CGAA AGAAGGGA 


26772 


5109 


5921 


CUUCUCCU U CUGUUAUG 


8397 


CAUAACAG CUGAUGAG GCCGUUAGGC CGAA AGGAGAAG 


26773 


5110 


5920 


UUCUCCUU C UGUUAUGA 


8398 


UCAUAACA CUGAUGAG GCCGUUAGGC CGAA AAGGAGAA 


26774 


5114 


5916 


CCUUCUGU U AUGAUGGU 


8399 


ACCAUCAU CUGAUGAG GCCGUUAGGC CGAA ACAGAAGG 


26775 


5115 


5915 


CUUCUGUU A UGAUGGUU 


8400 


AACCAUCA CUGAUGAG GCCGUUAGGC CGAA AACAGAAG 


26776 


5123 


5907 


AUGAUGGU U GGUUUCAC 


8401 


GUGAAACC CUGAUGAG GCCGUUAGGC CGAA ACCAUCAU 


26777 


5127 


5903 


UGGUUGGU U UCACACUC 


8402 


GAGUGUGA CUGAUGAG GCCGUUAGGC CGAA ACCAACCA 


26778 


5128 


5902 


GGUUGGUU U CACACUCU 


8403 


AGAGUGUG CUGAUGAG GCCGUUAGGC CGAA AACCAACC 


26779 


5129 


5901 


GUUGGUUU C ACACUCUU 


8404 


AAGAGUGU CUGAUGAG GCCGUUAGGC CGAA AAACCAAC 


26780 


5135 


5895 


UUCACACU C UUCCGGCU 


8405 


AGCCGGAA CUGAUGAG GCCGUUAGGC CGAA AGUGUGAA 


26781 


5137 


5893 


CACACUCU U CCGGCUGU 


8406 


ACAGCCGG CUGAUGAG GCCGUUAGGC CGAA AGAGUGUG 


26782 


5138 


5892 


ACACUCUU C CGGCUGUC 


8407 


GACAGCCG CUGAUGAG GCCGUUAGGC CGAA AAGAGUGU 


26783 


5146 


5884 


CCGGCUGU C AAUCACCC 


8408 


GGGUGAUU CUGAUGAG GCCGUUAGGC CGAA ACAGCCGG 


26784 


5150 


5880 


CUGUCAAU C ACCCUGCU 


8409 


AGCAGGGU CUGAUGAG GCCGUUAGGC CGAA AUUGACAG 


26785 


5159 


5871 


ACCCUGCU C GCCUUGAA 


8410 


UUCAAGGC CUGAUGAG GCCGUUAGGC CGAA AGCAGGGU 


26786 


5164 


5866 


GCUCGCCU U GAAGUUAG 


8411 


CUAACUUC CUGAUGAG GCCGUUAGGC CGAA AGGCGAGC 


26787 


5170 


5860 


CUUGAAGU U AGCCCCCA 


8412 


UGGGGGCU CUGAUGAG GCCGUUAGGC CGAA ACUUCAAG 


26788 


5171 


5859 


UUGAAGUU A GCCCCCAU 


8413 


I AUGGGGGC CUGAUGAG GCCGUUAGGC CGAA AACUUCAA 


26789 


5180 


5850 


GCCCCCAU U UCAGAUAU 


8414 


AUAUCUGA CUGAUGAG GCCGUUAGGC CGAA AUGGGGGC 


26790 


5181 


5849 


CCCCCAUU U CAGAUAUG 


8415 


CAUAUCUG CUGAUGAG GCCGUUAGGC CGAA AAUGGGGG 


26791 


5182 


5848 


CCCCAUUU C AGAUAUGU 


8416 


ACAUAUCU CUGAUGAG GCCGUUAGGC CGAA AAAUGGGG 


26792 


5187 


5843 


UUUCAGAU A UGUCUGUU 


8417 


AACAGACA CUGAUGAG GCCGUUAGGC CGAA AUCUGAAA 


26793 


5191 


5839 


AGAUAUGU C UGUUGUGA 


8418 


UCACAACA CUGAUGAG GCCGUUAGGC CGAA ACAUAUCU 


26794 


5195 


5835 


AUGUCUGU U GUGAUAAC 


8419 


GUUAUCAC CUGAUGAG GCCGUUAGGC CGAA ACAGACAU 


26795 


5201 


5829 


GUUGUGAU A ACAAAGUC 


8420 


GACUUUGU CUGAUGAG GCCGUUAGGC CGAA AUCACAAC 


26796 


5209 


5821 


AACAAAGU C CCAAUCAU 


8421 


AUGAUUGG CUGAUGAG GCCGUUAGGC CGAA ACUUUGUU 


26797 
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5215 


5815 


GUCCCAAU C AUCGUUCU 


8422 


AGAACGAU CUGAUGAG GCCUUUAGGC CGAA AUUGGGAC 


26798 


5218 


5812 


CCAAUCAU C GUUCUUAC 


8423 


GUAAGAAC CUGAUGAG GCvaSUUAGGC CGAA AUGAUUGG 


26799 


5221 


5809 


AUCAIJCGU U CUUACAUU 


8424 


AAUGUAAG CUGAUGAG GCCGUUAGGC CGAA ACGAUGAU 


26800 


5222 


5808 


UCAUCGUU C UUACAUUU 


8425 


AAAUGUAA CUGAUGAJa liCLXiUUASGU UGAA AAtXiAUUA 


26801 


5224 


5806 


AUCGUUCU U ACAUUUUG 


8426 


CAAAAUGU CUGAUGAG GCCGUUAGGC CGAA AGAACGAU 


26802 


5225 


5805 


UCGUUCUU A CAUUUUGG 


8427 


CCAAAAUG CUGAUGAG GCCGUUAGGC CGAA AAGAACGA 


26803 


5229 


5801 


UCUUACAU U UUGGGUAC 


8428 


GUACCCAA CUGAUGAG GCCGUUAGGC CGAA AUGUAAGA 


26804 


5230 


5800 


CUUACAUU U UGGGUACU 


8429 


AGUACCCA CUGAUGAG GCCGUUAGGC CGAA AAUGUAAG 


26805 


5231 


5799 


UUACAUUU U GGGUACUC 


8430 


GAGUACCC CUGAUGAG GCCGUUAGGC CGAA AAAUGUAA 


26806 


5236 


5794 


UUUUGGGU A CUCCGUCU 


8431 


AGACGGAG CUGAUGAG GCCGUUAGGC CGAA ACCCAAAA 


26807 


5239 


5791 


UGGGUACU C CGUCUCGU 


8432 


ACGAGACG CUGAUGAG GCCGUUAGGC CGAA AGUACCCA 


26808 


5243 


5787 


UACUCCGU C UCGUACGA 


8433 


UCGUACGA CUGAUGAG GCCGUUAGGC CGAA ACGGAGUA 


26809 


5245 


5785 


CUCCGUCU C GUACGACU 


8434 


AGUCGUAC CUGAUGAG GCCGUUAGGC CGAA AGACGGAG 


26810 


5248 


5782 


CGUCUCGU A CGACUUUC 


8435 


GAAAGUCG CUGAUGAG GCCGUUAGGC CGAA ACGAGACG 


26811 


5254 


5776 


GUACGACU U UCUGUUCA 


8436 


UGAACAGA CUGAUGAG GCCGUUAGGC CGAA AGUCGUAC 


26812 


5255 


5775 


UACGACUU U CUGUUCAA 


8437 


UUGAACAG CUGAUGAG GCCGUUAGGC CGAA AAGUCGUA 


26813 


5256 


5774 


ACGACUUU C UGUUCAAU 


8438 


AUUGAACA CUGAUGAG GCCGUUAGGC CGAA AAAGUCGU 


26814 


5260 


5770 


CUUUCUGU U CAAUUGGA 


8439 


UCCAAUUG CUGAUGAG GCCGUUAGGC CGAA ACAGAAAG 


26815 


5261 


5769 


UUUCUGUU C AAUUGGAC 


8440 


GUCCAAUU CUGAUGAG GCCGUUAGGC CGAA AACAGAAA 


26816 


5265 


5765 


UGUUCAAU U GGACUACU 


8441 


AGUAGUCC CUGAUGAG GCCGUUAGGC CGAA AUUGAACA 


26817 


5271 


5759 


AUUGGACU A CUUUCUUU 


8442 


AAAGAAAG CUGAUGAG GCCGUUAGGC CGAA AGUCCAAU 


26818 


5274 


5756 


GGACUACU U UCUUUCCA 


8443 


UGGAAAGA CUGAUGAG GCCGUUAGGC CGAA AGUAGUCC 


26819 


5275 


5755 


GACUACUU U CUUUCCAG 


8444 


CUGGAAAG CUGAUGAG GCCGUUAGGC CGAA AAGUAGUC 


26820 


5276 


5754 


ACUACUUU C UUUCCAGC 


8445 


GCUGGAAA CUGAUGAG GCCGUUAGGC CGAA AAAGUAGU 


26821 


5278 


5752 


UACUUUCU U UCCAGCAC 


8446 


GUGCUGGA CUGAUGAG GCCGUUAGGC CGAA AGAAAGUA 


26622 


5279 


5751 


ACUUUCUU U CCAGCACG 


8447 


CGUGCUGG CUGAUGAG GCCGUUAGGC CGAA AAGAAAGU 


26823 


5280 


5750 


CUUUCUUU C CAGCACGU 


8448 


ACGUGCUG CUGAUGAG GCCGUUAGGC CGAA AAAGAAAG 


26824 


5289 


5741 


CAGCACGU U GUAGGCAA 


8449 


UUGCCUAC CUGAUGAG GCCGUUAGGC CGAA ACGUGCUG 


26825 


5292 


5738 


CACGUUGU A GGCAAAGG 


8450 


CCUUUGCC CUGAUGAG GCCGUUAGGC CGAA ACAACGUG 


26826 


5306 


5724 


AGGGCAAU C UCAUUCCC 


8451 


GGGAAUGA CUGAUGAG GCCGUUAGGC CGAA AUUGCCCU 


26827 


5308 


5722 


GGCAAUCU C AUUCCCCA 


8452 


UGGGGAAU CUGAUGAG GCCGUUAGGC CGAA AGAUUGCC 


26828 


5311 


5719 


AAUCUCAU U CCCCAUCU 


8453 


AGAUGGGG CUGAUGAG GCCGUUAGGC CGAA AUGAGAUU 


26829 


5312 


5718 


AUCUCAUU C CCCAUCUU 


8454 


AAGAUGGG CUGAUGAG GCCGUUAGGC CGAA AAUGAGAU 


26830 


5318 


5712 


UUCCCCAU C UUGACACU 


8455 


AGUGUCAA CUGAUGAG GCCGUUAGGC CGAA AUGGGGAA 


26831 


5320 


5710 


CCCCAUCU U GACACUAG 


8456 


CUAGUGUC CUGAUGAG GCCGUUAGGC CGAA AGAUGGGG 


26832 


5327 


5703 


UUGACACU A GGCACAAA 


8457 


UUUGUGCC CUGAUGAG GCCGUUAGGC CGAA AGUGUCAA 


26833 


5345 


5685 


CAAACCGU C UUCCCGGU 


8458 


ACCGGGAA CUGAUGAG GCCGUUAGGC CGAA ACGGUUUG 


26834 


5347 


5683 


AACCGUCU U CCCGGUGU 


8459 


ACACCGGG CUGAUGAG GCCGUUAGGC CGAA AGACGGUU 


26835 


5348 


5662 


ACCGUCUU C CCGGUGUA 


8460 


UACACCGG CUGAUGAG GCCGUUAGGC CGAA AAGACGGU 


26836 


5356 


5674 


CCCGGUGU A UUCUGUGA 


8461 


UCACAGAA CUGAUGAG GCCGUUAGGC CGAA ACACCGGG 


26837 


5358 


5672 


CGGUGUAU U CUGUGAUC 


8462 


GAUCACAG CUGAUGAG GCCGUUAGGC CGAA AUACACCG 


26838 


5359 


5671 


GGUGUAUU C UGUGAUCC 


8463 


GGAUCACA CUGAUGAG GCCGUUAGGC CGAA AAUACACC 


26839 


5366 


5664 


UCUGUGAU C CAUUCGUA 


8464 


UACGAAUG CUGAUGAG GCCGUUAGGC CGAA AUCACAGA 


26840 


5370 


5660 


UGAUCCAU U CGUAUCCA 


8465 


UGGAUACG CUGAUGAG GCCGUUAGGC CGAA AUGGAUCA 


26841 


5371 


5659 


GAUCCAUU C GUAUCCAG 


8466 


CUGGAUAC CUGAUGAG GCCGUUAGGC CGAA AAUGGAUC 


26842 


5374 


5656 


CCAUUCGU A UCCAGAGU 


8467 


ACUCUGGA CUGAUGAG GCCGUUAGGC CGAA ACGAAUGG 


26843 


5376 


5654 


AUUCGUAU C CAGAGUUC 


8468 


GAACUCUG CUGAUGAG GCCGUUAGGC CGAA AUACGAAU 


26844 


5383 


5647 


UCCAGAGU U CCAAGCUC 


8469 


GAGCUUGG CUGAUGAG GCCGUUAGGC CGAA ACUCUGGA 


26845 


5384 


5646 


CCAGAGUU C CAAGCUCG 


8470 


OGAGCUUG CUGAUGAG GCCGUUAGGC CGAA AACUCUGG 


26846 


5391 


5639 


UCCAAGCU C GAUCCGGG 


8471 


CCCGGAUC CUGAUGAG GCCGUUAGGC CGAA AGCUUGGA 


26847 


5395 


5635 


AGCUCGAU C CGGGAUCU 


8472 


AGAUCCCG CUGAUGAG GCCGUUAGGC CGAA AUCGAGCU 


26848 


5402 


5628 


UCCGGGAU C UCAGUCUG 


8473 


CAGACUGA CUGAUGAG GCCGUUAGGC CGAA AUCCCGGA 


26849 


5404 


5626 


CGGGAUCU C AGUCUGUA 


8474 


UACAGACU CUGAUGAG GCCGUUAGGC CGAA AGAUCCCG 


26850 


5408 


5622 


AUCUCAGU C UGUAAGUC 


8475 


GACUUACA CUGAUGAG GCCGUUAGGC CGAA ACUGAGAU 


26851 


5412 


5618 


CAGUCUGU A AGUCGGAA 


8476 


| UUCCGACU CUGAUGAG GCCGUUAGGC CGAA ACAGACUG 


26852 


3*± ID 
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5423 


5607 


UCGGAAAU U GGUGAAUU 


8478 


AAUUCACC CUGAUGAG GCCGUUAGGC CGAA AUUUCCGA 


26854 


5431 


5599 


UGGUGAAU U GGACUCUG 


8479 


CAGAGUCC CUGAUGAG GCCGUUAGGC CGAA AUUCACCA 


26855 


5437 


5593 


AUUGGACU C UGGGAAUG 


8480 


CAUUCCCA CUGAUGAG GCCGUUAGGC CGAA AGUCCAAU 


26856 


5449 


5581 


GAAUGGAU C UGAAGUGC 


8481 


GCACUUCA CUGAUGAG GCCGUUAGGC CGAA AUCCAUUC 


26857 


5474 


5556 


GUGGCUGU C AUGAAUAU 


8482 


AUAUUCAU CUGAUGAG GCCGUUAGGC CGAA ACAGCCAC 


26858 


5481 


5549 


UCAUGAAU A UUGCCGCC 


8483 


GGCGGCAA CUGAUGAG GCCGUUAGGC CGAA AUUCAUGA 


26859 
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5483 


5547 


AUGAAUAU U GCCGCCGC 


8484 


GCGGCGGC CUGAUGAG GCCGUUAGGC CGAA AUAUUCAU 


26860 


5494 


5536 


CGCCGCCU C CCCUAGCU 


8485 


AGCUAGGG CUGAUGAG GCCGUUAGGC CGAA AGGCGGCG 


26861 


5499 


5531 


CCUCCCCU A GCUCGACC 


8486 


GGUOGAGC CUGAUGAG GCCGUUAGGC CGAA AGGGGAGG 


26862 


5503 


5527 


CCCUAGCU C GACCUUUG 


8487 


CAAAGGUC CUGAUGAG GCCGUUAGGC CGAA AGCUAGGG 


26863 


5509 


5521 


CUCGACCU U UGUGGAAA 


8488 


UUUCCACA CUGAUGAG GCCGUUAGGC CGAA AGGUCGAG 


26864 


5510 


5520 


UCGACCUU U GUGGAAAU 


8489 


AUUUCCAC CUGAUGAG GCCGUUAGGC CGAA AAGGUCGA 


26865 


5521 


5509 


GGAAAUGU A ACCUCUUG 


8490 


CAAGAGGU CUGAUGAG GCCGUUAGGC CGAA ACAUUUCC 


26866 


5526 


5504 


• UGUAACCU C UUGCUGCA 


8491 


UGCAGCAA CUGAUGAG GCCGUUAGGC CGAA AGGUUACA 


26867 


5528 


5502 


UAACCUCU U GCUGCAAU 


8492 


AUUGCAGC CUGAUGAG GCCGUUAGGC CGAA AGAGGUUA 


26868 


5540 


5490 


GCAAUGCU A GCUGGGUC 


8493 


GACCCAGC CUGAUGAG GCCGUUAGGC CGAA AGCAUUGC 


26869 


5548 


5482 


AGCUGGGU C GGUGAAAU 


8494 


AUUUCACC CUGAUGAG GCCGUUAGGC CGAA ACCCAGCU 


26870 


5563 


5467 


AUGAGCCU C AUCCAUCA 


8495 


UGAUGGAU CUGAUGAG GCCGUUAGGC CGAA AGGCUCAU 


26871 


5566 


5464 


AGCCUCAU C CAUCACGA 


8496 


UCGUGAUG CUGAUGAG GCCGUUAGGC CGAA AUGAGGCU 


26872 


5570 


5460 


UCAUCCAU C ACGAACAG 


8497 


CUGUUCGU CUGAUGAG GCCGUUAGGC CGAA AUGGAUGA 


26873 


5581 


5449 


GAACAGGU U GUAGUUCG 


6498 


CGAACUAC CUGAUGAG GCCGUUAGGC CGAA ACCUGUUC 


26874 


5584 


5446 


CAGGUUGU A GUUCGGCA 


8499 


UGCCGAAC CUGAUGAG GCCGUUAGGC CGAA ACAACCUG 


26875 


5587 


5443 


GUUGUAGU U CGGCACCC 


8500 


GGGUGCCG CUGAUGAG GCCGUUAGGC CGAA ACUACAAC 


26876 


5588 


5442 


UUGUAGUU C GGCACCCU 


8501 


AGGGUGCC CUGAUGAG GCCGUUAGGC CGAA AACUACAA 


26877 


5609 


5421 


GGAGACAU C AGCCUGUG 


8502 


CACAGGCU CUGAUGAG GCCGUUAGGC CGAA AUGUCUCC 


26878 


5627 


5403 


GUGAGGGU A GCAUGACA 


8503 


UGUCAUGC CUGAUGAG GCCGUUAGGC CGAA ACCCUCAC 


26879 


5644 


5386 


CAUGACAU C AACAAUCU 


8504 


AGAUUGUU CUGAUGAG GCCGUUAGGC CGAA AUGUCAUG 


26880 


5651 


5379 


UCAACAAU C UCAUUUCC 


8505 


j GGAAAUGA CUGAUGAG GCCGUUAGGC CGAA AUUGUUGA 


26681 


5653 


5377 


AACAAUCU C AUUUCCAU 


8506 


AUGGAAAU CUGAUGAG GCCGUUAGGC CGAA AGAUUGUU 


26882 


5656 


5374 


AAUCUCAU U UCCAUUAU 


8507 


AUAAUGGA CUGAUGAG GCCGUUAGGC CGAA AUGAGAUU 


26883 


5657 


5373 


AUCUCAUU U CCAUUAUG 


8508 


CAUAAUGG CUGAUGAG GCCGUUAGGC CGAA AAUGAGAU 


26884 


5658 


5372 


UCUCAUUU C CAUUAUGU 


8509 


ACAUAAUG CUGAUGAG GCCGUUAGGC CGAA AAAUGAGA 


26885 


5662 


5368 


AUUUCCAU U AUGUUCUC 


8510 


GAGAACAU CUGAUGAG GCCGUUAGGC CGAA AUGGAAAU 


26886 


5663 


5367 


UUUCCAUU A UGUUCUCU 


8511 


AGAGAACA CUGAUGAG GCCGUUAGGC CGAA AAUGGAAA 


26887 


5667 


5363 


CAUUAUGU U CUCUGGGC 


8512 


GCCCAGAG CUGAUGAG GCCGUUAGGC CGAA ACAUAAUG 


26888 


5668 


5362 


AUUAUGUU C UCUGGGCA 


8513 


UGCCCAGA CUGAUGAG GCCGUUAGGC CGAA AACAUAAU 


26889 


5670 


5360 


UAUGUUCU C UGGGCACU 


8514 


AGUGCCCA CUGAUGAG GCCGUUAGGC CGAA AGAACAUA 


26890 


5687 


5343 


GCGGAUGU C UGGUACCG 


8515 


CGGUACCA CUGAUGAG GCCGUUAGGC CGAA ACAUCCGC 


26891 


5692 


5338 


UGUOJGGU A CCGGAUGG 


8516 


CCAUCCGG CUGAUGAG GCCGUUAGGC CGAA ACCAGACA 


26892 


5706 


5324 


UGGGCAGU C CUCUCAGU 


8517 


! ACUGAGAG CUGAUGAG GCCGUUAGGC CGAA ACUGCCCA 


26893 


5709 


5321 


GCAGUCCU C UCAGUGCU 


8518 


AGCACUGA CUGAUGAG GCCGUUAGGC CGAA AGGACUGC 


26894 


5711 


5319 


AGUCCUCU C AGUGCUUC 


8519 


GAAGCACU CUGAUGAG GCCGUUAGGC CGAA AGAGGACU 


26895 


5718 


5312 


UCAGUGCU U CAGCCAUC 


8520 


GAUGGCUG CUGAUGAG GCCGUUAGGC CGAA AGCACUGA 


26896 


5719 


5311 


CAGUGCUU C AGCCAUCU 


8521 


AGAUGGCU CUGAUGAG GCCGUUAGGC CGAA AAGCACUG 


26897 


5726 


5304 


UCAGCCAU C UCAGCAGC 


8522 


GCUGCUGA CUGAUGAG GCCGUUAGGC CGAA AUGGCUGA 


26898 


5728 


5302 


AGCCAUCU C AGCAGCCA 


8523 


UGGCUGCU CUGAUGAG GCCGUUAGGC CGAA AGAUGGCU 


26899 


5747 


5283 


ACCCUGGU U GGUGCUAG 


8524 


CUAGCACC CUGAUGAG GCCGUUAGGC CGAA ACCAGGGU 


26900 


5754 


5276 


UUGGUGCU A GCACGGCU 


8525 


AGCCGUGC CUGAUGAG GCCGUUAGGC CGAA AGCACCAA 


26901 


5765 


5265 


ACGGCUGU U CUCAGUCU 


8526 


AGACUGAG CUGAUGAG GCCGUUAGGC CGAA ACAGCCGU 


26902 


5766 


5264 


CGGCUGUU C UCAGUCUU 


8527 


AAGACUGA CUGAUGAG GCCGUUAGGC CGAA AACAGCCG 


26903 


5768 


5262 


GCUGUUCU C AGUCUUCU 


8528 


AGAAGACU CUGAUGAG GCCGUUAGGC CGAA AGAACAGC 


26904 


5772 


5258 


UUCUCAGU C UUCUGUUU 


8529 


AAACAGAA CUGAUGAG GCCGUUAGGC CGAA ACUGAGAA 


26905 


5774 


5256 


CUCAGUCU U CUGUUUAU 


8530 


AUAAACAG CUGAUGAG GCCGUUAGGC CGAA AGACUGAG 


26906 


5775 


5255 


UCAGUCUU C UGUUUAUG 


8531 


CAUAAACA CUGAUGAG GCCGUUAGGC CGAA AAGACUGA 


26907 


5779 


5251 


UCUUCUGU U UAUGGCCU 


8532 


AGGCCAUA CUGAUGAG GCCGUUAGGC CGAA ACAGAAGA 


26906 


5780 


5250 


CUUCUGUU U AUGGCCUC 


8533 


GAGGCCAU CUGAUGAG GCCGUUAGGC CGAA AACAGAAG 


26909 


5781 


5249 


UUCUGUUU A UGGCCUCU 


8534 


AGAGGCCA CUGAUGAG GCCGUUAGGC CGAA AAACAGAA 


26910 


5788 


5242 


UAUGGCCU C UUUGAUGA 


8535 


UCAUCAAA CUGAUGAG GCCGUUAGGC CGAA AGGCCAUA 


26911 


5790 


5240 


UGGCCUCU U UGAUGAUC 


8536 


GAUCAUCA CUGAUGAG GCCGUUAGGC CGAA AGAGGCCA 


26912 


5791 


5239 


GGCCUCUU U GAUGAUCU 


8537 


AGAUCAUC CUGAUGAG GCCGUUAGGC CGAA AAGAGGCC 


26913 


5798 


5232 


UUGAUGAU C UGUGGCAG 


8538 


CUGCCACA CUGAUGAG GCCGUUAGGC CGAA AUCAUCAA 


26914 


5810 


5220 


GGCAGAAU C CUCCUUGU 


8539 


ACAAGGAG CUGAUGAG GCCGUUAGGC CGAA AUUCUGCC 


26915 


5813 


5217 


AGAAUCCU C CUUGUUUU 


6540 


AAAACAAG CUGAUGAG GCCGUUAGGC CGAA AGGAUUCU 


26916 


5816 


5214 


AUCCUCCU U GUUUUACC 


8541 


GGUAAAAC CUGAUGAG GCCGUUAGGC CGAA AGGAGGAU 


26917 


5819 


5211 


CUCCUUGU U UUACCGGC 


8542 


GCCGGUAA CUGAUGAG GCCGUUAGGC CGAA ACAAGGAG 


26918 


5820 


5210 


UCCUUGUU U UACCGGCG 


8543 


CGCCGGUA CUGAUGAG GCCGUUAGGC CGAA AACAAGGA 


26919 


5821 


5209 


CCUUGUUU U ACCGGCGC 


8544 


GCGCCGGU CUGAUGAG GCCGUUAGGC CGAA AAACAAGG 


26920 


5822 


5208 


CUUGUUUU A CCGGCGCC 


8545 


GGCGCCGG CUGAUGAG GCCGUUAGGC CGAA AAAACAAG 


26921 
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5842 


5188 


AUGGAGAU C CAGUACAG 


8546 


CUGUACUG CUGAUGAG GCCGUUAGGC CGAA AUCUCCAU 


26922 


5847 


5183 


GAUCCAGU A CAGUGAUC 


8547 


GAUCACUG CUGAUGAG GCCGUUAGGC CGAA ACUGGAUC 


26923 


5855 


5175 


ACAGUGAU C UGUUUUUU 


8548 


AAAAAACA CUGAUGAG GCCGUUAGGC CGAA AUCACUGU 


26924 


5859 


5171 


UGADCUGU U UUUUCCUC 


8549 


GAGGAAAA CUGAUGAG GCCGUUAGGC CGAA ACAGAUCA 


26925 


5860 


5170 


GAUCUGUU U UUUCCUCA 


8550 


UGAGGAAA CUGAUGAG GCCGUUAGGC CGAA AACAGAUC | 


26926 


5861 


5169 


AUCUGUUU U UUCCUCAG 


8551 


CUGAGGAA CUGAUGAG GCCGUUAGGC CGAA AAACAGAU 


26927 


5862 


5168 


UCUGUUUU U UCCUCAGC 


8552 


GCUGAGGA CUGAUGAG GCCGUUAGGC CGAA AAAACAGA 


26928 


5863 


5167 


CUGUUUUU U CCUCAGCA 


8553 


UGCUGAGG CUGAUGAG GCCGUUAGGC CGAA AAAAACAG 


26929 


5864 


5166 


UGUUUUUU C CUCAGCAU 


8554 


AUGCUGAG CUGAUGAG GCCGUUAGGC CGAA AAAAAACA 


26930 


5867 


5163 


UUUUUCCU C AGCAUCUC 


8555 


GAGAUGCU CUGAUGAG GCCGUUAGGC CGAA AGGAAAAA | 


26931 


5873 


5157 


CUCAGCAU C UCAGGUUC 


8556 


GAACCUGA CUGAUGAG GCCGUUAGGC CGAA AUGCUGAG 


26932 


5875 


5155 


CAGCAUCU C AGGUUCGA 


8557 


UCGAACCU CUGAUGAG GCCGUUAGGC CGAA AGAUGCUG 


26933 


5880 


5150 


UCUCAGGU U CGAAUCCG 


8558 


CGGAUUCG CUGAUGAG GCCGUUAGGC CGAA ACCUGAGA 


26934 


5881 


5149 


CUCAGGUU C GAAUCCGG 


8559 


CCGGAUUC CUGAUGAG GCCGUUAGGC CGAA AACCUGAG 


26935 


5886 


5144 


GUUCGAAU C CGGCUGGG 


8560 


CCCAGCCG CUGAUGAG GCCGUUAGGC CGAA AUUCGAAC 


26936 


5897 


5133 


GCUGGGAU U GGCUCAUC 


8561 


GAUGAGCC CUGAUGAG GCCGUUAGGC CGAA AUCCCAGC 


26937 


5902 


5128 


GAUUGGCU C AUCCAUCC 


8562 


GGAUGGAU CUGAUGAG GCCGUUAGGC CGAA AGCCAAUC 


26938 


5905 


5125 


UGGCUCAU C CAUCCUUU 


8563 


AAAGGAUG CUGAUGAG GCCGUUAGGC CGAA AUGAGCCA 


26939 


5909 


5121 


UCAUCCAU C CUUUCACC 


8564 


GGUGAAAG CUGAUGAG GCCGUUAGGC CGAA AUGGAUGA 


26940 


5912 


5118 


UCCAUCCU U UCACCCUG 


8565 


CAGGGUGA CUGAUGAG GCCGUUAGGC CGAA AGGAUGGA 


26941 


5913 


5117 


CCAUCCUU U CACCCUGC 


8566 


GCAGGGUG CUGAUGAG GCCGUUAGGC CGAA AAGGAUGG 


26942 


5914 


5116 


CAUCCUUU C ACCCUGCA 


8567 


UGCAGGGU CUGAUGAG GCCGUUAGGC CGAA AAAGGAUG 


26943 


5925 


5105 


CCUGCACU A UCGCGCUU 


8568 


AAGCGCGA CUGAUGAG GCCGUUAGGC CGAA AGUGCAGG 


26944 


5927 


5103 


UGCACUAU C GCGCUUAU 


8569 


AUAAGCGC CUGAUGAG GCCGUUAGGC CGAA AUAGUGCA 


26945 


5933 


5097 


AUCGCGCU U AUGUAUGA 


8570 


UCAUACAU CUGAUGAG GCCGUUAGGC CGAA AGCGCGAU 


26946 


5934 


5096 


UCGCGCUU A UGUAUGAG 


8571 


CUCAUACA CUGAUGAG GCCGUUAGGC CGAA AAGCGCGA 


26947 


5938 


5092 


GCUUAUGU A UGAGCCGU 


8572 


ACGGCUCA CUGAUGAG GCCGUUAGGC CGAA ACAUAAGC 


26948 


5947 


5083 


UGAGCCGU U GGGCAUUA 


8573 


UAAUGCCC CUGAUGAG GCCGUUAGGC CGAA ACGGCUCA 


26949 


5954 


5076 


UUGGGCAU U AUGACUCC 


8574 


GGAGUCAU CUGAUGAG GCCGUUAGGC CGAA AUGCCCAA 


26950 


5955 


5075 


UGGGCAUU A UGACUCCA 


8575 


UGGAGUCA CUGAUGAG GCCGUUAGGC CGAA AAUGCCCA 


26951 


5961 


5069 


UUAUGACU C CAUUGCCA 


8576 


UGGCAAUG CUGAUGAG GCCGUUAGGC CGAA AGUCAUAA 


26952 


5965 


5065 


GACUCCAU U GCCAUAAA 


8577 


UUUAUGGC CUGAUGAG GCCGUUAGGC CGAA AUGGAGUC 


26953 


5971 


5059 


AUUGCCAU A AAGCCCAA 


8578 


UUGGGCUU CUGAUGAG GCCGUUAGGC CGAA AUGGCAAU 


26954 


5981 


5049 


AGCCCAAU C ACAUCACC 


8579 


GGUGAUGU CUGAUGAG GCCGUUAGGC CGAA AUUGGGCU 


26955 


5986 


5044 


AAUCACAU C ACCGUUUU 


8580 


AAAACGGU CUGAUGAG GCCGUUAGGC CGAA AUGUGAUU 


26956 


5992 


5038 


AUCACCGU U UUUGUCCA 


8581 


UGGACAAA CUGAUGAG GCCGUUAGGC CGAA ACGGUGAU 


26957 


5993 


5037 


UCACOGUU U UUGUCCAC 


8582 


GUGGACAA CUGAUGAG GCCGUUAGGC CGAA AACGGUGA 


26958 


5994 


5036 


CACCGUUU U UGUCCACU 


8583 


AGUGGACA CUGAUGAG GCCGUUAGGC CGAA AAACGGUG 


26959 


5995 


5035 


ACCGUUUU U GUCCACUA 


8584 


UAGUGGAC CUGAUGAG GCCGUUAGGC CGAA AAAACGGU 


26960 


5998 


5032 


GUUUUUGU C CACUAUUG 


8585 


CAAUAGUG CUGAUGAG GCCGUUAGGC CGAA ACAAAAAC 


26961 


6003 


5027 


UGUCCACU A UUGGUGAG 


8586 


CUCACCAA CUGAUGAG GCCGUUAGGC CGAA AGUGGACA 


26962 


6005 


5025 


UCCACUAU U GGVGAGCC 


8587 


GGCUCACC CUGAUGAG GCCGUUAGGC CGAA AUAGUGGA 


26963 


6020 


5010 


CCUGAUGU U CCAGUGGG 


8588 


CCCACUGG CUGAUGAG GCCGUUAGGC CGAA ACAUCAGG 


26964 


6021 


5009 


CUGAUGUU C CAGUGGGG 


8589 


CCCCACUG CUGAUGAG GCCGUUAGGC CGAA AACAUCAG 


26965 


6034 


4996 


GGGGAAGU C CAAAGUCA 


8590 


UGACUUUG CUGAUGAG GCCGUUAGGC CGAA ACUUCCCC 


26966 


6041 


4989 


UCCAAAGU C ACGGCCCC 


8591 


GGGGCCGU CUGAUGAG GCCGUUAGGC CGAA ACUUUGGA 


26967 


6053 


4977 


GCCCCGAU U UCUCCUUC 


8592 


GAAGGAGA CUGAUGAG GCCGUUAGGC CGAA AUCGGGGC 


26968 


6054 


4976 


CCCCGAUU U CUCCUUCA 


8593 


UGAAGGAG CUGAUGAG GCCGUUAGGC CGAA AAUCGGGG 


26969 


6055 


4975 


CCCGAUUU C UCCUUCAG 


6594 


CUGAAGGA CUGAUGAG GCCGUUAGGC CGAA AAAUCGGG 


26970 


6057 


4973 


CGAUUUCU C CUUCAGGU 


8595 


ACCUGAAG CUGAUGAG GCCGUUAGGC CGAA AGAAAUCG 


26971 


6060 


4970 


UUUCUCCU U CAGGUGUU 


8596 


AACACCUG CUGAUGAG GCCGUUAGGC CGAA AGGAGAAA 


26972 


6061 


4969 


UUCUCCUU C AGGUGUUU 


8597 


AAACACCU CUGAUGAG GCCGUUAGGC CGAA AAGGAGAA 


26973 


6068 


4962 


UCAGGUGU U UUGAACAC 


8598 


GUGUUCAA CUGAUGAG GCCGUUAGGC CGAA ACACCUGA 


26974 


6069 


4961 


CAGGUGUU U UGAACACC 


8599 


GGUGUUCA CUGAUGAG GCCGUUAGGC CGAA AACACCUG 


26975 


6070 


4960 


AGGUGUUU U GAACACCC 


8600 


GGGUGUUC CUGAUGAG GCCGUUAGGC CGAA AAACACCU 


26976 


6084 


4946 


CCCCUGGU U UCGUCUGG 


8601 


CCAGACGA CUGAUGAG GCCGUUAGGC CGAA ACCAGGGG 


26977 


6085 


4945 


CCCUGGUU U CGUCUGGA 


8602 


UCCAGACG CUGAUGAG GCCGUUAGGC CGAA AACCAGGG 


26978 


6086 


4944 


CCUGGUUU C GUCUGGAC 


8603 


GUCCAGAC CUGAUGAG GCCGUUAGGC CGAA AAACCAGG 


26979 


6089 


4941 


GGUUUCGU C UGGACGUU 


8604 


AACGUCCA CUGAUGAG GCCGUUAGGC CGAA ACGAAACC 


26980 


6097 


4933 


CUGGACGU U CUUAACGU 


8605 


ACGUUAAG CUGAUGAG GCCGUUAGGC CGAA ACGUCCAG 


26981 


6098 


4932 


UGGACGUU C UUAACGUU 


8606 


AACGUUAA CUGAUGAG GCCGUUAGGC CGAA AACGUCCA 


26982 


6100 


4930 


GACGUUCU U AACGUUCU 


8607 


AGAACGUU CUGAUGAG GCCGUUAGGC CGAA AGAACGUC 


26983 
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6101 


4929 


ACGUUCUU A ACGUUCUU 


8608 


AAGAACGU CUGAUGAG GCOGUUAGGC CGAA AAGAACGU 


26984 


6106 


4924 


CUUAACGU U CUUGCCAG 


8609 


CUGGCAAG CUGAUGAG GCCGUUAGGC CGAA ACGUUAAG 


26985 


6107 


4923 


UUAACGUU C UUGCCAGG 


8610 


CCUGGCAA CUGAUGAG GCOGUUAGGC CGAA AACGUUAA 


26986 


6109 


4921 


AACGUUCU U GCCAGGUU 


8611 


AACCUGGC CUGAUGAG GCOGUUAGGC CGAA AGAACGUU 


26987 


6117 


4913 


UGCCAGGU U CCACCACA 


8612 


UGUGGUGG CUGAUGAG GCOGUUAGGC CGAA ACCUGGCA 


26988 


6118 


4912 


GCCAGGUU C CACCACAA 


8613 


UUGUGGUG CUGAUGAG GCCGUUAGGC CGAA AACCUGGC 


26989 


6128 


4902 


ACCACAAU C AUCUGCAC 


8614 


GUGCAGAU CUGAUGAG GCCGUUAGGC CGAA AUUGUGGU 


26990 


6131 


4899 


ACAAUCAU C UGCACCUC 


8615 


GAGGUGCA CUGAUGAG GCCGUUAGGC CGAA AUGAUUGU 


26991 


6139 


4891 


CUGCACCU C AUCCUGCC 


8616 


GGCAGGAU CUGAUGAG GCCGUUAGGC CGAA AGGUGCAG 


26992 


6142 


4888 


CACCUCAU C CUGCCCGU 


8617 


ACGGGCAG CUGAUGAG GCCGUUAGGC CGAA AUGAGGUG 


26993 


6151 


4879 


CUGCCCGU U CCACUUGU 


8618 


ACAAGUGG CUGAUGAG GCCGUUAGGC CGAA ACGGGCAG 


26994 


6152 


4878 


UGCCCGUU C CACUUGUG 


8619 


CACAAGUG CUGAUGAG GCCGUUAGGC CGAA AACGGGCA 


26995 


6157 


4873 


GUUCCACU U GUGCUGCA 


8620 


UGCAGCAC CUGAUGAG GCCGUUAGGC CGAA AGUGGAAC 


26996 


6168 


4862 


GCUGCAAU U UCCAGGGU 


8621 


ACCCUGGA CUGAUGAG GCCGUUAGGC CGAA AUUGCAGC 


26997 


6169 


4861 


CUGCAAUU U CCAGGGUC 


8622 


GACCCUGG CUGAUGAG GCOGUUAGGC CGAA AAUUGCAG 


26998 


6170 


4860 


UGCAAUUU C CAGGGUCC 


8623 


GGACCCUG CUGAUGAG GCCGUUAGGC CGAA AAAUUGCA 


26999 


6177 


4853 


UCCAGGGU C CUCCGUAA 


8624 


UUACGGAG CUGAUGAG GCCGUUAGGC CGAA ACCCUGGA 


27000 


6180 


4850 


AGGGUCCU C CGUAACAA 


8625 


UUGUUACG CUGAUGAG GCCGUUAGGC CGAA AGGACCCU 


27001 


6184 


4846 


UCCUCCGU A ACAAAGUC 


8626 


GACUUUGU CUGAUGAG GCCGUUAGGC CGAA ACGGAGGA 


27002 


6192 


4838 


AACAAAGU C GAUCCUCC 


8627 


GGAGGAUC CUGAUGAG GCCGUUAGGC CGAA ACUUUGUU 


27003 


6196 


4834 


AAGUCGAU C CUCCUUGA 


8628 


UCAAGGAG CUGAUGAG GCCGUUAGGC CGAA AUCGACUU 


27004 


6199 


4831 


UCGAUCCU C CUUGACAC 


S629 


GUGUCAAG CUGAUGAG GCCGUUAGGC CGAA AGGAUCGA 


27005 


6202 


4828 


AUCCUCCU U GACACUGC 


8630 


GCAGUGUC CUGAUGAG GCCGUUAGGC CGAA AGGAGGAU 


27006 


6217 


4813 


GCCCCAGU A UGGGUCCA 


8631 


UGGACCCA CUGAUGAG GCCGUUAGGC CGAA ACUGGGGC 


27007 


6223 


4807 


GUAUGGGU C CAGGCGGC 


8632 


GCCGCCUG CUGAUGAG GCCGUUAGGC CGAA ACCCAUAC 


27008 


6235 


4795 


GCGGCCCU C UCCGCUCA 


8633 


UGAGCGGA CUGAUGAG GCCGUUAGGC CGAA AGGGCCGC 


27009 


6237 


4793 


GGCCCUCU C CGCUCAUC 


8634 


GAUGAGCG CUGAUGAG GCCGUUAGGC CGAA AGAGGGCC 


27010 


6242 


4788 


UCUCCGCU C AUCAAAGC 


8635 


GCUUUGAU CUGAUGAG GCCGUUAGGC CGAA AGCGGAGA 


27011 


6245 


4785 


CCGCUCAU C AAAGCGGC 


8636 


GCCGCUUU CUGAUGAG GCCGUUAGGC CGAA AUGAGCGG 


27012 


6255 


4775 


AAGCGGCU C CUUUUGUU 


8637 


AACAAAAG CUGAUGAG GCCGUUAGGC CGAA AGCCGCUU 


27013 


6258 


4772 


CGGCUCCU U UUGUUGUA 


8638 


UACAACAA CUGAUGAG GCCGUUAGGC CGAA AGGAGCCG 


27014 


6259 


4771 


GGCUCCUU U UGUUGUAU 


8639 


AUACAACA CUGAUGAG GCCGUUAGGC CGAA AAGGAGCC 


27015 


6260 


4770 


GCUCCUUU U GUUGUAUG 


8640 


CAUACAAC CUGAUGAG GCCGUUAGGC CGAA AAAGGAGC 


27016 


6263 


4767 


CCUUUUGU U GUAUGCCA 


8641 


UGGCAUAC CUGAUGAG GCCGUUAGGC CGAA ACAAAAGG 


27017 


6266 


4764 


UUUGUUGU A UGCCAAAG 


8642 


CUUUGGCA CUGAUGAG GCCGUUAGGC CGAA ACAACAAA 


27018 


6291 


4739 


AAACACCU U CAACCAUC 


8643 


GAUGGUUG CUGAUGAG GCCGUUAGGC CGAA AGGUGUUU 


27019 


6292 


4738 


AACACCUU C AACCAUCA 


8644 


UGAUGGUU CUGAUGAG GCCGUUAGGC CGAA AAGGUGUU 


27020 


6299 


4731 


UCAACCAU C ACGCCCGC 


8645 


GCGGGCGU CUGAUGAG GCCGUUAGGC CGAA AUGGUUGA 


27021 


6309 


4721 


CGCCCGCU C CUGCUUGA 


8646 


UCAAGCAG CUGAUGAG GCCGUUAGGC CGAA AGCGGGCG 


27022 


6315 


4715 


CUCCUGCU U GAUAACUG 


8647 


CAGUUAUC CUGAUGAG GCCGUUAGGC CGAA AGCAGGAG 


27023 


6319 


4711 


UGCUUGAU A ACUGCCGA 


8648 


UCGGCAGU CUGAUGAG GCCGUUAGGC CGAA AUCAAGCA 


27024 


6341 


4689 


CCACGAGU C AUGAUCCU 


8649 


AGGAUCAU CUGAUGAG GCCGUUAGGC CGAA ACUCGUGG 


27025 


6347 


4683 


GUCAUGAU C CUGUAGAC 


8650 


GUCUACAG CUGAUGAG GCCGUUAGGC CGAA AUCAUGAC 


27026 


6352 


4678 


GAUCCUGU A GACGCCGG 


8651 


CCGGCGUC CUGAUGAG GCCGUUAGGC CGAA ACAGGAUC 


27027 


6365 


4665 


CCGGUGGU C GUGUCCCC 


8652 


GGGGACAC CUGAUGAG GCCGUUAGGC CGAA ACCACCGG 


27028 


6370 


4660 


GGUCGUGU C CCCCUUUU 


8653 


AAAAGGGG CUGAUGAG GCCGUUAGGC CGAA ACACGACC 


27029 


6376 


4654 


GUCCCCCU U UUUGUACU 


8654 


AGUACAAA CUGAUGAG GCCGUUAGGC CGAA AGGGGGAC 


27030 


6377 


4653 


UCCCCCUU U UUGUACUC 


8655 


GAGUACAA CUGAUGAG GCCGUUAGGC CGAA AAGGGGGA 


27031 


6378 


4652 


CCCCCUUU U UGUACUCC 


8656 


GGAGUACA CUGAUGAG GCCGUUAGGC CGAA AAAGGGGG 


27032 


6379 


4651 


CCCCUUUU U GUACUCCU 


8657 


AGGAGUAC CUGAUGAG GCCGUUAGGC CGAA AAAAGGGG 


27033 


6382 


4648 


CUUUUUGU A CUCCUUUG 


8658 


CAAAGGAG CUGAUGAG GCCGUUAGGC CGAA ACAAAAAG 


27034 


6385 


4645 


UUUGUACU C CUUUGGUG 


8659 


CACCAAAG CUGAUGAG GCCGUUAGGC CGAA AGUACAAA 


27035 


6388 


4642 


GUACUCCU U UGGUGAGG 


8660 


CCUCACCA CUGAUGAG GCCGUUAGGC CGAA AGGAGUAC 


27036 


6389 


4641 


UACUCCUU U GGUGAGGG 


8661 


CCCUCACC CUGAUGAG GCCGUUAGGC CGAA AAGGAGUA 


27037 


6403 


4627 


GGGAGUGU C CCACAACA 


8662 


UGUUGUGG CUGAUGAG GCCGUUAGGC CGAA ACACUCCC 


27038 


6417 


4613 


ACACGCCU C CUCUCUUU 


8663 


AAAGAGAG CUGAUGAG GCCGUUAGGC CGAA AGGCGUGU 


27039 


6420 


4610 


CGCCUCCU C UCUUUGUG 


8664 


CACAAAGA CUGAUGAG GCCGUUAGGC CGAA AGGAGGCG 


27040 


6422 


4608 


CCUCCUCU C UUUGUGUA 


8665 


UACACAAA CUGAUGAG GCCGUUAGGC CGAA AGAGGAGG 


27041 


6424 


4606 


UCCUCUCU U UGUGUAUU 


8666 


AAUACACA CUGAUGAG GCCGUUAGGC CGAA AGAGAGGA 


27042 


6425 


4605 


CCUOJCUU U GUGUAUUG 


8667 


CAAUACAC CUGAUGAG GCCGUUAGGC CGAA AAGAGAGG 


27043 


6430 


4600 


CUUUGUGU A UUGGAGAG 


8668 


CUCUCCAA CUGAUGAG GCCGUUAGGC CGAA ACACAAAG 


27044 


6432 


4598 


UUGUQUAU U GGAGAGUU 


8669 


AACUCUCC CUGAUGAG GCCGUUAGGC CGAA AUACACAA 


27045 
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6440 


4590 


UGGAGAGU U AUCCAAAA 


8670 


UUUUGGAU CUGAUGAG GCCGUUAGGC CGAA ACUCUCCA 


27046 


6441 


4589 


GGAGAGUU A UCCAAAAU 


8671 


AUUUUGGA CUGAUGAG GCCGUUAGGC CGAA AACUCUCC 


27047 


6443 


4587 


AGAGUUAU C CAAAAUCC 


8672 1 


GGAUUUUG CUGAUGAG GCCGUUAGGC CGAA AUAACUCU 


27048 


64S0 


4580 


UCCAAAAU C CAACUACU 


8673 


AGUAGUUG CUGAUGAG GCCGUUAGGC CGAA AUUUUGGA 


27049 


6456 


4574 


AUCCAACU A CUGAGGGC 


8674 


GCCCUCAG CUGAUGAG GCCGUUAGGC CGAA AGUUGGAU 


27050 


6470 


4560 


GGCAAGAU U GCCCAGGG 


8675 


CCCUGGGC CUGAUGAG GCCGUUAGGC CGAA AUCUUGCC 


27051 


6484 


4546 


GGGGGUGU A CGCACUAA 


8676 


UUAGUGCG CUGAUGAG GCCGUUAGGC CGAA ACACCCCC 


27052 


6491 


4539 


UACGCACU A AUCGCGAG 


8677 


CUCGCGAU CUGAUGAG GCCGUUAGGC CGAA AGUGCGUA 


27053 


6494 


4536 


GCACUAAU C GCGAGACA 


8678 


UGUCUCGC CUGAUGAG GCCGUUAGGC CGAA AUUAGUGC 


27054 


6509 


4521 


CAGACCAU U CUGAGCAU 


8679 


AUGCUCAG CUGAUGAG GCCGUUAGGC CGAA AUGGUCUG 


27055 


6510 


4520 


AGACCAUU C UGAGCAUC 


8680 


GAUGCUCA CUGAUGAG GCCGUUAGGC CGAA AAUGGUCU 


27056 


6518 


4512 


CUGAGCAU C CAUAUCUU 


6681 


AAGAUAUG CUGAUGAG GCCGUUAGGC CGAA AUGCUCAG 


27057 


6522 


4508 


GCAUCCAU A UCUUCCAA 


8682 


UUGGAAGA CUGAUGAG GCCGUUAGGC CGAA AUGGAUGC 


27058 


6524 


4506 


AUCCAUAU C UUCCAAGG 


8683 


CCUUGGAA CUGAUGAG GCCGUUAGGC CGAA AUAUGGAU 


27059 


6526 


4504 


CCAUAUCU U CCAAGGUG 


8684 


CACCUUGG CUGAUGAG GCCGUUAGGC CGAA AGAUAUGG 


27060 


6527 


4503 


CAUAUCUU C CAAGGUGC 


8685 


GCACCUUG CUGAUGAG GCCGUUAGGC CGAA AAGAUAUG 


27061 


6537 


4493 


AAGGUGCU C CUGGAUCA 


8686 


UGAUCCAG CUGAUGAG GCCGUUAGGC CGAA AGCACCUU 


27062 


6544 


4486 


UCCUGGAU C AUUCAUGA 


8687 


UCAUGAAU CUGAUGAG GCCGUUAGGC CGAA AUCCAGGA 


27063 


6547 


4483 


UGGAUCAU U CAUGAGCU 


8688 


AGCUCAUG CUGAUGAG GCCGUUAGGC CGAA AUGAUCCA 


27064 


6548 


4482 


GGAUCAUU C AUGAGCUG 


8689 


CAGCUCAU CUGAUGAG GCCGUUAGGC CGAA AAUGAUCC 


27065 


6562 


4468 


CUGGAAGU U UCCAUCAU 


8690 


AUGAUGGA CUGAUGAG GCCGUUAGGC CGAA ACUUCCAG 


27066 


6563 


4467 


UGGAAGUU U CCAUCAUC 


8691 


GAUGAUGG CUGAUGAG GCCGUUAGGC CGAA AACUUCCA 


27067 


6564 


4466 


GGAAGUUU C CAUCAUCA 


8692 


UGAUGAUG CUGAUGAG GCCGUUAGGC CGAA AAACUUCC 


27068 


6568 


4462 


GUUUCCAU C AUCAUCAA 


8693 


UUGAUGAU CUGAUGAG GCCGUUAGGC CGAA AUGGAAAC 


27069 


6571 


4459 


UCCAUCAU C AUCAAGCC 


8694 


GGCUUGAU CUGAUGAG GCCGUUAGGC CGAA AUGAUGGA 


27070 


6574 


4456 


AUCAUCAU C AAGCCGCA 


8695 


UGCGGCUU CUGAUGAG GCCGUUAGGC CGAA AUGAUGAU 


27071 


6586 


4444 


CCGCACAU C AACUCUUU 


8696 


AAAGAGUU CUGAUGAG GCCGUUAGGC CGAA AUGUGCGG 


27072 


6591 


4439 


CAUCAACU C UUUCGCUC 


8697 


GAGCGAAA CUGAUGAG GCCGUUAGGC CGAA AGUUGAUG 


27073 


6593 


4437 


UCAACUCU U UCGCUCGA 


8698 


UCGAGCGA CUGAUGAG GCCGUUAGGC CGAA AGAGUUGA 


27074 


6594 


4436 


CAACUCUU U CGCUCGAG 


8699 


CUCGAGCG CUGAUGAG GCCGUUAGGC CGAA AAGAGUUG 


27075 


6595 


4435 


AACUCUUU C GCUCGAGC 


8700 


GCUCGAGC CUGAUGAG GCCGUUAGGC CGAA AAAGAGUU 


27076 


6599 


4431 


CUUUCGCU C GAGCCUGU 


8701 


ACAGGCUC CUGAUGAG GCCGUUAGGC CGAA AGCGAAAG 


27077 


6608 


4422 


GAGCCUGU A AUUUCUGC 


8702 


GCAGAAAU CUGAUGAG GCCGUUAGGC CGAA ACAGGCUC 


27078 


6611 


4419 


CCUGUAAU U UCUGCAUC 


8703 


GAUGCAGA CUGAUGAG GCCGUUAGGC CGAA AUUACAGG 


27079 


6612 


4418 


CUGUAAUU U CUGCAUCA 


8704 


UGAUGCAG CUGAUGAG GCCGUUAGGC CGAA AAUUACAG 


27080 


6613 


4417 


UGUAAUUU C UGCAUCAC 


8705 


GUGAUGCA CUGAUGAG GCCGUUAGGC CGAA AAAUUACA 


27081 


6619 


4411 


UUCUGCAU C ACUUUCCC 


8706 


GGGAAAGU CUGAUGAG GCCGUUAGGC CGAA AUGCAGAA 


27082 


6623 


4407 


GCAUCACU U UCCCAGGA 


8707 


UCCUGGGA CUGAUGAG GCCGUUAGGC CGAA AGUGAUGC 


27083 


6624 


4406 


CAUCACUU U CCCAGGAA 


8708 


UUCCUGGG CUGAUGAG GCCGUUAGGC CGAA AAGUGAUG 


27084 


6625 


4405 


AUCACUUU C CCAGGAAA 


8709 


UUUCCUGG CUGAUGAG GCCGUUAGGC CGAA AAAGUGAU 


27085 


6637 


4393 


GGAAAUGU C CGCCGUUC 


8710 


GAACGGCG CUGAUGAG GCCGUUAGGC CGAA ACAUUUCC 


27086 


6644 


4386 


UCCGCCGU U CUCUCAAU 


8711 


AUUGAGAG CUGAUGAG GCCGUUAGGC CGAA ACGGCGGA 


27087 


6645 


4385 


CCGCCGUU C UCUCAAUC 


8712 


GAUUGAGA CUGAUGAG GCCGUUAGGC CGAA AACGGCGG 


27088 


6647 


4383 


GCCGUUCU C UCAAUCCA 


8713 


UGGAUUGA CUGAUGAG GCCGUUAGGC CGAA AGAACGGC 


27089 


6649 


4381 


CGUUCUCU C AAUCCACA 


8714 


UGUGGAUU CUGAUGAG GCCGUUAGGC CGAA AGAGAACG 


27090 


6653 


4377 


CUCUCAAU C CACAUAUC 


8715 


GAUAUGUG CUGAUGAG GCCGUUAGGC CGAA AUUGAGAG 


27091 


6659 


4371 


AUCCACAU A UCUGUUGA 


8716 


UCAACAGA CUGAUGAG GCCGUUAGGC CGAA AUGUGGAU 


27092 


6661 


4369 


CCACAUAU C UGUUGAUU 


8717 


AAUCAACA CUGAUGAG GCCGUUAGGC CGAA AUAUGUGG 


27093 


6665 


4365 


AUAUCUGU U GAUUUCCC 


871B 


GGGAAAUC CUGAUGAG GCCGUUAGGC CGAA ACAGAUAU 


27094 


6669 


4361 


CUGUUGAU U UCCCAGAA 


8719 


UUCUGGGA CUGAUGAG GCCGUUAGGC CGAA AUCAACAG 


27095 


6670 


4360 


UGUUGAUU U CCCAGAAA 


8720 


UUUCUGGG CUGAUGAG GCCGUUAGGC CGAA AAUCAACA 


27096 


6671 


4359 


GUUGAUUU C CCAGAAAU 


8721 


AUUUCUGG CUGAUGAG GCCGUUAGGC CGAA AAAUCAAC 


27097 


6680 


4350 


CCAGAAAU C ACGAAAGC 


8722 


GCUUUCGU CUGAUGAG GCCGUUAGGC CGAA AUUUCUGG 


27098 


6710 


4320 


CCCGCGAU A GUCAUUGG 


8723 


CCAAUGAC CUGAUGAG GCCGUUAGGC CGAA AUCGCGGG 


27099 


6713 


4317 


GCGAUAGU C AUUGGAAU 


8724 


AUUCCAAU CUGAUGAG GCCGUUAGGC CGAA ACUAUCGC 


27100 


6716 


4314 


AUAGUCAU U GGAAUGGC 


8725 


GCCAUUCC CUGAUGAG GCCGUUAGGC CGAA AUGACUAU 


27101 


6733 


4297 


CAUGGAGU C AAUGUCAA 


8726 


UUGACAUU CUGAUGAG GCCGUUAGGC CGAA ACUCCAUG 


27102 


6739 


4291 


GUCAAUGU C AAGCUCUG 


8727 


CAGAGCUU CUGAUGAG GCCGUUAGGC CGAA ACAUUGAC 


27103 


6745 


4285 


GUCAAGCU C UGCCAGCC 


8728 


GGCUGGCA CUGAUGAG GCCGUUAGGC CGAA AGCUUGAC 


27104 


6756 


4274 


CCAGCCCU C CGACGAUG 


8729 


CAUCGUCG CUGAUGAG GCCGUUAGGC CGAA AGGGCUGG 


27105 


6773 


4257 


GCAAACAU U AGGCCGAC 


8730 


GUCGGCCU CUGAUGAG GCCGUUAGGC CGAA AUGUUUGC 


27106 


6774 


4256 


CAAACAUU A GGCCGACA 


8731 


UGUCGGCC CUGAUGAG GCCGUUAGGC CGAA AAUGUUUG 


27107 
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6788 


4242 


ACAGCUGU C AUCACUUC 


8732 


GAAGUGAU CUGAUGAG GCCGUUAGGC CGAA ACAGCUGU 


27108 


6791 


4239 


GCUGUCAU C ACUUCAGU 


8733 


ACUGAAGU CUGAUGAG GCCGUUAGGC CGAA AUGACAGC 


27109 


6795 


4235 


UCAUCACU U CAGUUGCG 


8734 


CGCAACUG CUGAUGAG GCCGUUAGGC CGAA AGUGAUGA 


27110 


6796 


4234 


CAUCACUU C AGUUGCGG 


8735 


CCGCAACU CUGAUGAG GCCGUUAGGC CGAA AAGUGAUG 


27111 


6800 


4230 


ACUUCAGU U GCGGGCCA 


8736 


UGGCCCGC CUGAUGAG GCCGUUAGGC CGAA ACUGAAGU 


27112 


6810 


4220 


CGGGCCAU C CGCGUUUA 


8737 


UAAACGCG CUGAUGAG GCCGUUAGGC CGAA AUGGCCCG 


27113 


6816 


4214 


AUCCGCGU U UACGGUUG 


8738 


CAACCGUA CUGAUGAG GCCGUUAGGC CGAA ACGCGGAU 


27114 


6817 


4213 


UCCGCGUU U ACGGUUGG 


8739 


CCAACCGU CUGAUGAG GCCGUUAGGC CGAA AACGCGGA 


27115 


6818 


4212 


CCGCGUUU A CGGUUGGG 


8740 


CCCAACCG CUGAUGAG GCCGUUAGGC CGAA AAACGCGG 


27116 


6823 


4207 


UUUACGGU U GGGAUCAC 


8741 


GUGAUCCC CUGAUGAG GCCGUUAGGC CGAA ACCGUAAA 


27117 


6829 


4201 


GUUGGGAU C ACAUGCAA 


8742 


UUGCAUGU CUGAUGAG GCCGUUAGGC CGAA AUCCCAAC 


27118 


6839 


4191 


CAUGCAAU C AGUCCAGC 


8743 


GCUGGACU CUGAUGAG GCCGUUAGGC CGAA AUUGCAUG 


27119 


6843 


4187 


CAAUCAGU C CAGCAGCA 


8744 


UGCUGCUG CUGAUGAG GCCGUUAGGC CGAA ACUGAUUG 


27120 


6857 


4173 


GCAAGGAU C AUGGGGUU 


8745 


AACCCCAU CUGAUGAG GCCGUUAGGC CGAA AUCCUUGC 


27121 


6865 


4165 


CAUC3GGGU U GAAAAGUC 


8746 


GACUUUUC CUGAUGAG GCCGUUAGGC CGAA ACCCCAUG 


27122 


6873 


4157 


UGAAAAGU C CUGUUGAG 


8747 


CUCAACAG CUGAUGAG GCCGUUAGGC CGAA ACUUUUCA 


27123 


6878 


4152 


AGUCCUGU U GAGGCUAG 


8748 


CUAGCCUC CUGAUGAG GCCGUUAGGC CGAA ACAGGACU 


27124 


6885 


4145 


UUGAGGCU A GAGCCAAG 


8749 


CUUGGCUC CUGAUGAG GCCGUUAGGC CGAA AGCCUCAA 


27125 


6897 


4133 


CCAAGCAU A GCAGACUU 


8750 


AAGUCUGC CUGAUGAG GCCGUUAGGC CGAA AUGCUUGG 


27126 


6905 


4125 


AGCAGACU U GCUCCUUU 


8751 


AAAGGAGC CUGAUGAG GCCGUUAGGC CGAA AGUCUGCU 


27127 


6909 


4121 


GACUUGCU C CUUUCUUU 


8752 


AAAGAAAG CUGAUGAG GCCGUUAGGC CGAA AGCAAGUC 


27128 


6912 


4118 


UUGCUCCU U UCUUUUUU 


8753 


AAAAAAGA CUGAUGAG GCCGUUAGGC CGAA AGGAGCAA 


27129 


6913 


4117 


UGCUCCUU U CUUUUUUG 


8754 


CAAAAAAG CUGAUGAG GCCGUUAGGC CGAA AAGGAGCA 


27130 


6914 


4116 


GCUCCUUU C UUUUUUGC 


8755 


GCAAAAAA CUGAUGAG GCCGUUAGGC CGAA AAAGGAGC 


27131 


6916 


4114 


UCCUUUCU U UUUUGCAG 


8756 


CUGCAAAA CUGAUGAG GCCGUUAGGC CGAA AGAAAGGA 


27132 


6917 


4113 


CCUUUCUU U UUUGCAGC 


8757 


GCUGCAAA CUGAUGAG GCCGUUAGGC CGAA AAGAAAGG 


27133 


6918 


4112 


CUUUCUUU U UUGCAGCU 


8758 


AGCUGCAA CUGAUGAG GCCGUUAGGC CGAA AAAGAAAG 


27134 


6919 


4111 


UUUCUUUU U UGCAGCUG 


8759 


CAGCUGCA CUGAUGAG GCCGUUAGGC CGAA AAAAGAAA 


27135 


6920 


4110 


UUCUUUUU U GCAGCUGC 


8760 


GCAGCUGC CUGAUGAG GCCGUUAGGC CGAA AAAAAGAA 


27136 


6932 


4098 


GCUGCACU C CUCUUCUC 


8761 


GAGAAGAG CUGAUGAG GCCGUUAGGC CGAA AGUGCAGC 


27137 


6935 


4095 


GCACUCCU C UUCUCCCU 


8762 


AGGGAGAA CUGAUGAG GCCGUUAGGC CGAA AGGAGUGC 


27138 


6937 


4093 


ACUCCUCU U CUCCCUGA 


8763 


UCAGGGAG CUGAUGAG GCCGUUAGGC CGAA AGAGGAGU 


27139 


6938 


4092 


CUCCUCUU C UCCCUGAU 


8764 


AUCAGGGA CUGAUGAG GCCGUUAGGC CGAA AAGAGGAG 


27140 


6940 


4090 


CCUCUUCU C CCUGAUCA 


8765 


UGAUCAGG CUGAUGAG GCCGUUAGGC CGAA AGAAGAGG 


27141 


6947 


4083 


UCCCUGAU C AAGCUGCC 


8766 


GGCAGCUU CUGAUGAG GCCGUUAGGC CGAA AUCAGGGA 


27142 


6957 


4073 


AGCUGCCU A UUCCGACC 


8767 


GGUCGGAA CUGAUGAG GCCGUUAGGC CGAA AGGCAGCU 


27143 


6959 


4071 


CUGCCUAU U CCGACCAU 


8768 


AUGGUCGG CUGAUGAG GCCGUUAGGC CGAA AUAGGCAG 


27144 


6960 


4070 


UGCCUAUU C CGACCAUC 


8769 
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8410 


2620 


UCCUUCCU U AUGAGCUU 


9039 


AAGCUCAU CUGAUGAG GCCGUUAGGC CGAA AGGAAGGA 


27415 


8411 


2619 


COJUCCUU A UGAGCUUU 


9040 


AAAGCUCA CUGAUGAG GCCGUUAGGC CGAA AAGGAAGG 


27416 


8418 


2612 


UAUGAGCU U UCUGAAUG 


9041 


CAUUCAGA CUGAUGAG GCCGUUAGGC CGAA AGCUCAUA 


27417 
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8419 


2611 


AUGAGCUU U CUGAAUGA 


9042 


UCAUUCAG CUGAUGAG GCCGUUAGGC CGAA AAGCUCAU 


27418 


8420 


2610 


UGAGCUXJU C UGAAUGAU 


9043 


AUCAUUCA CUGAUGAG GCCGUUAGGC CGAA AAAGCUCA 


27419 


8429 


2601 


UGAAUGAU C UUGGCOAG 


9044 


CUAGCCAA CUGAUGAG GCCGUUAGGC CGAA AUCAUUCA 


27420 


8431 


2599 


AAUGAUCU U GGCUAGGC 


9045 


GCCUAGCC CUGAUGAG GCCGUUAGGC CGAA AGAUCAUU 


27421 


8436 


2594 


UCUUGGCU A GGCCUUGU 


9046 


ACAAGGCC CUGAUGAG GCCGUUAGGC CGAA AGCCAAGA 


27422 


8442 


2588 


CUAGGCCU U GUGGCGUU 


9047 


AACGCCAC CUGAUGAG GCCGUUAGGC CGAA AGGCCUAG 


27423 


8450 


2580 


UGUGGCGU U UCAGGGUA 


9048 


UACCCUGA CUGAUGAG GCCGUUAGGC CGAA ACGCCACA 


27424 


8451 


2579 


GUGGCGUU U CAGGGUAA 


9049 


UUACCCUG CUGAUGAG GCCGUUAGGC CGAA AACGCCAC 


27425 


8452 


2578 


UGGCGUUU C AGGGUAAU 


9050 


AUUACCCU CUGAUGAG GCCGUUAGGC CGAA AAACGCCA 


27426 


8458 


2572 


UUCAGGGU A AUACUUGU 


9051 


ACAAGUAU CUGAUGAG GCCGUUAGGC CGAA ACCCUGAA 


27427 


8461 


2569 


AGGGUAAU A CUUGUACC 


9052 


GGUACAAG CUGAUGAG GCCGUUAGGC CGAA AUUACCCU 


27428 


8464 


2566 


GUAAUAOJ U GUACCGGU 


9053 


ACCGGUAC CUGAUGAG GCCGUUAGGC CGAA AGUAUUAC 


27429 


8467 


2563 


AUACUUGU A CCGGUCCA 


9054 


| UGGACCGG CUGAUGAG GCCGUUAGGC CGAA ACAAGUAU 


27430 


8473 


2557 


GUACCGGU C CAUCCAAG 


9055 


CUUGGAUG CUGAUGAG GCCGUUAGGC CGAA ACCGGUAC 


27431 


8477 


2553 


CGGUCCAU C CAAGCCUC 


9056 


GAGGCUUG CUGAUGAG GCCGUUAGGC CGAA AUGGACCG 


27432 


8485 


2545 


CCAAGCCU C CACAUCAU 


9057 


AUGAUGUG CUGAUGAG GCCGUUAGGC CGAA AGGCUUGG 


27433 


8491 


2539 


CUCCACAU C AUUGUGUA 


9058 


UACACAAU CUGAUGAG GCCGUUAGGC CGAA AUGUGGAG 


27434 


8494 


2536 


CACAUCAU U GUGUAUGA 


9059 


UCAUACAC CUGAUGAG GCCGUUAGGC CGAA AUGAUGUG 


27435 


8499 


2531 


CAUUGUGU A UGAACACU 


9060 


AGUGUUCA CUGAUGAG GCCGUUAGGC CGAA ACACAAUG 


27436 


8508 


2522 


UGAACACU C CACUUCCA 


9061 


UGGAAGUG CUGAUGAG GCCGUUAGGC CGAA AGUGUUCA 


27437 


8513 


2517 


ACUCCACU U CCACAUCU 


9062 


| AGAUGUGG CUGAUGAG GCCGUUAGGC CGAA AGUGGAGU 


27438 


8514 


2516 


CUCCACUU C CACAUCUC 


9063 


GAGAUGUG CUGAUGAG GCCGUUAGGC CGAA AAGUGGAG 


27439 


8520 


2510 


UUCCACAU C UCAGCUCU 


9064 


AGAGCUGA CUGAUGAG GCCGUUAGGC CGAA AUGUGGAA 


27440 


8522 


2508 


CCACAUCU C AGCUCUUG 


9065 


CAAGAGCU CUGAUGAG GCCGUUAGGC CGAA AGAUGUGG 


27441 


8527 


2503 


UCUCAGCU C UUGCCGGC 


9066 


GCCGGCAA CUGAUGAG GCCGUUAGGC CGAA AGCUGAGA 


27442 


8529 


2501 


UCAGCUCU U GCCGGCUG 


9067 


CAGCCGGC CUGAUGAG GCCGUUAGGC CGAA AGAGCUGA 


27443 


8542 


2488 


GCUGAUGU C UAUGGCAC 


9066 


GUGCCAUA CUGAUGAG GCCGUUAGGC CGAA ACAUCAGC 


27444 


8544 


2486 


UGAUGUCU A UGGCACAC 


9069 


GUGUGCCA CUGAUGAG GCCGUUAGGC CGAA AGACAUCA 


27445 


8560 


2470 


CCCAGUGU C AGCGUGCA 


9070 


UGCACGCU CUGAUGAG GCCGUUAGGC CGAA ACACUGGG 


27446 


8572 


2458 


GUGCACGU U CACGGAGA 


9071 


UCUCCGUG CUGAUGAG GCCGUUAGGC CGAA ACGUGCAC 


27447 


8573 


2457 


UGCACGUU C ACGGAGAG 


9072 


CUCUCCGU CUGAUGAG GCCGUUAGGC CGAA AACGUGCA 


27448 


8595 


2435 


GCAGAACU C CUCCAACU 


9073 


AGUUGGAG CUGAUGAG GCCGUUAGGC CGAA AGUUCUGC 


27449 


8598 


2432 


GAACUCCU C CAACUGCG 


9074 


CGCAGUUG CUGAUGAG GCCGUUAGGC CGAA AGGAGUUC 


27450 


8622 


2408 


UGAGAGCU A UGGACCUA 


9075 


UAGGUCCA CUGAUGAG GCCGUUAGGC CGAA AGCUCUCA 


27451 


8630 


2400 


AUGGACCU A UCACGAGC 


9076 


GCUCGUGA CUGAUGAG GCCGUUAGGC CGAA AGGUCCAU 


27452 


8632 


2398 


GGACCUAU C ACGAGCAU 


9077 


AUGCUCGU CUGAUGAG GCCGUUAGGC CGAA AUAGGUCC 


27453 


8641 


2389 


ACGAGCAU U GAUGCCCA 


9078 


UGGGCAUC CUGAUGAG GCCGUUAGGC CGAA AUGCUCGU 


27454 


8651 


2379 


AUGCCCAU C CACAACAG 


9079 


CUGUUGUG CUGAUGAG GCCGUUAGGC CGAA AUGGGCAU 


27455 


8676 


2354 


CCAGCAAU C CUUGCGUU 


9080 


AACGCAAG CUGAUGAG GCCGUUAGGC CGAA AUUGCUGG 


27456 


8679 


2351 


GCAAUCCU U GCGUUAUC 


9081 


GAUAACGC CUGAUGAG GCCGUUAGGC CGAA AGGAUUGC 


27457 


8684 


2346 


CCUUGCGU U AUCCAGGA 


9082 


UCCUGGAU CUGAUGAG GCCGUUAGGC CGAA ACGCAAGG 


27458 


8685 


2345 


CUUGCGUU A UCCAGGAC 


9083 


GUCCUGGA CUGAUGAG GCCGUUAGGC CGAA AACGCAAG 


27459 


8687 


2343 


UGCGUUAU C CAGGACAU 


9084 


AUGUCCUG CUGAUGAG GCCGUUAGGC CGAA AUAACGCA 


27460 


8700 


2330 


ACAUGCCU C CGAACAGU 


9085 


ACUGUUCG CUGAUGAG GCCGUUAGGC CGAA AGGCAUGU 


27461 


8721 


2309 


GGAAUGCU C CUCCGAAC 


9086 


GUUCGGAG CUGAUGAG GCCGUUAGGC CGAA AGCAUUCC 


27462 


8724 


2306 


AUGCUCCU C CGAACACU 


9087 


AGUGUUCG CUGAUGAG GCCGUUAGGC CGAA AGGAGCAU 


27463 


8733 


2297 


CGAACACU U GAUGGACA 


9088 


UGUCCAUC CUGAUGAG GCCGUUAGGC CGAA AGUGUUCG 


27464 


8746 


2284 


GACAGCCU U CCCAACUG 


9089 


CAGUUGGG CUGAUGAG GCCGUUAGGC CGAA AGGCUGUC 


27465 


8747 


2283 


ACAGCCUU C CCAACUGA 


9090 


UCAGUUGG CUGAUGAG GCCGUUAGGC CGAA AAGGCUGU 


27466 


8769 


2261 


ACACCCCU C CAACUGAU 


9091 


AUCAGUUG CUGAUGAG GCCGUUAGGC CGAA AGGGGUGU 


27467 


8778 


2252 


CAACUGAU C CAAAGUCC 


9092 


GGACUUUG CUGAUGAG GCCGUUAGGC CGAA AUCAGUUG 


27468 


8785 


2245 


UCCAAAGU C CCAAGCUG 


9093 \ 


CAGCUUGG CUGAUGAG GCCGUUAGGC CGAA ACUUUGGA 


27469 


8797 


2233 


AGCUGUGU C UCCUAGAG 


9094 


CUCUAGGA CUGAUGAG GCCGUUAGGC CGAA ACACAGCU 


27470 


8799 


2231 


CUGUGUCU C CUAGAGCG 


9095 


CGCUCUAG CUGAUGAG GCCGUUAGGC CGAA AGACACAG 


27471 


8802 


2228 


UGUCUCCU A GAGCGGCU 


9096 


AGCCGCUC CUGAUGAG GCCGUUAGGC CGAA AGGAGACA 


27472 


8811 


2219 


GAGCGGCU A GUCUCUGC 


9097 


GCAGAGAC CUGAUGAG GCCGUUAGGC CGAA AGCCGCUC 


27473 


8814 


2216 


CGGCUAGU C UCUGCGCU 


9098 


AGCGCAGA CUGAUGAG GCCGUUAGGC CGAA ACUAGCCG 


27474 


8816 


2214 


GCUAGUCU C UGCGCUCC 


9099 


GGAGCGCA CUGAUGAG GCCGUUAGGC CGAA AGACUAGC 


27475 


8823 


2207 


UCUGCGCU C CUUUGAGG 


9100 


CCUCAAAG CUGAUGAG GCCGUUAGGC CGAA AGCGCAGA 


27476 


8826 


2204 


GCGCUCCU U UGAGGGUG 


9101 


CACCCUCA CUGAUGAG GCCGUUAGGC CGAA AGGAGCGC 


27477 


8827 


2203 


CGCUCCUU U GAGGGUGG 


9102 


CCACCCUC CUGAUGAG GCCGUUAGGC CGAA AAGGAGCG 


27478 


8837 


2193 | AGGGUGGU U 6UAAAGGC 


9103 


GCCUUUAC CUGAUGAG GCCGUUAGGC CGAA ACCACCCU 


27479 
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8840 


2190 


GUGGUUGU A AAGGCUUU 


9104 


AAAGCCUU CUGAUGAG GCCGUUAGGC CGAA ACAACCAC 


27480 


8847 


2183 


UAAAGGCU U UGCCAAUG 


9105 


CAUUGGCA CUGAUGAG GCCGUUAGGC CGAA AGCCUUUA 


27481 


8848 


2182 


AAAGGCUU U GCCAAUGC 


9106 


GCAUUGGC CUGAUGAG GCCGUUAGGC CGAA AAGCCUUU 


27482 


8861 


2169 


AUGCUGCU U CCAGACUU 


9107 


AAGUCUGG CUGAUGAG GCCGUUAGGC CGAA AGCAGCAU 


27483 


8862 


2168 


UGCUGCDU C CAGACUUG 


9108 


CAAGUCUG CUGAUGAG GCCGUUAGGC CGAA AAGCAGCA 


27484 


8869 


2161 


UCCAGACU U GUGCCAAU 


9109 


AUUGGCAC CUGAUGAG GCCGUUAGGC CGAA AGUCUGGA 


27485 


8884 


2146 


AUGGUGAU U GAUCUGUU 


9110 


AACAGAUC CUGAUGAG GCCGUUAGGC CGAA AUCACCAU 


27486 


8888 


2142 


DGAUUGAU C UGUUGUUC 


9111 


GAACAACA CUGAUGAG GCCGUUAGGC CGAA AUCAAUCA 


27487 


8892 


2138 


UGAUCUGU U GUUCUCOJ 


9112 


AGGAGAAC CUGAUGAG GCCGUUAGGC CGAA ACAGAUCA 


27488 


8895 


2135 


UCUGUUGU U CUCCUCUG 


9113 


CAGAGGAG CUGAUGAG GCCGUUAGGC CGAA ACAACAGA 


27489 


8896 


2134 


CUGUUGUU C UCCUCUGC 


9114 


GCAGAGGA CUGAUGAG GCCGUUAGGC CGAA AACAACAG 


27490 


8898 


2132 


GUUGUUCU C CUCUGCCC 


9115 


GGGCAGAG CUGAUGAG GCCGUUAGGC CGAA AGAACAAC 


27491 


8901 


2129 


GUUCUCCU C UGCCCACC 


9116 


GGUGGGCA CUGAUGAG GCCGUUAGGC CGAA AGGAGAAC 


27492 


8913 


2117 


CCACCACU A UGUAUGAG 


9117 


CUCAUACA CUGAUGAG GCCGUUAGGC CGAA AGUGGUGG 


27493 


8917 


2113 


CACUAUGU A UGAGUCUC 


9118 


GAGACUCA CUGAUGAG GCCGUUAGGC CGAA ACAUAGUG 


27494 


8923 


2107 


GUAUGAGU C UCCAAAGG 


9119 


CCUUUGGA CUGAUGAG GCCGUUAGGC CGAA ACUCAUAC 


27495 


8925 


2105 


AUGAGUCU C CAAAGGGU 


9120 


ACCCUUUG CUGAUGAG GCCGUUAGGC CGAA AGACUCAU 


27496 


8937 


2093 


AGGGUGGU U CCAAUUCA 


9121 


UGAAUUGG CUGAUGAG GCCGUUAGGC CGAA ACCACCCU 


27497 


8938 


2092 


GGGUGGUU C CAAUUCAA 


9122 


UUGAAUUG CUGAUGAG GCCGUUAGGC CGAA AACCACCC 


27498 


8943 


2087 


GUUCCAAU U CAAUCAGG 


9123 


CCUGAUUG CUGAUGAG GCCGUUAGGC CGAA AUUGGAAC 


27499 


8944 


2086 


UUCCAAUU C AAUCAGGA 


9124 


UCCUGAUU CUGAUGAG GCCGUUAGGC CGAA AAUUGGAA 


27500 


8948 


2082 


AAUUCAAU C AGGACCUU 


9125 


AAGGUCCU CUGAUGAG GCCGUUAGGC CGAA AUUGAAUU 


27501 


8956 


2074 


CAGGACCU U AGCGUUGG 


9126 


CCAACGCU CUGAUGAG GCCGUUAGGC CGAA AGGUCCUG 


27502 


8957 


2073 


AGGACCUU A GCGUUGGC 


9127 


GCCAACGC CUGAUGAG GCCGUUAGGC CGAA AAGGUCCU 


27503 


8962 


2068 


CUUAGCGU U GGCCGUGG 


9128 


CCACGGCC CUGAUGAG GCCGUUAGGC CGAA ACGCUAAG 


27504 


8989 


2041 


AAAAGGGU U GACAGUGA 


9129 


j UCACUGUC CUGAUGAG GCCGUUAGGC CGAA ACCCUUUU 


27505 


9003 


2027 


UGACCAAU C UGCCCACU 


9130 


1 AGUGGGCA CUGAUGAG GCCGUUAGGC CGAA AUUGGUCA 


27506 


9017 


2013 


ACUGGCGU U AGGUCGUU 


9131 


! AACGACCU CUGAUGAG GCCGUUAGGC CGAA ACGCCAGU 


27507 


9018 


2012 


CUGGCGUU A GGUCGUUC 


9132 


i GAACGACC CUGAUGAG GCCGUUAGGC CGAA AACGCCAG 


27508 


9022 


2008 


CGUUAGGU C GUUCAAUG 


9133 


CAUUGAAC CUGAUGAG GCCGUUAGGC CGAA ACCUAACG 


27509 


9025 


2005 


UAGGUCGU U CAAUGAAG 


9134 


CUUCAUUG CUGAUGAG GCCGUUAGGC CGAA ACGACCUA 


27510 


9026 


2004 


AGGUCGUU C AAUGAAGC 


9135 


GCUUCAUU CUGAUGAG GCCGUUAGGC CGAA AACGACCU 


27511 


9047 


1983 


GACGAGAU A GGAACUUU 


9136 


AAAGUUCC CUGAUGAG GCCGUUAGGC CGAA AUCUCGUC 


27512 


9054 


1976 


UAGGAACU U UGCAAGGU 


9137 


ACCUUGCA CUGAUGAG GCCGUUAGGC CGAA AGUUCCUA 


27513 


9055 


1975 


AGGAACUU U GCAAGGUC 


9138 


| GACCUUGC CUGAUGAG GCCGUUAGGC CGAA AAGUUCCU 


27514 


9063 


1967 


UGCAAGGU C CAUCCGUG 


9139 


CACGGAUG CUGAUGAG GCCGUUAGGC CGAA ACCUUGCA 


27515 


9067 


1963 


AGGUCCAU C CGUGCCAG 


9140 


CUGGCACG CUGAUGAG GCCGUUAGGC CGAA AUGGACCU 


27516 


9079 


1951 


GCCAGUGU A CUGCAAUU 


9141 


AAUUGCAG CUGAUGAG GCCGUUAGGC CGAA ACACUGGC 


27517 


9087 


1943 


ACUGCAAU U CCAACACC 


9142 


GGUGUUGG CUGAUGAG GCCGUUAGGC CGAA AUUGCAGU 


27518 


9088 


1942 


CUGCAAUU C CAACACCA 


9143 


UGGUGUUG CUGAUGAG GCCGUUAGGC CGAA AAUUGCAG 


27519 


9115 


1915 


ACCUGUGU C UGCGGGAG 


9144 


CUCCCGCA CUGAUGAG GCCGUUAGGC CGAA ACACAGGU 


27520 


9125 


1905 


GCGGGAGU C CCAAGAAA 


9145 


UUUCUUGG CUGAUGAG GCCGUUAGGC CGAA ACUCCCGC 


27521 


9136 


1894 


AAGAAACU U GAAAGCCU 


9146 


AGGCUUUC CUGAUGAG GCCGUUAGGC CGAA AGUUUCUU 


27522 


9145 


1885 


GAAAGCCU U UGAACAGA 


9147 


UCUGUUCA CUGAUGAG GCCGUUAGGC CGAA AGGCUUUC 


27523 


9146 


1884 


AAAGCCUU U GAACAGAC 


9148 


GUCUGUUC CUGAUGAG GCCGUUAGGC CGAA AAGGCUUU 


27524 


9160 


1870 


GACGCCAU A GGUUGUUC 


9149 


GAACAACC CUGAUGAG GCCGUUAGGC CGAA AUGGCGUC 


27525 


9164 


1866 


CCAUAGGU U GUUCCCUU 


9150 


AAGGGAAC CUGAUGAG GCCGUUAGGC CGAA ACCUAUGG 


27526 


9167 


1863 


UAGGUUGU U CCCUUCAA 


9151 


UUGAAGGG CUGAUGAG GCCGUUAGGC CGAA ACAACCUA 


27527 


9168 


1862 


AGGUUGUU C CCUUCAAC 


9152 


GUUGAAGG CUGAUGAG GCCGUUAGGC CGAA AACAACCU 


27528 


9172 


1858 


UGUUCCCU U CAACUGCA 


9153 


UGCAGUUG CUGAUGAG GCCGUUAGGC CGAA AGGGAACA 


27529 


9173 


1857 


GUUCCCUU C AACUGCAA 


9154 


UUGCAGUU CUGAUGAG GCCGUUAGGC CGAA AAGGGAAC 


27530 


9183 


1847 


ACUGCAAU U UUUCCAUC 


9155 


GAUGGAAA CUGAUGAG GCCGUUAGGC CGAA AUUGCAGU 


27531 


9184 


1846 


CUGCAAUU U UUCCAUCU 


9156 


AGAUGGAA CUGAUGAG GCCGUUAGGC CGAA AAUUGCAG 


27532 


9185 


1845 


UGCAAUUU U UCCAUCUU 


9157 


AAGAUGGA CUGAUGAG GCCGUUAGGC CGAA AAAUUGCA 


27533 


9186 


1844 


GCAAUUUU U CCAUCUUC 


9158 


GAAGAUGG CUGAUGAG GCCGUUAGGC CGAA AAAAUUGC 


27534 


9187 


1843 


CAAUUUUU C CAUCUUCA 


9159 


| UGAAGAUG CUGAUGAG GCCGUUAGGC CGAA AAAAAUUG 


27535 


9191 


1839 


UUUUCCAU C UUCACUCU 


9160 


I AGAGUGAA CUGAUGAG GCCGUUAGGC CGAA AUGGAAAA 


27536 


9193 


1837 


UUCCAUCU U CACUCUAC 


9161 


GUAGAGUG CUGAUGAG GCCGUUAGGC CGAA AGAUGGAA 


27537 


9194 


1836 


UCCAUCUU C ACUCUACA 


9162 


UGUAGAGU CUGAUGAG GCCGUUAGGC CGAA AAGAUGGA 


27538 


9198 


1832 


UCUUCACU C UACACUUC 


9163 


GAAGUGUA CUGAUGAG GCCGUUAGGC CGAA AGUGAAGA 


27539 


9200 


1830 


UUCACUCU A CACUUCAA 


9164 


UUGAAGUG CUGAUGAG GCCGUUAGGC CGAA AGAGUGAA 


27540 


9205 


1825 


UCUACACU U CAAAUGAC 


9165 


GUCAUUUG CUGAUGAG GCCGUUAGGC CGAA AGUGUAGA 


27541 
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9206 


1824 


CUACACUU C AAAUGACC 


9166 


GGUCAUUU CUGAUGAG GCCGUUAGGC CGAA AAGUGUAG 


27542 


9221 


1809 


CCCGACGU C AACUUGAC 


9167 


GUCAAGUU CUGAUGAG GCCGUUAGGC CGAA ACGUCGGG 


27543 


9226 


1804 


CGUCAACU U GACAGUGU 


9168 


ACACUGUC CUGAUGAG GCCGUUAGGC CGAA AGUUGACG 


27544 


9235 


1795 


GACAGUGU U GCUUGAAA 


9169 


UUUCAAGC CUGAUGAG GCCGUUAGGC CGAA ACACUGUC 


27545 


9239 


1791 


GUGUUGCU U GAAAAUUC 


9170 


GAAUUUUC CUGAUGAG GCCGUUAGGC CGAA AGCAACAC 


27546 


9246 


1784 


UUGAAAAU U CCACAGGA 


9171 


UCCUGUGG CUGAUGAG GCCGUUAGGC CGAA AUUUUCAA 


27547 


9247 


1783 


UGAAAAUU C CACAGGAA 


9172 


UUCCUGUG CUGAUGAG GCCGUUAGGC CGAA AAUUUUCA 


27548 


9261 


1769 


GAAUGGCU C CAGCCAAA 


9173 


UUUGGCUG CUGAUGAG GCCGUUAGGC CGAA AGCCAUUC 


27549 


9273 


1757 


CCAAAGCU D GAUGCAGA 


9174 


UCUGCAUC CUGAUGAG GCCGUUAGGC CGAA AGCUUUGG 


27550 


9285 


1745 


GCAGAGCU C CCUCUUGU 


9175 


ACAAGAGG CUGAUGAG GCCGUUAGGC CGAA AGCUCUGC 


27551 


9289 


1741 


AGCUCCCU C UUGUGAGC 


9176 


GCUCACAA CUGAUGAG GCCGUUAGGC CGAA AGGGAGCU 


27552 


9291 


1739 


CUCCCUCU U GUGAGCCC 


9177 


GGGCUCAC CUGAUGAG GCCGUUAGGC CGAA AGAGGGAG 


27553 


9306 


1724 


CCAAUGCU A UCACAGAC 


9178 


GUCUGUGA CUGAUGAG GCCGUUAGGC CGAA AGCAUUGG 


27554 


9308 


1722 


AAUGCUAU C ACAGACUG 


9179 


CAGUCUGU CUGAUGAG GCCGUUAGGC CGAA AUAGCAUU 


27555 


9319 


1711 


AGACUGCU U CGUGGCGU 


9180 


ACGCCACG CUGAUGAG GCCGUUAGGC CGAA AGCAGUCU 


27556 


9320 


1710 


GACUGCUU C GUGGCGUG 


9181 


CACGCCAC CUGAUGAG GCCGUUAGGC CGAA AAGCAGUC 


27557 


9333 


1697 


CGUGUGGU U CCUCAAAC 


9182 


GUUUGAGG CUGAUGAG GCCGUUAGGC CGAA ACCACACG 


27558 


9334 


1696 


GUGUGGUU C CUCAAACU 


9183 


AGUUUGAG CUGAUGAG GCCGUUAGGC CGAA AACCACAC 


27559 


9337 


1693 


UGGUUCCU C AAACUCCA 


9184 


UGGAGUUU CUGAUGAG GCCGUUAGGC CGAA AGGAACCA 


27560 


9343 


1687 


CUCAAACU C CAUUAACG 


9185 


CGUUAAUG CUGAUGAG GCCGUUAGGC CGAA AGUUUGAG 


27561 


9347 


1683 


AACUCCAU U AACGUCUC 


9186 


GAGACGUU CUGAUGAG GCCGUUAGGC CGAA AUGGAGUU 


27562 


9348 


1682 


ACUCCAUU A ACGUCUCU 


9187 


AGAGACGU CUGAUGAG GCCGUUAGGC CGAA AAUGGAGU 


27563 


9353 


1677 


AUUAACGU C UCUCUGUU 


9188 


AACAGAGA CUGAUGAG GCCGUUAGGC CGAA ACGUUAAU 


27564 


9355 


1675 


UAACGUCU C UCUGUUCC 


9189 


GGAACAGA CUGAUGAG GCCGUUAGGC CGAA AGACGUUA 


27565 


9357 


1673 


ACGUCUCU C UGUUCOJC 


9190 


GAGGAACA CUGAUGAG GCCGUUAGGC CGAA AGAGACGU 


27566 


9361 


1669 


CUCUCUGU U CCUCCACA 


9191 


UGUGGAGG CUGAUGAG GCCGUUAGGC CGAA ACAGAGAG 


27567 


9362 


1668 


UCUCUGUU C CUCCACAC 


9192 


GUGUGGAG CUGAUGAG GCCGUUAGGC CGAA AACAGAGA 


27568 


9365 


1665 


CUGUUCCU C CACACAGU 


9193 


ACUGUGUG CUGAUGAG GCCGUUAGGC CGAA AGGAACAG 


27569 


9374 


1656 


CACACAGU A CUUCCAGC 


9194 


GCUGGAAG CUGAUGAG GCCGUUAGGC CGAA ACUGUGUG 


27570 


9377 


1653 


ACAGUACU U CCAGCACU 


9195 


AGUGCUGG CUGAUGAG GCCGUUAGGC CGAA AGUACUGU 


27571 


9378 


1652 


CAGUACUU C CAGCACUG 


9196 


CAGUGCUG CUGAUGAG GCCGUUAGGC CGAA AAGUACUG 


27572 


9389 


1641 


GCACUGCU C CAAGGGAG 


9197 


CUCCCUUG CUGAUGAG GCCGUUAGGC CGAA AGCAGUGC 


27573 


9400 


1630 


AGGGAGGU U GAGGUCCA 


9198 


UGGACCUC CUGAUGAG GCCGUUAGGC CGAA ACCUCCCU 


27574 


9406 


1624 


GUUGAGGU C CAUGAACC 


9199 


GGUUCAUG CUGAUGAG GCCGUUAGGC CGAA ACCUCAAC 


27575 


9418 


1612 


GAACCACU C ACGAUGGA 


9200 


UCCAUCGU CUGAUGAG GCCGUUAGGC CGAA AGUGGUUC 


27576 


9437 


1593 


AAGAACGU C UUUGUUCC 


9201 


GGAACAAA CUGAUGAG GCCGUUAGGC CGAA ACGUUCUU 


27577 


9439 


1591 


GAACGUCU U UGUUCCAA 


9202 


UUGGAACA CUGAUGAG GCCGUUAGGC CGAA AGACGUUC 


27578 


9440 


1590 


AACGUCUU U GUUCCAAC 


9203 


GUUGGAAC CUGAUGAG GCCGUUAGGC CGAA AAGACGUU 


27579 


9443 


1587 


GUCUUUGU U CCAACAGU 


9204 


ACUGUUGG CUGAUGAG GCCGUUAGGC CGAA ACAAAGAC 


27580 


9444 


1586 


UCUUUGUU C CAACAGUC 


9205 


GACUGUUG CUGAUGAG GCCGUUAGGC CGAA AACAAAGA 


27581 


9452 


1578 


CCAACAGU C AUCACGUA 


9206 


UACGUGAU CUGAUGAG GCCGUUAGGC CGAA ACUGUUGG 


27582 


9455 


1575 


ACAGUCAU C ACGUAGUA 


9207 


UACUACGU CUGAUGAG GCCGUUAGGC CGAA AUGACUGU 


27583 


9460 


1570 


CAUCACGU A GUAUGCAU 


9208 


AUGCAUAC CUGAUGAG GCCGUUAGGC CGAA ACGUGAUG 


27584 


9463 


1567 


CACGUAGU A UGCAUUGG 


9209 


CCAAUGCA CUGAUGAG GCCGUUAGGC CGAA ACUACGUG 


27585 


9469 


1561 


GUAUGCAU U GGUGUCAA 


9210 


UUGACACC CUGAUGAG GCCGUUAGGC CGAA AUGCAUAC 


27586 


9475 


1555 


AUUGGUGU C AAUCCCUG 


9211 


CAGGGAUU CUGAUGAG GCCGUUAGGC CGAA ACACCAAU 


27587 


9479 


1551 


GUGUCAAU C CCUGACCG 


9212 


CGGUCAGG CUGAUGAG GCCGUUAGGC CGAA AUUGACAC 


27588 


9492 


1538 


ACCGUGGU U CACAGUCC 


9213 


GGACUGUG CUGAUGAG GCCGUUAGGC CGAA ACCACGGU 


27589 


9493 


1537 


CCGUGGUU C ACAGUCCA 


9214 


UGGACUGU CUGAUGAG GCCGUUAGGC CGAA AACCACGG 


27590 


9499 


1531 


UUCACAGU C CACUGUCA 


9215 


UGACAGUG CUGAUGAG GCCGUUAGGC CGAA ACUGUGAA 


27591 


9506 


1524 


UCCACUGU C ACCUCUCC 


9216 


GGAGAGGU CUGAUGAG GCCGUUAGGC CGAA ACAGUGGA 


27592 


9511 


1519 


UGUCACCU C UCCAUAUU 


9217 


AAUAUGGA CUGAUGAG GCCGUUAGGC CGAA AGGUGACA 


27593 


9513 


1517 


UCACCUCU C CAUAUUCU 


9218 


AGAAUAUG CUGAUGAG GCCGUUAGGC CGAA AGAGGUGA 


27594 


9517 


1513 


CUCUCCAU A UUCUCCAA 


9219 


UUGGAGAA CUGAUGAG GCCGUUAGGC CGAA AUGGAGAG 


27595 


9519 


1511 


CUCCAUAU U CUCCAAGC 


9220 


GCUUGGAG CUGAUGAG GCCGUUAGGC CGAA AUAUGGAG 


27596 


9520 


1510 


UCCAUAUU C UCCAAGCU 


9221 


AGCUUGGA CUGAUGAG GCCGUUAGGC CGAA AAUAUGGA 


27597 


9522 


1508 


CAUAUUCU C CAAGCUUU 


9222 


AAAGCUUG CUGAUGAG GCCGUUAGGC CGAA AGAAUAUG 


27598 


9529 


1501 


UCCAAGCU U UAGUGUGU 


9223 


ACACACUA CUGAUGAG GCCGUUAGGC CGAA AGCUUGGA 


27599 


9530 


1500 


CCAAGCUU U AGUGUGUA 


9224 


UACACACU CUGAUGAG GCCGUUAGGC CGAA AAGCUUGG 


27600 


9531 


1499 


CAAGCUUU A GUGUGUAU 


9225 


AUACACAC CUGAUGAG GCCGUUAGGC CGAA AAAGCUUG 


27601 


9538 


1492 


UAGUGUGU A UGAAGGCG 


9226 


CGCCUUCA CUGAUGAG GCCGUUAGGC CGAA ACACACUA 


27602 


9567 


1463 


UGCUGAAU C UCCCUGCC 


9227 


GGCAGGGA CUGAUGAG GCCGUUAGGC CGAA AUUCAGCA 


27603 
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9569 


1461 


CUGAAUCU C CCUGCCUG 


9228 


CAGGCAGG CUGAUGAG GCCGUUAGGC CGAA AGAUUCAG 


27604 


9585 


1445 


GAGDGGOJ C CAACCUGU 


9229 


ACAGGUUG CUGAUGAG GCCGUUAGGC CGAA AGCCACUC 


27605 


9601 


1429 


UGUGGAGU A GUUUCCGU 


9230 


ACGGAAAC CUGAUGAG GCCGUUAGGC CGAA ACUCCACA 


27606 


9604 


1426 


GGAGUAGU U UCCGUGOG 


9231 


CGCACGGA CUGAUGAG GCCGUUAGGC CGAA ACUACUCC 


27607 


9605 


1425 


GAGUAGUU U CCGUGCGA 


9232 


UCGCACGG CUGAUGAG GCCGUUAGGC CGAA AACUACUC 


27608 


9606 


1424 


AGUAGUUU C CGUGCGAC 


9233 


GUCGCACG CUGAUGAG GCCGUUAGGC CGAA AAACUACU 


27609 


9616 


1414 


GUGCGACU C CACAGUAG 


9234 


CUACUGUG CUGAUGAG GCCGUUAGGC CGAA AGUCGCAC 


27610 


9623 


1407 


UCCACAGU A GUUGGUCC 


9235 


GGACCAAC CUGAUGAG GCCGUUAGGC CGAA ACUGUGGA 


27611 


9626 


1404 


ACAGUAGU U GGUCCAUG 


9236 


CAUGGACC CUGAUGAG GCCGUUAGGC CGAA ACUACUGU 


27612 


9630 


1400 


UAGUUGGU C CAUGGACA 


9237 


UGUCCAUG CUGAUGAG GCCGUUAGGC CGAA ACCAACUA 


27613 


9651 


1379 


UGGCCACU U CGUACUUG 


9238 


CAAGUACG CUGAUGAG GCCGUUAGGC CGAA AGUGGCCA 


27614 


9652 


1378 


GGCCACUU C GUACUUGA 


9239 


UCAAGUAC CUGAUGAG GCCGUUAGGC CGAA AAGUGGCC 


27615 


9655 


1375 


CACUUCGU A CUUGAUAU 


9240 


AUAUCAAG CUGAUGAG GCCGUUAGGC CGAA ACGAAGUG 


27616 


9658 


1372 


UUCGUACU U GAUAUUCU 


9241 


AGAAUAUC CUGAUGAG GCCGUUAGGC CGAA AGUACGAA 


27617 


9662 


1368 


UACUUGAU A UUCUCUUU 


9242 


AAAGAGAA CUGAUGAG GCCGUUAGGC CGAA AUCAAGUA 


27618 


9664 


1366 


CUUGAUAU U CUCUUUCA 


9243 


UGAAAGAG CUGAUGAG GCCGUUAGGC CGAA AUAUCAAG 


27619 


9665 


1365 


UUGAUAUU C UCUUUCAA 


9244 


UUGAAAGA CUGAUGAG GCCGUUAGGC CGAA AAUAUCAA 


27620 


9667 


1363 


GAUAUUCU C UUUCAAGA 


9245 


| UCUUGAAA CUGAUGAG GCCGUUAGGC CGAA AGAAUAUC 


27621 


9669 


1361 


UAUUCUCU U UCAAGAUG 


9246 


CAUCUUGA CUGAUGAG GCCGUUAGGC CGAA AGAGAAUA 


27622 


9670 


1360 


AUUCUCUU U CAAGAUGG 


9247 


CCAUCUUG CUGAUGAG GCCGUUAGGC CGAA AAGAGAAU 


27623 


9671 


1359 


UUCUCUUU C AAGAUGGU 


9248 


| ACCAUCUU CUGAUGAG GCCGUUAGGC CGAA AAAGAGAA 


27624 


9680 


1350 


AAGAUGGU U CUUCCUAU 


9249 


AUAGGAAG CUGAUGAG GCCGUUAGGC CGAA ACCAUCUU 


27625 


9681 


1349 


AGAUGGUU C UUCCUAUU 


9250 


1 AAUAGGAA CUGAUGAG GCCGUUAGGC CGAA AACCAUCU 


27626 


9683 


1347 


AUGGUUCU U CCUAUUGC 


9251 


1 GCAAUAGG CUGAUGAG GCCGUUAGGC CGAA AGAACCAU 


27627 


9684 


1346 


UGGUUCUU C CUAUUGCC 


9252 


GGCAAUAG CUGAUGAG GCCGUUAGGC CGAA AAGAACCA 


27628 


9687 


1343 


UUCUUCCU A UUGCCUUG 


9253 


CAAGGCAA CUGAUGAG GCCGUUAGGC CGAA AGGAAGAA 


27629 


9689 


1341 


CUUCCUAU U GCCUUGGU 


9254 


j ACCAAGGC CUGAUGAG GCCGUUAGGC CGAA AUAGGAAG 


27630 


9694 


1336 


UAUUGCCU U GGUAGAGC 


9255 


GCUCUACC CUGAUGAG GCCGUUAGGC CGAA AGGCAAUA 


27631 


9698 


1332 


GCCUUGGU A GAGCAGGC 


9256 


! GCCUGCUC CUGAUGAG GCCGUUAGGC CGAA ACCAAGGC 


27632 


9711 


1319 


AGGCAAAU U UGGCGCAU 


9257 


AUGCGCCA CUGAUGAG GCCGUUAGGC CGAA AUUUGCCU 


27633 


9712 


1318 


GGCAAAUU U GGCGCAUG 


9258 


CAUGCGCC CUGAUGAG GCCGUUAGGC CGAA AAUUUGCC 


27634 


9724 


1306 


GCAUGUGU C AAUGCUUC 


9259 


GAAGCAUU CUGAUGAG GCCGUUAGGC CGAA ACACAUGC 


27635 


9731 


1299 


' UCAAUGCU U CCUUUGCC 


9260 


GGCAAAGG CUGAUGAG GCCGUUAGGC CGAA AGCAUUGA 


27636 


9732 


1298 


CAAUGCUU C CUUUGCCA 


9261 


UGGCAAAG CUGAUGAG GCCGUUAGGC CGAA AAGCAUUG 


27637 


9735 


1295 


UGCUUCCU U UGCCAAAU 


9262 


AUUUGGCA CUGAUGAG GCCGUUAGGC CGAA AGGAAGCA 


27638 


9736 


1294 


GCUUCCUU U GCCAAAUA 


9263 


UAUUUGGC CUGAUGAG GCCGUUAGGC CGAA AAGGAAGC 


27639 


9744 


1286 


UGCCAAAU A AUCCGCAG 


9264 


CUGCGGAU CUGAUGAG GCCGUUAGGC CGAA AUUUGGCA 


27640 


9747 


1283 


CAAAUAAU C CGCAGCCG 


9265 


CGGCUGCG CUGAUGAG GCCGUUAGGC CGAA AUUAUUUG 


27641 


9757 


1273 


GCAGCCGU U GCCCCAGC 


9266 


GCUGGGGC CUGAUGAG GCCGUUAGGC CGAA ACGGCUGC 


27642 


9772 


1258 


GCCCCUGU C CACCACUC 


9267 


GAGUGGUG CUGAUGAG GCCGUUAGGC CGAA ACAGGGGC 


27643 


9780 


1250 


CCACCACU C CUUGUCUG 


9268 


CAGACAAG CUGAUGAG GCCGUUAGGC CGAA AGUGGUGG 


27644 


9783 


1247 


CCACUCCU U GUCUGCAC 


9269 


GUGCAGAC CUGAUGAG GCCGUUAGGC CGAA AGGAGUGG 


27645 


9786 


1244 


CUCCUUGU C UGCACACA 


9270 


UGUGUGCA CUGAUGAG GCCGUUAGGC CGAA ACAAGGAG 


27646 


9805 


1225 


AGCUGGGU C AGCACGUU 


9271 


AACGUGCU CUGAUGAG GCCGUUAGGC CGAA ACCCAGCU 


27647 


9813 


1217 


CAGCACGU U UGUCAUUG 


9272 


CAAUGACA CUGAUGAG GCCGUUAGGC CGAA ACGUGCUG 


27648 


9814 


1216 


AGCACGUU U GUCAUUGU 


9273 


ACAAUGAC CUGAUGAG GCCGUUAGGC CGAA AACGUGCU 


27649 


9817 


1213 


ACGUUUGU C AUUGUGAG 


9274 


CUCACAAU CUGAUGAG GCCGUUAGGC CGAA ACAAACGU 


27650 


9820 


1210 


UUUGUCAU U GUGAGCUU 


9275 


AAGCUCAC CUGAUGAG GCCGUUAGGC CGAA AUGACAAA 


27651 


9828 


1202 


UGUGAGCU U CUCCCAUG 


9276 


CAUGGGAG CUGAUGAG GCCGUUAGGC CGAA AGCUCACA 


27652 


9829 


1201 


GUGAGCUU C UCCCAUGG 


9277 


CCAUGGGA CUGAUGAG GCCGUUAGGC CGAA AAGCUCAC 


27653 


9831 


1199 


GAGCUUCU C CCAUGGUC 


9278 


GACCAUGG CUGAUGAG GCCGUUAGGC CGAA AGAAGCUC 


27654 


9839 


1191 


CCCAUGGU C GGGCACGC 


9279 


GCGUGCCC CUGAUGAG GCCGUUAGGC CGAA ACCAUGGG 


27655 


9852 


1178 


ACGCAGCU U UGGUGGAG 


9280 


CUCCACCA CUGAUGAG GCCGUUAGGC CGAA AGCUGCGU 


27656 


9853 


1177 


CGCAGCUU U GGUGGAGA 


9281 


UCUCCACC CUGAUGAG GCCGUUAGGC CGAA AAGCUGCG 


27657 


9865 


1165 


GGAGAGAU C GCUGACGG 


9282 


CCGUCAGC CUGAUGAG GCCGUUAGGC CGAA AUCUCUCC 


27658 


9875 


1155 


CUGACGGU A GCCAAAUA 


9283 


UAUUUGGC CUGAUGAG GCCGUUAGGC CGAA ACCGUCAG 


27659 


9883 


1147 


AGCCAAAU A GCAAUAAC 


9284 


GUUAUUGC CUGAUGAG GCCGUUAGGC CGAA AUUUGGCU 


27660 


9889 


1141 


AUAGCAAU A ACUGCGGA 


928V 


UCCGCAGU CUGAUGAG GCCGUUAGGC CGAA AUUGCUAU 


27661 


9901 


1129 


GCGGACCU C UGCCAGGU 


9286 


ACCUGGCA CUGAUGAG GCCGUUAGGC CGAA AGGUCCGC 


27662 


9910 


1120 


UGCCAGGU U GACCGCCU 


9287 


AGGCGGUC CUGAUGAG GCCGUUAGGC CGAA ACCUGGCA 


27663 


9919 


1111 


GACCGCCU C CAUAUUCA 


9288 


UGAAUAUG CUGAUGAG GCCGUUAGGC CGAA AGGCGGUC 


27664 


9923 


1107 


GCCUCCAU A UUCAUCAU 


9289 


AUGAUGAA CUGAUGAG GCCGUUAGGC CGAA AUGGAGGC 


27665 
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9925 


1105 


CUCCAUAU U CAUCAUCU 


9290 


AGAUGAUG CUGAUGAG GCCGUUAGGC CGAA AUAUGGAG 


27666 


9926 


1104 


UCCAUAUU C AUCAUCUU 


9291 


AAGAUGAU CUGAUGAG GCCGUUAGGC CGAA AAUAUGGA 


27667 


9929 


1101 


AUAUUCAU C AUCUUCAC 


9292 


GUGAAGAU CUGAUGAG GCCGUUAGGC CGAA AUGAAUAU 


27668 


9932 


1098 


UUCAUCAU C UUCACAUC 


9293 


GAUGUGAA CUGAUGAG GCCGUUAGGC CGAA AUGAUGAA 


27669 


9934 


1096 


CAUCAUCU U CACAUCGA 


9294 


UCGAUGUG CUGAUGAG GCCGUUAGGC CGAA AGAUGAUG 


27670 


9935 


1095 


AUCAUCUU C ACAUCGAU 


9295 


AUCGAUGU CUGAUGAG GCCGUUAGGC CGAA AAGAUGAU 


27671 


9940 


1090 


CUUCACAU C GAUGGUAG 


9296 


CUACCAUC CUGAUGAG GCCGUUAGGC CGAA AUGUGAAG 


27672 


9947 


1083 


UCGAUGGU A GGCUUGUC 


9297 


GACAAGCC CUGAUGAG GCCGUUAGGC CGAA ACCAUCGA 


27673 


9952 


1078 


GGUAGGCU U GUCCUUAG 


9298 


CUAAGGAC CUGAUGAG GCCGUUAGGC CGAA AGCCUACC 


27674 


9955 


1075 


AGGCUUGU C CUUAGACA 


9299 


UGUCUAAG CUGAUGAG GCCGUUAGGC CGAA ACAAGCCU 


27675 


9958 


1072 


CUUGUCCU U AGACAUGA 


9300 


UCAUGUCU CUGAUGAG GCCGUUAGGC CGAA AGGACAAG 


27676 


9959 


1071 


UUGUCCUU A GACAUGAU 


9301 


AUCAUGUC CUGAUGAG GCCGUUAGGC CGAA AAGGACAA 


27677 


9968 


1062 


GACAUGAU A GUCACGCA 


9302 


UGCGUGAC CUGAUGAG GCCGUUAGGC CGAA AUCAUGUC 


27678 


9971 


1059 


AUGAUAGU C ACGCAGCU 


9303 


AGCUGCGU CUGAUGAG GCCGUUAGGC CGAA ACUAUCAU 


27679 


9982 


1048 


GCAGCUGU C GCCUUCGA 


9304 


UCGAAGGC CUGAUGAG GCCGUUAGGC CGAA ACAGCUGC 


27680 


9987 


1043 


UGUCGCCU U CGAGAACC 


9305 


GGUUCUCG CUGAUGAG GCCGUUAGGC CGAA AGGCGACA 


27681 


9986 


1042 


GUCGCCUU C GAGAACCA 


9306 


UGGUUCUC CUGAUGAG GCCGUUAGGC CGAA AAGGCGAC 


27682 


10000 


1030 


AACCAAAU C CACCCAUG 


9307 


CAUGGGUG CUGAUGAG GCCGUUAGGC CGAA AUUUGGUU 


27683 


10010 


1020 


ACCCAUGU U GCUCCAGA 


9308 


UCUGGAGC CUGAUGAG GCCGUUAGGC CGAA ACAUGGGU 


27684 


10014 


1016 


AUGUUGCU C CAGACACU 


9309 


AGUGUCUG CUGAUGAG GCCGUUAGGC CGAA AGCAACAU 


27685 


10023 


1007 


CAGACACU C CUUCCAAG 


9310 


CUUGGAAG CUGAUGAG GCCGUUAGGC CGAA AGUGUCUG 


27686 


10026 


1004 


ACACUCCU U CCAAGAAG 


9311 


CUUCUUGG CUGAUGAG GCCGUUAGGC CGAA AGGAGUGU 


27687 


10027 


1003 


CACUCCUU C CAAGAAGU 


9312 


ACUUCUUG CUGAUGAG GCCGUUAGGC CGAA AAGGAGUG 


27688 


10036 


994 


CAAGAAGU C UCUGUUGC 


9313 


GCAACAGA CUGAUGAG GCCGUUAGGC CGAA ACUUCUUG 


276B9 


10038 


992 


AGAAGUCU C UGUUGCUC 


9314 


GAGCAACA CUGAUGAG GCCGUUAGGC CGAA AGACUUCU 


27690 


10042 


988 


GUCUCUGU U GCUCAUUC 


9315 


GAAUGAGC CUGAUGAG GCCGUUAGGC CGAA ACAGAGAC 


27691 


10046 


984 


CUGUUGCU C AUUCCAAG 


9316 


CUUGGAAU CUGAUGAG GCCGUUAGGC CGAA AGCAACAG 


27692 


10049 


981 


UUGCUCAU U CCAAGGCA 


9317 


UGCCUUGG CUGAUGAG GCCGUUAGGC CGAA AUGAGCAA 


27693 


10050 


980 


UGCUCAUU C CAAGGCAG 


9318 


CUGCCUUG CUGAUGAG GCCGUUAGGC CGAA AAUGAGCA 


27694 


10060 


970 


AAGGCAGU U GAAGCUGU 


9319 


ACAGCUUC CUGAUGAG GCCGUUAGGC CGAA ACUGCCUU 


27695 


10069 


961 


GAAGCUGU A AGCUGGGG 


9320 


CCCCAGCU CUGAUGAG GCCGUUAGGC CGAA ACAGCUUC 


27696 


10092 


938 


AAAGCAAU A GCACGACA 


9321 


UGUCGUGC CUGAUGAG GCCGUUAGGC CGAA AUUGCUUU 


27697 


10110 


920 


ACACAACU C UCUGCAUG 


9322 


CAUGCAGA CUGAUGAG GCCGUUAGGC CGAA AGUUGUGU 


27698 


10112 


918 


ACAACUCU C UGCAUGGU 


9323 


ACCAUGCA CUGAUGAG GCCGUUAGGC CGAA AGAGUUGU 


27699 


10123 


907 


CAUGGUGU U GCUCCCAA 


9324 


UUGGGAGC CUGAUGAG GCCGUUAGGC CGAA ACACCAUG 


27700 


10127 


903 


GUGUUGCU C CCAAGCAU 


9325 


AUGCUUGG CUGAUGAG GCCGUUAGGC CGAA AGCAACAC 


27701 


10136 


894 


CCAAGCAU C CAACCAAU 


9326 


AUUGGUUG CUGAUGAG GCCGUUAGGC CGAA AUGCUUGG 


27702 


10165 


865 


CAGGGCAU A UCCAGGGU 


9327 


ACCCUGGA CUGAUGAG GCCGUUAGGC CGAA AUGCCCUG 


27703 


10167 


863 


GGGCAUAU C CAGGGUUC 


9328 


GAACCCUG CUGAUGAG GCCGUUAGGC CGAA AUAUGCCC 


27704 


10174 


856 


UCCAGGGU U CCUCAAGA 


9329 


UCUUGAGG CUGAUGAG GCCGUUAGGC CGAA ACCCUGGA 


27705 


10175 


855 


CCAGGGUU C CUCAAGAU 


9330 


AUCUUGAG CUGAUGAG GCCGUUAGGC CGAA AACCCUGG 


27706 


10178 


852 


GGGUUCCU C AAGAUCCA 


9331 


UGGAUCUU CUGAUGAG GCCGUUAGGC CGAA AGGAACCC 


27707 


10184 


846 


CUCAAGAU C CAUGAUUC 


9332 


GAAUCAUG CUGAUGAG GCCGUUAGGC CGAA AUCUUGAG 


27708 


10191 


839 


UCCAUGAU U CUGUUUUU 


9333 


j AAAAACAG CUGAUGAG GCCGUUAGGC CGAA AUCAUGGA 


27709 


10192 


838 


CCAUGAUU C UGUUUUUA 


9334 


UAAAAACA CUGAUGAG GCCGUUAGGC CGAA AAUCAUGG 


27710 


10196 


834 


GAUUCUGU U UUUACCAA 


9335 


UUGGUAAA CUGAUGAG GCCGUUAGGC CGAA ACAGAAUC 


27711 


10197 


833 


AUUCUGUU U UUACCAAA 


9336 


UUUGGUAA CUGAUGAG GCCGUUAGGC CGAA AACAGAAU 


27712 


10198 


832 


UUCUGUUU U UACCAAAU 


9337 


AUUUGGUA CUGAUGAG GCCGUUAGGC CGAA AAACAGAA 


27713 


10199 


831 


UCUGUUUU U ACCAAAUA 


9338 


UAUUUGGU CUGAUGAG GCCGUUAGGC CGAA AAAACAGA 


27714 


10200 


830 


CUGUUUUU A CCAAAUAC 


9339 


GUAUUUGG CUGAUGAG GCCGUUAGGC CGAA AAAAACAG 


27715 


10207 


823 


UACCAAAU A CCUUGUGG 


9340 


CCACAAGG CUGAUGAG GCCGUUAGGC CGAA AUUUGGUA 


27716 


10211 


819 


AAAUACCU U GUGGCCUU 


9341 


AAGGCCAC CUGAUGAG GCCGUUAGGC CGAA AGGUAUUU 


27717 


10219 


811 


UGUGGCCU U GGUGCUGU 


9342 


ACAGCACC CUGAUGAG GCCGUUAGGC CGAA AGGCCACA 


27718 


10228 


802 


GGUGCUGU C CAUCCAAG 


9343 


CUUGGAUG CUGAUGAG GCCGUUAGGC CGAA ACAGCACC 


27719 


10232 


798 


CUGUCCAU C CAAGCCCC 


9344 


GGGGCUUG CUGAUGAG GCCGUUAGGC CGAA AUGGACAG 


27720 


10243 


787 


AGCCCCCU U CUUGUUCG 


9345 


CGAACAAG CUGAUGAG GCCGUUAGGC CGAA AGGGGGCU 


27721 


10244 


786 


GCCCCCUU C UUGUUCGC 


9346 


GCGAACAA CUGAUGAG GCCGUUAGGC CGAA AAGGGGGC 


27722 


10246 


784 


CCCCUUCU U GUUCGCUA 


9347 


UAGCGAAC CUGAUGAG GCCGUUAGGC CGAA AGAAGGGG 


27723 


10249 


781 


CUUCUUGU U CGCUAGAG 


9348 


CUCUAGCG CUGAUGAG GCCGUUAGGC CGAA ACAAGAAG 


27724 


10250 


780 


UUCUUGUU C GCUAGAGU 


9349 


ACUCUAGC CUGAUGAG GCCGUUAGGC CGAA AACAAGAA 


27725 


10254 


776 


UGUUCGCU A GAGUGCUU 


9350 


AAGCACUC CUGAUGAG GCCGUUAGGC CGAA AGCGAACA 


27726 


10262 


768 


AGAGUGCU U UCUCCGUG 


9351 


CACGGAGA CUGAUGAG GCCGUUAGGC CGAA AGCACUCU 


27727 
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10263 


767 


GAGUGCUU U CUCCGUGU 


9352 


ACACGGAG CUGAUGAG GCCGUUAGGC CGAA AAGCACUC 


27728 


10264 


766 


AGUGCUUU C UCCGUGUG 


9353 


CACACGGA CUGAUGAG GCCGUUAGGC CGAA AAAGCACU 


27729 


10266 


764 


UGCUUUCU C CGUGUGUC 


9354 


GACACACG CUGAUGAG GCCGUUAGGC CGAA AGAAAGCA 


27730 


10274 


756 


CCGUGUGU C UGCACUGU 


9355 


ACAGUGCA CUGAUGAG GCCGUUAGGC CGAA ACACACGG 


27731 


10283 


747 


UGCACUGU C AGUGACCU 


9356 


AGGUCACU CUGAUGAG GCCGUUAGGC CGAA ACAGUGCA 


27732 


10292 


738 


AGUGACCU C CGACUGCG 


9357 


CGCAGUCG CUGAUGAG GCCGUUAGGC CGAA AGGUCACU 


27733 


10302 


728 


GACUGCGU C UUGAGUGG 


9358 


CCACUCAA CUGAUGAG GCCGUUAGGC CGAA ACGCAGUC 


27734 


10304 


726 


CUGCGUCU U GAGUGGCG 


9359 


CGCCACUC CUGAUGAG GCCGUUAGGC CGAA AGACGCAG 


27735 


10316 


714 


UGGCGUGU C UUGGUGCA 


9360 


UGCACCAA CUGAUGAG GCCGUUAGGC CGAA ACACGCCA 


27736 


10318 


712 


GCGUGUCU U GGUGCAUC 


9361 


GAUGCACC CUGAUGAG GCCGUUAGGC CGAA AGACACGC 


27737 


10326 


704 


UGGUGCAU C UUCCAUAC 


9362 


GUAUGGAA CUGAUGAG GCCGUUAGGC CGAA AUGCACCA 


27738 


10328 


702 


GUGCAUCU U CCAUACCU 


9363 


AGGUAUGG CUGAUGAG GCCGUUAGGC CGAA AGAUGCAC 


27739 


10329 


701 


UGCAUCUU C CAUACCUG 


9364 


CAGGUAUG CUGAUGAG GCCGUUAGGC CGAA AAGAUGCA 


27740 


10333 


697 


UCUUCCAU A CCUGACGU 


9365 


ACGUCAGG CUGAUGAG GCCGUUAGGC CGAA AUGGAAGA 


27741 


10342 


688 


CCUGACGU A GACUGCUG 


9366 


CAGCAGUC CUGAUGAG GCCGUUAGGC CGAA ACGUCAGG 


27742 


10354 


676 


UGCUGACU U UGUGCACC 


9367 


GGUGCACA CUGAUGAG GCCGUUAGGC CGAA AGUCAGCA 


27743 


10355 


675 


GCUGACUU U GUGCACCA 


9368 


UGGUGCAC CUGAUGAG GCCGUUAGGC CGAA AAGUCAGC 


27744 


10369 


661 


CCAACAGU C GAUGUCUU 


9369 


AAGACAUC CUGAUGAG GCCGUUAGGC CGAA ACUGUUGG 


27745 


10375 


655 


GUCGAUGU C UUCUGGAU 


9370 


AUCCAGAA CUGAUGAG GCCGUUAGGC CGAA ACAUCGAC 


27746 


10377 


653 


CGAUGUCU U CUGGAUCA 


9371 


UGAUCCAG CUGAUGAG GCCGUUAGGC CGAA AGACAUCG 


27747 


10378 


652 


GAUGUCUU C UGGAUCAU 


9372 


AUGAUCCA CUGAUGAG GCCGUUAGGC CGAA AAGACAUC 


27748 


10384 


646 


UUCUGGAU C AUUACCAG 


9373 


CUGGUAAU CUGAUGAG GCCGUUAGGC CGAA AUCCAGAA 


27749 


10387 


643 


UGGAUCAU U ACCAGCCG 


9374 


CGGCUGGU CUGAUGAG GCCGUUAGGC CGAA AUGAUCCA 


27750 


10388 


642 


GGAUCAUU A CCAGCCGA 


9375 


UCGGCUGG CUGAUGAG GCCGUUAGGC CGAA AAUGAUCC 


27751 


10410 


620 


CUGGGCAU U CAUAAGUG 


9376 


CACUUAUG CUGAUGAG GCCGUUAGGC CGAA AUGCCCAG 


27752 


10411 


619 


UGGGCAUU C AUAAGUGA 


9377 


UCACUUAU CUGAUGAG GCCGUUAGGC CGAA AAUGCCCA 


27753 


10414 


616 


GCAUUCAU A AGUGAUAG 


9378 


CUAUCACU CUGAUGAG GCCGUUAGGC CGAA AUGAAUGC 


27754 


10421 


609 


UAAGUGAU A GUAUCAUC 


9379 


GAUGAUAC CUGAUGAG GCCGUUAGGC CGAA AUCACUUA 


27755 


10424 


606 


GUGAUAGU A UCAUCGCA 


9380 


UGCGAUGA CUGAUGAG GCCGUUAGGC CGAA ACUAUCAC 


27756 


10426 


604 


GAUAGUAU C AUCGCACA 


9381 


UGUGCGAU CUGAUGAG GCCGUUAGGC CGAA AUACUAUC 


27757 


10429 


601 


AGUAUCAU C GCACAUGU 


9382 


ACAUGUGC CUGAUGAG GCCGUUAGGC CGAA AUGAUACU 


27758 


10438 


592 


GCACAUGU A UCCCACAU 


9383 


AUGUGGGA CUGAUGAG GCCGUUAGGC CGAA ACAUGUGC 


27759 


10440 


590 


ACAUGUAU C CCACAUCC 


9384 


GGAUGUGG CUGAUGAG GCCGUUAGGC CGAA AUACAUGU 


27760 


10447 


583 


UCCCACAU C CAUUGCUC 


9385 


GAGCAAUG CUGAUGAG GCCGUUAGGC CGAA AUGUGGGA 


27761 


10451 


579 


ACAUCCAU U GCUCUGAC 


9386 


GUCAGAGC CUGAUGAG GCCGUUAGGC CGAA AUGGAUGU 


27762 


10455 


575 


CCAUUGCU C UGACAAUG 


9387 


CAUUGUCA CUGAUGAG GCCGUUAGGC CGAA AGCAAUGG 


27763 


10467 


563 


CAAUGCAU A GGUUCUUU 


9388 


AAAGAACC CUGAUGAG GCCGUUAGGC CGAA AUGCAUUG 


27764 


10471 


559 


GCAUAGGU U CUUUCCAG 


9389 


CUGGAAAG CUGAUGAG GCCGUUAGGC CGAA ACCUAUGC 


27765 


10472 


558 


CAUAGGUU C UUUCCAGC 


9390 


GCUGGAAA CUGAUGAG GCCGUUAGGC CGAA AACCUAUG 


27766 


10474 


556 


UAGGUUCU U UCCAGCAG 


9391 


CUGCUGGA CUGAUGAG GCCGUUAGGC CGAA AGAACCUA 


27767 


10475 


555 


AGGUUCUU U CCAGCAGC 


9392 


GCUGCUGG CUGAUGAG GCCGUUAGGC CGAA AAGAACCU 


27768 


10476 


554 


GGUUCUUU C CAGCAGCU 


9393 


AGCUGCUG CUGAUGAG GCCGUUAGGC CGAA AAAGAACC 


27769 


10487 


543 


GCAGCUGU U GGAAUCGU 


9394 


ACGAUUCC CUGAUGAG GCCGUUAGGC CGAA ACAGCUGC 


27770 


10493 


537 


GUUGGAAU C GUGAUGAC 


9395 


GUCAUCAC CUGAUGAG GCCGUUAGGC CGAA AUUCCAAC 


27771 


10504 


526 


GAUGACAU C UGUGACGU 


9396 


ACGUCACA CUGAUGAG GCCGUUAGGC CGAA AUGUCAUC 


27772 


10513 


517 


UGUGACGU C AGUAGCAU 


9397 


AUGCUACU CUGAUGAG GCCGUUAGGC CGAA ACGUCACA 


27773 


10517 


513 


ACGUCAGU A GCAUUUAC 


9398 


GUAAAUGC CUGAUGAG GCCGUUAGGC CGAA ACUGACGU 


27774 


10522 


508 


AGUAGCAU U UACCGUCA 


9399 


UGACGGUA CUGAUGAG GCCGUUAGGC CGAA AUGCUACU 


27775 


10523 


507 


GUAGCAUU U ACCGUCAU 


9400 


AUGACGGU CUGAUGAG GCCGUUAGGC CGAA AAUGCUAC 


27776 


10524 


506 


UAGCAUUU A CCGUCAUC 


9401 


GAUGACGG CUGAUGAG GCCGUUAGGC CGAA AAAUGCUA 


27777 


10529 


501 


UUUACCGU C AUCAUCAC 


9402 


GUGAUGAU CUGAUGAG GCCGUUAGGC CGAA ACGGUAAA 


27778 


10532 


498 


ACCGUCAU C AUCACCUU 


9403 


AAGGUGAU CUGAUGAG GCCGUUAGGC CGAA AUGACGGU 


27779 


10535 


495 


GUCAUCAU C ACCUUCCC 


9404 


GGGAAGGU CUGAUGAG GCCGUUAGGC CGAA AUGAUGAC 


27780 


10540 


490 


CAUCACCU U CCCUUGGA 


9405 


UCCAAGGG CUGAUGAG GCCGUUAGGC CGAA AGGUGAUG 


27781 


10541 


489 


AUCACCUU C CCUUGGAA 


9406 


UUCCAAGG CUGAUGAG GCCGUUAGGC CGAA AAGGUGAU 


27782 


10545 


485 


CCUUCCCU U GGAAGUUA 


9407 


UAACUUCC CUGAUGAG GCCGUUAGGC CGAA AGGGAAGG 


27783 


10552 


478 


UUGGAAGU U AGAGAGGG 


9408 


CCCUCUCU CUGAUGAG GCCGUUAGGC CGAA ACUUCCAA 


27784 


10553 


477 


UGGAAGUU A GAGAGGGU 


9409 


ACCCUCUC CUGAUGAG GCCGUUAGGC CGAA AACUUCCA 


27785 


10562 


468 


GAGAGGGU A ACUGCUCC 


9410 


GGAGCAGU CUGAUGAG GCCGUUAGGC CGAA ACCCUCUC 


27786 


10569 


461 


UAACUGCU C CUACGCUG 


9411 


CAGCGUAG CUGAUGAG GCCGUUAGGC CGAA AGCAGUUA 


27787 


10572 


458 


CUGCUCCU A CGCUGGCG 


9412 


CGCCAGCG CUGAUGAG GCCGUUAGGC CGAA AGGAGCAG 


27788 


10583 


447 


CUGGCGAU C AGGCCAAU 


9413 


AUUGGCCU CUGAUGAG GCCGUUAGGC CGAA AUCGCCAG 


27789 
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10592 


438 


AGGCCAAU C AUGACUGC 


9414 


GCAGUCAU CUGAUGAG GCCGUUAGGC CGAA AUUGGCCU 


27790 


10604 


426 


ACUGCAAU U CCGGUCUU 


9415 


AAGACCGG CUGAUGAG GCCGUUAGGC CGAA AUUGCAGU 


27791 


10605 


425 


CUGCAAUU C CGGUCUUU 


9416 


AAAGACCG CUGAUGAG GCCGUUAGGC CGAA AAUUGCAG 


27792 


10610 


420 


AUUCCGGU C UUUCCUCC 


9417 


GGAGGAAA CUGAUGAG GCCGUUAGGC CGAA ACCGGAAU 


27793 


10612 


418 


UCCGGUCU U UCCUCCUC 


9418 


GAGGAGGA CUGAUGAG GCCGUUAGGC CGAA AGACCGGA 


27794 


10613 


417 


CCGGUCUU U CCUCCUCU 


9419 


AGAGGAGG CUGAUGAG GCCGUUAGGC CGAA AAGACCGG 


27795 


10614 


416 


CGGUCUUU C CUCCUCUU 


9420 


AAGAGGAG CUGAUGAG GCCGUUAGGC CGAA AAAGACCG 


27796 


10617 


413 


UCUUUCCU C CUCUUUUC 


9421 


GAAAAGAG CUGAUGAG GCCGUUAGGC CGAA AGGAAAGA 


27797 


10620 


410 


UUCCUCCU C UUUUCUUU 


9422 


AAAGAAAA CUGAUGAG GCCGUUAGGC CGAA AGGAGGAA 


27798 


10622 


408 


CCUCCUCU U UUCUUUUG 


9423 


CAAAAGAA CUGAUGAG GCCGUUAGGC CGAA AGAGGAGG 


27799 


10623 


407 


CUCCUCUU U UCUUUUGU 


9424 


ACAAAAGA CUGAUGAG GCCGUUAGGC CGAA AAGAGGAG 


27800 


10624 


406 


UCCUCUUU U CUUUUGUU 


9425 


AACAAAAG CUGAUGAG GCCGUUAGGC CGAA AAAGAGGA 


27801 


10625 


405 


CCUCUUUU C UUUUGUUU 


9426 


AAACAAAA CUGAUGAG GCCGUUAGGC CGAA AAAAGAGG 


27802 


10627 


403 


UCUUUUCU U UUGUUUUG 


9427 


CAAAACAA CUGAUGAG GCCGUUAGGC CGAA AGAAAAGA 


27803 


10628 


402 


CUUUUCUU U UGUUUUGA 


9428 


UCAAAACA CUGAUGAG GCCGUUAGGC CGAA AAGAAAAG 


27804 


10629 


401 


UUUUCUUU U GUUUUGAG 


9429 


CUCAAAAC CUGAUGAG GCCGUUAGGC CGAA AAAGAAAA 


27805 


10632 


398 


UCUUUUGU U UUGAGCUC 


9430 


GAGCUCAA CUGAUGAG GCCGUUAGGC CGAA ACAAAAGA 


27806 


10633 


397 


CUUUUGUU U UGAGCUCC 


9431 


GGAGCUCA CUGAUGAG GCCGUUAGGC CGAA AACAAAAG 


27807 


10634 


396 


UUUUGUUU U GAGCUCCG 


9432 


CGGAGCUC CUGAUGAG GCCGUUAGGC CGAA AAACAAAA 


27808 


10640 


390 


UUUGAGCU C CGCCGAUU 


9433 


AAUCGGCG CUGAUGAG GCCGUUAGGC CGAA AGCUCAAA 


27809 


10648 


382 


CCGCCGAU U GAUAGCAC 


9434 


GUGCUAUC CUGAUGAG GCCGUUAGGC CGAA AUCGGCGG 


27810 


10652 


378 


CGAUUGAU A GCACUGGU 


9435 


ACCAGUGC CUGAUGAG GCCGUUAGGC CGAA AUCAAUCG 


27811 


10661 


369 


GCACUGGU C AAGGUCCC 


9436 


GGGACCUU CUGAUGAG GCCGUUAGGC CGAA ACCAGUGC 


27812 


10667 


363 


GUCAAGGU C CCUAGUUC 


9437 


GAACUAGG CUGAUGAG GCCGUUAGGC CGAA ACCUUGAC 


27813 


10671 


359 


AGGUCCCU A GUUCCUUC 


9438 


GAAGGAAC CUGAUGAG GCCGUUAGGC CGAA AGGGACCU 


27814 


10674 


356 


UCCCUAGU U CCUUCUUA 


9439 


UAAGAAGG CUGAUGAG GCCGUUAGGC CGAA ACUAGGGA 


27815 


10675 


355 


CCCUAGUU C CUUCUUAA 


9440 


UUAAGAAG CUGAUGAG GCCGUUAGGC CGAA AACUAGGG 


27816 


10678 


352 


UAGUUCCU U CUUAAAAC 


9441 


GUUUUAAG CUGAUGAG GCCGUUAGGC CGAA AGGAACUA 


27817 


10679 


351 


AGUUCCUU C UUAAAACU 


9442 


AGUUUUAA CUGAUGAG GCCGUUAGGC CGAA AAGGAACU 


27818 


10681 


349 


UUCCUUCU U AAAACUCA 


9443 


UGAGUUUU CUGAUGAG GCCGUUAGGC CGAA AGAAGGAA 


27819 


10682 


348 


UCCUUCUU A AAACUCAG 


! 9444 


CUGAGUUU CUGAUGAG GCCGUUAGGC CGAA AAGAAGGA 


27820 


10688 


342 


UUAAAACU C AGAAGGUG 


9445 


CACCUUCU CUGAUGAG GCCGUUAGGC CGAA AGUUUUAA 


27821 


10698 


332 


GAAGGUGU U UCAUCGCU 


9446 


AGCGAUGA CUGAUGAG GCCGUUAGGC CGAA ACACCUUC 


27822 


10699 


331 


AAGGUGUU U • CAUCGCUG 


9447 


CAGCGAUG CUGAUGAG GCCGUUAGGC CGAA AACACCUU 


27823 


10700 


330 


AGGUGUUU C AUCGCUGU 


9448 


ACAGCGAU CUGAUGAG GCCGUUAGGC CGAA AAACACCU 


27824 


10703 


327 


UGUUUCAU C GCUGUUUG 


9449 


CAAACAGC CUGAUGAG GCCGUUAGGC CGAA AUGAAACA 


27825 


10709 


321 


AUCGCUGU U UGUUUGUU 


9450 


AACAAACA CUGAUGAG GCCGUUAGGC CGAA ACAGCGAU 


27826 


10710 


320 


UCGCUGUU U GUUUGUUC 


9451 


GAACAAAC CUGAUGAG GCCGUUAGGC CGAA AACAGCGA 


27827 


10713 


317 


CUGUUUGU U UGUUCACA 


9452 


UGUGAACA CUGAUGAG GCCGUUAGGC CGAA ACAAACAG 


27828 


10714 


316 


UGUUUGUU U GUUCACAC 


9453 


GUGUGAAC CUGAUGAG GCCGUUAGGC CGAA AACAAACA 


27829 


10717 


313 


UUGUUUGU U CACACCUC 


9454 


GAGGUGUG CUGAUGAG GCCGUUAGGC CGAA ACAAACAA 


27830 


10718 


312 


UGUUUGUU C ACACCUCU 


9455 


AGAGGUGU CUGAUGAG GCCGUUAGGC CGAA AACAAACA 


27831 


10725 


305 


UCACACCU C UCCAUCGA 


9456 


UCGAUGGA CUGAUGAG GCCGUUAGGC CGAA AGGUGUGA 


27832 


10727 


303 


ACACCUCU C CAUCGAUC 


9457 


GAUCGAUG CUGAUGAG GCCGUUAGGC CGAA AGAGGUGU 


27833 


10731 


299 


CUCUCCAU C GAUCCAGC 


9458 


GCUGGAUC CUGAUGAG GCCGUUAGGC CGAA AUGGAGAG 


27834 


10735 


295 


CCAUCGAU C CAGCACUG 


9459 


CAGUGCUG CUGAUGAG GCCGUUAGGC CGAA AUCGAUGG 


27835 


10746 


284 


GCACUGCU C GGGUCGGA 


9460 


UCCGACCC CUGAUGAG GCCGUUAGGC CGAA AGCAGUGC 


27836 


10751 


279 


GCUCGGGU C GGAGCAAU 


9461 


AUUGCUCC CUGAUGAG GCCGUUAGGC CGAA ACCCGAGC 


27837 


10760 


270 


GGAGCAAU U GCUGUGAA 


9462 


UUCACAGC CUGAUGAG GCCGUUAGGC CGAA AUUGCUCC 


27838 


10800 


230 


ACACAAAU C GUAUUGGC 


9463 


GCCAAUAC CUGAUGAG GCCGUUAGGC CGAA AUUUGUGU 


27839 


10803 


227 


CAAAUCGU A UUGGCCCC 


9464 


| GGGGCCAA CUGAUGAG GCCGUUAGGC CGAA ACGAUUUG 


27840 


10805 


225 


AAUCGUAU U GGCCCCUU 


9465 


AAGGGGCC CUGAUGAG GCCGUUAGGC CGAA AUACGAUU 


27841 


10813 


217 


UGGCCCCU U GCCGUCGA 


9466 


UCGACGGC CUGAUGAG GCCGUUAGGC CGAA AGGGGCCA 


27842 


10819 


211 


CUUGCCGU C GAUCAGGC 


9467 


GCCUGAUC CUGAUGAG GCCGUUAGGC CGAA ACGGCAAG 


27843 


10823 


207 


CCGUCGAU C AGGCUCAA 


9468 


UUGAGCCU CUGAUGAG GCCGUUAGGC CGAA AUCGACGG 


27844 


10829 


201 


AUCAGGCU C AACAUAGC 


9469 


GCUAUGUU CUGAUGAG GCCGUUAGGC CGAA AGCCUGAU 


27845 


10835 


195 


CUCAACAU A GCCCUCUU 


9470 


AAGAGGGC CUGAUGAG GCCGUUAGGC CGAA AUGUUGAG 


27846 


10841 


189 


AUAGCCCU C UUCAGUCC 


9471 


GGACUGAA CUGAUGAG GCCGUUAGGC CGAA AGGGCUAU 


27847 


10843 


187 


AGCCCUCU U CAGUCCAA 


9472 


UUGGACUG CUGAUGAG GCCGUUAGGC CGAA AGAGGGCU 


27848 


10844 


186 


| GCCCUCUU C AGUCCAAU 


9473 


AUUGGACU CUGAUGAG GCCGUUAGGC CGAA AAGAGGGC 


27849 


10848 


182 


UCUUCAGU C CAAUCAAG 


9474 


CUUGAUUG CUGAUGAG GCCGUUAGGC CGAA ACUGAAGA 


27850 


10853 


177 


AGUCCAAU C AAGGACAA 


9475 


UUGUCCUU CUGAUGAG GCCGUUAGGC CGAA AUUGGACU 


27851 
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10874 


156 


CGGGGCAU U CCGCGUUU 


9476 


AAACGCGG CUGAUGAG GCCGUUAGGC CGAA AUGCCCCG 


27852 


10875 


155 


GGGGCAUU C CGCGUUUU 


9477 


AAAACGCG CUGAUGAG GCCGUUAGGC CGAA AAUGCCCC 


27853 


10881 


149 


UUCCGCGU U UUAGCAUA 


9478 


UAUGCUAA CUGAUGAG GCCGUUAGGC CGAA ACGCGGAA 


27854 


10882 


148 


UCCGCGUU U UAGCAUAU 


9479 


ADAUGCUA CUGAUGAG GCCGUUAGGC CGAA AACGCGGA 


27855 


10883 


147 


CCGCGUUU U AGCAUAUU \ 


9480 


AAUAUGCU CUGAUGAG GCCGUUAGGC CGAA AAACGCGG 


27856 


10884 


146 


CGCGUUUU A GCAUAUUG 


9481 


CAAUAUGC CUGAUGAG GCCGUUAGGC CGAA AAAACGCG 


27857 


10889 


141 


UUUAGCAU A UUGACAGC 


9482 


GCUGUCAA CUGAUGAG GCCGUUAGGC CGAA AUGCUAAA 


27858 


10891 


139 


UAGCAUAU U GACAGCCC 


9483 


GGGCUGUC CUGAUGAG GCCGUUAGGC CGAA AUAUGCUA 


27859 


10904 


126 


GCCCGGCU C UUGCOGGG 


9484 


CCCGGCAA CUGAUGAG GCCGUUAGGC CGAA AGCCGGGC 


27860 


10906 


124 


CCGGCUCU U GCCGGGCC 


9485 


GGCCCGGC CUGAUGAG GCCGUUAGGC CGAA AGAGCCGG 


27861 


10917 


113 


CGGGCCCU C CUGGUUUC 


9486 


GAAACCAG CUGAUGAG GCCGUUAGGC CGAA AGGGCCCG 


27862 


10923 


107 


CUCCUGGU U UCUUAGAC 


9487 


GUCUAAGA CUGAUGAG GCCGUUAGGC CGAA ACCAGGAG 


27863 


10924 


106 


UCCUGGUU U CUUAGACA 


9488 


UGUCUAAG CUGAUGAG GCCGUUAGGC CGAA AACCAGGA 


27864 


10925 


105 


CCUGGUUU C UUAGACAU 


9489 


AUGUCUAA CUGAUGAG GCCGUUAGGC CGAA AAACCAGG 


27865 


10927 


103 


UGGUUUCU U AGACAUCG 


9490 


CGAUGUCU CUGAUGAG GCCGUUAGGC CGAA AGAAACCA 


27866 


10928 


102 


GGUUUCUU A GACAUCGA 


9491 


UCGAUGUC CUGAUGAG GCCGUUAGGC CGAA AAGAAACC 


27867 


10934 


96 


UUAGACAU C GAGAUCUU 


9492 


AAGAUCUC CUGAUGAG GCCGUUAGGC CGAA AUGUCUAA 


27868 


10940 


90 


AUCGAGAU C UUCGUGCU 


9493 


AGCACGAA CUGAUGAG GCCGUUAGGC CGAA AUCUCGAU 


27869 


10942 


88 


CGAGAUCU U CGUGCUAA 


9494 


UUAGCACG CUGAUGAG GCCGUUAGGC CGAA AGAUCUCG 


27870 


10943 


87 


GAGAUCUU C GUGCUAAG 


9495 


CUUAGCAC CUGAUGAG GCCGUUAGGC CGAA AAGAUCUC 


27B71 


10949 


81 


UUCGUGCU A AGAAACAG 


9496 


CUGUUUCU CUGAUGAG GCCGUUAGGC CGAA AGCACGAA 


27872 


10960 


70 


AAACAGCU C GCACUGUG 


9497 


CACAGUGC CUGAUGAG GCCGUUAGGC CGAA AGCUGUUU 


27873 


10970 


60 


CACUGUGU U AAUUGUUG 


9498 


CAACAAUU CUGAUGAG GCCGUUAGGC CGAA ACACAGUG 


27874 


10971 


59 


ACUGUGUU A AUUGUUGU 


9499 


ACAACAAU CUGAUGAG GCCGUUAGGC CGAA AACACAGU 


27875 


10974 


56 


GUGUUAAU U GUUGUUAA 


9500 


UUAACAAC CUGAUGAG GCCGUUAGGC CGAA AUUAACAC 


27876 


10977 


53 


UUAAUUGU U GUUAAUCC 


9501 


GGAUUAAC CUGAUGAG GCCGUUAGGC CGAA ACAAUUAA 


27877 


10980 


50 


AUUGUUGU U AAUCCUCA 


9502 


UGAGGAUU CUGAUGAG GCCGUUAGGC CGAA ACAACAAU 


27878 


10981 


49 


UUGUUGUU A AUCCUCAC 


9503 


GUGAGGAU CUGAUGAG GCCGUUAGGC CGAA AACAACAA 


27879 


10984 


46 


UUGUUAAU C CUCACAAA 


9504 


UUUGUGAG CUGAUGAG GCCGUUAGGC CGAA AUUAACAA 


27880 


10987 


43 


UUAAUCCU C ACAAACAC 


9505 


GUGUUUGU CUGAUGAG GCCGUUAGGC CGAA AGGAUUAA 


27881 


10997 


33 


CAAACACU A CUAAGUUU 


9506 


AAACUUAG CUGAUGAG GCCGUUAGGC CGAA AGUGUUUG 


27882 


-11000 


30 


ACACUACU A AGUUUGUC 


9507 


GACAAACU CUGAUGAG GCCGUUAGGC CGAA AGUAGUGU 


27883 


11004 


26 


UACUAAGU U UGUCAGCU 


9508 


AGCUGACA CUGAUGAG GCCGUUAGGC CGAA ACUUAGUA 


27884 


11005 


25 


ACUAAGUU U GUCAGCUC 


9509 


GAGCUGAC CUGAUGAG GCCGUUAGGC CGAA AACUUAGU 


27885 


11008 


22 


AAGUUUGU C AGCUCACA 


9510 


UGUGAGCU CUGAUGAG GCCGUUAGGC CGAA ACAAACUU 


27886 


11013 


17 


UGUCAGCU C ACACAGGC 


9511 


GCCUGUGU CUGAUGAG GCCGUUAGGC CGAA AGCUGACA 


27887 



Input Sequence =» AF196835_rc. Cut 
Site « UH/ - 

Arm Length = 8. Core Sequence * CUGAUGAG X CGAA (X = GCCGUUAGGC or other 
stem II) 

AF196835_rc reverse complement of West Nile virus strain NY99-f lamingo382- 
99, complete genome 
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Table IX: WNV minus strand Isozyme and Target Sequence 



Pos 


Pos 
(+str) 


Substrate 


Seq ID 


Ribozyme 


Rz Seq 
XD 


14 


11016 


CUGUGUUC U CGCACCAC 


9512 


GUGGUGCG CUGAUGAG GCCGUUAGGC CGAA IAACACAG 


27888 


18 


11012 


GUUCUCGC A CCACCAGC 


9513 


GCUGGUGG CUGAUGAG GCCGUUAGGC CGAA ICGAGAAC 


27889 


20 


11010 


UCUCGCAC C ACCAGCCA 


9514 


UGGCUGGU CUGAUGAG GCCGUUAGGC CGAA IUGCGAGA 


27890 


21 


11009 


CUCGCACC A CCAGCCAC 


9515 


GUGGCUGG CUGAUGAG GCCGUUAGGC CGAA IGUGCGAG 


27891 


23 


11007 


CGCACCAC C AGCCACCA 


9516 


UGGUGGCU CUGAUGAG GCCGUUAGGC CGAA IUGGUGCG 


27892 


24 


11006 


GCACCACC A GCCACCAU 


9517 


AUGGUGGC CUGAUGAG GCCGUUAGGC CGAA IGUGGUGC 


27893 


27 


11003 


CCACCAGC C ACCAUUGU 


9518 


ACAAUGGU CUGAUGAG GCCGUUAGGC CGAA ICUGGUGG 


27894 


28 


11002 


CACCAGCC A CCAUUGUC 


9519 


GACAAUGG CUGAUGAG GCCGUUAGGC CGAA IGCUGGUG 


27895 


30 


11000 


CCAGCCAC C AUUGUCGG 


9520 


CCGACAAU CUGAUGAG GCCGUUAGGC CGAA IUGGCUGG 


27896 


31 


10999 


CAGCCACC A UUGUCGGC 


9521 


GCCGACAA CUGAUGAG GCCGUUAGGC CGAA IGUGGCUG 


27897 


42 


10988 


GUCGGCGC A CUGUGCCG 


9522 


CGGCACAG CUGAUGAG GCCGUUAGGC CGAA ICGCCGAC 


27898 


44 


10986 


CGGCGCAC U GUGCCGUG 


9523 


CACGGCAC CUGAUGAG GCCGUUAGGC CGAA IUGCGCCG 


27899 


49 


10981 


CACUGUGC C GUGUGGCU 


9524 


AGCCACAC CUGAUGAG GCCGUUAGGC CGAA ICACAGUG 


27900 


57 


10973 


CGUGUGGC U GGUUGUGC 


9525 


GCACAACC CUGAUGAG GCCGUUAGGC CGAA ICCACACG 


27901 


66 


10964 


GGUUGUGC A GAGCAGAA 


9526 


UUCUGCUC CUGAUGAG GCCGUUAGGC CGAA ICACAACC 


27902 


71 


10959 


UGCAGAGC A GAAGAUCU 


9527 


AGAUCUUC CUGAUGAG GCCGUUAGGC CGAA ICUCUGCA 


27903 


79 


10951 


AGAAGAUC U CCUAGUCU 


9528 


AGACUAGG CUGAUGAG GCCGUUAGGC CGAA IAUCUUCU 


27904 


81 


10949 


AAGAUCUC C UAGUCUAU 


9529 


AUAGACUA CUGAUGAG GCCGUUAGGC CGAA IAGAUCUU 


27905 


82 


10948 


AGAUCUCC U AGUCUAUC 


9530 


GAUAGACU CUGAUGAG GCCGUUAGGC CGAA IGAGAUCU 


27906 


87 


10943 


UCCUAGUC U AUCCCAGG 


9531 


CCUGGGAU CUGAUGAG GCCGUUAGGC CGAA IACUAGGA 


27907 


91 


10939 


AGUCUAUC C CAGGUGUC 


9532 


GACACCUG CUGAUGAG GCCGUUAGGC CGAA IAUAGACU 


27908 


92 


10938 


GUCUAUCC C AGGUGUCA 


9533 


UGACACCU CUGAUGAG GCCGUUAGGC CGAA IGAUAGAC 


27909 


93 


10937 


UCUAUCCC A GGUGUCAA 


9534 


UUGACACC CUGAUGAG GCCGUUAGGC CGAA IGGAUAGA 


27910 


100 


10930 


CAGGUGUC A AUAUGCUG 


9535 


CAGCAUAU CUGAUGAG GCCGUUAGGC CGAA IACACCUG 


27911 


107 


10923 


CAAUAUGC U GUUUUGUU 


9536 


AACAAAAC CUGAUGAG GCCGUUAGGC CGAA ICAUAUUG 


27912 


131 


10899 


UUUGUGGC A CGGGGUCU 


9537 


AGACCCCG CUGAUGAG GCCGUUAGGC CGAA ICCACAAA 


27913 


139 


10891 


ACGGGGUC U CCACUAAC 


9538 


GUUAGUGG CUGAUGAG GCCGUUAGGC CGAA IACCCCGU 


27914 


141 


10889 


GGGGUCUC C ACUAACCU 


9539 


AGGUUAGU CUGAUGAG GCCGUUAGGC CGAA IAGACCCC 


27915 


142 


10888 


GGGUCUCC A CUAACCUC 


9540 


GAGGUUAG CUGAUGAG GCCGUUAGGC CGAA IGAGACCC 


27916 


144 


10886 


GUCUCCAC U AACCUCUA 


9541 


UAGAGGUU CUGAUGAG GCCGUUAGGC CGAA IUGGAGAC 


27917 


148 


10882 


CCACUAAC C UCUAGUCC 


9542 


GGACUAGA CUGAUGAG GCCGUUAGGC CGAA IUUAGUGG 


27918 


149 


10881 


CACUAACC U CUAGUCCU 


9543 


AGGACUAG CUGAUGAG GCCGUUAGGC CGAA IGUUAGUG 


27919 


151 


10879 


CUAACCUC U AGUCCUUC 


9544 


GAAGGACU CUGAUGAG GCCGUUAGGC CGAA IAGGUUAG 


27920 


156 


10874 


CUCUAGUC C UUCCCCUG 


9545 


CAGGGGAA CUGAUGAG GCCGUUAGGC CGAA IACUAGAG 


27921 


157 


10873 


UCUAGUCC U UCCCCUGA 


9546 


UCAGGGGA CUGAUGAG GCCGUUAGGC CGAA IGACUAGA 


27922 


160 


10870 


AGUCCUUC C CCUGACCU 


9547 


AGGUCAGG CUGAUGAG GCCGUUAGGC CGAA IAAGGACU 


27923 


161 


10869 


GUCCUUCC C CUGACCUA 


9548 


UAGGUCAG CUGAUGAG GCCGUUAGGC CGAA IGAAGGAC 


27924 


162 


10868 


UCCUUCCC C UGACCUAC 


9549 


GUAGGUCA CUGAUGAG GCCGUUAGGC CGAA IGGAAGGA 


27925 


163 


10867 


CCUUCCCC U GACCUACA 


9550 


UGUAGGUC CUGAUGAG GCCGUUAGGC CGAA IGGGAAGG 


27926 


167 


10863 


CCCCUGAC C UACAGCUU 


9551 


AAGCUGUA CUGAUGAG GCCGUUAGGC CGAA IUCAGGGG 


27927 


168 


10862 


CCCUGACC U ACAGCUUC 


9552 


GAAGCUGU CUGAUGAG GCCGUUAGGC CGAA IGUCAGGG 


27928 


171 


10859 


UGACCUAC A GCUUCAGU 


9553 


ACUGAAGC CUGAUGAG GCCGUUAGGC CGAA IUAGGUCA 


27929 


174 


10856 


CCUACAGC U UCAGUCAG 


9554 


CUGACUGA CUGAUGAG GCCGUUAGGC CGAA ICUGUAGG 


27930 


177 


10853 


ACAGCUUC A GUCAGGCU 


9555 


AGCCUGAC CUGAUGAG GCCGUUAGGC CGAA IAAGCUGU 


27931 


181 


10849 


CUUCAGUC A GGCUGGGC 


9556 


GCCCAGCC CUGAUGAG GCCGUUAGGC CGAA IACUGAAG 


27932 


185 


10845 


AGUCAGGC U GGGCCGUG 


9557 


CACGGCCC CUGAUGAG GCCGUUAGGC CGAA ICCUGACU 


27933 


190 


10840 


GGCUGGGC C GUGCACUU 


9558 


AAGUGCAC CUGAUGAG GCCGUUAGGC CGAA ICCCAGCC 


27934 


195 


10835 


GGCCGUGC A CUUUAAAC 


9559 


GUUUAAAG CUGAUGAG GCCGUUAGGC CGAA ICACGGCC 


27935 


197 


10833 


CCGUGCAC U UUAAACCG 


9560 


CGGUUUAA CUGAUGAG GCCGUUAGGC CGAA IUGCACGG 


27936 


204 


10826 


CUUUAAAC C GCGGGGUC 


9561 


GACCCCGC CUGAUGAG GCCGUUAGGC CGAA IUUUAAAG 


27937 


213 


10817 


GCGGGGUC U CCUCUAAC 


9562 


GUUAGAGG CUGAUGAG GCCGUUAGGC CGAA IACCCCGC 


27938 


215 


10815 


GGGGUCUC C UCUAACCU 


9563 


AGGUUAGA CUGAUGAG GCCGUUAGGC CGAA IAGACCCC 


27939 


216 


10814 


GGGUCUCC U CUAACCUC 


9564 


GAGGUUAG CUGAUGAG GCCGUUAGGC CGAA IGAGACCC 


27916 


218 


10812 


GUCUCCUC U AACCUCUA 


9565 


UAGAGGUU CUGAUGAG GCCGUUAGGC CGAA IAGGAGAC 


27940 


222 


10808 


CCUCUAAC C UCUAGUCC 


9566 


GGACUAGA CUGAUGAG GCCGUUAGGC CGAA IUUAGAGG 


27941 


223 


10807 


CUCUAACC U CUAGUCCU 


9567 


AGGACUAG CUGAUGAG GCCGUUAGGC CGAA IGUUAGAG 


27942 


225 


10805 


CUAACCUC U AGUCCUUU 


9568 


AAAGGACU CUGAUGAG GCCGUUAGGC CGAA IAGGUUAG 


27943 
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57f> 
«JV 


i nann 






fWl/V A A A ^^TTOATTi^ , TA^■ rtS/WTJTTTTTVI'Sf'O rV*"AA t tv /-u 1 i> nitn 

uwUjAAA CUGAUGAG GCCGUUAGGC CGAA IACUAGAG 


27944 


97 7 
Z.5 X 






OR*7ft 
73 /U 


A flnn/YlA A /TT!"* ATTT* A/7S r^OrVTTTTA flfW /V Ti T\ T/iTt/rtT«n*4 

AGGGCGAA CUGAUGAG GCCGUUAGGC CGAA XGACUAGA 


27945 


Z J / 


xu /yo 




y b /x 


1TTTA A^VtJV/** f^TT/"5 ATTY2 A ^1/W^TTTTTV^iOO rviT* T\ T/viTiTiikn/i 

UUAACCAG CUGAUGAG GCCGUUAGGC CGAA XCGAAAGG 


27946 


Z J O 


iu /yz 


fMTTTnTVS/T 1 O TTYS/SnTTTAAr' 
CUUUCliCC \- UoGUULnAC 


yb /z 


GUUAACCA CUGAUGAG GCCGUUAGGC CGAA IGCGAAAG 


27947 


z jy 


xu /yi 


UUULuLlX. U GGUUAACA 


yb / j 


UGUUAACC CUGAUGAG GCCGUUAGGC CGAA XGGCGAAA 


27948 


Z«l / 


XU / OJ 


UVJV?UU/if\V_. ■rX V»WiUU,RV-T», 


OC7A 

yb /** 


GGUAAUGG CUGAUGAG GCCGUUAGGC CGAA IUUAACCA 


27949 


Z*±y 


XU /Ql 


bUUAAuAt C AUUACCGG 


OC7C 

yb /b 


CCGGUAAu CUGAUGAG GCCGUUAGGC CGAA IUGUUAAC 


27950 


zbU 


XU /oU 


UUAACACC A UUACCGGG 


OC7C 

9b /o 


CCCGGUAA CUGAUGAG GCCGUUAGGC CGAA IGUGUUAA 


27951 


occ 

ZD J 


XU / / b 


AtUAUUAL C GGGGCUAG 


9577 


CUAGCCCC CUGAUGAG GCCGUUAGGC CGAA IUAAUGGU 


27952 


£Dl 


xu /© y 


ACCGGGGC U AoGGCCGC 


9578 


GCGGCCCU CUGAUGAG GCCGUUAGGC CGAA ICCCCGGU 


27953 


ZD / 


10763 


GCUAGGGC C GCGUGGGG 


9579 


CCCCACGC CUGAUGAG GCCGUUAGGC CGAA ICCCUAGC 


27954 


O ft "7 


1 ftrfAO 
XU /HJ 


T7f*I/*«TTT7TT/* , r* r* TTTTTT/TTTTTA A 

UouUUUuu V. UUUGUUAA 


OC Q ft 

yb ou 


UUAACAAA CUGAUGAG GCCGUUAGGC CGAA ICAAACCA 


27955 


ZOO 


1 A7A "5 
XU /4z 


GGUUUUCL U UUGUUAAC 


QCD1 

ybox 


GUuAACAA CUGAUGAG GCCGUUAGGC CGAA IGCAAACC 


27956 


£7/ 


XU / J j 


tttt/t it ta n r* p&piT^rtTn 
UUGUUAAL C CAGUCCUC 


9582 


GAGGACUG CUGAUGAG GCCGUUAGGC CGAA IUUAACAA 


27957 


zy o 


XU / J Z 


UGUUAACC C AGUCCUCC 


9583 


GGAGGACU CUGAUGAG GCCGUUAGGC CGAA IGUUAACA 


27958 


OQQ 

zyy 


XU / Jl 


GUUAACCC A GUCCULCU 


9584 


AGGAGGAC CUGAUGAG GCCGUUAGGC CGAA IGGUUAAC 


27959 




10727 


ACCCAGUC C UCCUGGGG 


9585 


CCCCAGGA CUGAUGAG GCCGUUAGGC CGAA IACUGGGU 


27960 


A C*7 


xub / J 


ACCCAGUC C ULLUoUUG 


9585 


CCCCAGGA CUGAUGAG GCCGUUAGGC CGAA IACUGGGU 


27960 


3 U4 


10726 


CCCAGUCC U CCUGGGGC 


9586 


GCCCCAGG CUGAUGAG GCCGUUAGGC CGAA IGACUGGG 


27961 


JUD 


XU /Z«i 


Ofi/^TT^r^TT/"' f TT/T'/~*/T , A/t 

CAGUCLUC C UGGGGCAC 


9587 


GUGCCCCA CUGAUGAG GCCGUUAGGC CGAA IAGGACUG 


27962 


jy / 


XU / ZJ 


AfTTT/"TrTTT/»i/~i TT PPPPOTvnr't 

AGUCCUCC U GGGGCACU 


9588 


AGUGCCCC CUGAUGAG GCCGUUAGGC CGAA IGAGGACU 


27963 


71 *i 
jIj 


7 ft "71 *7 

XU /X / 


CCUGGGGC A CUAUCGCA 


9589 


UGCGAUAG CUGAUGAG GCCGUUAGGC CGAA 1CCCCAGG 


27964 




X U / 13 


UWibblJAL U AUCGCAGA 


q con 

ybyu 


UCUGCGAU CUGAUGAG GCCGUUAGGC CGAA IUGCCCCA 


27965 


JZ1 


xu / uy 


ACUAUCGC A GACuGCAC 


9591 


GUGCAGUC CUGAUGAG GCCGUUAGGC CGAA ICGAUAGU 


27966 


325 






y byz 


GAGAGUGC CUGAUGAG GCCGUUAGGC CGAA IUCUGCGA 


27967 


^ ? p. 






ybyj 


GCGGAGAG CUGAUGAG GCCGUUAGGC CGAA ICAGUCUG 


27968 


77n 


i mnn 


f A/^TTrVTTi/*» TT /^TT»~ti^i/^/~»7\ 

GACUGCAC U CUCCGCAG 


9594 


CUGCGGAG CUGAUGAG GCCGUUAGGC CGAA IUGCAGUC 


27969 


J JZ 


i neon 
xuoyo 


CUGCACUC U CCGCAGAG 


9595 


CUCUGCGG CUGAUGAG GCCGUUAGGC CGAA IAGUGCAG 


27970 


o *a a 
o«5*± 


xuoyo 


GCACUCUC C GCAGAGUA 


9596 


UACUCUGC CUGAUGAG GCCGUUAGGC CGAA IAGAGUGC 


27971 


1 "3 *7 


xub y j 


r^TT^TTTr^rVT^ A T\ TT\ nn* 

CUCUCCGC A GAGUAGCA 


9597 


UGCUACUC CUGAUGAG GCCGUUAGGC CGAA ICGGAGAG 


27972 




XUo ob 


AGAGUAGC A CGCCGUAG 


9598 


CUACGGCG CUGAUGAG GCCGUUAGGC CGAA ICUACUCU 


27973 


1 A Q 


XUo oX 


UAGCACGC C GUAGCGUG 


9599 


CACGCUAC CUGAUGAG GCCGUUAGGC CGAA ICGUGCUA 


27974 


Jul 


1 A£(TQ 

xuo by 


oCGUGGUC U GACAUUGG 


9600 


CCAAUGUC CUGAUGAG GCCGUUAGGC CGAA IACCACGC 


27975 


JoD 


XUO b 3 


GGUCUGAC A UUGGGCUU 


9601 


AAGCCCAA CUGAUGAG GCCGUUAGGC CGAA IUCAGACC 


27976 


J / Z 


XUO 3 O 


CAUUGGGC U UUGAAGUU 


9602 


AACUUCAA CUGAUGAG GCCGUUAGGC CGAA ICCCAAUG 


27977 




X UD4 / 


IT. A A r 1 ! TTT A ^ A A fATT/TTrT' 

WuwUUAw A ACAUGUGG 


you j 


CCACAUGU CUGAUGAG GCCGUUAGGC CGAA IUAACUUC 


27978 


Job 


XUo44 


GUUACAAC A UGUGGGGU 


9604 


ACCCCACA CUGAUGAG GCCGUUAGGC CGAA IUUGUAAC 


27979 


J7D 


1 ACTA 

XUo J 4 


GUGGGGUC C UCCUUCCG 


9605 


CGGAAGGA CUGAUGAG GCCGUUAGGC CGAA IACCCCAC 


27980 


1Q7 


XUo J 6 


UGGGGUCC U CCUUCCGA 


9606 


UCGgAAGG CUGAUGAG GCCGUUAGGC CGAA IGACCCCA 


27981 


j y y 


XUo J X 


GGGUCCUC C UUCCGAGA 


9607 


UCUCGGAA CUGAUGAG GCCGUUAGGC CGAA IAGGACCC 


27982 


Ann 
** uu 


7 ft £"7 17 
XUo JU 


GGUCCUCC U UCCGAGAC 


9608 


GUCUCGGA CUGAUGAG GCCGUUAGGC CGAA IGAGGACC 


27983 




xuoz / 


CCUCCUUC C GAGACGGU 


9609 


ACCGUCUC CUGAUGAG GCCGUUAGGC CGAA XAAGGAGG 


27984 


4X4 


10616 


vjAv_\?vjrU Ul» U unviuuv,uU 


yoxu 


AAGCCCUC CUGAUGAG GCCGUUAGGC CGAA IAACCGUC 


27985 


A"? 1 


xuo u y 


/~«t to a nn/^r* tt tta/^att^va 
CUuAGGGC U UACAUGGA 


9611 


UCCAUGUA CUGAUGAG GCCGUUAGGC CGAA ICCCUCAG 


27986 


425 


XUO 1/j 


fZnflfl TT T A r 1 A TT/VATTr'Ar' 


9612 


GUGAUCCA CUGAUGAG GCCGUUAGGC CGAA IUAAGCCC 


27987 


432 


10598 


WtUuVJt4rluv» n \-UUv_ovJvjvJ 


oci i 

yoxj 


CCGCGAAG CUGAUGAG GCCGUUAGGC CGAA IAUCCAUG 


27988 


434 


XUO 3D 




Q£1 A 

9614 


AGCCGCGA CUGAUGAG GCCGUUAGGC CGAA IUGAUCCA 


27989 


442 


XUO o o 


UUU3UA3V, U UUGUUCAC 


9615 


GUGAACAA CUGAUGAG GCCGUUAGGC CGAA ICOGCGAA 


27990 


449 


10581 


LUUUuUUL A LLLAuUCv. 


OCI c 

yolb 


GGACUGGG CUGAUGAG GCCGUUAGGC CGAA IAACAAAG 


27991 


451 


10579 


UUuUULAU C CAGUCCUC 


9617 


GAGGACUG CUGAUGAG GCCGUUAGGC CGAA IUGAACAA 


27992 


452 


1 ft^*7a 
XUO / o 


T Tr'TTTTO A rV f* A/*rT^/*»TTrv*t 

UGUUCACC C AGUCCUCC 


9618 


GGAGGACU CUGAUGAG GCCGUUAGGC CGAA IGUGAACA 


27993 


13J 


XUO / 1 


oUUCACCC A GUCCUCCU 


9619 


AGGAGGAC CUGAUGAG GCCGUUAGGC CGAA IGGUGAAC 


27994 


/CO 
?3D 


1 nc77 

XUO r Z 


CCCAGUCC U CCUGGGGU 


9620 


ACCCCAGG CUGAUGAG GCCGUUAGGC CGAA IGACUGGG 


27995 


460 


10570 


CAGUCCUC C UGGGGUUG 


9621 


CAACCCCA CUGAUGAG (^CGT7nAf5nP poaa TARnantn 


O»7Q0C 

z /yyo 


461 


10569 


AGUCCUCC U GGGGUUGA 


9622 


UCAACCCC CUGAUGAG GCCGUUAGGC CGAA IGAGGACU 


27997 


475 


10555 


UGAGUCGC A GGCAGCAC 


9623 


GUGCUGCC CUGAUGAG GCCGUUAGGC CGAA ICGACUCA 


27998 


479 


10551 


UCGCAGGC A GCACCGUC 


9624 


GACGGUGC CUGAUGAG GCCGUUAGGC CGAA ICCUGCGA 


27999 


482 


10548 


CAGGCAGC A CCGUCUAC 


9625 


GUAGACGG CUGAUGAG GCCGUUAGGC CGAA ICUGCCUG 


28000 


484 


10546 


GGCAGCAC C GUCUACUC 


9626 


GAGUAGAC CUGAUGAG GCCGUUAGGC CGAA IUGCUGCC 


28001 


488 


10542 


GCACCGUC U ACUCAACU 


9627 


AGUUGAGU CUGAUGAG GCCGUUAGGC CGAA IACGGUGC 


28002 


491 


10539 


CCGUCUAC U CAACUUCC 


9628 


GGAAGUUG CUGAUGAG GCCGUUAGGC CGAA IUAGACGG 


28003 
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493 


10537 


GUCUACUC A ACUUCCGG 


9629 


CCGGAAGU CUGAUGAG GCCGUUAGGC CGAA IAGUAGAC 


28004 


496 


10534 


UACUCAAC U UCCGGUGG 


9630 


CCACCGGA CUGAUGAG GCCGUUAGGC CGAA IUUGAGUA 


28005 




10531 


UCAACUUC C GGUGGCGG 


9631 


CCGCCACC CUGAUGAG GCCGUUAGGC CGAA IAAGUUGA 


28006 


512 


10518 


GCGGGAAC U VCCCGGCC 


9632 


GGCCGGGA CUGAUGAG GCCGUUAGGC CGAA IUUCCCGC 


28007 




10515 


GGAACUUC C CGGCCUGA 


9633 


UCAGGCCG CUGAUGAG GCCGUUAGGC CGAA IAAGUUCC 


28008 


516 


10514 


GAACUUCC C GGCCUGAC 


9634 


GUCAGGCC CUGAUGAG GCCGUUAGGC CGAA IGAAGUUC 


28009 


R*?n 


XU3XU 


UUCCCGGC C UGACUUUC 


9635 


GAAAGUCA CUGAUGAG GCCGUUAGGC CGAA ICCGGGAA 


28010 


j«1 




urr cggcc u gapjjuucu 


9636 


AGAAAGUC CUGAUGAG GCCGUUAGGC CGAA IGCCGGGA 


28011 






ggccugac Ti tjucuccuc 


9637 


GAGGAGAA CUGAUGAG GCCGUUAGGC CGAA IUCAGGCC 


28012 


COO 






9638 


UUUUGAGG CUGAUGAR GCCXiUUAGGP CGAA IAAAGUCA 


28013 






apttttttpttp p tipaaaautt 


9639 


AAUUUUGA CUGAUGAG GCCGUUAGGC CGAA IAGAAAGU 


28014 


CTO 


It/4 


pttttttpitpp ti paaaaiiittt 


9640 


AAAUUUUG CUGAUGAG GCCGUUAGGC CGAA IGAGAAAG 


28015 




XU4 5»0 


TTTTPTTPPITP & AAATTITITTTP 


9641 


GAAAAUTJTJ CUGAUGAG GCCGUUAGGC CGAA 1AGGAGAA 


28016 


CAT 
3»* J 


n 04 P. 7 


AAATIUIIITP TI T7AAPTTAUT7 


9642 


AAUAGUUA CUGAUGAG GCCGUUAGGC CGAA IAAAAUUU 


28017 


3*± o 


10482 


ITTTPIJUAAP U AUUUACAC 


9643 


GUGUAAAU CUGAUGAG GCCGUUAGGC CGAA IUUAAGAA 


28018 


333 


iWTI » 3 


PTTAT7TTT7AP A PT7AAPAPP 


9644 


GGUGUUAG CUGAUGAG GCCGUUAGGC CGAA IUAAAUAG 


28019 


3b / 


JLUfl /J 




J70 < *3 


fiTIflfiTTflTTTT PTTnATTRAG GPPnTTTTAGGP PGAA TTTGTTAAATT 








APAPITAAP A PPAPTTAAA 


9646 


U7JUAGTTGG CUGAUGAG GCCGUUAGGC CGAA IUUAGUGU 


28021 


3D J 


i n4fi7 

iuio / 


APT7AAPAP P APTTAAAUA 


9647 


UATJUUAGU CUGAUGAG GCCGUUAGGC CGAA IUGUUAGU 


28022 


30^i 




PTTAAPAPP A PITAAATTAP 


9648 


GUAUUUAG CUGAUGAG GCCGUUAGGC CGAA IGUGUUAG 


28023 




104 64 


AAPAPPAP T7 AAATIAPUA 


9649 


UAGUAUUU CUGAUGAG GCCGUUAGGC CGAA IUGGUGUU 


28024 


573 


10457 


PIIAAAIIAP TT APT7AT7AAA 


9650 


UUUAUAGU CUGAUGAG GCCGUUAGGC CGAA IUAUUUAG 


28025 


576 


10454 


AAUACI7AC U AUAAAAPTJ 


9651 


AGUUUUAU CUGAUGAG GCCGUUAGGC CGAA IUAGUAUU 


28026 


584 


10446 


ITATJAAAAP IT APAPT7I7T777 


9652 


AAAAGUGU CUGAUGAG GCCGUUAGGC CGAA IUUUUAUA 


28027 


587 


10443 


AAAACUAC A CUTJTJUATJG 


9653 


CAUAAAAG CUGAUGAG GCCGUUAGGC CGAA IUAGUUUU 


28028 


589 


10441 


AAPTJAPAP IT UUUAUGCA 


9654 


UGCAUAAA CUGAUGAG GCCGUUAGGC CGAA IUGUAGUU 


28029 


597 


10433 


IJUUUAUGC A UACJJIIAUA 


9655 


UAUAAGUA CUGAUGAG GCCGUUAGGC CGAA ICAUAAAA 


28030 


601 


10429 


AUGCAUAC TJ UAUAUTJGU 


9656 


ACAAUAUA CUGAUGAG GCCGUUAGGC CGAA IUAUGCAU 


28031 


£1 1 
OXX 


1 HAT Q 


ATTATTTTflTTP TT ATTTTTTAPAA 


7D3 / 


TTtTRTTAAATT PITnATTRAf5 RPPGITTTAGGP PGA A TAPAATTATT 


28032 


£1 a 
olo 




rTTariTTTTap a a7TT7/2aTTTTa 


orco 
jojo 


TTAATTPAATT PIT/'iaTTna^ /3PP/7TTTTAnfiP rY3AA TITAAAITA^S 






lUJJ / 


TTAAATTATTP TT APAfJTTAPTT 


9659 


AiTTTAPITnTT PITGATTGAG GPPGITTTAGGP PGAA TATTATTTTTTA 
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otvoataooo or Tr* a t to r o oooot TTTTAnno rni ta t anTTnzvTT^ 
GAGAAGGG CUGAUGAvj Lj\-v_vjU UHuvjL UjAA XA.VjUvaM.U^. 


■471/7 


5100 


5930 


UCACUCUC C CUUCUCCU 


10805 


AOOT\OT\TvO OT TO TV. T TO A O OO/TTTTTTA/'lOO OO A 7A T "hClTL Clf Tn A 

AGGAGAAG L.UGAUGAG uLLlnJUAwL UiAft X/iwiljUvx/i 


7Qi an 


5101 


5929 


CACUCUCC C UUCUCCUU 


10806 


T\7\OOAOA7V OTTO AT TO A O OOOO TTT T A f!/1f OOA A T^i7i/T!7ir2TTf3 

AAGGAGAA UUGAUGAG GUUGUUavsGL. VasAA IVjAuAuUu 


£7XOX 


5102 


5928 


ACUCUCCC u ucuccuuc 


10807 


O 7\ 7V OO A O 7\ OTTOATTOAO O CP OT TTT A nTT* PHR A TP1T* AnAPTTT 

GAAGGAGA CUGAUGAG GUGGUUAGGG vJGAH xvjVjAGAIjU 


*7iO£ 


5105 


5925 


CUCCCUUC U CCUUCUGU 


10808 


A O AO TV AOO OT TO A T TO A O OOOOTTM AflTIT' pfill T HiP.PJlZkn 
f\ LAoAno G GUGAUGfvG (j^vJVsUUAvsvj^ LuAn IAAuuwvj 




5107 


5923 


CCCUUCUC C UUCUGUUA 


10809 


tttv tv OTV O TV TV OT TO A T TO A O OOOOT TTT A OOO OOA A TKPAA 

UAACAGAA CUGAUGAG GCCGUUAGGC CGAA JLAGAAGGG 


£ 7 1D4 


5108 


5922 


CCUUCUCC U UCUGUUAU 


10810 


TV T TTV TV TV l*\ TV OTTmvTTOTVO O OOOT TT t TV OOO OO TV T\ T O A O 7V A OO 

AUAACAGA CUGAUGAG GCCGUUAGGC CGAA 1GAGAAGG 


£ yioD 


5111 


5919 


UCUCCUUC U GUUAUGAU 


10811 


TVTTOTVTTA A O OTTOATTOAO OOOOTTTTA OOO OO A A T A A OO A O A 

AUCAUAAC CUGAUGAG GCCGUUAGGC CGAA 1AAGGAGA 


£7 lOO 


5130 


5900 


r tt rrt/TTTT TT T/"l X OA OT TOTTTTO 

UUGGUUUC A CACUCUUC 


10012 


uAAGAuUG CUoAULwiw uCLuUUiwuC WJflft XiUUiULnn 


29187 


5132 


5898 


GGUUUCAC A CUCUUCCG 


108 13 


OOO A A/" 1 AO /"«TTr , ATT/'2AO 00^ , r t T'TT7An^ , ^ , PHTiA TTTT!A A AOO 
CGGAAGAG CUGAUvaAG uv,L.uUUAwU UuflA iUuAnAUL 


29188 


5134 


5896 


UUUCACAC U CUUCCGGC 


10814 


r^rT^nf a ao r'TTOATTr* ap ^ , ^ , p^ , TTTT7i^2^^^ , cnti a t t Tm in A Zi A 

GCCGGAAG V-UC/VUvaHLr b^LulJUnuuL Lufln iUVsuunnft 


29189 


5136 


5894 


UCACACUC U UCCGGCUG 


10815 


pRPprnpjv m a t Tr* a o rTTTTTTT Afirr 1 r*o.AA t a o t tot to a 
CAGCCGGA CUlaAUuLnur uLtuU Uiiv9\jL. LuAA InuUUUuA 


29190 


5139 


5891 


CACUCUUC C GGCUGUCA 


10816 


T TO A OA OOO OTTO ATTP 1 AO rT'^T'TTTTAOOO OOA A T A A m A OX in 
UGACAGCC CUGAUGAG GCCGUUAGGC CGAA XiiAuAvjUkj 


£7171 


5143 


5887 


CUUCCGGC U 6UCAAUCA 


10817 


T TO A T TT TO A O OT TO A T TO A O OOPOT TTT A PP_P OOA A T Cr^flTl A A f2 

UGAUUGAC CUGAUGAG GCCGUUAGGC CGAA ILUaunAU 


O QI OO 
£7X7£ 


5147 


5883 


CGGCUGUC A AUCACCCU 


,10818 


TVOOOTTOTVTT OTTOATTOAO OOOOTTTTAOOO OOA A TAP1\PPPP 

AGGGUGAU CUGAUGAG GCCGUUAGGC CGAA 1ACAGCCG 


29193 


5151 


5879 


UGUCAAUC A CCCUGCUC 


10819 


flTi OOA OOO OTTOATTOAO OOOOTTTTAOOO OOA A T ATTf TO A O A 

GAGCAGGG CUGAUGAG GCCGUUAGGC CGAA XAUUGACA 


7 OT O/l 
£7174 


5153 


5877 


UCAAUCAC C CUGCUCGC 


10820 


/-^/-ir>i7\ /^/tjv o OTTOATTOAO OP'OOTTT T A OOO OOA A T T TO A T TT TO A 

GCGAGCAG CUGAUGAG GGCGUUAGGC CGAA XUGAUUGA 


7 Ol OC 

£ y x y d 


5154 


5876 


CAAUCACC C UGCUCGCC 


10821 


rmonnfVIK OTTnTVTTOAO OOOOTTTTAOOO OOA A T O TTO A T TT TO 

GGCGAGCA CUGAUGAG GCCGUUAGGC CGAA xGUGAUUG 


7 OT OC 
£7l70 


5155 


5875 


AAUCACCC U GCUCGCCU 


10822 


K/in/Vlltn/'v OTTOATTOAO OOOOTTTTAOOO OOA A XOOTTOATTTT 

AGGCGAGC CUGAUGAG GCCGUUAGGC CGAA xGGUGAUU 


7 OT 07 
£7X7 / 


5158 


5872 


CACCCUGC U CGCCUUGA 


10823 


ifn* unnnn ottoattoao 000/ 'i 11 TA OOO OOA a t 0 A O O OT TO 

UCAAGGCG CUGAUGAG GCCGUUAGGC CGAA iCAGGGUG 


OQ1 QQ 
£7X70 


5162 


5868 


CUGCUCGC C UUGAAGUU 


10824 


AAOTTTTOAA OTTOATTOAO OOOOTTTTAOOO OOA A TrV^^flflfcr* 

AACUUCAA CUGAUGAG GCCGUUAGGC CGAA xCGAGGAG 


7 Ol OO 
£7X77 


5163 


5867 


tt/i/TrYnn/^/1 TT TTnn >/1TTTT^ 

UGCUCGCC U UGAAGUUA 


10825 


TTAAOTTTTOA OTTOATTOAO OOOOTTTTAOOO OOAA T OOO A O O A 

UAACUUCA CUGAUGAG GUCGUUAGGC CGAA XGCGAGCA 


£7£ UU 


5174 


5856 


AAGUUAGC C CCCAUUUC 


10826 


OaaatTOOO OTTOATTOAO OOOOTTTTAOOO OOA A T OTT A A OT TT T 

GAAAUGGG CUGAUGAG GCCGUUAGGC CGAA 1CUAACUU 


7 OOftl 
£7£UX 


5175 


5855 


AGUUAGCC C CCAUUUCA 


10827 


TT/1» IVlVTTnrt OTTOATTOAO OOOOTTTTAOOO OOA A TOOTTA A OTT 

UGAAAUGG CUGAUGAG GCCGUUAGGC CGAA xGCUAACU 


7 Q O ft 1 
£7£U£ 


5176 


5854 


GUUAGCCC C CAUUUCAG 


10828 


OTTOAAATTO OTTOATTOAO OOOOTTTTAOOO OOAA TOO/ '1 I A AO 

CUGAAAUG CUGAUGAG GCCGUUAGGC CGAA xGGCUAAC 


7 Q 7 A"J 
£7£U J 


5177 


5853 


TTm nnn/T/l ^ TVTTT Tf TOAOA 

UUAGCCCC C AUUUCAGA 


10829 


TTOTTOAAATT OTTOATTOAO OOOOTTTTAOOO OOAA TOOOOTTA A 

UCUGAAAU CUGAUGAG GCCGUUAGGC CGAA xGGGCUAA 


£ 7 £ U<± 


5178 


5852 


UAGCCCCC A UUUCAGAU 


10830 


j« t TOT TO AAA OTTOATTOAO OOOOTTTTAOOO OOAA TOOOOOTTA 

AUCUGAAA CUGAUGAG GCCGUUAGGC CGAA xGGGGCUA 


£7£U3 


5183 


5847 


CCCAUUUC A GAUAUGUC 


10831 


OAOATTATTO OTTOATTOAO OOOOTTTTAOOO OOAA TAAATTOOO 

GACAUAUC CUGAUGAG GCCGUUAGGC CGAA xAAAUlatjG 


£ 7£ UO 


5192 


5838 


GAUAUGUC U GUUGUGAU 


10832 


* t TO A O A R O OTTOATTOAO OOOOTTTTAOOO OOAA TAOATTATTO 

AUCACAAC CUGAUGAG GCCGUUAGGC CGAA xACAUAUC 


7 07 f>7 
£7£U / 


5204 


5826 


/■tTTnKTTTi H^l TV> tvtvOTTOOOA 

GUGAUAAC A AAGUCCCA 


10833 


TTOOO A OTTTT OTTOATTOAO OOOOTTTTAOOO OOAA TTTTTATT02VO 

UGGGACU U CUGAUGAG GCCGUUAGGC CGAA iUUAULAl. 


£ 7£ UO 


5210 


5820 


» otv tv n otto tv tmth^t to 

ACAAAGUC C CAAUCAUC 


10834 


O A TTO A TTT TO OTTOATTOAO OOOOTTTTAOOO OOAA T A OTTTTTTOTT 

GAUGAUUG CUGAUGAG GCCGUUAGGC CGAA lALUUUuU 


7 Q7ftQ 
£7£U7 


5211 


5819 


OTVAAOTTOO O TV UTTOTMT/^P 

CAAAGUCC C AAUCAUCG 


1 n o i c 
10B3S 


OO A TTO TV TTTT OTTOATTOAO OOOOTTTTAOOO OOAA TOAOTTTTTTO 

CGAUGAUU CUGAUGAG GCCGUUAuGC LajAA XloACUUUG 


7071 n 

£ 7£ 1U 


5212 


5818 


» « RHTT/W^ TV. 7* T TO TV T TOO 1 T 

AAAGUCCC A AUCAUCGU 


10836 


A OO ATTO ATT OTTOATTOAO OOOOTTTTAOOO OOAA TOOA OT TTTTT 

ACGAUGAU CUGAUGAG GCCGUUAiaGC CGAA IWjAUUUU 


7 07 1 1 
£7£XX 


5216 


5814 


TTO^HK «tt/1 T4 TTOOTTTTOTTTT 

UCCCAAUC A UCGUUCUU 


10837 


TV A OA A OOA OTTOATTOAO OOOOTTTTAOOO OOAA T ATTTTOOOA 

AAGAACGA CUGAUGAG GCCGUUAGGC CGAA XAUUGGGA 


O 07 1 7 
£ 7£X£ 


5223 


5807 


O 7V T TO/ « 1 Fl TO TT TTTV OA TTTTT TTT 

CAUCGUUC U UACAUUUU 


10838 


AAA ATTOTTA OTTOATTOAO OOOOTTTTAOOO OOAA T A A OO A T TO 

AAAAUGUA CUGAUGAG GCCGUUAGGC CGAA xAACvxAUG 


O 07 1 "3 
£ 7£X3 


5227 


5803 


OTTTTOT II TTV O A TTTTTTTTOOOTT 

GXJUCUUAC A UUUUGGGU 


10839 


AOOOAAAA OTTOATTOAO OOOOTTTTAOOO OOAA TTT A AO A A O 

ACCCAAAA CUGAUGAG GCCGUUAGGC CGAA iUiwluflftL 


7Q71 a 
£7£X4 


5238 


5792 


TTTTOOOTTA O TT OOOTTOTTOO 

UUGGGUAC U CCGUCUCG 


XUo4U 


r t r*T^r > 'Kruv* or to a t to a 0 oooottttaooo 00 a a ttta OOO a a 
CGAGACGG CUGAUGAG GCCGUUAGGC CGAA xUACVA-ftA 


7Q71 c 
£ 7£ XD 


5240 


5790 


GGGIJACUC C GUCUCGUA 


10841 


UACGAGAC CUGAUGAG GCCGUUAGGC CGAA IAGUACCC 


29216 


5244 


5786 


ACUCCGUC U CGUACGAC 


10842 


GUCGUACG CUGAUGAG GCCGUUAGGC CGAA IACGGAGU 


29217 


5253 


5777 


CGUACGAC U UUCUGUUC 


10843 


GAaCAGaA CUGAUGAG GCCGUUAGGC CGAA lUCGUACG 


29218 


5257 


5773 


CGACUUUC U GUUCAAUU 


10844 


AAUUGAAC CUGAUGAG GCCGUUAGGC CGAA IAAAGUCG 


29219 


5262 


5768 


UUCUGUUC A AUUGGACU 


10845 


AGUCCAAU CUGAUGAG GCCGUUAGGC CGAA IAACAGAA 


29220 


5270 


5760 


AAUUGGAC U ACUUUCUU 


10846 


AAGaAAGU CUGAUGAG GCCGUUAGGC CGAA IUCCAAUU 


29221 


5273 


5757 


UGGACUAC U UUCUUUCC 


10847 


! GGAAAGAA CUGAUGAG GCCGUUAGGC CGAA IUAGUCCA 


29222 


5277 


5753 


CUACUUUC U UUCCAGCA 


10848 


UGCUGGAA CUGAUGAG GCCGUUAGGC CGAA IAAAGUAG 


29223 
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5281 


5749 


UUUCUUUC C AGCACGUU 


10849 


AACGUGCU CUGAUGAG GCCGUUAGGC CGAA IAAAGAAA 


29224 


5282 


5748 


UUCUUUCC A GCACGUUG 


10850 


CAACGUGC CUGAUGAG GCCGUUAGGC CGAA IGAAAGAA 


29225 


5285 


5745 


UUUCCAGC A CGUUGUAG 


10851 


CUACAACG CUGAUGAG GCCGUUAGGC CGAA ICUGGAAA 


29226 


5296 


5734 


UUGUAGGC A AAGGGCAA 


10852 


UUGCCCUU CUGAUGAG GCCGUUAGGC CGAA ICCUACAA 


29227 


5303 


5727 


CAAAGGGC A AUCUCAUU 


10853 


AAUGAGAU CUGAUGAG GCCGUUAGGC CGAA ICCCUUUG 


29228 


5307 


5723 


GGGCAAUC U CAUUCCCC 


10854 


GGGGAAUG CUGAUGAG GCCGUUAGGC CGAA IAUUGCCC 


29229 


5309 


5721 


GCAAUCUC A UUCCCCAU 


10855 


AUGGGGAA CUGAUGAG GCCGUUAGGC CGAA IAGAUUGC 


29230 


5313 


5717 


UCUCAUUC C CCAUCUUG 


10856 


CAAGAUGG CUGAUGAG GCCGUUAGGC CGAA IAAUGAGA 


29231 


5314 


5716 


CUCAUUCC C CAUCUOSA 


10857 


UCAAGAUG CUGAUGAG GCCGUUAGGC CGAA IGAAUGAG 


29232 


5515 


5715 


UCADUCCC C AUCUUGAC 


10858 


GUCAAGAU CUGAUGAG GCCGUUAGGC CGAA IGGAAUGA 


29233 


5316 


5714 


CAUUCCCC A UCUUGACA 


10859 


UGUCAAGA CUGAUGAG GCCGUUAGGC CGAA IGGGAAUG 


29234 


5319 


5711 


UCPCPAUC U UGACACtIA 


10860 


UAGUGUCA CUGAUGAG GCCGUUAGGC CGAA IAUGGGGA 


29235 




5706 


ATTPUITfiAP A CUAGGCAC 


10861 


GUGCCUAG CUGAUGAG GCCGUUAGGC CGAA IUCAAGAU 


29236 






PTTTTnAPAP TI AGHPAPAA 


10862 


UUGUGCCU CUGAUGAG GCCGUUAGGC CGAA IUGUCAAG 


29237 






PAPTTAGGP A PAAAPPAA 


10863 


UUGGUUUG CUGAUGAG GCCGUUAGGC CGAA ICCUAGUG 


29238 


*; ****** 


3D J? / 


p?TA(3f"iPAP a aappaaap 


10864 


GUUUGGUU CUGAUGAG GCCGUUAGGC CGAA IUGCCUAG 


29239 


JJJ f 




pnxPAzxAr* p AAACpnup 


10865 


GACGGUUU CUGAUGAG GCCGUUAGGC CGAA IUUUGUGC 


29240 


D.3 J O 




PAPAAAPP A AAPPGUPU 


10866 


AGACGGUU CUGAUGAG GCCGUUAGGC CGAA IGUUUGUG 


29241 


5342 


5688 


AACCAAAC C GUCUUCCC 
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10867 


GGGAAGAC CUGAUGAG GCCGUUAGGC CGAA IUUUGGUU 


29242 


5346 


5684 


AAACCGUC U UCCCGGUG 


10868 


CACCGGGA CUGAUGAG GCCGUUAGGC CGAA IACGGUUU 


29243 


5349 


5681 


CCGUCUUC C CGGUGUAU 


10869 


AUACACCG CUGAUGAG GCCGUUAGGC CGAA IAAGACGG 


29244 


5350 


5680 


CGUCUUCC C GGUGUAUU 


10870 


AAUACACC CUGAUGAG GCCGUUAGGC CGAA IGAAGACG 


29245 


5360 


5670 


GUGUAUUC U GUGAUCCA 


10871 


UGGAUCAC CUGAUGAG GCCGUUAGGC CGAA IAAUACAC 


29246 


5367 


5663 


CUGUGAUC C AUUCGUAU 


10872 


AUACGAAU CUGAUGAG GCCGUUAGGC CGAA IAUCACAG 


29247 


5368 


5662 


UGUGAUCC A UUCGUAUC 


10873 


GAUACGAA CUGAUGAG GCCGUUAGGC CGAA IGAUCACA 


29248 


5377 


5653 


UUCGUAUC C AGAGUUCC 
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10874 


GGAACUCU CUGAUGAG GCCGUUAGGC CGAA IAUACGAA 


29249 


5378 


5652 


UCGUAUCC A GAGUUCCA 


10875 


UGGAACUC CUGAUGAG GCCGUUAGGC CGAA IGAUACGA 


29250 


5385 


5645 


CAGAGUUC C AAGCUCGA 


10876 


UCGAGCUU CUGAUGAG GCCGUUAGGC CGAA IAACUCUG 


29251 


5386 


5644 


AGAGUUCC A AGCUCGAU 


10877 


AUCGAGCU CUGAUGAG GCCGUUAGGC CGAA IGAACUCU 


29252 


5390 


5640 


UUCCAAGC U CGAUCCGG 


10878 


CCGGAUCG CUGAUGAG GCCGUUAGGC CGAA ICUUGGAA 


29253 


5396 


5634 


GCUCGAUC C GGGAUCUC 


10879 


GAGAUCCC CUGAUGAG GCCGUUAGGC CGAA IAUCGAGC 


29254 


5403 


5627 


CCGGGAUC U CAGUCUGU 


10880 


ACAGACUG CUGAUGAG GCCGUUAGGC CGAA IAUCCCGG 


29255 


5405 


5625 


GGGAUCUC A GUCUGUAA 


10881 


UUACAGAC CUGAUGAG GCCGUUAGGC CGAA IAGAUCCC 


29256 


5409 


5621 


UCUPAGUC II GUAAGUCG 


10882 


CGACUUAC CUGAUGAG GCCGUUAGGC CGAA IACUGAGA 


29257 


5436 


5594 


AAUUGGAC U CUGGGAAU 


10883 


AUUCCCAG CUGAUGAG GCCGUUAGGC CGAA IUCCAAUU 


29258 


5438 


5592 


UUGGACUP 17 GGGAAUGG 


10884 


CCAUUCCC CUGAUGAG GCCGUUAGGC CGAA IAGUCCAA 


29259 






AATTROATTP TT GAAGtTGCC 


10885 


GGCACUUC CUGAUGAG GCCGUUAGGC CGAA IAUCCAUU 


29260 


5458 


5572 


ITRAAniIRP P URGUC5GGG 


10886 


CCCCACCA CUGAUGAG GCCGUUAGGC CGAA ICACUUCA 


29261 


5459 


5571 


GAAGUGCC IJ GGUGGGGU 


10887 


ACCCCACC CUGAUGAG GCCGUUAGGC CGAA IGCACUUC 


29262 


5471 


5559 


GGGGUGGC U GUCAUGAA 


10888 


UUCAUGAC CUGAUGAG GCCGUUAGGC CGAA ICCACCCC 


29263 


5475 


5555 


UGGCUGUC A UGAAUAUU 


10889 


AAUAUUCA CUGAUGAG GCCGUUAGGC CGAA IACAGCCA 


29264 


5486 


5544 


AAUAUUGC C GCCGCCUC 


10890 


GAGGCGGC CUGAUGAG GCCGUUAGGC CGAA ICAAUAUU 


29265 


5489 


5541 


AUUGCCGC C GCCUCCCC 


10891 


GGGGAGGC CUGAUGAG GCCGUUAGGC CGAA ICGGCAAU 


29266 


5492 


5538 


GCCGCCGC C UCCCCUAG 


10892 


CUAGGGGA CUGAUGAG GCCGUUAGGC CGAA ICGGCGGC 


29267 


5493 


5537 


CCGCCGCC U CCCCUAGC 


10893 


GCUAGGGG CUGAUGAG GCCGUUAGGC CGAA IGCGGCGG 


29268 


5495 


5535 


GCCGCCUC C CCUAGCUC 


10894 


GAGCUAGG CUGAUGAG GCCGUUAGGC CGAA IAGGCGGC 


29269 


5496 


5534 


CCGCCUCC C CUAGCUCG 


10895 


CGAGCUAG CUGAUGAG GCCGUUAGGC CGAA IGAGGCGG 


29270 


5497 


5533 


CGCCUCCC C UAGCUCGA 


10896 


UCGAGCUA CUGAUGAG GCCGUUAGGC CGAA IGGAGGOG 


29271 


5498 


5532 


GCCUCCCC U AGCUCGAC 


10897 


GUCGAGCU CUGAUGAG GCCGUUAGGC CGAA IGGGUGGC 


29272 


5502 


5528 


CCCCUAGC U CGACCUUU 


10898 


AAAGGUCG CUGAUGAG GCCGUUAGGC CGAA ICUAGGGG 


29273 


5507 


5523 


AGCUCGAC C UUUGUGGA 


10899 


i UCCACAAA CUGAUGAG GCCGUUAGGC CGAA IUCGAGCU 


29274 


5508 


5522 


GCUCGACC U UUGUGGAA 


10900 


UUCCACAA CUGAUGAG GCCGUUAGGC CGAA IGUCGAGC 


29275 


5524 


5506 


AAUGUAAC C UCUUGCUG 


10901 


CAGCAAGA CUGAUGAG GCCGUUAGGC CGAA IUUACAUU 


29276 


5525 


5505 


AUGUAACC U CUUGCUGC 


10902 


GCAGCAAG CUGAUGAG GCCGUUAGGC CGAA IGUUACAJU 


29277 


5527 


5503 


GUAACCUC U UGCUGCAA 


10903 


UUGCAGCA CUGAUGAG GCCGUUAGGC CGAA IAGGUUAC 


29278 


5531 


5499 


CCUCUUGC U GCAAUGCU 


10904 


AGCAUUGC CUGAUGAG GCCGUUAGGC CGAA ICAAGAGG 


29279 


5534 


5496 


CUUGCUGC A AUGCUAGC 


10905 


GCUAGCAU CUGAUGAG GCCGUUAGGC CGAA ICAGCAAG 


29280 


5539 


5491 


UGCAAUGC U AGCUGGGU 


10906 


ACCCAGCU CUGAUGAG GCCGUUAGGC CGAA ICAUUGCA 


29281 


5543 


5487 


AUGCUAGC U GGGUCGGU 


10907 


ACCGACCC CUGAUGAG GCCGUUAGGC CGAA ICUAGCAU 


29282 


5561 


5469 


AAAUGAGC C UCAUCCAU 


10908 


AUGGAUGA CUGAUGAG GCCGUUAGGC CGAA ICUCAUUU 


29283 


5562 


5468 


AAUGAGCC U CAUCCAUC 


10909 


GAUGGAUG CUGAUGAG GCCGUUAGGC CGAA IGCUCAUU 


29284 
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CCCA 


Df* OO 


UGAGCCUC A UCCAUCAC 


10910 


GUGAUGGA CUGAUGAG GCCGUUAGGC CGAA IAGGCUCA 


29285 




CACO 


GCCaCAUC C AUCACGAA 


10911 


UUCGUGAU CUGAUGAG GCCGUUAGGC CGAA IAUGAGGC | 


29286 


ccco 


bflo^s 


PPTTPATTPP A UCACGAAC 


10912 


GUUCGUGA CUGAUGAG GCCGUUAGGC CGAA IGAUGAGG 


29287 


5571 


C/CQ 

34b9 


pattppattp a cgaacagg 


10913 


CCUGUUCG CUGAUGAG GCCGUUAGGC CGAA IAUGGAUG 


29288 


5577 


bflbo 


TTPAfY^AAP A GGUTJGTTAG 


10914 


CUACAACC CUGAUGAG GCCGUUAGGC CGAA IUUCGUGA 


29289 


5592 


bfl J o 


AfrrTTTPPfJP A PPPUGUGA 


10915 


UCACAGGG CUGAUGAG GCCGUUAGGC CGAA ICCGAACU 


29290 


5594 


C A 1 £ 

bf* jo 


TTTTPnnpap p pitgtigagg 


10916 


CCUCACAG CUGAUGAG GCCGUUAGGC CGAA IUGCCGAA 


29291 


ccoc 
5595 


b*l Jb 


ttpprpapp P TTGUGAGGA 


10917 


UCCUCACA CUGAUGAG GCCGUUAGGC CGAA IGUGCCGA 


29292 


bbiJo 


CA"3 A 

bft Jft 


fY3GPAPPP n GTTGAGGAG 


10918 


CUCCUCAC CUGAUGAG GCCGUUAGGC CGAA IGGUGCCG 


29293 


5607 


b^AO 


PAnnArsAP & ttpagppttg 


10919 


CAGGCUGA CUGAUGAG GCCGUUAGGC CGAA IUCUCCUC 


29294 


5610 


b4JU 


PArZAPATTP A GPPTTGURG 


10920 


CCACAGGC CUGAUGAG GCCGUUAGGC CGAA IAUGUCUC 


29295 


c d o 


CA 1 O 

bf*x / 


APATTPAGP P TTGITGGGtlG 


10921 


CACCCACA CUGAUGAG GCCGUUAGGC CGAA ICUGAUGU 


29296 


5614 




PATTPAHPP TT PTTGGGTTGA 


10922 


UCACCCAC CUGAUGAG GCCGUUAGGC CGAA IGCUGAUG 


29297 


5630 


5400 


afsnPTTnnp A fTfSAPAPATT 


10923 


AUGUGUCA CUGAUGAG GCCGUUAGGC CGAA ICUACCCU 


29298 


5635 


5395 


Aot-AU kiALi A lAUuftuiU 


10924 


AUGUCAUG CUGAUGAG GCCGUUAGGC CGAA IUCAUGCU 


29299 


5637 


5393 


ojvttpaoivp a tt/*2apattpa 
(JAUuAuAU A UwiwiuUH 


10925 


UGAUGUCA CUGAUGAG GCCGUUAGGC CGAA IUGUCAUG 


29300 


5642 


5388 
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29662 


7075 


3955 


UAUGGCUC U CAGUAUCA 


11268 


UGAUACUG CUGAUGAG GCCGUUAGGC CGAA IAGCCAUA 


29663 


7077 


3953 


UGGCUCUC A GUAUCAUC 


11289 


AftTTnftfTft A /TPTA ft fTA ft ^1 /^^^FTT Tft ^ K\ ft ft T'ft^ftA^tAft 

GAUGAUAC CUGAUGAG GCCGUUAGGC CGAA IAGAGCCA 


29664 


7083 


3947 


UCAGUAUC A UCCAAGCU 


11290 


« /*t/^T«TfOOft /-TT ft T Tfi ft n/^n/fTTr-rrX *U> ^^^T ft ft T It tTft H 

AGCUUGGA CUGAUGAG GCCGUUAGGC CGAA IAUACUGA 


29665 


7086 


3944 


GUAUCAUC C AAGCUACC 


11291 


GGUAGCUU CUGAUGAG GCCGUUAGGC CGAA IAUGAUAC 


29666 


7087 


3943 


UAUCAUCC A AGCUACCG 


11292 


CGGUAGCU CUGAUGAG GCCGUUAGGC CGAA IGAUGAUA 


29667 


7091 


3939 


AUCCAAGC U ACCGCCAG 


11293 


CUGGCGGU CUGAUGAG GCCGUUAGGC CGAA ICUUGGAU 


29668 


7094 


3936 


CAAGCUAC C GCCAGUGA 


11294 


UCACUGGC CUGAUGAG GCCGUUAGGC CGAA IUAGCUUG 


29669 


7097 


3933 


GCUACCGC C AGUGAAUU 


11295 


AAUUCACU CUGAUGAG GCCGUUAGGC CGAA ICGGUAGC 


29670 


7098 


3932 


CUACCGCC A GUGAAUUC 


11296 


GAAUUCAC CUGAUGAG GCCGUUAGGC CGAA IGCGGUAG 


29671 


7107 


3923 


GUGAAUUC A ACACAUCA 


11297 


UGAUGUGU CUGAUGAG GCCGUUAGGC CGAA IAAUUCAC 


29672 


7110 


3920 


AAUUCAAC A CAUCAGGG 


11298 


CCCUGAUG CUGAUGAG GCCGUUAGGC CGAA IUUGAAUU 


29673 


7112 


391B 


UUCAACAC A UCAGGGAU 


11299 


AUCCCUGA CUGAUGAG GCCGUUAGGC CGAA IUGUUGAA 


29674 


7115 


3915 


AACACAUC A GGGAUCUC 


11300 


GAGAUCCC CUGAUGAG GCCGUUAGGC CGAA IAUGUGUU 


29675 


7122 


3908 


CAGGGAUC U CCCAGAGC 


11301 


GCUCUGGG CUGAUGAG GCCGUUAGGC CGAA IAUCCCUG 


29676 


7124 


3906 


GGGAUCUC C CAGAGCAG 


11302 


CUGCUCUG CUGAUGAG GCCGUUAGGC CGAA IAGAUCCC 


29677 


7125 


3905 


GGAUCUCC C AGAGCAGA 


11303 


UCUGCUCU CUGAUGAG GCCGUUAGGC CGAA IGAGAUCC 


29678 


7126 


3904 


GAUCUCCC A GAGCAGAA 


11304 


UUCUGCUC CUGAUGAG GCCGUUAGGC CGAA IGGAGAUC 


29679 


7131 


3899 


CCCAGAGC A GAAUUUGG 


11305 


CCAAAUUC CUGAUGAG GCCGUUAGGC CGAA ICUCUGGG 


29680 


7145 


3885 


UGGCGGGC A UCGUGAUA 


11306 


UAUCACGA CUGAUGAG GCCGUUAGGC CGAA ICCCGCCA 


29681 


7157 


3873 


UGAUAAGC C AUUUGAAA 


11307 


UUUCAAAU CUGAUGAG GCCGUUAGGC CGAA ICUUAUCA 


29682 


7158 


3872 


GAUAAGCC A UUUGAAAG 


11308 


CUUUCAAA CUGAUGAG GCCGUUAGGC CGAA IGCUUAUC 


29683 


7172 


3858 


AAGAAAAC A GCCGCCAA 


11309 


UUGGCGGC CUGAUGAG GCCGUUAGGC CGAA IUUUUCUU 


29684 


7175 


3855 


AAAACAGC C GCCAACAU 


11310 


AUGUUGGC CUGAUGAG GCCGUUAGGC CGAA ICUGUUUU 


29685 


7178 


3852 


ACAGCCGC C AACAUCAA 


11311 


UUGAUGUU CUGAUGAG GCCGUUAGGC CGAA ICGGCUGU 


29686 


7179 


3851 


CAGCCGCC A ACAUCAAC 


11312 


GUUGAUGU CUGAUGAG GCCGUUAGGC CGAA IGCGGCUG 


29687 


7182 


3848 


CCGCCAAC A UCAACAAA 


11313 


UUUGUUGA CUGAUGAG GCCGUUAGGC CGAA IUUGGCGG 


29688 


7185 


3845 


CCAACAUC A ACAAAAUG 


11314 


CAUUUUGU CUGAUGAG GCCGUUAGGC CGAA IAUGUUGG 


29689 


7188 


3842 


ACAUCAAC A AAAUGUUC 


11315 


GAACAUUU CUGAUGAG GCCGUUAGGC CGAA IUUGAUGU 


29690 


7197 


3833 


ft ft ft tt/>TTTTn tt nnrmnTTTT/i 

AAAUGUUC U CCUGGUUG 


11316 


CAACCAGG CUGAUGAG GCCGUUAGGC CGAA IAACAUUU 


29691 


7199 


3831 


AUGUUCUC C UGGUUGGU 


11317 


ACCAACCA CUGAUGAG GCCGUUAGGC CGAA IAGAACAU 


29692 


7200 


3830 


UGUUCUCC U GGUUGGUC 


11318 


GACCAACC CUGAUGAG GCCGUUAGGC CGAA IGAGAACA 


29693 


7209 


3821 


GGUUGGUC C AUCUCGCU 


11319 


AGCGAGAU CUGAUGAG GCCGUUAGGC CGAA IACCAACC 


29694 


7210 


3820 


GUUGGUCC A UCUCGCUU 


11320 


AAGCGAGA CUGAUGAG GCCGUUAGGC CGAA IGACCAAC 


29695 


7213 


3817 


GGUCCAUC U CGCUUUGA 


11321 


UCAAAGCG CUGAUGAG GCCGUUAGGC CGAA IAUGGACC 


29696 


7217 


3813 


CAUCUCGC U UUGAGAAA 


11322 


UUUCUCAA CUGAUGAG GCCGUUAGGC CGAA ICGAGAUG 


29697 


7232 


3798 


AACGAUGC C ACCAUAAA 


11323 


UUUAUGGU CUGAUGAG GCCGUUAGGC CGAA ICAUCGUU 


29698 


7233 


3797 


ACGAUGCC A CCAUAAAC 


11324 


GUUUAUGG CUGAUGAG GCCGUUAGGC CGAA IGCAUCGU 


29699 


7235 


3795 


OT\TTr*/"l^T\ O TVTTTV TV TV OTV O 

GAUGCCAC C AUAAACAC 


11325 


GUGUUUAU CUGAUGAG GCCGUUAGGC CGAA IUGGCAUC 


29700 


7236 


3794 


TATT/*#"V*7\ 7\ TTfkSKAKnrT 

AUGCCACC A UAAACACU 


11326 


AGUGUUUA CUGAUGAG GCCGUUAGGC CGAA IGUGGCAU 


29701 




J too 


p/^sn7V7vap tv i^t t/-* /t tt ti~*t t 
UUAUAAAl, A LUGvjUUGU 


11327 


ft ft ft /VI ft t*TT ft T m ft /Y/S/l/^l W9 9 ft MMft « ^ + ft <■ ■ m m*m*+ 

ACAACCAG CUGAUGAG GCCGUUAGGC CGAA IUUUAUGG 


29702 


TO A A 


J /oo 


7ATT7A TV A fTV O TT /2/TTTT/TT7VTT 


11328 


AUACAACC CUGAUGAG GCCGUUAGGC CGAA IUGUUUAU 


29703 


7254 


3776 


GUUGUAUC U UGAAGGUC 


11329 


unwuuuvn v_ vj vxrVU Virlvj V3\»VA3UUnV3V9V« vU/vi XAUAUviL 




7265 


3765 


AAGGUCGC C AUGAGCGC 


11330 


GCGCUCAU CUGAUGAG GCCGUUAGGC CGAA ICGACCUU 


29705 


7266 


3764 


AGGUCGCC A UGAGCGCC 


11331 


GGCGCUCA CUGAUGAG GCCGUUAGGC CGAA IGCGACCU 


29706 


7274 


3756 


AUGAGCGC C AAGUGUAC 


11332 


GUACACUU CUGAUGAG GCCGUUAGGC CGAA ICGCUCAU 


29707 


7275 


3755 


UGAGCGCC A AGUGUACC 


11333 


GGUACACU CUGAUGAG GCCGUUAGGC CGAA IGCGCUCA 


29708 


7283 


3747 


AAGUGUAC C ACGUCUCC 


11334 


GGAGACGU CUGAUGAG GCCGUUAGGC CGAA IUACACUU 


29709 


7284 


3746 


AGUGUACC A CGUCUCCU 


11335 


AGGAGACG CUGAUGAG GCCGUUAGGC CGAA IGUACACU 


29710 


7289 


3741 


ACCACGUC U CCUCCCGA 


11336 


VCGGGAGG CUGAUGAG GCCGUUAGGC CGAA IACGUGGU 


29711 
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7291 


3739 


CACGUCUC C UCCCGAAU 


11337 


AUUCGGGA CUGAUGAG GCCGUUAGGC CGAA IAGACGUG 


29712 


7292 


3738 


AOGUCUCC U CCCGAADU 


11338 


AAUUCGGG CUGAUGAG GCCGUUAGGC CGAA IGAGACGU 


29713 


7294 


3736 


GUCUCCUC C CGAAUUAG 


11339 


CUAAUUCG CUGAUGAG GCCGUUAGGC CGAA IAGGAGAC 


29714 


7295 


3735 


UCUCCUCC C GAAUUAGA 


11340 


UCUAAUUC CUGAUGAG GCCGUUAGGC CGAA IGAGGAGA 


29715 


7307 


3723 


UUAGAUUC U GCGAAAGC 


11341 


GCUUUCGC CUGAUGAG GCCGUUAGGC CGAA IAAUCUAA 


29716 


7316 


3714 


GCGAAAGC U GCCCCCAC 


11342 


GUGGGGGC CUGAUGAG GCCGUUAGGC CGAA ICUUUCGC 


29717 


7319 


3711 


AAAGCUGC C CCCACCAA 


11343 


UUGGUGGG CUGAUGAG GCCGUUAGGC CGAA ICAGCUUU 


29718 


7320 


3710 


AAGCUGCC C CCACCAAG 


11344 


CUUGGUGG CUGAUGAG GCCGUUAGGC CGAA IGCAGCUU 


29719 


7321 


3709 


AGCUGCCC C CACCAAGA 


11345 


UCUUGGUG CUGAUGAG GCCGUUAGGC CGAA IGGCAGCU 


29720 


7322 


3708 


GCUGCCCC C ACCAAGAU 


11346 


AUCUUGGU CUGAUGAG GCCGUUAGGC CGAA IGGGCAGC 


29721 


7323 


3707 


CUGCCCCC A CCAAGAUG 


11347 


CAUCUUGG CUGAUGAG GCCGUUAGGC CGAA IGGGGCAG 


29722 


7325 


3705 


GCCCCCAC C AAGAUGAC 


11348 


GUCAUCUU CUGAUGAG GCCGUUAGGC CGAA IUGGGGGC 


29723 


7326 


3704 


CCCCCACC A AGAUGACA 


11349 


UGUCAUCU CUGAUGAG GCCGUUAGGC CGAA IGUGGGGG 


29724 


7334 


3696 


AAGAUGAC A UAGCGOAA 


11350 


UUACGCUA CUGAUGAG GCCGUUAGGC CGAA IUCAUCUU 


29725 


7344 


3686 


AGCGUAAC A CAUCAGUG 


11351 


CACUGAUG CUGAUGAG GCCGUUAGGC CGAA IUUACGCU 


29726 


7346 


3684 


CGUAACAC A UCAGUGUA 


11352 


UACACUGA CUGAUGAG GCCGUUAGGC CGAA IUGUUACG 


29727 


7349 


3681 


AACACAUC A GUGUAAGU 


11353 


ACUUACAC CUGAUGAG GCCGUUAGGC CGAA IAUGUGUU 


29728 


7363 


3667 


AGUAAUGC C CCCAAACA 


11354 


UGUUUGGG CUGAUGAG GCCGUUAGGC CGAA ICAUUACU 


29729 


7364 


3666 


GUAAUGCC C CCAAACAC 


11355 


GUGUUUGG CUGAUGAG GCCGUUAGGC CGAA IGCAUUAC 


29730 


7365 


3665 


UAAUGCCC C CAAACACC 


11356 


GGUGUUUG CUGAUGAG GCCGUUAGGC CGAA IGGCAUUA 


29731 


7366 


3664 


AAUGCCCC C AAACACCA 


11357 


UGGUGUUU CUGAUGAG GCCGUUAGGC CGAA IGGGCAUU 


29732 


7367 


3663 


AUGCCCCC A AACACCAG 


11358 


CUGGUGUU CUGAUGAG GCCGUUAGGC CGAA IGGGGCAU 


29733 


7371 


3659 


CCCCAAAC A CCAGGACU 


11359 


AGUCCUGG CUGAUGAG GCCGUUAGGC CGAA IUUUGGGG 


29734 


7373 


3657 


CCAAACAC C AGGACUAG 


11360 


CUAGUCCU CUGAUGAG GCCGUUAGGC CGAA IUGUUUGG 


29735 


7374 


3656 


CAAACACC A GGACUAGC 


11361 


GCUAGUCC CUGAUGAG GCCGUUAGGC CGAA IGUGUUUG 


29736 


7379 


3651 


ACCAGGAC U AGCAGAGC 


11362 


GCUCUGCU CUGAUGAG GCCGUUAGGC CGAA IUCCUGGU 


29737 


7383 


3647 


GGACUAGC A GAGCAAUC 


11363 


GAUUGCUC CUGAUGAG GCCGUUAGGC CGAA ICUAGUCC 


29738 


7388 


3642 


AGCAGAGC A AUCAGUAU 


11364 


AUACUGAU CUGAUGAG GCCGUUAGGC CGAA ICUCUGCU 


29739 


7392 


3638 


GAGCAAUC A GUAUAGCU 


11365 


AGCUAUAC CUGAUGAG GCCGUUAGGC CGAA IAUUGCUC 


29740 


7400 


3630 


AGUAUAGC U GGCAUGCU 


11366 


AGCAUGCC CUGAUGAG GCCGUUAGGC CGAA ICUAUACU 


29741 


7404 


3626 


UAGCUGGC A UGCUGAUC 


11367 


GAUCAGCA CUGAUGAG GCCGUUAGGC CGAA ICCAGCUA 


29742 


7408 


3622 


UGGCAUGC U GAUCUUGG 


11368 


CCAAGAUC CUGAUGAG GCCGUUAGGC CGAA ICAUGCCA 


29743 


7413 


3617 


UGCUGAUC U UGGCUGUC 


11369 


GACAGCCA CUGAUGAG GCCGUUAGGC CGAA IAUCAGCA 


29744 


7418 


3612 


AUCUUGGC U GUCCACCU 


11370 


AGGUGGAC CUGAUGAG GCCGUUAGGC CGAA ICCAAGAU 


29745 


7422 


3608 


UGGCUGUC C ACCUCUUG 


11371 


CAAGAGGU CUGAUGAG GCCGUUAGGC CGAA IACAGCCA 


29746 


7423 


3607 


GGCUGUCC A CCUCUUGC 


11372 


GCAAGAGG CUGAUGAG GCCGUUAGGC CGAA IGACAGCC 


29747 


7425 


3605 


CUGUCCAC C UCUUGCGA 


11373 


UCGCAAGA CUGAUGAG GCCGUUAGGC CGAA IUGGACAG 


29748 


7426 


3604 


UGUCCACC U CUUGCGAA 


11374 


UUCGCAAG CUGAUGAG GCCGUUAGGC CGAA IGUGGACA 


29749 


7428 


3602 


UCCACCUC U UGCGAAGG 


11375 


CCUUCGCA CUGAUGAG GCCGUUAGGC CGAA IAGGUGGA 


29750 


7439 


3591 


CGAAGGAC C UCCUGGGU 


11376 


ACCCAGGA CUGAUGAG GCCGUUAGGC CGAA IUCCUUCG 


29751 


7440 


3590 


GAAGGACC U CCUGGGUG 


11377 


CACCCAGG CUGAUGAG GCCGUUAGGC CGAA IGUCCUUC 


29752 


7442 


3588 


AGGACCUC C UGGGUGGC 


11378 


GCCACCCA CUGAUGAG GCCGUUAGGC CGAA IAGGUCCU 


29753 


7443 


3587 


GGACCUCC U GGGUGGCC 


11379 


GGCCACCC CUGAUGAG GCCGUUAGGC CGAA IGAGGUCC 


29754 


7451 


3579 


UGGGUGGC C AAGAACAC 


11380 


GUGUUCUU CUGAUGAG GCCGUUAGGC CGAA ICCACCCA 


29755 


7452 


3578 


GGGUGGCC A AGAACACG 


11381 


CGUGUUCU CUGAUGAG GCCGUUAGGC CGAA IGCCACCC 


29756 


7458 


3572 


CCAAGAAC A CGACCAGA 


11382 


UCUGGUCG CUGAUGAG GCCGUUAGGC CGAA IUUCUUGG 


29757 


7463 


3567 


AACACGAC C AGAAGGCC 


11383 


GGCCUUCU CUGAUGAG GCCGUUAGGC CGAA IUCGUGUU 


29758 


7464 


3566 


ACACGACC A GAAGGCCC 


11384 


GGGCCUUC CUGAUGAG GCCGUUAGGC CGAA IGUCGUGU 


29759 


7471 


3559 


CAGAAGGC C CAACUGAA 


11385 


UUCAGUUG CUGAUGAG GCCGUUAGGC CGAA ICCUUCUG 


29760 


7472 


3558 


AGAAGGCC C AACUGAAA 


11386 


UUUCAGUU CUGAUGAG GCCGUUAGGC CGAA IGCCUUCU 


29761 


7473 


3557 


GAAGGCCC A ACUGAAAA 


11387 


UUUUCAGU CUGAUGAG GCCGUUAGGC CGAA IGGCCUUC 


29762 


7476 


3554 


GGCCCAAC U GAAAAGGG 


11388 


CCCUUUUC CUGAUGAG GCCGUUAGGC CGAA IUUGGGCC 


29763 


7487 


3543 


AAAGGGUC A AUCAUAUC 


11389 


GAUAUGAU CUGAUGAG GCCGUUAGGC CGAA IACCCUUU 


29764 


7491 


3539 


GGUCAAUC A UAUCAGCA 


11390 


UGCUGAUA CUGAUGAG GCCGUUAGGC CGAA IAUUGACC 


29765 


7496 


3534 


AUCAUAUC A GCAUUAUA 


11391 


UAUAAUGC CUGAUGAG GCCGUUAGGC CGAA IAUAUGAU 


29766 


7499 


3531 


AUAUCAGC A UUAUAAGC 


11392 


GCUUAUAA CUGAUGAG GCCGUUAGGC CGAA ICUGAUAU 


29767 


7508 


3522 


UUAUAAGC A UUCACUUG 


11393 


CAAGUGAA CUGAUGAG GCCGUUAGGC CGAA ICUUAUAA 


29768 


7512 


3518 


AAGCAUUC A CUUGUGAC 


11394 


GUCACAAG CUGAUGAG GCCGUUAGGC CGAA IAAUGCUU 


29769 


7514 


3516 


GCAUUCAC U UGUGACUG 


11395 


CAGUCACA CUGAUGAG GCCGUUAGGC CGAA IUGAAUGC 


29770 


7521 


3509 


CUUGUGAC U GCACGAGG 


11396 


CCUCGUGC CUGAUGAG GCCGUUAGGC CGAA IUCACAAG 


29771 


7524 


3506 


GUGACUGC A CGAGGGUC 


11397 


GACCCUCG CUGAUGAG GCCGUUAGGC CGAA ICAGUCAC 


29772 
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7533 


3497 


OGAGGGUC U UUUCAUCA 


11396 


UGAUGAAA CUGAUGAG GCCGUUAGGC CGAA IACCCUCG 


29773 


7538 


3492 


GUCUUUUC A UCAUGUCU 


11399 


AGACAUGA CUGAUGAG GCCGUUAGGC CGAA IAAAAGAC 


29774 


7541 


3489 


UUUUCAUC A UGUCUCUG 


11400 


CAGAGACA CUGAUGAG GCCGUUAGGC CGAA XAUGAAAA 


29775 


7546 


3484 


AUCAUGUC U CUGUGGUC 


11401 


GACCACAG CUGAUGAG GCCGUUAGGC CGAA IACAUGAU 


29776 


7548 


3482 


CAUGUCUC U GUGGUCUG 


11402 


CAGACCAC CUGAUGAG GCCGUUAGGC CGAA IAGACAUG 


29777 


7555 


3475 


CUGUGGUC U GAUCUCCA 


11403 


UGGAGAUC CUGAUGAG GCCGUUAGGC CGAA IACCACAG 


29778 


7560 


3470 


GUCUGAUC U CCAUACCA 


11404 


UGGUAUGG CUGAUGAG GCCGUUAGGC CGAA IAUCAGAC 


29779 


7562 


3468 


CUGAUCUC C AUACCAUA 


11405 


UAUGGUAU CUGAUGAG GCCGUUAGGC CGAA IAGAUCAG 


29780 


7563 


3467 


UGAUCUCC A UACCAUAC 


11406 


GUAUGGUA CUGAUGAG GCCGUUAGGC CGAA IGAGAUCA 


29781 


7567 


3463 


CUCCAUAC C AUACCAAC 


11407 


GUUGGUAU CUGAUGAG GCCGUUAGGC CGAA IUAUGGAG 


29782 


7568 


3462 


UCCAUACC A UACCAACA 


11408 


UGUUGGUA CUGAUGAG GCCGUUAGGC CGAA IGUAUGGA 


29783 


7572 


3458 


UACCAUAC C AACAGCCG 


11409 


CGGCUGUU CUGAUGAG GCCGUUAGGC CGAA IUAUGGUA 


29784 


7573 


3457 


ACCAUACC A ACAGCCGC 


11410 


GCGGCUGU CUGAUGAG GCCGUUAGGC CGAA IGUAUGGU 


29785 


7576 


3454 


AUACCAAC A GCCGCUGU 


11411 


ACAGCGGC CUGAUGAG GCCGUUAGGC CGAA IUUGGUAU 


29786 


7579 


3451 


CCAACAGC C GCUGUCAG 


11412 


CUGACAGC CUGAUGAG GCCGUUAGGC CGAA ICUGUUGG 


29787 


7582 


3448 


ACAGCCGC U GUCAGUUU 


11413 


AAACUGAC CUGAUGAG GCCGUUAGGC CGAA ICGGCUGU 


29788 


7586 


3444 


CCGCUGVC A GUUUGGUA 


11414 


UACCAAAC CUGAUGAG GCCGUUAGGC CGAA IACAGCGG 


29789 


7599 


3431 


GGUAGCGC A GUGGUGGU 


11415 


ACCACCAC CUGAUGAG GCCGUUAGGC CGAA ICGCUACC 


29790 


7615 


3415 


UAAGGUGC A GCUCCUGC 


11416 


GCAGGAGC CUGAUGAG GCCGUUAGGC CGAA ICACCUUA 


29791 


7618 


3412 


GGUGCAGC U CCUGCAGC 


11417 


GCUGCAGG CUGAUGAG GCCGUUAGGC CGAA ICUGCACC 


29792 


7620 


3410 


UGCAGCUC C UGCAGCAC 


11418 


GUGCUGCA CUGAUGAG GCCGUUAGGC CGAA IAGCUGCA 


29793 


7621 


3409 


GCAGCUCC U GCAGCACC 


11419 


GGUGCUGC CUGAUGAG GCCGUUAGGC CGAA IGAGCUGC 


29794 


7624 


3406 


GCUCCUGC A GCACCAAU 


11420 


AUUGGUGC CUGAUGAG GCCGUUAGGC CGAA ICAGGAGC 


29795 


7627 


3403 


CCUGCAGC A CCAAUCUG 


11421 


CAGAUUGG CUGAUGAG GCCGUUAGGC CGAA ICUGCAGG 


29796 


7629 


3401 


UGCAGCAC C AAUCUGUU 


11422 


AACAGAUU CUGAUGAG GCCGUUAGGC CGAA IUGCUGCA 


29797 


7630 


3400 


GCAGCACC A AUCUGUUA 


11423 


UAACAGAU CUGAUGAG GCCGUUAGGC CGAA IGUGCUGC 


29798 


7634 


3396 


CACCAAUC U GUUAUCAA 


11424 


UUGAUAAC CUGAUGAG GCCGUUAGGC CGAA IAUUGGUG 


29799 


7641 


3389 


CUGUUAUC A ACUUUCCG 


11425 


CGGAAAGU CUGAUGAG GCCGUUAGGC CGAA IAUAACAG 


29800 


7644 


3386 


UUAUCAAC U UUCCGCUC 


11426 


GAGCGGAA CUGAUGAG GCCGUUAGGC CGAA IUUGAUAA 


29801 


7648 


3382 


CAACUUUC C GCUCUCUG 


11427 


CAGAGAGC CUGAUGAG GCCGUUAGGC CGAA IAAAGUUG 


29802 


7651 


3379 


CUUUCCGC U CUCUGUGG 


11428 


CCACAGAG CUGAUGAG GCCGUUAGGC CGAA ICGGAAAG 


29803 


7653 


3377 


UUCCGCUC U CUGUGGUG 


11429 


CACCACAG CUGAUGAG GCCGUUAGGC CGAA IAGCGGAA 


29804 


7655 


3375 


CCGCUCUC U GUGGUGGU 


11430 


ACCACCAC CUGAUGAG GCCGUUAGGC CGAA IAGAGCGG 


29805 


7673 


3357 


CGAGUGGC A GGUCCACG 


11431 


CGUGGACC CUGAUGAG GCCGUUAGGC CGAA ICCACUCG 


29806 


7678 


3352 


GGCAGGUC C ACGGUGUC 


11432 


GACACCGU CUGAUGAG GCCGUUAGGC CGAA IACCUGCC 


29807 


7679 


3351 


GCAGGUCC A CGGUGUCC 


11433 


GGACACCG CUGAUGAG GCCGUUAGGC CGAA IGACCUGC 


29808 


7687 


3343 


ACGGUGUC C GCAGCUCU 


11434 


AGAGCUGC CUGAUGAG GCCGUUAGGC CGAA IACACCGU 


29809 


7690 


3340 


GUGUCCGC A GCUCUCAC 


11435 


GUGAGAGC CUGAUGAG GCCGUUAGGC CGAA ICGGACAC 


29810 


7693 


3337 


UCCGCAGC U CUCACUCA 


11436 


UGAGUGAG CUGAUGAG GCCGUUAGGC CGAA ICUGCGGA 


29811 


7695 


3335 


CGCAGCUC U CACUCAGG 


11437 


CCUGAGUG CUGAUGAG GCCGUUAGGC CGAA IAGCUGCG 


29812 


7697 


3333 


CAGCUCUC A CUCAGGGU 


11438 


ACCCUGAG CUGAUGAG GCCGUUAGGC CGAA IAGAGCUG 


29813 


7699 


3331 


GCUCUCAC U CAGGGUGA 


11439 


UCACCCUG CUGAUGAG GCCGUUAGGC CGAA IUGAGAGC 


29814 


7701 


3329 


UCUCACUC A GGGUGACC 


11440 


GGUCACCC CUGAUGAG GCCGUUAGGC CGAA IAGUGAGA 


29815 


7709 


3321 


AGGGUGAC C GUAGUUCC 


11441 


GGAACUAC CUGAUGAG GCCGUUAGGC CGAA IUCACCCU 


29816 


7717 


3313 


CGUAGUUC C UGGGCAGU 


11442 


ACUGCCCA CUGAUGAG GCCGUUAGGC CGAA IAACUACG 
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29974 


8349 


2681 


CGUCCUUC A CUGCUUCL 


llbUU 


nnaanraG flTGATTGaG GCCGUUAGGC CGAA IAAGGACG 

w\JxVA\3w»rVw wUunUUnU \TUwV3U Uftwvjw w\3rir* xnnwwavw 


29975 


8351 


2679 


T T/'-l /~rr TTT/T TV /~l TT /"I /TT TT T/~1 "A 

UCCUUCAC U GCUUCLuA 


lib Ul 


TT^nGaann pugatigag GCCGUUAGGC CGAA IUGAAGGA 


29976 


8354 


2676 


UUCACUGC U UCCCACAU 


11602 


7\TTmTPr2r , a nTfiaiTnaG /^PPGITTTAGGC CGaA TCAGIIGAA 


29977 


8357 


2673 


ACUGCUUC C CACAUUUG 


11603 


naaaTTr'TTn P7Tf2aTTflAG GCCGT7TTAGGC CGAA TAAGCAGU 


29978 


8358 


2672 


CUGCUUCC C ACAUUUGA 


11604 




9QQ7Q 


8359 


2671 


UGCUUCCC A CAUUUGAU 


11605 




29980 


8361 


2669 


CUUCCCAC A UUUGAUGC 


11606 


GCAUCAAA CUoAUvjAvj bwUsUUAuuw LuiiH lUouuiviu 


9 QQR1 


8370 


2660 


UUUGAUGC U CCAGUCUG 


11607 


nivrt^/'iTTnn /-tt zr^ 7\ t to t\ r* ooooTTTTA/^/no r*paa TPatTPaaa 
CAGACUGG CUGAUwiAwi UAoVjV- L.VjAii iuiUwMArt 


9 QQD9 


8372 


2658 


UGAUGCUC C AGUCUGGA 


11608 


UCU/lviAL. U UUlj/iUtx/iLr uvCijUU/iuul. wlz/ltt. l/iowftuuft 


29983 


8373 


2657 


GAUGCUCC A GUCUGGAA 


11609 


UUuwvjAw LUuAUunU uv^vjUU/iUiuix wvsnn xunuunuu 


29984 


8377 


2653 


CUCCAGUC U GGAAACUG 


11610 


r»ar , TiTTTTr , P J PTT^3aTTGAG GCCGfTTTAGGC CGAA TACUGGAG 


29985 


8384 


2646 


^tTv^S*ITk Tk 9i TT ^T T4 T T^l^tT T T\ O 

CUGGAAAC U GAUCGUAG 


T 1 f 1 1 

lloll 


mTh.rV'h.Jir* PITGATTGAG GCCGTTITAGGC CGAA IUUUCCAG 


29986 


8395 


2635 


TT^V^TTTi ^ Tk ^1- ^ ^ 7\ ^IT4 TO 

UCGUAGAC C GCACACUC 




PaflTTP.TTGr' GTTGATTGAG GCCGTTTTAGGC CGAA TUCUACGA 


29987 


8398 


2632 


UAGACCGC A CACUCCUU 


11613 


aaPPaPTTP PTTPATTGaG GCCGTTITAGGC CGAA ICGGUCTTA 


29988 


8400 


2630 


s*)w <*1 TV ^tT Y/™l^*TTTTOO 

GACCGCAC A CUCCUUCC 


11614 


rniLnran PT Tfl ATTG AG GCCGTTTTAGGC CGAA TTIGCGGUC 


29989 


8402 


2628 


CCGCACAC U CCUUCCUU 


11615 


aafipaaf!f2 PTTP.aT7P.aG GPPGTTTTAGGC CGAA TTTGTTGCGG 
iV/klwna/kiVw\7 wUkarkUorlw UwUVaU UHUUw v— VjrVM. x uuuuvuo 


29990 


8404 


2626 


GCACACUC C UUCCUUAU 


11616 


AUAAuuiV/V LUuriUunw uI<L.vjUUawu worlrl IftUUUUuL 


29991 


8405 


2625 


CACACUCC U UCCUUAUG 


11617 


CAUAAvjvjA wULrAUwrAVa uLUjUUnUijL wVxriri lunuUuUu 




8408 


2622 


ACUCCUUC C UUAUGAGC 


11618 


or«rTnnTT7vA rtTPMTPliP OPPPTTTTaPP.P pnaa TaaGGaGTT 


29993 


8409 


2621 


CUCCUUCC U UAUGAGCU 


11619 


7> nniTP T\ T TA /TITO AT TO A /I OOPOT TT T A POP oo a a TPaaGGaG 


29994 


8417 


2613 


UUAUGAGC U UUCUGAAU 


11620 


ATTTTOAO A A OTTPATTPAP PPPPTTTTaGPP TPTTCATTAA 


29995 


8421 


2609 


GAGCUUUC U GAAUGAUC 


11621 


OATTOATTTTP PTTPRTTPAP PPPPJTTTTaGPP CGaA TAAAGCTTP 


29996 


8430 


2600 


n« *TT/iitTTn tt ttoo/t? tt\o>o 

GAAUGAUC U UGGCUAGG 


11622 


PPTTAPPPA PTTGATTGAG GCCGT TtTAGGC CRAA X AT 7 CAT JIT C 


29997 


8435 


2595 


AUCUUGGC U AGGCCUUG 


1 1 coo 
llbZ J 


OA AOPPPT7 PTTGATTGAG GCCGTTTTAGGC CGAA ICCAAGAU 


29998 


8440 


2590 


/-r OFT TTV O O O O TTTTPTTPnrV 1 

GGCUAGGC C UUGuGGCU 


1 1 COA 


PPPPaPAA PTTGATTGAG GCCGUUAGGC CGAA ICCUAGCC 


29999 


8441 


2589 


»i /ttttv n^nn TT T TOT TPPPPTT 

GCUAGGCC U UwUwjCwU 


1 1 coc 
llb^b 


APPPPaPA PTTGATTGAG GCCGUUAGGC CRAA IGCCUAGC 


30000 


8453 


2577 


GGCGUUUC A GGGUAAUA 


11626 


TTATTTT A POO OTTPATTPaP PPCPTTTTAGGC CG&A TAAACGCC 
UAUUAvtL LUuAUuAu wCUuUUnwv. wwtn XArirt.wVJv*w 


30001 


8463 


2567 


GGUAAUAC U UGUACCGG 


11627 


OOOOTTAOA OTTPATTPaG PPPGT 7TTAGGP CGAA TTTATTTTACC 


30002 


8469 


2561 


ACUUGUAC C GGUCCAUC 


11628 


oattooaOO OTTPATTOAP PPPOTTTTaPPP poa a TTTaPAAGTT 


30003 


8474 


2556 


UACCGGUC C AUCCAAGC 


11629 


y-i/TrTTT/^r«7VTT /^7TOATTOAO OOOOTTTTAOOO OO A A T APPPOTTA 

GCUUGGAU CULtAUvjAw uwUjUUAuuw wvsAn X rtL v» o\3 Uri 


JUUUfi 


8475 


2555 


ACCGGUCC A UCCAAGCC 


11630 


nnAiTTTnn t\ r^TTOTtTTOAO O OOOT TT TA OO O OOA A TO A OPOOTT 

GGCUUGGA CUGAUGAG (jULajU UA\o\jL. LuAA HjA^UabU 


i nnne. 


8478 


2552 


GGUCCAUC C AAGCCUCC 


11631 


n/lii rT/-t/TTTTT OTTOATTOAO O OOOTTT TA OOO OO A A T ATTPPAPP 

GGAGGCUU CUCjAUGAij bLwUUAlibw UjAA IAUwaLw 


jUUUD 


8479 


2551 


GUCCAUCC A AGCCUCCA 


11632 


TTr»r»Ar«OOTT OITOATTOAO OOOOTTT TA OOO OOA A TPaTTGTSAP 


JVUU / 


8483 


2547 


T* T'T/"^/™! TV TV /TO O T TOO TV n^TTO 

AUCCAAGC C UCCACAUC 


11633 


r»ATTr^TTOOA /-tr TO A T TO A O /'TOOfTTTTTA POP PPaA TPTTTTGGATT 


30008 


8484 


2546 


UCCAAGCC U CCACAUCA 


11634 


UGAUGUGG CUGAUGAG GCCGUUAGGC CGAA IGCUUGGA 


30009 


8486 


2544 


CAAGCCUC C ACAUCAUU 


11635 


AAUGAUGU CUGAUGAG GCCGUUAGGC CGAA IAGGCUUG 


30010 


8487 


2543 


AAGCCUCC A CAUCAUUG 


11636 


CAAUGAUG CUGAUGAG GCCGUUAGGC CGAA IGAGGCUU 


30011 


8489 


2541 


GCCUCCAC A UCAUUGUG 


11637 


CACAAUGA CUGAUGAG GCCGUUAGGC CGAA IUGGAGGC 


30012 


8492 


2538 


UCCACAUC A UUGUGUAU 


11638 


AUACACAA CUGAUGAG GCCGUUAGGC CGAA IAUGUGGA 


30013 


8505 


2525 


GUAUGAAC A CUCCACUU 


11639 


AAGUGGAG CUGAUGAG GCCGUUAGGC CGAA IUUCAUAC 


30014 


8507 


2523 


AUGAACAC U CCACUUCC 


11640 


GGAAGUGG CUGAUGAG GCCGUUAGGC CGAA IUGUUCAU 


30015 


8509 


2521 


GAACACUC C ACUUCCAC 


11641 


GUGGAAGU CUGAUGAG GCCGUUAGGC CGAA IAGUGUUC 


30016 
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Table K 



8510 


2520 


AACACUCC A CUUCCACA 


11642 


UGUGviAAu LUuHUuAU u\<VAj w UauuU Uwut ivinuuuuu 


^0017 

JUUX / 


8512 


2518 


CACUCCAC 0 UCCACAUC 


11643 


GAUG U buA GUviAUGAu uULuU UAovrt-. UunA lUuuAuuu 




8515 


2515 


UCCACUUC C ACAUCUCA 


11644 


UuAUAUuU LUutAUVaAVS VjV*VAjUU«o\j\- lASilrl innuuvsuA 




8516 


2514 


mnt n/n tv on 1 it 'l totv O 

CCACUUCC A CAUCUCAG 


1164b 




30020 


8518 


2512 


ACUUCCAC A UCuCAGCU 


11646 


n ootto a o t\ ottoattoao nnp/u tttaooo pnsa TTTY2P2B.7Af3?T 
AGCUGAGA CUlaAUGAlj uCCGUUAoljC CvsAA IUovcAAIjU 




8521 


2509 


*T/vl*/ , 1«fTn ft «TV OOTTOTTTT 

UCCACAUC U CAGCUCUU 


11647 


AAuAuwUu LUwUiinU ovAAjU UA&3131* VAXrvH AAUOUvaVzrt. 


inn?? 


8523 


2507 


CACAUCUC A GCUCUUGC 


11648 


GCAAGAGC CUGAUGAG GCCG U U AVilj U UliAA JLAvaAUGUG 




8526 


2504 


AUCUCAGC U CUUGCCGG 


1 1 r j ft 

11649 




JVU4i 


8528 


2502 


CUCAGCUC U UGCCGGCU 


11650 


AGCCGGCA tUunUuAu LjAJCvjU U AljljC CGAA IAvjv^UoAvj 




8532 


2498 


GCUCUUGC C GGCUGAUG 


11651 


CAUCAGCC CUGAUGAG GGCGUUAGGC CGAA 1LAAGAGC 




8536 


2494 


UUGCCGGC U GAUGUCUA 


11652 


tttvoaoatto pt to a t to a o r^r^r+r*! ttta ooo ooaa t/wvms 
UAGACAUC CUGAUGAG GCCGUUAGGC CGAA 1 CCGGCAA 


O P»ft 0*7 


8543 


2487 


CUGAUGUC U AUGGCACA 


11653 


TT/~»TTOOO A TT OI TO A T TO A O /WVITITSn/V /VJl TV TAOAITOAO 

UGUGCCAU CUGAUGAG GCCGU U AGvjC UViAA 1AGAUGAG 




8549 


2481 


UCUAUGGC A CACCCAGU 


11654 


aottp?ootto ottoattoao /vwrnTawv p*o A a t oo a ttao a 
ACUGGGUG CUGAUGAG GCCGU UAVaGC CGAA ICCAUAvjA 




8551 


2479 


UAUGGCAC A CCCAGUGU 


11655 


TV OA /"TTPPP P*T TO 7\ T TO TV O /VrTT TITAn/V OPIAA T 11/^00 A TTTA 

ACACUGGG CUGAUGAG GCCGU UAVatjC GGAA IULiLLaUA 


jvUju 


8553 


2477 


UGGCACAC C CAGUGUCA 


11656 


rrrt n /^T\ /^TTO /^TTT'TMTY^TS/^ ^Vf^V^TTTTTVr^/^/^ rV*lV7\ TTTT'f tn/^f 2V 

UGAGAGUG GUGAUGAG GGGGUUAGGG GGAA lUuLHjGGri 


jUUJJL 


8554 


2476 


GGCACACC C AGUGUCAG 


11657 


CUGACAGU GUGAUGAG GGGGUUAGGG GGAA 1GUGUGGG 




8555 


2475 


GCACACCC A GUGUCAGC 


11658 


GCUGAGAG GUGAUGAG GGGGUUAGGG GGAA IGurUGUGG 




8561 


2469 


CCAGUGUC A GCGUGCAC 


11659 


PttPPJV rVP* f^I TP 1 7\ T TP" T\ P 1 PIP^PIP'TTT T7\ flP'P* PPTiR T JlpA PTTP'P' 

GUGGAGGG GUGAUGAG GGGGUUAGGG GGAA 1AIJAGUGG 


JUUJ1 


8568 


2462 


CAGCGUGC A CGUUCACG 


11660 


CGUGAAGG GUGAUGAG GGGGUUAGGG GGAA 1GAGGGUG 




8574 


2456 


GCACGUUC A CGGAGAGG 


11661 


P»r"TTP r TTP 1 P'P' f^l TP 1 7\ T TP* TV P* /IPppT TTT7V P!P1P^ PV^TATV TR& P'P'TTP'P' 

GCUGUGGG GUGAUtsAVj ViGGoUUAvjtjC LajAA lAAvJvaUoi- 


JUujD 


8589 


2441 


GGAAGAGC A GAACUCCU 


11662 


AP'P 1 TVPfTTT TP 1 P! TP 1 AT TP" A P 1 /"•/"ip'p'T TTTAP , P' P* PY^TV A T/TTnTTT/T' 

AGGAGUUG GUGAUGAu v^GGvjUUAvjiaL. LajAA XwLUULL 




8594 


2436 


AGCAGAAC U CCUCCAAC 


11663 


GUUGGAGG CUGAUGAG GCCGUUAGGC CGAA IUUCUGCU 


30038 


8596 


2434 


CAGAACUC C UCCAACUG 


11664 


OA/^TTTTP'P' A P< I TP 1 AT TO A P 1 Pi/WT 7TT A P»P2P^ P 1 P 1 A A T A PIT TT TPT TP* 

GAGUUGGA GUGAUGAG GGGGUUAGGG GGAA JLAoUUGUG 




8597 


2433 


AGAACUCC U CCAACUGC 


11665 


n/<« /ttTtTTI/1 <^TT*^»TT/^H /"I /^/^/^T TT TT\ f> ^% HP JV TV Tnik AfTfTHTT 

GCAGUUGG CUGAUGAG GCCGUUAGGC CGAA IGAGUUCU 


30040 


8599 


2431 


AACUCCUC C AACUGCGA 


11666 


TTPPPftPTTTT P»TTP« ATTP* JlP P'PV'T TT T A P3P3IP 1 PVAA T SPP AP*TTTT 

UCGCAGUU CUGAUGAG GGGGUUAGGG GGAA 1AGGAGUU 


JUU41 


8600 


2430 


ACUCCUCC A ACUGCGAG 


11667 


PTTPPPTiPTT PTTP'ATTP' JiP PIP'P'P'TTT TA PiOP 1 PV2AA TPRPP APTT 

CUCGCAGU GUGAUGAG viGGGUUAGGG GGAA 1UAGGAGU 




8603 


2427 


CCUCCAAC U GCGAGAAA 


11668 


TTTTtTnTT/^On /-^T T/1 TV TTH T\ ^/"l/lATTTTKn/^^i rVtfk TV TTTTTrin Ti /*«/^ 

UUUCUCGC CUGAUGAG GCCGUUAGGC CGAA IUUGGAGG 


30043 


8621 


2409 


GUGAGAGC U AUGGACCU 


11669 


TV ^"l/tTT/^IOTVTT /TT Tr^ TV T T/^ TV r»P/VTTTTlvnPP P»P» A TV TPTTPtTPJVP 

AGGUCCAU GUGAUGAG GCCGUUAGGC CGAA ICUCUCAC 


3 0044 


8628 


2402 


CUAUGGAC C UAUCACGA 


11670 


TT/VttTrt TV TTTV t*W TiT TV T T/"1 TV iT /T/IO^rTTTTTV rt^T^I TV TTTOP1TVTTTV /"^ 

UCGUGAUA CUGAUGAG GCCGUUAGGC CGAA IUCCAUAG 


30045 


8629 


2401 


UAUGGACC U AUCACGAG 


11671 


ntTPPTTPTttT P»T TP^ TV T Tf TV PI O PIPV^TTTTA H^P n/lTt Tv TPTTPrP»ATTA 

CUCGUGAU CUGAUGAG GCCGUUAGGC CGAA IGUGCAUA 


30046 


8633 


2397 


GACCUAUC A CGAGCAUU 


11672 


TV TV ^TTTOTVTTP' TV PP/lPTTTTJkPPP PIPiATV f* TV T TTV /■"l/TT TO 

AAUGCUCG CUGAUGAG GCCGUUAGGC CGAA IAUAGGUC 


30047 


8639 


2391 


UCACGAGC A UUGAUGCC 


11673 


OOOATTOA TV Of TP*ATTP« AP* OOOOTTTTAOOO OOAA T OT TPPT TO A 

GGCAUCAA CUGAUGAG GCCGUUAGGC CGAA XCUCGUGA 


30048 


8647 


2383 


AUUGAUGC C CAUCCACA 


11674 


TTAtT/1/T»TTn OT TO TV T TO TV, O OOOOT TTTTV OOO OOTVTV TOTVTTOTV TVTT 

UGUGGAUG CUGAUGAG GCCGUUAGGC CGAA ICAUCAAU 


30049 


8648 


2382 


UUGAUGCC C AUCCACAA 


11675 


tTiTntT/rnxTT f~vrit~* t\ y x/-i tv o^i^totttttv^^^ ootv tv t/^otvtt^tv tv 

UUGUGGAU CUGAUGAG GCCGUUAGGC CGAA IGCAUCAA 


30050 


8649 


2381 


UGAUGCCC A UCCACAAC 


11676 


OTTTTOTTOOTV PTTOATTOAO OOOPTTTTTV OOO OO 7V TV T0007V TTOA 

GUUGUGGA CUGAUGAG GCCGU U AGGC CGAA 1GGCAUCA 


30051 


8652 


2378 


Ti/i/in/t«TTn o tv otv a OAfO 

UGCCCAUC C ACAACAGG 


11677 


OOT TOT TT TOT T OT TO A T TO A P" OOOOTTTTAOOO PVT. A A TAT XrinnC A 

CGUGUUGU GUuAUuAu uGGGUUAljvaC LajAA IAUouoCA 




8653 


2377 


GCCCAUCC A CAACAGGA 


11678 


TTOOTTPTTTTO OTTO AT TP" A O OOOOTTTTAOOO PVA A T O ATTPIPIOO 

UCGUGUUG GUGAUGAG GGGGUUAGGG CviAA llvAUGGGG 


JUUb J 


8655 


2375 


CCAUCCAC A ACAGGAGA 


11679 


TTOITOOTTOTT OT TO 7V T TO TV O OOOOTTTTAOOO OOAA TTTOOATTOO 

UCUCCUGU CUGAUGAG GCCGUUAGGC GGAA 1UGGAUGG 


3 UUb^ 


8658 


2372 


UCCACAAC A GGAGAGCC 


11680 


/in/TiT/Trrrvi <*tttotvtt/^tso nnt'wii ttta ooo ootvtv tttttottooa 

GGCUCUCC CUGAUGAG GCCGUUAGGC CGAA IUUGUGGA 


30055 


8666 


2364 


AGGAGAGC C CCCAGCAA 


11681 


TTTTOOTTOnO OTTOATTOAO OOOOTTTTAOOO OOAA T OT TOT TOOT T 

UUGCUGGG CUGAUGAG GCCGUUAGGC CGAA ICUCUCCU 


30056 


8667 


2363 


GGAGAGCC C CCAGCAAU 


11682 


TlTTTT/1/TTTri/^ f^rt Tr™* TV T T^ TV /HOOT Tf TTV OOO OO TV TV TOOfTOTTOO 

AUUGCUGG CUGAUGAG GCCGUUAGGC CGAA IGCUCUCC 


30057 


8668 


2362 


GAGAGCCC C CAGCAAUC 


11683 


r% TV T TT TO Of TO OTTOTVTTOTVO OOOOTTTTTV OOO Of TV TV TOOOTTOTTO 

GAUUGCUG CUGAUGAG GCCGUUAGGC CGAA IGGCUCUC 


30058 


8669 


2361 


AGAGCCCC C AGCAAUCC 


11684 


/inHTTTT/^/TTT OTTflV TTH TV O OOOOTTTTTV OOO OO TV TV TOOOOTTOTT 

GGAUUGCU CUGAUGAG GCCGUUAGGC CGAA 1GGGCUCU 


30059 


8670 


2360 


GAGCCCCC A GCAAUCCU 


11685 


TV /^OTVTTTTOO OTTOIVTTOTVO OOOOTTTTAOOO OO TV TV TOOOOOTTO 

AGGAUUGC CUGAUGAG GCCGUUAGGC CGAA 1GGGGCUC 


30060 


8673 


2357 


CCCCCAGC A AUCCUUGC 


11686 


/■IrtTV Tir^OTVTT OTTOTVTTOTVO OOOOT TT TTV OOO OOX TV TOTTOOOOO 

GCAAGGAU CUGAUGAG GCCGUUAGGC CGAA ICUGGGGG 


30061 


8677 


2353 


CAGCAAUC C UUGCGUUA 


11687 


TV« Tt /VTi^» > /TtTOIITTOTk/T O^l/ tOI TTTTV OOO OO T* TV T TV T TT tr* OT TO 

UAACGCAA CUGAUGAG GCCGUUAGGC CGAA IAUUGCUG 


30062 


8678 


2352 


AGCAAUCC U UGCGUUAU 


11688 


mTs*/vinik /irTriTiTTmv/T /irtn/HTTTTTi/rrin Otttv tv YOTVTTTTrrrTTT 

AUAACGCA CUGAUGAG GCCGUUAGGC CGAA IGAUUGCU 


30063 


8688 


2342 


GCGUUAUC C AGGACAUG 


11689 


CAUGUCCU CUGAUGAG GCCGUUAGGC CGAA IAUAACGC 


30064 


8689 


2341 


CGUUAUCC A GGACAUGC 


11690 


GCAUGUCC CUGAUGAG GCCGUUAGGC CGAA IGAUAACG 


30065 


8694 


2336 


UCCAGGAC A UGCCUCCG 


11691 


CGGAGGCA CUGAUGAG GCCGUUAGGC CGAA IUCCUGGA 


30066 


8698 


2332 


GGACAUGC C UCCGAACA 


11692 


UGUUCGGA CUGAUGAG GCCGUUAGGC CGAA ICAUGUCC 


30067 


8699 


2331 


GACAUGCC U CCGAACAG 


11693 


CUGUUCGG CUGAUGAG GCCGUUAGGC CGAA IGCAUGUC 


30068 


8701 


2329 


CAUGCCUC C GAACAGUG 


11694 


CACUGUUC CUGAUGAG GCCGUUAGGC CGAA IAGGCAUG 


30069 


8706 


2324 


CUCCGAAC A GUGAGCGG 


11695 


CCGCUCAC CUGAUGAG GCCGUUAGGC CGAA IUUCGGAG 


30070 


8720 


2310 


CGGAAUGC U CCUCCGAA 


11696 


UUCGGAGG CUGAUGAG GCCGUUAGGC CGAA ICAUUCCG 


30071 


8722 


2308 


GAAUGCUC C UCCGAACA 


11697 


UGUUCGGA CUGAUGAG GCCGUUAGGC CGAA IAGCAUUC 


30072 


8723 


2307 


AAUGCUCC U CCGAACAC 


11698 


GUGUUCGG CUGAUGAG GCCGUUAGGC CGAA IGAGCAUU 


30073 


8725 


2305 


UGCUCCUC C GAACACUU 


11699 


AAGUGUUC CUGAUGAG GCCGUUAGGC CGAA IAGGAGCA 


30074 


8730 


2300 


CUCCGAAC A CUUGAUGG 


11700 


CCAUCAAG CUGAUGAG GCCGUUAGGC CGAA IUUCGGAG 


30075 


8732 


2298 


CCGAACAC U UGAUGGAC 


11701 


GUCCAUCA CUGAUGAG GCCGUUAGGC CGAA IUGUUCGG 


30076 


8741 


2289 


UGAUGGAC A GCCUUCCC 


11702 


GGGAAGGC CUGAUGAG GCCGUUAGGC CGAA IUCCAUCA | 30077 
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Table IX 



8744 


2286 


VGGACAGC C UUCCCAAC 


11703 


GUUGGGAA CUGAUGAG GCCGUUAGGC CGAA ICuGuuCA 


30078 


8745 


2285 


GGACAGCC U UCCCAACU 


11704 


AGUUGGGA CUGAUGAG GCCGUUAGGC CGAA IGCUGUCC 


30079 


8748 


2282 


CAGCCUUC C CAACUGAG 


11705 


CUCAGUUG CUGAUGAG GCCGUUAGGC CGAA IAAGGCUG 


30080 


8749 


2281 


AGCCUUCC C AACUGAGG 


11706 


CCUCAGUU CUGAUGAG GCCGUUAGGC CGAA IGAAGGCU ! 


30081 


8750 


2280 


GCCUUCCC A ACUGAGGU 


11707 


ACCUCAGU CUGAUGAG GCCGUUAGGC CGAA IGGAAGGC 


30082 


8753 


2277 


UUCCCAAC U GAGGUGAA 


11708 


UUCACCUC CUGAUGAG GCCGUUAGGC CGAA IUUGGGAA 


30083 


8763 


2267 


AGGUGAAC A CCCCUCCA 


11709 


UGGAGGGG CUGAUGAG GCCGUUAGGC CGAA IUUCACCU 


30084 


8765 


2265 


GUGAACAC C CCUCCAAC 


11710 


GUUGGAGG CUGAUGAG GCCGUUAGGC CGAA IUGUUCAC 


30085 


8766 


2264 


UGAACACC C CUCCAACU 


11711 


AGUUGGAG CUGAUGAG GCCGUUAGGC CGAA IGUGUUCA 


30086 


8767 


2263 


GAACACCC C UCCAACUG 


11712 


CAGUUGGA CUGAUGAG GCCGUUAGGC CGAA IGGUGUUC 


30087 


8768 


2262 


AACACCCC U CCAACUGA 


11713 


UCAGUUGG CUGAUGAG GCCGUUAGGC CGAA IGGGUGUU 


30088 


8770 


2260 


CACCCCUC C AACUGAUC 


11714 


GAUCAGUU CUGAUGAG GCCGUUAGGC CGAA IAGGGGUG 


30089 


8771 


2259 


ACCCCUCC A ACUGAUCC 


11715 


GGAUCAGU CUGAUGAG GCCGUUAGGC CGAA IGAGGGGU 


30090 


8774 


2256 


CCUCCAAC U GAUCCAAA 


11716 


UUUGGAUC CUGAUGAG GCCGUUAGGC CGAA IUUGGAGG 


30091 


8779 


2251 


AACUGAUC C AAAGUCCC 


11717 


GGGACUUU CUGAUGAG GCCGUUAGGC CGAA IAUCAGUU 


30092 


8780 


2250 


ACUGAUCC A AAGUCCCA 


11718 


UGGGACUU CUGAUGAG GCCGUUAGGC CGAA IGAUCAGU 


30093 


8786 


2244 


CCAAAGUC C CAAGCUGU 


11719 


ACAGCUUG CUGAUGAG GCCGUUAGGC CGAA IACUUUGG 


30094 


8787 


2243 


CAAAGUCC C AAGCUGUG 


11720 


CACAGCUU CUGAUGAG GCCGUUAGGC CGAA IGACUUUG 


30095 


8788 


2242 


AAAGUCCC A AGCUGUGU 


11721 


ACACAGCU CUGAUGAG GCCGUUAGGC CGAA IGGACUUU 


30096 


8792 


2238 


UCCCAAGC U GUGUCUCC 


11722 


GGAGACAC CUGAUGAG GCCGUUAGGC CGAA ICUUGGGA 


30097 


8798 


2232 


GCUGUGUC U CCUAGAGC 


11723 


GCUCUAGG CUGAUGAG GCCGUUAGGC CGAA IACACAGC 


30098 


8800 


2230 


UGUGUCUC C UAGAGCGG 


11724 


CCGCUCUA CUGAUGAG GCCGUUAGGC CGAA IAGACACA 


30099 


8801 


2229 


GUGUCUCC U AGAGCGGC 


11725 


GCCGCUCU CUGAUGAG GCCGUUAGGC CGAA IGAGACAC 


30100 


8810 


2220 


AGAGCGGC U AGUCUCUG 


11726 


CAGAGACU CUGAUGAG GCCGUUAGGC CGAA ICCGCUCU 


30101 


8815 


2215 


GGCUAGUC U CUGCGCUC 


11727 


GAGCGCAG CUGAUGAG GCCGUUAGGC CGAA IACUAGCC 


30102 


8817 


2213 


CUAGUCUC U GCGCUCCU 


11728 


AGGAGCGC CUGAUGAG GCCGUUAGGC CGAA IAGACUAG 


30103 


8822 


2208 


CUCUGCGC U CCUUUGAG 


11729 


CUCAAAGG CUGAUGAG GCCGUUAGGC CGAA ICGCAGAG 


30104 


8824 


2206 


CUGCGCUC C UUUGAGGG 


11730 


CCCUCAAA CUGAUGAG GCCGUUAGGC CGAA IAGCGCAG 


30105 


8825 


2205 


UGCGCUCC U UUGAGGGU 


11731 


ACCCUCAA CUGAUGAG GCCGUUAGGC CGAA IGAGCGCA 


30106 


8846 


2184 


GUAAAGGC U UUGCCAAU 


11732 


AUUGGCAA CUGAUGAG GCCGUUAGGC CGAA ICCUUUAC 


30107 


8851 


2179 


GGCUUUGC C AAUGCUGC 


11733 


GCAGCAUU CUGAUGAG GCCGUUAGGC CGAA ICAAAGCC 


30108 


8852 


2178 


GCUUUGCC A AUGCUGCU 


11734 


AGCAGCAU CUGAUGAG GCCGUUAGGC CGAA IGCAAAGC 


30109 


8857 


2173 


GCCAAUGC U GCUUCCAG 


11735 


CUGGAAGC CUGAUGAG GCCGUUAGGC CGAA ICAUUGGC 


30110 


8860 


2170 


AAUGCUGC U UCCAGACU 


11736 


AGUCUGGA CUGAUGAG GCCGUUAGGC CGAA ICAGCAUU 


30111 


8863 


2167 


GCUGCUUC C AGACUUGU 


11737 


ACAAGUCU CUGAUGAG GCCGUUAGGC CGAA IAAGCAGC 


30112 


8864 


2166 


CUGCUUCC A GACUUGUG 


11738 


CACAAGUC CUGAUGAG GCCGUUAGGC CGAA IGAAGCAG 


30113 


8868 


2162 


UUCCAGAC U UGUGCCAA 


11739 


UUGGCACA CUGAUGAG GCCGUUAGGC CGAA IUCUGGAA 


30114 


8874 


2156 


ACUUGUGC C AAUGGUGA 


11740 


UCACCAUU CUGAUGAG GCCGUUAGGC CGAA ICACAAGU 


30115 


8875 


2155 


CUUGUGCC A AUGGUGAU 


11741 


AUCACCAU CUGAUGAG GCCGUUAGGC CGAA IGCACAAG 


30116 


8889 


2141 


GAUUGAUC U GUUGUUCU 


11742 


AGAACAAC CUGAUGAG GCCGUUAGGC CGAA IAUCAAUC 


30117 


8897 


2133 


UGUUGUUC U CCUCUGCC 


11743 


GGCAGAGG CUGAUGAG GCCGUUAGGC CGAA IAACAACA 


30118 


8899 


2131 


UUGUUCUC C UCUGCCCA 


11744 


UGGGCAGA CUGAUGAG GCCGUUAGGC CGAA IAGAACAA 


30119 


8900 


2130 


UGUUCUCC U CUGCCCAC . 


11745 


GUGGGCAG CUGAUGAG GCCGUUAGGC CGAA IGAGAACA 


30120 


8902 


2128 


UUCUCCUC U GCCCACCA 


11746 


UGGUGGGC CUGAUGAG GCCGUUAGGC CGAA IAGGAGAA 


30121 


8905 


2125 


UCCUCUGC C CACCACUA 


11747 


UAGUGGUG CUGAUGAG GCCGUUAGGC CGAA ICAGAGGA 


30122 


8906 


2124 


CCUCUGCC C ACCACUAU 


11748 


AUAGUGGU CUGAUGAG GCCGUUAGGC CGAA IGCAGAGG 


30123 


8907 


2123 


CUCUGCCC A CCACUAUG 


11749 


CAUAGUGG CUGAUGAG GCCGUUAGGC CGAA IGGCAGAG 


30124 


8909 


2121 


CUGCCCAC C ACUAUGUA 


11750 


UACAUAGU CUGAUGAG GCCGUUAGGC CGAA IUGGGCAG 


30125 


8910 


2120 


UGCCCACC A CUAUGUAU 


11751 


AUACAUAG CUGAUGAG GCCGUUAGGC CGAA IGUGGGCA 


30126 


8912 


2118 


CCCACCAC U AUGUAUGA 


11752 


UCAUACAU CUGAUGAG GCCGUUAGGC CGAA IUGGUGGG 


30127 


8924 


2106 


UAUGAGUC U CCAAAGGG 


11753 


CCCUUUGG CUGAUGAG GCCGUUAGGC CGAA IACUCAUA 


30128 


8926 


2104 


UGAGUCUC C AAAGGGUG 


11754 


CACCCUUU CUGAUGAG GCCGUUAGGC CGAA IAGACUCA 


30129 


8927 


2103 


GAGUCUCC A AAGGGUGG 


11755 


CCACCCUU CUGAUGAG GCCGUUAGGC CGAA IGAGACUC 


30130 


8939 


2091 


GGUGGUUC C AAUUCAAU 


11756 


AUUGAAUU CUGAUGAG GCCGUUAGGC CGAA IAACCACC 


30131 


8940 


2090 


GUGGUUCC A AUUCAAUC 


11757 


GAUUGAAU CUGAUGAG GCCGUUAGGC CGAA IGAACCAC 


30132 


8945 


2085 


UCCAAUUC A AUCAGGAC 


11758 


GUCCUGAU CUGAUGAG GCCGUUAGGC CGAA IAAUUGGA 


30133 


8949 


2081 


AUUCAAUC A GGACCUUA 


11759 


UAAGGUCC CUGAUGAG GCCGUUAGGC CGAA IAUUGAAU 


30134 


8954 


2076 


AUCAGGAC C UUAGCGUU 


11760 


AACGCUAA CUGAUGAG GCCGUUAGGC CGAA IUCCUGAU 


30135 


8955 


2075 


UCAGGACC U UAGCGUUG 


11761 


CAACGCUA CUGAUGAG GCCGUUAGGC CGAA IGUCCUGA 


30136 


8966 


2064 


GCGUUGGC C GUGGCCAC 


11762 


GUGGCCAC CUGAUGAG GCCGUUAGGC CGAA ICCAACGC 


30137 


8972 


2058 


GCCGUGGC C ACUGAAAC 


11763 


GUUUCAGU CUGAUGAG GCCGUUAGGC CGAA XCCACGGC 


30138 
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8973 


2057 


CCG0GGCC A CUGAAACA 


11764 


UGUUUCAG CUGAUGAG GCCGUUAGGC CGAA XGCCACGG 


30139 


8975 


2055 


GUGGCCAC U GAAACAAA 


11765 


UUUGUUUC CUGAUGAG UC"CV»UUiUjOU" lAxAA X UbULUAL 




8981 


2049 


ACUGAAAC A AAAGGGUU 


11766 


AACCCUUU CUGAUGAG GCCGU UAGGC CGAA iUUUUAJbu 


JUX4X 


8993 


2037 


GGGUUGAC A GUGACCAA 


11767 


UUGGUCAC CUGAUGAG GCCGUUAGGC CGAA XUCAACCC 


JUX42 


8999 


2031 


ACAGUGAC C AAUCUGCC 


11768 


GGCAGAUU CUGAUGAG GCCGUUAGGC CGAA XUCACUGU 


3UX43 


9000 


2030 


CAGUGACC A AUCUGCCC 


11769 


GGGCAGAU CUGAUGAG GCCGUUAGGC CGAA IGUCACUG 


30144 


9004 


2026 


GACCAAUC U GCCCACUG 


11770 


CAGUGGGC CUGAUGAG GCCGUUAGGC CGAA IAUUGGUC 


30145 


9007 


2023 


CAAUCUGC C CACUGGCG 


11771 


CGCCAGUG CUGAUGAG GCCGUUAGGC CGAA ICAGAUUG 


30146 


9008 


2022 


AAUCUGCC C ACUGGCGU 


11772 


ACGCCAGU CUGAUGAG GCCGUUAGGC CGAA IGCAGAUU 


30147 


9009 


2021 


AUCUGCCC A CUGGCGUU 


11773 


AACGCCAG CUGAUGAG GCCGUUAGGC CGAA IGGCAGAU 


30148 


9011 


2019 


CUGCCCAC U GGCGUUAG 


11774 


CUAACGCC CUGAUGAG GCCGUUAGGC CGAA IUGGGCAG 


30149 


9027 


2003 


GGUCGUUC A AUGAAGCC 


11775 


GGCUUCAU CUGAUGAG GCCGUUAGGC CGAA IAACGACC 


30150 


9035 


1995 


AAUGAAGC C ACUGACGA 


11776 


UCGUCAGU CUGAUGAG GCCGUUAGGC CGAA ICUUCAUU 


30151 


9036 


1994 


AUGAAGCC A CUGACGAG 


11777 


CUCGUCAG CUGAUGAG GCCGUUAGGC CGAA IGCUUCAU 


30152 


9038 


1992 


GAAGCCAC U GACGAGAU 


11778 


AUCUCGUC CUGAUGAG GCCGUUAGGC CGAA IUGGCUUC 


30153 


9053 


1977 


AUAGGAAC U UUGCAAGG 


11779 


CCUUGCAA CUGAUGAG GCCGUUAGGC CGAA IUUCCUAU 


30154 


9058 


1972 


AACUUUGC A AGGUCCAU 


11780 


AUGGACCU CUGAUGAG GCCGUUAGGC CGAA ICAAAGUU 


30155 


9064 


1966 


GCAAGGUC C AUCCGUGC 


11781 


GCACGGAU CUGAUGAG GCCGUUAGGC CGAA IACCUUGC 


30156 


9065 


1965 


CAAGGUCC A UCCGUGCC 


11782 


GGCACGGA CUGAUGAG GCCGUUAGGC CGAA IGACCUUG 


30157 


9068 


1962 


GGUCCAUC C GUGCCAGU 


11783 


ACUGGCAC CUGAUGAG GCCGUUAGGC CGAA IAUGGACC 


30158 


9073 


1957 


AUCCGUGC C AGUGUACU 


11784 


AGUACACU CUGAUGAG GCCGUUAGGC CGAA ICACGGAU 


30159 


9074 


1956 


UCCGUGCC A GUGUACUG 


11785 


CAGUACAC CUGAUGAG GCCGUUAGGC CGAA IGCACGGA 


30160 


9081 


1949 


CAGUGUAC U GCAAUUCC 


11786 


GGAAUUGC CUGAUGAG GCCGUUAGGC CGAA IUACACUG 


30161 


9084 


1946 


UGUACUGC A AUUCCAAC 


11787 


GUUGGAAU CUGAUGAG GCCGUUAGGC CGAA ICAGUACA 


30162 


9089 


1941 


UGCAAUUC C AACACCAC 


1178B 


GUGGUGUU CUGAUGAG GCCGUUAGGC CGAA IAAUUGCA 


30163 


90 90 


1940 


GCAAUUCC A ACACCACA 


11789 


UGUGGUGU CUGAUGAG GCCGUUAGGC CGAA IGAAUUGC 


30164 


9093 


1937 


AUUCCAAC A CCACAGUG 


11790 


CACUGUGG CUGAUGAG GCCGUUAGGC CGAA IUUGGAAU 


30165 


9095 


1935 


UCCAACAC C ACAGUGCC 


11791 


GGCACUGU CUGAUGAG GCCGUUAGGC CGAA IUGUUGGA 


30166 


9096 


1934 


CCAACACC A CAGUGCCG 


11792 


CGGCACUG CUGAUGAG GCCGUUAGGC CGAA IGUGUUGG 


30167 


9098 


1932 


AACACCAC A GUGCCGUG 


11793 


CACGGCAC CUGAUGAG GCCGUUAGGC CGAA IUGGUGUU 


30168 


9103 


1927 


CACAGUGC C GUGACCUG 


11794 


CAGGUCAC CUGAUGAG GCCGUUAGGC CGAA ICACUGUG 


30169 


9109 


1921 


GCCGUGAC C UGUGUCUG 


11795 


CAGACACA CUGAUGAG GCCGUUAGGC CGAA IUCACGGC 


30170 


9110 


1920 


CCGUGACC U GUGUCUGC 


11796 


GCAGACAC CUGAUGAG GCCGUUAGGC CGAA IGUCACGG 


30171 


9116 


1914 


CCUGUGUC U GCGGGAGU 


11797 


ACUCCCGC CUGAUGAG GCCGUUAGGC CGAA IACACAGG 


30172 


9126 


1904 


CGGGAGUC C CAAGAAAC 


11798 


GUUUCUUG CUGAUGAG GCCGUUAGGC CGAA IACUCCCG 


30173 


9127 


1903 


GGGAGUCC C AAGAAACU 


11799 


AGUUUCUU CUGAUGAG GCCGUUAGGC CGAA IGACUCCC 


30174 


9128 


1902 


GGAGUCCC A AGAAACUU 


11800 


AAGUUUCU CUGAUGAG GCCGUUAGGC CGAA IGGACUCC 


30175 


9135 


1895 


CAAGAAAC U UGAAAGCC 


11801 


GGCUUUCA CUGAUGAG GCCGUUAGGC CGAA IUUUCUUG 


30176 


9143 


1887 


UUGAAAGC C UUUGAACA 


11802 


UGUUCAAA CUGAUGAG GCCGUUAGGC CGAA ICUUUCAA 


30177 


9144 


1886 


UGAAAGCC U UUGAACAG 


11803 


CUGUUCAA CUGAUGAG GCCGUUAGGC CGAA IGCUUUCA 


30178 


9151 


1879 


CUUUGAAC A GACGCCAU 


11804 


AUGGCGUC CUGAUGAG GCCGUUAGGC CGAA IUUCAAAG 


30179 


9157 


1873 


ACAGACGC C AUAGGUUG 


11805 


CAACCUAU CUGAUGAG GCCGUUAGGC CGAA ICGUCUGU 


30180 


9158 


1872 


CAGACGCC A UAGGUUGU 


11806 


ACAACCUA CUGAUGAG GCCGUUAGGC CGAA IGCGUCUG 


30181 


9169 


1861 


GGUUGUUC C CUUCAACU 


11807 


AGUUGAAG CUGAUGAG GCCGUUAGGC CGAA IAACAACC 


30182 


9170 


1860 


GUUGUUCC C UUCAACUG 


11808 


CAGUUGAA CUGAUGAG GCCGUUAGGC CGAA IGAACAAC 


30183 


9171 


1859 


UUGUUCCC U UCAACUGC 


11809 


GCAGUUGA CUGAUGAG GCCGUUAGGC CGAA IGGAACAA 


30184 


9174 


1856 


UUCCCUUC A ACUGCAAU 


11810 


AUUGCAGU CUGAUGAG GCCGUUAGGC CGAA IAAGGGAA 


30185 


9177 


1853 


CCUUCAAC U GCAAUUUU 


11811 


AAAAUUGC CUGAUGAG GCCGUUAGGC CGAA IUUGAAGG 


30166 


9180 


1850 


UCAACUGC A AUUUUUCC 


11812 


GGAAAAAU CUGAUGAG GCCGUUAGGC CGAA ICAGUUGA 


30187 


9188 


1842 


AAUUUUUC C AUCUUCAC 


11813 


GUGAAGAU CUGAUGAG GCCGUUAGGC CGAA IAAAAAUU 


30188 


9189 


1841 


AUUUUUCC A UCUUCACU 


11814 


AGUGAAGA CUGAUGAG GCCGUUAGGC CGAA IGAAAAAU 


30189 


9192 


1838 


UUUCCAUC U UCACUCUA 


11815 


UAGAGUGA CUGAUGAG GCCGUUAGGC CGAA IAUGGAAA 


30190 


9195 


1835 


CCAUCUUC A CUCUACAC 


11816 


GUGUAGAG CUGAUGAG GCCGUUAGGC CGAA IAAGAUGG 


30191 


9197 


1833 


AUCUUCAC U CUACACUU 


11011 


AAGUI7UAG CUGAUlaftG uvUj U U/Wj\jv* V„\jJU\ XUvsHrtXvtU 




9199 


1831 


CUUCACUC U ACACUUCA 


11818 


UGAAGUGU CUGAUGAG GCCGUUAGGC CGAA IAGUGAAG 


30193 


9202 


1828 


CACUCUAC A CUUCAAAU 


11819 


AUUUGAAG CUGAUGAG GCCGUUAGGC CGAA IUAGAGUG 


30194 


9204 


1826 


CUCUACAC U UCAAAUGA 


11820 


UCAUUUGA CUGAUGAG GCCGUUAGGC CGAA IUGUAGAG 


30195 


9207 


1823 


UACACUUC A AAUGACCC 


11821 


GGGUCAUU CUGAUGAG GCCGUUAGGC CGAA IAAGUGUA 


30196 


9214 


1816 


CAAAUGAC C CGACGUCA 


11822 


UGACGUCG CUGAUGAG GCCGUUAGGC CGAA IUCAUUUG 


30197 


9215 


1815 


AAAUGACC C GACGUCAA 


11823 


UUGACGUC CUGAUGAG GCCGUUAGGC CGAA IGUCAUUU 


30198 


9222 


1808 


CCGACGUC A ACUUGACA 


11824 


UGUCAAGU CUGAUGAG GCCGUUAGGC CGAA IACGUCGG 


30199 
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9225 


1805 


ACGUCAAC U UGACAGUG 


11825 


CACUGUCA CUGAUviftG viCUj U UAWj w IazAA lUUoxiuvjU 




9230 


1800 


AACUUGAC A GUGUUGCU 


11626 


AGCAACAC CUGAUGAG VaUt-oU UAvivsv. UiAA iULrt/HjUU 




9238 


1792 


AGUGUUGC U UGAAAAUU 


11827 


AAUUUUCA CUGAUGAG GCCGUUAGGC CGAA ICAACACU 


30202 


9248 


1782 


GAAAAUUC C ACAGGAAU 


11828 


■ T_n._~-¥ tjtt r r/lHtTnit^ ^I^V^I 111 TTl /^/^ ^T^^TVTA T JV TV T 1 1 1 1 1 1 T/*T 

AUUCCUGU CUGAUGAG GCCGUUAGGC CGAA. IAAUUUUC 


30203 


9249 


1781 


AAAAUUCC A CAGGAAUG 


11829 


CAUUCCUG CUGAUGAG GCCGUUAuGU CGAA 1GAAUUUU 




9251 


1779 


AAUUCCAC A GGAAUGGC 


11830 


GCCAUUCC CUGAUGAG GUUGUUAGlaiJ UliAA XUUiAAUU 




9260 


1770 


GGAAUGGC U CCAGCCAA 


11831 


UUGGCUGG L-UGAUoAG uvJvJu U UAWj C LuAA ILUvJUtv 




9262 


1768 


AAUGGCUC C AGCCAAAG 


11832 


CUUUGGCU LUuAUunu <J L. vAjU UAuW. tu/ul XA&7l»l_AUU 


JUfiV r 


9263 


1767 


AUGGCUCC A GCCAAAGC 


11633 


GCUUUGGC CUGAUGAG uu^vjUUAuu^ CGAA 1GAGCLAU 




9266 


1764 


GCUCCAGC C AAAGCUUG 


11834 


CAAGCUUU CUGAUGAG tj^-^-oU UriovJU \*\jHA ±\*\J\J\Atvj\~ 




9267 


1763 


CUCCAGCC A AAGCUUGA 


11835 


UCAAGCUU uUuftUuftu V3V«CV3UUAuv3C Lunn i.oL.U«oiiVj 




9272 


1758 


GCCAAAGC U UGAUGCAG 


11836 


CUGCAUCA CUGAUGAG GCCGUUAGGC CGAA 1CUUUGGC 




9279 


1751 


CUUGAUGC A GAGCUCCC 


11837 


GGGAGCUC CUGAUGAG GCCGUUAGGC CGAA ICAUCAAG 


30212 


9284 


1746 


UGCAGAGC U CCCUCUUG 


11838 


CAAGAGGG CUGAUGAG GCCGUUAGGC CGAA ICUCUGCA 


30213 


9286 


1744 


CAGAGCUC C CUCUUGUG 


11839 


CACAAGAG CUGAUGAG GCCGUUAGGC CGAA IAGCUCUG 


30214 


9287 


1743 


AGAGCUCC C UCUUGUGA 


11840 


UCACAAGA CUGAUGAG GCCGUUAGGC CGAA IGAGCUCU 


30215 


9288 


1742 


GAGCUCCC U CUUGUGAG 


11841 


CUCACAAG CUGAUGAG GCCGUUAGGC CGAA IGGAGCUC 


*a ao 1 c 
302 lo 


9290 


1740 


GCUCCCUC U UGUGAGCC 


11842 


GGCUCACA CUGAUGAG GCCGUUAGGC CGAA IAGGGAGC 


30217 


9298 


1732 


UUGUGAGC C CAAUGCUA 


11843 


UAGCAUUG CUGAUGAG GCCGUUAGGC CGAA ICUCACAA 


30218 


9299 


1731 


UGUGAGCC C AAUGCUAU 


11844 


AUAGCAUU CUGAUGAG GCCGUUAGGC CGAA IGCUCACA 


30219 


9300 


1730 


GUGAGCCC A AUGCUAUC 


11845 


GAUAGCAU CUGAUGAG GCCGUUAGGC CGAA IGGCUCAC 


30220 


9305 


1725 


CCCAAUGC U AUCACAGA 


11846 


UCUGUGAU CUGAUGAG GCCGUUAGGC CGAA ICAUUGGG 


30221 


9309 


1721 


AUGCUAUC A CAGACUGC 


11847 


GCAGUCUG CUGAUGAG GCCGUUAGGC CGAA IAUAGCAU 


30222 


9311 


1719 


GCUAUCAC A GACUGCUU 


11848 


AAGCAGUC CUGAUGAG GCCGUUAGGC CGAA IUGAUAGC 


30223 


9315 


1715 


UCACAGAC U GCUUCGUG 


11849 


CACGAAGC CUGAUGAG GCCGUUAGGC CGAA IUCUGUGA 


30224 


9318 


1712 


CAGACUGC U UCGUGGCG 


11850 


CGCCACGA CUGAUGAG GCCGUUAGGC CGAA ICAGUCUG 


30225 


9335 


1695 


UGUGGUUC C UCAAACUC 


11851 


GAGUUUGA CUGAUGAG GCCGUUAGGC CGAA IAACCACA 


30226 


9336 


1694 


GUGGUUCC U CAAACUCC 


11852 


GGAGUUUG CUGAUGAG GCCGUUAGGC CGAA IGAACCAC 


30227 


9338 


1692 


GGUUCCUC A AACUCCAU 


11853 


AUGGAGUU CUGAUGAG GCCGUUAGGC CGAA IAGGAACC 


30228 


9342 


1688 


CCUCAAAC U CCAUUAAC 


11854 


GUUAAUGG CUGAUGAG GCCGUUAGGC CGAA IUUUGAGG 


30229 


9344 


1686 


UCAAACUC C AUUAACGU 


11855 


m /i/wvff « % tt ntT^HTT^H ^ rtrt^^TTf TH^^O OO TV TV T TV OT IT TT TO TV 

ACGUUAAU CUGAUGAG GCCGUUAGGC CGAA IAGUUUGA 


30230 


9345 


1685 


CAAACUCC A UUAACGUC 


11856 


GACGUUAA CUGAUGAG GCCGUUAGGC CGAA IGAGUUUG 


30231 


9354 


1676 


UUAACGUC U CUCUGUUC 


11857 


*-m -«> *t <m *m « ATT^1%TT^^ H ^(^^/TTTTTH rtn^l TV TV T TV ^^^•TTTTTV TV 

GAACAGAG CUGAUGAG GCCGUUAGGC CGAA IACGUUAA 


30232 


9356 


1674 


AACGUCUC U CUGUUCCU 


11858 


AGGAACAG CUGAUGAG GCCGUUAGGC CGAA IAGACGUU 


30233 


9358 


1672 


CGUCUCUC U GUUCCUCC 


11859 


GGAGGAAC CUGAUGAG GCCGUUAGGC CGAA IAGAGACG 


30234 


9363 


1667 


CUCUGUUC C UCCACACA 


11860 


ff/iTYMTtM/1% /tTTn^TTn^ /in/VtTTtT* /'lOn ^V^T\ TV T T\ t\ /^tv ^ T\ 

UGUGUGGA CUGAUGAG GCCGUUAGGC CGAA IAACAGAG 


30235 


9364 


1666 


UCUGUUCC U CCACACAG 


11861 


CUGUGUGG CUGAUGAG GCCGUUAGGC CGAA IGAACAGA 


30236 


9366 


1664 


UGUUCCUC C ACACAGUA 


11862 


UACUGUGU CUGAUGAG GCCGUUAGGC CGAA IAGGAACA 


30237 


9367 


1663 


GUUCCUCC A CACAGUAC 


11863 


GUACUGUG CUGAUGAG GCCGUUAGGC CGAA IGAGGAAC 


30238 


9369 


1661 


UCCUCCAC A CAGUACUU 


11864 


AAGUACUG CUGAUGAG GCCGUUAGGC CGAA IUGGAGGA 


30239 


9371 


1659 


CUCCACAC A GUACUUCC 


11865 


GGAAGUAC CUGAUGAG GCCGUUAGGC CGAA IUGUGGAG 


30240 


9376 


1654 


CACAGUAC U UCCAGCAC 


11866 


GUGCUGGA CUGAUGAG GCCGUUAGGC CGAA IUACUGUG 


30241 


9379 


1651 


AGUACUUC C AGCACUGC 


11867 


GCAGUGCU CUGAUGAG GCCGUUAGGC CGAA IAAGUACU 


30242 


9380 


1650 


GUACUUCC A GCACUGCU 


11668 


AGCAGUGC CUGAUGAG GCCGUUAGGC CGAA IGAAGUAC 
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12023 


GAGUGUCU CUGAUGAG GCCGUUAGGC CGAA IAGCAACA 


30398 


10016 


1014 


GUUGCUCC A GACACUCC 


12024 


GGAGUGUC CUGAUGAG GCCGUUAGGC CGAA IGAGCAAC 


30399 


10020 


1010 


CUCCAGAC A CUCCUUCC 


12025 


GGAAGGAG CUGAUGAG GCCGUUAGGC CGAA IUCUGGAG 


30400 


10022 


1008 


CCAGACAC U CCUUCCAA 


12026 


UUGGAAGG CUGAUGAG GCCGUUAGGC CGAA IUGUCUGG 


30401 


10024 


1006 


AGACACUC C UUCCAAGA 


12027 


UCUUGGAA CUGAUGAG GCCGUUAGGC CGAA IAGUGUCU 


30402 


10025 


1005 


GACACUCC U UCCAAGAA 


12028 


UUCUUGGA CUGAUGAG GCCGUUAGGC CGAA IGAGUGUC 


30403 


10028 


1002 


ACUCCUUC C AAGAAGUC 


12029 


GACUUCUU CUGAUGAG GCCGUUAGGC CGAA IAAGGAGU 


30404 


10029 


1001 


CUCCUUCC A AGAAGUCU 


12030 


AGACUUCU CUGAUGAG GCCGUUAGGC CGAA IGAAGGAG 


30405 


10037 


993 


AAGAAGUC U CUGUUGCU 


12031 


«l a a «t wv ATTAHTTAH A A A A^>T TTYTV AA A TV TV Y TV TT T AT TT T 

AGCAACAG CUGAUGAG GCCGUUAGGC CGAA IACUUCUU 


30406 


10039 


991 


GAAGUCUC U GUUGCUCA 


12032 


fTA«fl/lT\ H A ATTAfVTYAH A nr*/^n Tf HP»n A/*1TVTV T TV A TV AT TT TA 

UGAGCAAC CUGAUGAG GCCGUUAGGC CGAA IAGACUUC 


30407 


10045 


985 


UCUGUUGC U CAUUCCAA 


12033 


UUGGAAUG CUGAUGAG GCCGUUAGGC CGAA ICAACAGA 


1 n A A Q 

J U4Uo 


10047 


983 


UGUUGCUC A UUCCAAGG 


12034 


r*/*rrmr*f* i\ TV rvr-rr* n TTf' 7V /*"* o/^/^OTTTTftO /"V^ftft T ftf!*Oft ftfR 
CCUUGGAA CUGAUGAG GCCGUUALjGC CGAA lAuUAAUA 


"3 A A n Q 

ju^ uy 


10051 


979 


GCUCAUUC C AAGGCAGU 


12035 


■m flvPTMAA^wv ATT/I^TTA^ A n/>Ori7 7TTH AA t\ TV T TV TV Y TA TV A A 

ACUGCCUU CUGAUGAG GCCGUUAGGC CGAA IAAUGAGC 


30410 


10052 


978 


CUCAUUCC A AGGCAGUU 


12036 


« t mT/iA/irt m- rn tv t rn « /t A AAA t tt T 7y A a a A A TV TV T A 7\ TV TTA TV 

AACUGCCU CUGAUGAG GCCGUUAGGC CGAA IGAAUGAG 


30411 


10057 


973 


UCCAAGGC A GUUGAAGC 


12037 


AAtttT/IH % A ArTT/'l TA TtA TV ^T ^»^^I^tT TTTTV ^ /\^ITV TV *I* /lATTtTTPl^ TV 

GCUUCAAC CUGAUGAG GCCGUUAGGC CGAA ICCUUGGA 


30412 


10066 


964 


GUUGAAGC U GUAAGCUG 


12038 


/llMAtTTTt A ATTA TV TTA IV ^ T TT T TV ^ ^ AA TV TV Y ATTTTPlT^ T\ O 

CAGCUUAC CUGAUGAG GCCGUUAGGC CGAA ICUUCAAC 


30413 


10073 


957 


CUGUAAGC U GGGGCCAC 


12039 


GUGGCCCC CUGAUGAG GCCGUUAGGC CGAA ICUUACAG 


30414 


10079 


951 


GCUGGGGC C ACCAAAAG 


12040 


CUUUUGGU CUGAUGAG GCCGUUAGGC CGAA ICCCCAGC 


30415 


10080 


950 


CUGGGGCC A CCAAAAGC 


12041 


GCUUUUGG CUGAUGAG GCCGUUAGGC CGAA IGCCCCAG 


30416 


10082 


948 


GGGGCCAC C AAAAGCAA 


12042 


UUGCUUUU CUGAUGAG GCCGUUAGGC CGAA IUGGCCCC 


30417 


10083 


947 


GGGCCACC A AAAGCAAU 


12043 


T\ T TTT/"»/TTTTTTT m T/TATT^T»n O/^rV^TTTTft f^f> rVftft Tr*TT/W^/^0 

AUUGCUUU CUGAUGAG GCCGUUAGGC CGAA IGUGGCCC 


"> A A 1 Q 

3041o 


10089 


941 


CCAAAAGC A AUAGCACG 


12044 


CGUGCUAU CUGAUGAG GCCGUUAGGC CGAA ICUUUUGG 


30419 


10095 


935 


GCAAUAGC A CGACAAAC 


12045 


GUUUGUCG CUGAUGAG GCCGUUAGGC CGAA ICUAUUGC 


30420 


10100 


930 


AGCACGAC A AACACAAC 


12046 


GUUGUGUU CUGAUGAG GCCGUUAGGC CGAA 1UCGUGCU 


"> A A O 1 


10104 


926 


CGACAAAC A CAACUCUC 


12047 


GAGAGUUG CUGAUGAG GCCGUUAGGC CGAA IUUUGUCG 


30422 


10106 


924 


ACAAACAC A ACUCUCUG 


12048 


A« A«/11k ATT ArVAItfrAH A /*f A^Awff TH TV H TfTATTMTT/lTT 

CAGAGAGU CUGAUGAG GCCGUUAGGC CGAA IUGUUUGU 


30423 


10109 


921 


AACACAAC U CUCUGCAU 


12049 


AUGCAGAG CUGAUGAG GCCGUUAGGC CGAA IUUGUGUU 


30424 


10111 


919 


CACAACUC U CUGCAUGG 


12050 


v^-n Ai« A AtTAHYTAI^ A) AAAAI TTTTV AAA AAA TV T TV AT TT Vl 1 T A 

CCAUGCAG CUGAUGAG GCCGUUAGGC CGAA IAGUUGUG 


30425 


10113 


917 


CAACUCUC U GCAUGGUG 


12051 


CACCAUGC CUGAUGAG GCCGUUAGGC CGAA IAGAGUUG 


30426 


10116 


914 


CUCUCUGC A UGGUGUUG 


12052 


CAACACCA CUGAUGAG GCCGUUAGGC CGAA ICAGAGAG 


30427 


10126 


904 


GGUGUUGC U CCCAAGCA 


12053 


UGCUUGGG CUGAUGAG GCCGUUAGGC CGAA ICAACACC 


30428 


10128 


902 


UGUUGCUC C CAAGCAUC 


12054 


GAUGCUUG CUGAUGAG GCCGUUAGGC CGAA IAGCAACA 


30429 


10129 


901 


GUUGCUCC C AAGCAUCC 


12055 


GGAUGCUU CUGAUGAG GCCGUUAGGC CGAA IGAGCAAC 


30430 


10130 


900 


UUGCUCCC A AGCAUCCA 


12056 


* T*~m ^ «l v j^tT -x ATTA«rfA« A AAA/« 11 ■ IV AAA AATV TV TA^ATVAATVTV 

UGGAUGCU CUGAUGAG GCCGUUAGGC CGAA IGGAGCAA 


30431 


10134 


896 


UCCCAAGC A UCCAACCA 


12057 


UGGUUGGA CUGAUGAG GCCGUUAGGC CGAA ICUUGGGA 


30432 


10137 


893 


CAAGCAUC C AACCAAUG 


12058 


CAUUGGUU CUGAUGAG GCCGUUAGGC CGAA IAUGCUUG 


1 A A 1. ~1 

3U433 


10138 


892 


AAGCAUCC A ACCAAUGA 


12059 


TT/i^TTTT^nTT ATTAvtvAfl A A A AAT TT TTV A A A AA TV IN TAT\TTAfTTTT 

UCAUUGGU CUGAUGAG GCCGUUAGGC CGAA IGAUGCUU 


30434 


10141 


889 


CAUCCAAC C AAUGACGG 


12060 


CCGUCAUU CUGAUGAG GCCGUUAGGC CGAA IUUGGAUG 


30435 




OOO 


tattpptatapp a annapnop 


1 9flK1 
l«UDi 




30436 


10151 


879 


AUGACGGC U GCCACCAG 


12062 


CUGGUGGC CUGAUGAG GCCGUUAGGC CGAA ICCGUCAU 


30437 


10154 


876 


ACGGCUGC C ACCAGGGC 


12063 


GCCCUGGU CUGAUGAG GCCGUUAGGC CGAA ICAGCCGU 


30438 


10155 


875 


CGGCUGCC A CCAGGGCA 


12064 


UGCCCUGG CUGAUGAG GCCGUUAGGC CGAA IGCAGCCG 


30439 


10157 


873 


GCUGCCAC C AGGGCAUA 


12065 


UAUGCCCU CUGAUGAG GCCGUUAGGC CGAA IUGGCAGC 


30440 


10158 


872 


CUGCCACC A GGGCAUAU 


12066 


AUAUGCCC CUGAUGAG GCCGUUAGGC CGAA IGUGGCAG 


30441 


10163 


867 


ACCAGGGC A UAUCCAGG 


12067 


CCUGGAUA CUGAUGAG GCCGUUAGGC CGAA ICCCUGGU 


30442 


10168 


862 


GGCAUAUC C AGGGUUCC 


12068 


GGAACCCU CUGAUGAG GCCGUUAGGC CGAA IAUAUGCC 


30443 
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10169 


861 


GCAUAUCC A GGGUUCCU 


12069 


AGGAACCC CUGAUGAG GCCGUUAGGC CGAA IGAUAUGC 


30444 


10176 


854 


CAGGGUUC C UCAAGAUC 


12070 


GAUCUUGA CUGAUGAG GCCuuuaGGC CGAA IAACCCUG 


30445 


10177 


853 


AGGGUUCC U CAAGAUCC 


12071 


GGAUCUUG CUGAUGAG GCCGUUAGGC CGAA IGAACCCU 


30446 


10179 


851 


GGUUCCUC A AGAUCCAU 


12072 


AUGGAUCU CUGAUGAG GCCGUUAGGC CGAA IAGGAACC 


30447 


10185 


845 


UCAAGAUC C AUGAUUCU 


12073 


AGAAUCAU CUGAUGAG GCCGUUAGGC CGAA IAUCUUGA 


30448 


10186 


844 


CAAGAUCC A UGAUUCUG 


12074 


CAGAAUCA CUGAUGAG GCCGUUAGGC CGAA IGAUCUUG 


30449 


10193 


837 


CAUGAUUC U GUUUUUAC 


12075 


GUAAAAAC CUGAUGAG GCCGUUAGGC CGAA IAAUCAUG 


30450 


10202 


828 


GUUUUUAC C AAAUACCU 


12076 


AGGUAUUU CUGAUGAG GCCGUUAGGC CGAA IUAAAAAC 


30451 


10203 


827 


UUUUUACC A AAUACCUU 


12077 


AAGGUAUU CUGAUGAG GCCGUUAGGC CGAA IGUAAAAA 


30452 


10209 


821 


CCAAAUAC C UUGUGGCC 


12078 


GGCCACAA CUGAUGAG GCCGUUAGGC CGAA IUAUUUGG 


30453 


10210 


820 


CAAAUACC U UGUGGCCU 


12079 


AGGCCACA CUGAUGAG GCCGUUAGGC CGAA IGUAUUUG 


30454 


10217 


813 


CUUGUGGC C UUGGUGCU 


12080 


AGCACCAA CUGAUGAG GCCGUUAGGC CGAA ICCACAAG 


30455 


10218 


812 


UUGUGGCC U UGGUGCUG 


12081 


CAGCACCA CUGAUGAG GCCGUUAGGC CGAA IGCCACAA 


30456 


10225 


805 


CUUGGUGC U GUCCAUCC 


12082 


GGAUGGAC CUGAUGAG GCCGUUAGGC CGAA ICACCAAG 


30457 


10229 


801 


GUGCUGUC C AUCCAAGC 


12083 


GCUUGGAU CUGAUGAG GCCGUUAGGC CGAA IACAGCAC 


30458 


10230 


800 


UGCUGUCC A UCCAAGCC 


12084 


GGCUUGGA CUGAUGAG GCCGUUAGGC CGAA IGACAGCA 


30459 


10233 


797 


UGUCCAUC C AAGCCCCC 


12085 


GGGGGCUU CUGAUGAG GCCGUUAGGC CGAA IAUGGACA 


30460 


10234 


796 


GUCCAUCC A AGCCCCCU 


12086 


AGGGGGCU CUGAUGAG GCCGUUAGGC CGAA IGAUGGAC 


30461 


10238 


792 


AUCCAAGC C CCCUUCUU 


12087 


AAGAAGGG CUGAUGAG GCCGUUAGGC CGAA XCUUGGAU 


30462 


10239 


791 


UCCAAGCC C CCUUCUUG 


12088 


CAAGAAGG CUGAUGAG GCCGUUAGGC CGAA IGCUUGGA 


30463 


10240 


790 


CCAAGCCC C CUUCUUGU 


12089 


ACAAGAAG CUGAUGAG GCCGUUAGGC CGAA IGGCUUGG 


30464 


10241 


789 


CAAGCCCC C UUCUUGUU 


12090 


AACAAGAA CUGAUGAG GCCGUUAGGC CGAA IGGGCUUG 


30465 


10242 


788 


AAGCCCCC U UCUUGUUC 


12091 


GAACAAGA CUGAUGAG GCCGUUAGGC CGAA IGGGGCUU 


30466 


10245 


785 


CCCCCUUC U UGUUCGCU 


12092 


AGCGAACA CUGAUGAG GCCGUUAGGC CGAA IAAGGGGG 


30467 


10253 


777 


UUGUUCGC U AGAGUGCU 


12093 


AGCACUCU CUGAUGAG GCCGUUAGGC CGAA ICGAACAA 


30468 


10261 


769 


UAGAGUGC U UUCUCCGU 


12094 


ACGGAGAA CUGAUGAG GCCGUUAGGC CGAA ICACUCUA 


30469 


10265 


765 


GUGCUUUC U CCGUGUGU 


12095 


ACACACGG CUGAUGAG GCCGUUAGGC CGAA IAAAGCAC 


30470 


10267 


763 


GCUUUCUC C GUGUGUCU 


12096 


AGACACAC CUGAUGAG GCCGUUAGGC CGAA IAGAAAGC 


30471 


10275 


755 


CGUGUGUC U GCACUGUC 


12097 


GACAGUGC CUGAUGAG GCCGUUAGGC CGAA IACACACG 


30472 


10278 


752 


GUGUCUGC A CUGUCAGU 


12098 


ACUGACAG CUGAUGAG GCCGUUAGGC CGAA ICAGACAC 


30473 


10280 


750 


GUCUGCAC U GUCAGUGA 


12099 


UCACUGAC CUGAUGAG GCCGUUAGGC CGAA IUGCAGAC 


30474 


10284 


746 


GCACUGUC A GUGACCUC 


12100 


GAGGUCAC CUGAUGAG GCCGUUAGGC CGAA IACAGUGC 


30475 


10290 


740 


UCAGUGAC C UCCGACUG 


12101 


CAGUCGGA CUGAUGAG GCCGUUAGGC CGAA IUCACUGA 


30476 


10291 


739 


CAGUGACC U CCGACUGC 


12102 


GCAGUCGG CUGAUGAG GCCGUUAGGC CGAA IGUCACUG 


30477 


10293 


737 


GUGACCUC C GACUGCGU 


12103 


ACGCAGUC CUGAUGAG GCCGUUAGGC CGAA IAGGUCAC 


30478 


10297 


733 


CCUCCGAC U GCGUCUUG 


12104 


CAAGACGC CUGAUGAG GCCGUUAGGC CGAA IUCGGAGG 


30479 


10303 


727 


ACUGCGUC U UGAGUGGC 


12105 


GCCACUCA CUGAUGAG GCCGUUAGGC CGAA IACGCAGU 


30480 


10317 


713 


GGCGUGUC U UGGUGCAU 


12106 


AUGCACCA CUGAUGAG GCCGUUAGGC CGAA IACACGCC 


30481 


10324 


706 


CUUGGUGC A UCUUCCAU 


12107 


AUGGAAGA CUGAUGAG GCCGUUAGGC CGAA ICACCAAG 


30482 


10327 


703 


GGUGCAUC U UCCAUACC 


12108 


GGUAUGGA CUGAUGAG GCCGUUAGGC CGAA IAUGCACC 


30483 


10330 


700 


GCAUCUUC C AUACCUGA 


12109 


UCAGGUAU CUGAUGAG GCCGUUAGGC CGAA IAAGAUGC 


30484 


10331 


699 


CAUCUUCC A UACCUGAC 


12110 


GUCAGGUA CUGAUGAG GCCGUUAGGC CGAA IGAAGAUG 


30485 


10335 


695 


UUCCAUAC C UGACGUAG 


12111 


CUACGUCA CUGAUGAG GCCGUUAGGC CGAA IUAUGGAA 


30486 


10336 


694 


UCCAUACC U GACGUAGA 


12112 


UCUACGUC CUGAUGAG GCCGUUAGGC CGAA IGUAUGGA 


30487 


10346 


684 


ACGUAGAC U GCUGACUU 


12113 


AAGUCAGC CUGAUGAG GCCGUUAGGC CGAA IUCUACGU 


30488 


10349 


681 


UAGACUGC U GACUUUGU 


12114 


ACAAAGUC CUGAUGAG GCCGUUAGGC CGAA ICAGUCUA 


30489 


10353 


677 


CUGCUGAC U UUGUGCAC 


12115 


GUGCACAA CUGAUGAG GCCGUUAGGC CGAA IUCAGCAG 


30490 


10360 


670 


CUUUGUGC A CCAACAGU 


12116 


ACUGUUGG CUGAUGAG GCCGUUAGGC CGAA ICACAAAG 


30491 


10362 


668 


UUGUGCAC C AACAGUCG 


12117 


CGACUGUU CUGAUGAG GCCGUUAGGC CGAA IUGCACAA 


30492 


10363 


667 


UGUGCACC A ACAGUCGA 


12118 


UCGACUGU CUGAUGAG GCCGUUAGGC CGAA IGUGCACA 


30493 


10366 


664 


GCACCAAC A GUCGAUGU 


12119 


ACAUCGAC CUGAUGAG GCCGUUAGGC CGAA IUUGGUGC 


30494 


10376 


654 


UCGAUGUC U UCUGGAUC 


12120 


GAUCCAGA CUGAUGAG GCCGUUAGGC CGAA IACAUCGA 


30495 


10379 


651 


AUGUCUUC U GGAUCAUU 


12121 


AAUGAUCC CUGAUGAG GCCGUUAGGC CGAA IAAGACAU 


30496 


10385 


645 


UCUGGAUC A UUACCAGC 


12122 


GCUGGUAA CUGAUGAG GCCGUUAGGC CGAA IAUCLAGA 


jU4S?7 


10390 


640 


AUCAUUAC C AGCCGACA 


12123 


UGUCGGCU CUGAUGAG GCCGUUAGGC CGAA IUAAUGAU 


30498 


10391 


639 


UCAUUACC A GCCGACAG 


12124 


CUGUCGGC CUGAUGAG GCCGUUAGGC CGAA IGUAAUGA 


30499 


10394 


636 


UUACCAGC C GACAGCAC 


12125 


GUGCUGUC CUGAUGAG GCCGUUAGGC CGAA ICUGGUAA 


30500 


10398 


632 


CAGCCGAC A GCACUGGG 


12126 


CCCAGUGC CUGAUGAG GCCGUUAGGC CGAA IUCGGCUG 


30501 


10401 


629 


CCGACAGC A CUGGGCAU 


12127 


AUGCCCAG CUGAUGAG GCCGUUAGGC CGAA ICUGUCGG 


30502 


10403 


627 


GACAGCAC U GGGCAUUC 


12128 


GAAUGCCC CUGAUGAG GCCGUUAGGC CGAA IUGCUGUC 


30503 


10408 


622 


CACUGGGC A UUCAUAAG 


12129 


CUUAUGAA CUGAUGAG GCCGUUAGGC CGAA ICCCAGUG 


30504 
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10412 


618 


GGGCAUUC A UAAGUGAU 


12130 


AUCACUUA CUGAUGAG GUUG U UflGUU UUAA 1AAUGCCC 


30505 


10427 


603 


AUAGUAUC A UCGCACAU 


12131 


AUGUGCGA CUGAUGAG GCCGUUAGGC CGAA IAUACUAU 


30506 


10432 


598 


AUCAUCGC A CAUGUAUC 


12132 


GAUACAUG CUGAUGAG GCCGUUAGGC CGAA ICGAUGAU 


30507 


10434 


596 


CAUCGCAC A UGUAUCCC 


12133 


GGGAUACA CUGAUGAG GCCGUUAGGC CGAA IUGCGAUG 


30508 


10441 


589 


CAUGUAUC C CACAUCCA 


12134 


UGGAUGUG CUGAUGAG GCCGUUAGGC CGAA IAUACAUG 


30509 


10442 


588 


AUGUAUCC C ACAUCCAU 


12135 


AUGGAUGU CUGAUGAG GCCGUUAGGC CGAA IGAUACAU 


30510 


10443 


587 


UGUAUCCC A CAUCCAUU 


12136 


AAUGGAUG CUGAUGAG GCCGUUAGGC CGAA IGGAUACA 


30511 


10445 


585 


UAUCCCAC A UCCAUUGC 


12137 


GCAAUGGA CUGAUGAG GCCGUUAGGC CGAA IUGGGAUA 


30512 


10448 


582 


CCCACAUC C AUUGCUCU 


12138 


AGAGCAAU CUGAUGAG GCCGUUAGGC CGAA IAUGUGGG 


30513 


10449 


581 


CCACAUCC A UUGCUCUG 


12139 


CAGAGCAA CUGAUGAG GCCGUUAGGC CGAA IGAUGUGG 


30514 


10454 


576 


UCCAUUGC U CUGACAAU 


12140 


AUUGUCAG CUGAUGAG GCCGUUAGGC CGAA ICAAUGGA 


30515 


10456 


574 


CAUUGCUC U GACAAUGC 


12141 


GCAUUGUC CUGAUGAG GCCGUUAGGC CGAA IAGCAAUG 


30516 


10460 


570 


GCUCUGAC A AUGCAUAG 


12142 


CUAUGCAU CUGAUGAG GCCGUUAGGC CGAA IUCAGAGC 


30517 


10465 


565 


GACAAUGC A UAGGUUCU 


12143 


AGAACCUA CUGAUGAG GCCGUUAGGC CGAA ICAUUGUC 


30518 


10473 


557 


AUAGGUUC U UUCCAGCA 


12144 


UGCUGGAA CUGAUGAG GCCGUUAGGC CGAA IAACCUAU 


30519 


10477 


553 


GUUCUUUC C AGCAGCUG 


12145 


CAGCUGCU CUGAUGAG GCCGUUAGGC CGAA IAAAGAAC 


30520 


10478 


552 


UUCUUUCC A GCAGCUGU 


12146 


ACAGCUGC CUGAUGAG GCCGUUAGGC CGAA IGAAAGAA 


30521 


10481 


549 


UUUCCAGC A GCUGUUGG 


12147 


CCAACAGC CUGAUGAG GCCGUUAGGC CGAA ICUGGAAA 


30522 


10484 


546 


CCAGCAGC U GUUGGAAU 


12148 


AUUCCAAC CUGAUGAG GCCGUUAGGC CGAA ICUGCUGG 


30523 


10502 


528 


GUGAUGAC A UCUGUGAC 


12149 


GUCACAGA CUGAUGAG GCCGUUAGGC CGAA IUCAUCAC 


30524 


10505 


525 


AUGACAUC U GUGACGUC 


12150 


GACGUCAC CUGAUGAG GCCGUUAGGC CGAA IAUGUCAU 


30525 


10514 


516 


GUGACGUC A GUAGCAUU 


12151 


AAUGCUAC CUGAUGAG GCCGUUAGGC CGAA IACGUCAC 


30526 


10520 


510 


UCAGUAGC A UUUACCGU 


12152 


ACGGUAAA CUGAUGAG GCCGUUAGGC CGAA ICUACUGA 


30527 


10526 


504 


GCAUUUAC C GUCAUCAU 


12153 


AUGAUGAC CUGAUGAG GCCGUUAGGC CGAA IUAAAUGC 


30528 


10530 


500 


UUACCGUC A UCAUCACC 


12154 


GGUGAUGA CUGAUGAG GCCGUUAGGC CGAA IACGGUAA 


30529 


10533 


497 


CCGUCAUC A UCACCUUC 


12155 


GAAGGUGA CUGAUGAG GCCGUUAGGC CGAA IAUGACGG 


30530 


10536 


494 


UCAUCAUC A CCUUCCCU 


12156 


AGGGAAGG CUGAUGAG GCCGUUAGGC CGAA IAUGAUGA 


30531 


10538 


492 


AUCAUCAC C UUCCCUUG 


12157 


CAAGGGAA CUGAUGAG GCCGUUAGGC CGAA IUGAUGAU 


30532 


10539 


491 


UCAUCACC U UCCCUUGG 


12158 


CCAAGGGA CUGAUGAG GCCGUUAGGC CGAA IGUGAUGA 


30533 


10542 


488 


UCACCUUC C CUUGGAAG 


12159 


CUUCCAAG CUGAUGAG GCCGUUAGGC CGAA IAAGGUGA 


30534 


10543 


487 


CACCUUCC C UUGGAAGU 


12160 


ACUUCCAA CUGAUGAG GCCGUUAGGC CGAA IGAAGGUG 


30535 


10544 


486 


ACCUUCCC U UGGAAGUU 


12161 


AACUUCCA CUGAUGAG GCCGUUAGGC CGAA IGGAAGGU 


30536 


10565 


465 


AGGGUAAC U GCUCCUAC 


12162 


GUAGGAGC CUGAUGAG GCCGUUAGGC CGAA IUUACCCU 


30537 


10568 


462 


GUAACUGC U CCUACGCU 


12163 


AGCGUAGG CUGAUGAG GCCGUUAGGC CGAA ICAGUUAC 


30538 


10570 


460 


AACUGCUC C UACGCUGG 


12164 


CCAGCGUA CUGAUGAG GCCGUUAGGC CGAA IAGCAGUU 


30539 


10571 


459 


ACUGCUCC U ACGCUGGC 


12165 


GCCAGCGU CUGAUGAG GCCGUUAGGC CGAA IGAGCAGU 


30540 


10576 


454 


UCCUACGC U GGCGAUCA 


12166 


UGAUCGCC CUGAUGAG GCCGUUAGGC CGAA ICGUAGGA 


30541 


10584 


446 


UGGCGAUC A GGCCAAUC 


12167 


GAUUGGCC CUGAUGAG GCCGUUAGGC CGAA IAUCGCCA 


30542 


1058B 


442 


GAUCAGGC C AAUCAUGA 


12168 


UCAUGAUU CUGAUGAG GCCGUUAGGC CGAA ICCUGAUC 


30543 


10589 


441 


AUCAGGCC A AUCAUGAC 


12169 


GUCAUGAU CUGAUGAG GCCGUUAGGC CGAA IGCCUGAU 


30544 


10593 


437 


GGCCAAUC A UGACUGCA 


12170 


UGCAGUCA CUGAUGAG GCCGUUAGGC CGAA IAUUGGCC 


30545 


10598 


432 


AUCAUGAC U GCAAUUCC 


12171 


GGAAUUGC CUGAUGAG GCCGUUAGGC CGAA IUGAUGAU 


30546 


10601 


429 


AUGACUGC A AUUCCGGU 


12172 


ACCGGAAU CUGAUGAG GCCGUUAGGC CGAA ICAGUCAU 


30547 


10606 


424 


UGCAAUUC C GGUCUUUC 


12173 


GAAAGACC CUGAUGAG GCCGUUAGGC CGAA IAAUUGCA 


30548 


10611 


419 


UUCCGGUC U UUCCUCCU 


12174 


AGGAGGAA CUGAUGAG GCCGUUAGGC CGAA IACCGGAA 


30549 


10615 


415 


GGUCUUUC C UCCUCUUU 


12175 


AAAGAGGA CUGAUGAG GCCGUUAGGC CGAA IAAAGACC 


30550 


10616 


414 


GUCUUUCC U CCUCUUUU 


12176 


AAAAGAGG CUGAUGAG GCCGUUAGGC CGAA IGAAAGAC 


30551 


10618 


412 


CUUUCCUC C UCUUUUCU 


12177 


AGAAAAGA CUGAUGAG GCCGUUAGGC CGAA IAGGAAAG 


30552 


10619 


411 


UUUCCUCC U CUUUUCUU 


12178 


AAGAAAAG CUGAUGAG GCCGUUAGGC CGAA IGAGGAAA 


30553 


10621 


409 


UCCUCCUC U UUUCUUUU 


12179 


AAAAGAAA CUGAUGAG GCCGUUAGGC CGAA IAGGAGGA 


30554 


10626 


404 


CUCUUUUC U UUUGUUUU 


12180 


AAAACAAA CUGAUGAG GCCGUUAGGC CGAA IAAAAGAG 


30555 


10639 


391 


UUUUGAGC U CCGCCGAU 


12181 


AUCGGCGG CUGAUGAG GCCGUUAGGC CGAA ICUCAAAA 


30556 


10641 


389 


UUGAGCUC C GCCGAUUG 


12182 


CAAUCGGC CUGAUGAG GCCGUUAGGC CGAA IAGCUCAA 


30557 


1 f\ CA A 


"IPC 

job 






UAUtAAUt CLKiAUioAG W-LuU UALjtjv- \J3AA ILAjGxUjCU 


JUbbo 


10655 


375 


UUGAUAGC A CUGGUCAA 


12184 


UUGACCAG CUGAUGAG GCCGUUAGGC CGAA ICUAUCAA 


30559 


10657 


373 


GAUAGCAC U GGUCAAGG 


12185 


CCUUGACC CUGAUGAG GCCGUUAGGC CGAA IUGCUAUC 


30560 


10662 


368 


CACUGGUC A AGGUCCCU 


12186 


AGGGACCU CUGAUGAG GCCGUUAGGC CGAA IACCAGUG 


30561 


10668 


362 


UCAAGGUC C CUAGUUCC 


12187 


GGAACUAG CUGAUGAG GCCGUUAGGC CGAA IACCUUGA 


30562 


10669 


361 


CAAGGUCC C UAGUUCCU 


12188 


AGGAACUA CUGAUGAG GCCGUUAGGC CGAA IGACCUUG 


30563 


10670 


360 


AAGGUCCC U AGUUCCUU 


12189 


AAGGAACU CUGAUGAG GCCGUUAGGC CGAA IGGACCUU 


30564 


10676 


354 


CCUAGUUC C UUCUUAAA 


12190 


UUUAAGAA CUGAUGAG GCCGUUAGGC CGAA IAACUAGG 


30565 
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10677 


353 


CUAGUUCC U UCUUAAAA 


12191 


UUUUAAGA CUGAUGAG GCCGUUAGGC CGAA IGAACUAG 


30566 


10680 


350 


GUUCCUUC U UAAAACUC 


12192 


GAGUUUUA CUGAUGAG GCCGUUAGGC CGAA IAAGGAAC 


30567 


10687 


343 


CUUAAAAC U CAGAAGGU 


12193 


ACCUUCUG CUGAUGAG GCCGUUAGGC CGAA IUUUUAAG 


30568 


10689 


341 


UAAAACUC A GAAGGUGU 


12194 


ACACCUUC CUGAUGAG GCCGUUAGGC CGAA IAGUUUUA 


30569 


10701 


329 


GGUGUUUC A UCGCUGUU 


12195 


AACAGCGA CUGAUGAG GCCGUUAGGC CGAA IAAACACC 


30570 


10706 


324 


UUCAUCGC U GUUUGUUU 


12196 


AAACAAAC CUGAUGAG GCCGUUAGGC CGAA ICGAUGAA 


30571 


10719 


311 


GUUUGUUC A CACCUCUC 


12197 


GAGAGGUG CUGAUGAG GCCGUUAGGC CGAA IAACAAAC 


30572 


10721 


309 


UUGUUCAC A CCUCUCCA 


12198 


UGGAGAGG CUGAUGAG GCCGUUAGGC CGAA IUGAACAA 


30573 


10723 


307 


GUUCACAC C UCUCCAUC 


12199 


GAUGGAGA CUGAUGAG GCCGUUAGGC CGAA IUGUGAAC 


30574 


10724 


306 


UUCACACC U CUCCAUCG 


12200 


CGAUGGAG CUGAUGAG GCCGUUAGGC CGAA IGUGUGAA 


30575 


10726 


304 


CACACCUC U CCAUCGAU 


12201 


AUCGAUGG CUGAUGAG GCCGUUAGGC CGAA IAGGUGUG 


30576 


10728 


302 


CACCUCUC C AUCGAUCC 


12202 


GGAUCGAU CUGAUGAG GCCGUUAGGC CGAA IAGAGGUG 


30577 


10729 


301 


ACCUCUCC A UCGAUCCA 


12203 


UGGAUCGA CUGAUGAG GCCGUUAGGC CGAA IGAGAGGU 


30578 


10736 


294 


CAUCGAUC C AGCACUGC 


12204 


GCAGUGCU CUGAUGAG GCCGUUAGGC CGAA IAUCGAUG 


30579 


10737 


293 


AUCGAUCC A GCACUGCU 


12205 


AGCACUGC CUGAUGAG GCCGUUAGGC CGAA IGAUCGAU 


30580 


10740 


290 


GAUCCAGC A CUGCUCGG 


12206 


CCGAGCAG CUGAUGAG GCCGUUAGGC CGAA ICUGGAUC 


30581 


10742 


288 


UCCAGCAC U GCUCGGGU 


12207 


ACCCGAGC CUGAUGAG GCCGUUAGGC CGAA IUGCUGGA 


30582 


10745 


285 


AGCACUGC U CGGGUCGG 


12208 


CCGACCCG CUGAUGAG GCCGUUAGGC CGAA ICAGUGCU 


30583 


10757 


273 


GUCGGAGC A AUUGCUGU 


12209 


ACAGCAAU CUGAUGAG GCCGUUAGGC CGAA ICUCCGAC 


30584 


10763 


267 


GCAAUUGC U GUGAACCU 


12210 


AGGUUCAC CUGAUGAG GCCGUUAGGC CGAA ICAAUUGC 


30585 


10770 


260 


CUGUGAAC C UGAAGAAC 


12211 


GUUCUUCA CUGAUGAG GCCGUUAGGC CGAA IUUCACAG 


30586 


10771 


259 


UGUGAACC U GAAGAACG 


12212 


CGUUCUUC CUGAUGAG GCCGUUAGGC CGAA IGUUCACA 


30587 


10781 


249 


AAGAACGC C AAGAGAGC 


12213 


GCUCUCUU CUGAUGAG GCCGUUAGGC CGAA ICGUUCUU 


30588 


10782 


248 


AGAACGCC A AGAGAGCC 


12214 


GGCUCUCU CUGAUGAG GCCGUUAGGC CGAA IGCGUUCU 


30589 


10790 


240 


AAGAGAGC C AACACAAA 


12215 


UUUGUGUU CUGAUGAG GCCGUUAGGC CGAA ICUCUCUU 


30590 


10791 


239 


AGAGAGCC A ACACAAAU 


12216 


AUUUGUGU CUGAUGAG GCCGUUAGGC CGAA IGCUCUCU 


30591 


10794 


236 


GAGCCAAC A CAAAUCGU 


12217 


ACGAUUUG CUGAUGAG GCCGUUAGGC CGAA IUUGGCUC 


30592 


10796 


234 


GCCAACAC A AAUCGUAU 


12218 


AUACGAUU CUGAUGAG GCCGUUAGGC CGAA IUGUUGGC 


30593 


10809 


221 


GUAUUGGC C CCUUGCCG 


12219 


CGGCAAGG CUGAUGAG GCCGUUAGGC CGAA ICCAAUAC 


30594 


10810 


220 


UAUUGGCC C CUUGCCGU 


12220 


ACGGCAAG CUGAUGAG GCCGUUAGGC CGAA IGCCAAUA 


30595 


10811 


219 


AUUGGCCC C UUGCCGUC 


12221 


GACGGCAA CUGAUGAG GCCGUUAGGC CGAA IGGCCAAU 


30596 


10812 


218 


UUGGCCCC U UGCCGUCG 


12222 


CGACGGCA CUGAUGAG GCCGUUAGGC CGAA IGGGCCAA 


30597 


10816 


214 


CCCCUUGC C GUCGAUCA 


12223 


UGAUCGAC CUGAUGAG GCCGUUAGGC CGAA ICAAGGGG 


30598 


10824 


206 


CGUCGAUC A GGCUCAAC 


12224 


GUUGAGCC CUGAUGAG GCCGUUAGGC CGAA IAUCGACG 


30599 


10828 


202 


GAUCAGGC U CAACAUAG 


12225 


CUAUGUUG CUGAUGAG GCCGUUAGGC CGAA ICCUGAUC 


30600 


10830 


200 


UCAGGCUC A ACAUAGCC 


12226 


GGCUAUGU CUGAUGAG GCCGUUAGGC CGAA IAGCCUGA 


30601 


10833 


197 


GGCUCAAC A UAGCCCUC 


12227 


GAGGGCUA CUGAUGAG GCCGUUAGGC CGAA IUUGAGCC 


30602 


10838 


192 


AACAUAGC C CUCUUCAG 


12228 


CUGAAGAG CUGAUGAG GCCGUUAGGC CGAA ICUAUGUU 


30603 


10839 


191 


ACAUAGCC C UCUUCAGU 


12229 


ACUGAAGA CUGAUGAG GCCGUUAGGC CGAA IGCUAUGU 


30604 


10840 


190 


CAUAGCCC U CUUCAGUC 


12230 


GACUGAAG CUGAUGAG GCCGUUAGGC CGAA IGGCUAUG 


30605 


10842 


188 


UAGCCCUC U UCAGUCCA 


12231 


UGGACUGA CUGAUGAG GCCGUUAGGC CGAA IAGGGCUA 


30606 


10845 


185 


CCCUCUUC A GUCCAAUC 


12232 


GAUUGGAC CUGAUGAG GCCGUUAGGC CGAA IAAGAGGG 


30607 


10849 


181 


CUUCAGUC C AAUCAAGG 


12233 


CCUUGAUU CUGAUGAG GCCGUUAGGC CGAA IACUGAAG 


30608 


10850 


180 


UUCAGUCC A AUCAAGGA 


12234 


UCCUUGAU CUGAUGAG GCCGUUAGGC CGAA IGACUGAA 


30609 


10854 


176 


GUCCAAUC A AGGACAAC 


12235 


GUUGUCCU CUGAUGAG GCCGUUAGGC CGAA IAUUGGAC 


30610 


10860 


170 


UCAAGGAC A ACACGCGG 


12236 


CCGCGUGU CUGAUGAG GCCGUUAGGC CGAA IUCCUUGA 


30611 


10863 


167 


AGGACAAC A CGCGGGGC 


12237 


GCCCCGCG CUGAUGAG GCCGUUAGGC CGAA IUUGUCCU 


30612 


10872 


158 


CGCGGGGC A UUCCGCGU 


12238 


ACGCGGAA CUGAUGAG GCCGUUAGGC CGAA ICCCCGCG 


30613 


10876 


154 


GGGCAUUC C GCGUUUUA 


12239 


UAAAACGC CUGAUGAG GCCGUUAGGC CGAA IAAUGCCC 


30614 


10887 


143 


GUUUUAGC A UAUUGACA 


12240 


UGUCAAUA CUGAUGAG GCCGUUAGGC CGAA ICUAAAAC 


30615 


10895 


135 


AUAUUGAC A GCCCGGCU 


12241 


AGCCGGGC CUGAUGAG GCCGUUAGGC CGAA IUCAAUAU 


30616 


10898 


132 


UUGACAGC C CGGCUCUU 


12242 


AAGAGCCG CUGAUGAG GCCGUUAGGC CGAA ICUGUCAA 


30617 


10899 


131 


UGACAGCC C GGCUCUUG 


12243 


CAAGAGCC CUGAUGAG GCCGUUAGGC CGAA IGCUGUCA 


30618 


10903 


127 


AGCCCGGC U CUUGCCGG 


12244 


CCGGCAAG CUGAUGAG GCCGUUAGGC CGAA ICCGGGCU 


30619 


10905 


125 


CCCGGCUC U UGCCGGGC 


12245 


GCCCGGCA CUGAUGAG GCCGUUAGGC CGAA IAGCCGGG 


30620 


10909 


121 


GCUCUUGC C GGGCCCUC 


12246 


GAGGGCCC CUGAUGAG GCCGUUAGGC CGAA ICAAGAGC 


30621 


10914 


116 


UGCCGGGC C CUCCUGGU 


12247 


ACCAGGAG CUGAUGAG GCCGUUAGGC CGAA ICCCGGCA 


30622 


10915 


115 


GCCGGGCC C UCCUGGUU 


12248 


AACCAGGA CUGAUGAG GCCGUUAGGC CGAA IGCCCGGC 


30623 


10916 


114 


CCGGGCCC U CCUGGUUU 


12249 


AAACCAGG CUGAUGAG GCCGUUAGGC CGAA IGGCCCGG 


30624 


10918 


112 


GGGCCCUC C UGGUUUCU 


12250 


AGAAACCA CUGAUGAG GCCGUUAGGC CGAA IAGGGCCC 


30625 


10919 


111 


GGCCCUCC U GGUUUCUU 


12251 


AAGAAACC CUGAUGAG GCCGUUAGGC CGAA IGAGGGCC 


30626 
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10926 


104 


CUGGUUUC U UAGACAUC 


12252 


GAUGUCUA CUGAUGAG GCCGUUAGGC CGAA IAAACCAG 


30627 


10932 


98 


UCUUAGAC A UCGAGAUC 


12253 


GAUCUCGA CUGAUGAG GCCGUUAGGC CGAA IUCUAAGA 


30628 


10941 


89 


UCGAGAUC U UCGUGCUA 


12254 


UAGCACGA CUGAUGAG GCCGUUAGGC CGAA IAUCUCGA 


30629 


10948 


82 


CUUCGUGC U AAGAAACA 


12255 


UGUUUCUU CUGAUGAG GCCGUUAGGC CGAA ICACGAAG 


30630 


10956 


74 


UAAGAAAC A GCUCGCAC 


12256 


GUGCGAGC CUGAUGAG GCCGUUAGGC CGAA IUUUCUUA 


30631 


10959 


71 


GAAACAGC U CGCACUGU 


12257 


ACAGUGCG CUGAUGAG GCCGUUAGGC CGAA ICUGUUUC 


30632 


10963 


67 


CAGCUCGC A CUGUGUUA 


12258 


UAACACAG CUGAUGAG GCCGUUAGGC CGAA ICGAGCUG 


30633 


10965 


65 


GCUCGCAC U GUGUUAAU 


12259 


AUUAACAC CUGAUGAG GCCGUUAGGC CGAA IUGCGAGC 


30634 


10985 


45 


UGUUAAUC C UCACAAAC 


12260 


GUUUGUGA CUGAUGAG GCCGUUAGGC CGAA IAUUAACA 


30635 


10986 


44 


GUUAAUCC U CACAAACA 


12261 


UGUUUGUG CUGAUGAG GCCGUUAGGC CGAA IGAUUAAC 


30636 


10988 


42 


UAAUCCUC A CAAACACU 


12262 


AGUGUUUG CUGAUGAG GCCGUUAGGC CGAA IAGGAUUA 


30637 


10990 


40 


AUCCUCAC A AACACUAC 


12263 


GUAGUGUU CUGAUGAG GCCGUUAGGC CGAA IUGAGGAU 


30638 


10994 


36 


UCACAAAC A CUACUAAG 


12264 


CUUAGUAG CUGAUGAG GCCGUUAGGC CGAA IUUUGUGA 


30639 


10996 


34 


ACAAACAC U ACUAAGUU 


12265 


AACUUAGU CUGAUGAG GCCGUUAGGC CGAA IUGUUUGU 


30640 


10999 


31 


AACACUAC U AAGUUUGU 


12266 


ACAAACUU CUGAUGAG GCCGUUAGGC CGAA IUAGUGUU 


30641 


11009 


21 


AGUUUGUC A GCUCACAC 


12267 


GUGUGAGC CUGAUGAG GCCGUUAGGC CGAA IACAAACU 


30642 


11012 


18 


UUGUCAGC U CACACAGG 


12268 


CCUGUGUG CUGAUGAG GCCGUUAGGC CGAA ICUGACAA 


30643 


11014 


16 


GUCAGCUC A CACAGGCG 


12269 


CGCCUGUG CUGAUGAG GCCGUUAGGC CGAA IAGCUGAC 


30644 


11016 


14 


CAGCUCAC A CAGGCGAA 


12270 


UUCGCCUG CUGAUGAG GCCGUUAGGC CGAA IUGAGCUG 


30645 


11018 


12 


GCUCACAC A GGCGAACU 


12271 


AGUUCGCC CUGAUGAG GCCGUUAGGC CGAA IUGUGAGC 


30646 



Input Sequence = AF196835_rc. Cut Site = CH/ . 
Arm Length = 8. Core Sequence = CUGAUGAG GCCGUUAGGC CGAA 
AF196835_rc reverse complement of West Nile virus strain NY99- 
f lamingo382-99, complete genome 
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Pos 


Pos 
(+str) 






Rlbozyme 


Rz Ssg 
XD 


10 


11020 


GAUCCUGU G UUCUCGCA 


12272 


UGCGAGAA GCCGAAAGGCGAGUGAGGUCU ACAGGAUC 


30647 


16 


11014 


GUGUUCUC G CACCACCA 


12273 


UGGUGGUG GCCGAAAGGCGAGUGAGGUCU GAGAACAC 


30648 


25 


11005 


CACCACCA G CCACCAUU 


12274 


AAUGGUGG GCCGAAAGGCGAGUGAGGUCU UGGUGGUG 


30649 


34 


10996 


CCACCAUU G UCGGCGCA 


12275 


UGCGCCGA GCCGAAAGGCGAGUGAGGUCU AAUGGUGG 


30650 


38 


10992 


CAUUGUCG G CGCACUGU 


12276 


ACAGUGCG GCCGAAAGGCGAGUGAGGUCU CGACAAUG 


30651 


40 


10990 


UUGUCGGC G CACUGUGC 


12277 


GCACAGUG GCCGAAAGGCGAGUGAGGUCU GCCGACAA 


30652 


45 


10985 


GGCGCACU G UGCCGUGU 


12278 


ACACGGCA GCCGAAAGGCGAGUGAGGUCU AGUGCGCC 


30653 


47 


10983 


CGCACUGU G CCGUGUGG 


12279 


CCACACGG GCCGAAAGGCGAGUGAGGUCU ACAGUGCG 


30654 


50 


10980 


ACUGUGCC G UGUGGCUG 


12280 


CAGCCACA GCCGAAAGGCGAGUGAGGUCU GGCACAGU 


30655 . 


52 


10978 


UGUGCCGU G UGGCUGGU 


12281 


ACCAGCCA GCCGAAAGGCGAGUGAGGUCU ACGGCACA 


30656 


55 


10975 


GCCGUGUG G CUGGUUGU 


12282 


ACAACCAG GCCGAAAGGCGAGUGAGGUCU CACACGGC 


30657 


59 


10971 


UGUGGCUG G UUGUGCAG 


12283 


CUGCACAA GCCGAAAGGCGAGUGAGGUCU CAGCCACA 


30658 


62 


10968 


GGCUGGUU G UGCAGAGC 


12284 


GCUCUGCA GCCGAAAGGCGAGUGAGGUCU AACCAGCC 


30659 


64 


10966 


CUGGUUGU G CAGAGCAG 


12285 


CUGCUCUG GCCGAAAGGCGAGUGAGGUCU ACAACCAG 


30660 


• 69 


10961 


UGUGCAGA G CAGAAGAU 


12286 


AUCUUCUG GCCGAAAGGCGAGUGAGGUCU UCUGCACA 


30661 


84 


10946 


AUCUCCUA G UCUAUCCC 


12287 


GGGAUAGA GCCGAAAGGCGAGUGAGGUCU UAGGAGAU 


30662 


95 


10935 


UAUCCCAG G UGUCAAUA 


12288 


UAUUGACA GCCGAAAGGCGAGUGAGGUCU CUGGGAUA 


30663 


97 


10933 


UCCCAGGU G UCAAUAUG 


12289 


CAUAUUGA GCCGAAAGGCGAGUGAGGUCU ACCUGGGA 


30664 


105 


10925 


GUCAAUAU G CUGUUUUG 


12290 


CAAAACAG GCCGAAAGGCGAGUGAGGUCU AUAUUGAC 


30665 


108 


10922 


AAUAUGCU G UUUUGUUG 


12291 


CAACAAAA GCCGAAAGGCGAGUGAGGUCU AGCAUAUU 


30666 


113 


10917 


GCUGUUUU G UUGUGGUG 


12292 


CACCACAA GCCGAAAGGCGAGUGAGGUCU AAAACAGC 


. 3.0667 


116 


10914 


GUUUUGUU G UGGUGUUU 


12293 


AAACACCA GCCGAAAGGCGAGUGAGGUCU AACAAAAC 


30668 


119 


10911 


UUGUUGUG G UGUUUUGU 


12294 


ACAAAACA GCCGAAAGGCGAGUGAGGUCU CACAACAA 


30669 


121 


10909 


GUUGUGGU G UUUUGUGG 


12295 


CCACAAAA GCCGAAAGGCGAGUGAGGUCU ACCACAAC 


30670 


126 


10904 


GGUGUUUU G UGGCACGG 


12296 


CCGUGCCA GCCGAAAGGCGAGUGAGGUCU AAAACACC 


30671 


129 


10901 


GUUUUGUG G CACGGGGU 


12297 


ACCCCGUG GCCGAAAGGCGAGUGAGGUCU CACAAAAC 


30672 


136 


10894 


GGCACGGG G UCUCCACU 


12298 


AGUGGAGA GCCGAAAGGCGAGUGAGGUCU CCCGUGCC 


30673 


153 


10877 


AACCUCUA G UCCUUCCC 


12299 


GGGAAGGA GCCGAAAGGCGAGUGAGGUCU UAGAGGUU 


30674 


172 


10858 


GACCUACA G CUUCAGUC 


12300 


GACUGAAG GCCGAAAGGCGAGUGAGGUCU UGUAGGUC ' 


30675 


178 


10852 


CAGCUUCA G UCAGGCUG 


12301 


CAGCCUGA GCCGAAAGGCGAGUGAGGUCU UGAAGCUG 


30676 


183 


10847 


UCAGUCAG G CUGGGCCG 


12302 


CGGCCCAG GCCGAAAGGCGAGUGAGGUCU CUGACUGA 


30677 


188 


10842 


CAGGCUGG G CCGUGCAC 


12303 


GUGCACGG GCCGAAAGGCGAGUGAGGUCU CCAGCCUG 


30678 


191 


10839 


GCUGGGCC G UGCACUUU 


12304 


AAAGUGCA GCCGAAAGGCGAGUGAGGUCU GGCCCAGC 


30679 


193 


10837 


UGGGCCGU G CACUUUAA 


12305 


UUAAAGUG GCCGAAAGGCGAGUGAGGUCU ACGGCCCA 


30680 


205 


10825 


UUUAAACC G CGGGGUCU 


12306 


AGACCCCG GCCGAAAGGCGAGUGAGGUCU GGUUUAAA 


30681 


210 


10820 


ACCGCGGG G UCUCCUCU 


12307 


AGAGGAGA GCCGAAAGGCGAGUGAGGUCU CCCGCGGU 


30682 


227 


10803 


AACCUCUA G UCCUUUCG 


12308 


CGAAAGGA GCCGAAAGGCGAGUGAGGUCU UAGAGGUU 


30683 


235 


10795 


GUCCUUUC G CCCUGGUU 


12309 


AACCAGGG GCCGAAAGGCGAGUGAGGUCU GAAAGGAC 


30684 


241 


10789 


UCGCCCUG G UUAACACC 


12310 


GGUGUUAA GCCGAAAGGCGAGUGAGGUCU CAGGGCGA 


30685 


259 


10771 


UUACCGGG G CUAGGGCC 


12311 


GGCCCUAG GCCGAAAGGCGAGUGAGGUCU CCCGGUAA 


30686 


265 


10765 


GGGCUAGG G CCGCGUGG 


12312 


CCACGCGG GCCGAAAGGCGAGUGAGGUCU CCUAGCCC 


30687 


268 


10762 


CUAGGGCC G CGUGGGGC 


12313 


GCCCCACG GCCGAAAGGCGAGUGAGGUCU GGCCCUAG 


30688 


270 


10760 


AGGGCCGC G UGGGGCGU 


12314 


ACGCCCCA GCCGAAAGGCGAGUGAGGUCU GCGGCCCU 


30689 


275 


10755 


•CGCGUGGG G CGUUGGUU 


12315 


AACCAACG GCCGAAAGGCGAGUGAGGUCU CCCACGCG 


30690 


277 


10753 


CGUGGGGC G UUGGUUUG 


12316 


CAAACCAA GCCGAAAGGCGAGUGAGGUCU GCCCCACG 


30691 


281 


10749 


GGGCGUUG G UUUGCCUU 


12317 


AAGGCAAA GCCGAAAGGCGAGUGAGGUCU CAACGCCC 


30692 


285 


10745 


GUUGGUUU G CCUUUGUU 


12318 


AACAAAGG GCCGAAAGGCGAGUGAGGUCU AAACCAAC 


30693 


291 


10739 


UUGCCUUU G UUAACCCA 


12319 


UGGGUUAA GCCGAAAGGCGAGUGAGGUCU AAAGGCAA 


30694 


300 


10730 


UUAACCCA G UCCUCCUG 


12320 


CAGGAGGA GCCGAAAGGCGAGUGAGGUCU UGGGUUAA 


30695 


311 


10719 


CUCCUGGG G CACUAUCG 


12321 


CGAUAGUG GCCGAAAGGCGAGUGAGGUCU CCCAGGAG 


30696 


319 


10711 


GCACUAUC G CAGACUGC 


12322 


GCAGUCUG GCCGAAAGGCGAGUGAGGUCU GAUAGUGC 


30697 


326 


10704 


CGCAGACU G CACUCUCC 


12323 


GGAGAGUG GCCGAAAGGCGAGUGAGGUCU AGUCUGCG 


30698 


335 


10695 


CACUCUCC G CAGAGUAG 


12324 


CUACUCUG GCCGAAAGGCGAGUGAGGUCU GGAGAGUG 


30699 


340 


10690 


UCCGCAGA G UAGCACGC 


12325 


GCGUGCUA GCCGAAAGGCGAGUGAGGUCU UCUGCGGA 


30700 


343 


10687 


GCAGAGUA G CACGCCGU 


12326 


ACGGCGUG GCCGAAAGGCGAGUGAGGUCU UACUCUGC 


30701 


347 


10683 


AGUAGCAC G CCGUAGCG 


12327 


CGCUACGG GCCGAAAGGCGAGUGAGGUCU GUGCUACU 


30702 


350 


10680 


AGCACGCC G UAGCGUGG 


12328 


CCACGCUA GCCGAAAGGCGAGUGAGGUCU GGCGUGCU 


30703 


353 


10677 


ACGCCGUA G CGUGGUCU 


12329 


AGACCACG GCCGAAAGGCGAGUGAGGUCU UACGGCGU 


30704 
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355 


10675 


GCCGUAGC G UGGUCUGA 


12330 


UCAGACCA GCCGAAAGGCGAGUGAGGUCU GCUACGGC 


30705 


358 


10672 


GUAGCGUG G UCUGACAU 


12331 


AUGUCAGA GCCGAAAGGCGAGUGAGGUCU CACGCUAC 


30706 


370 


10660 


GACAUUGG G CUUUGAAG 


12332 


CUUCAAAG GCCGAAAGGCGAGUGAGGUCU CCAAUGUC 


30707 


378 


10652 


GCUUUGAA G UUACAACA 


12333 


UGUUGUAA GCCGAAAGGCGAGUGAGGUCU UUCAAAGC 


30708 


388 


10642 


UACAACAU G UGGGGUCC 


12334 


GGACCCCA GCCGAAAGGCGAGUGAGGUCU AUGUUGUA 


30709 


393 


10637 


CAUGUGGG G UCCUCCUU 


12335 


AAGGAGGA GCCGAAAGGCGAGUGAGGUCU CCCACAUG 


30710 


410 


10620 


CCGAGACG G UUCUGAGG 


12336 


CCUCAGAA GCCGAAAGGCGAGUGAGGUCU CGUCUCGG 


30711 


419 


10611 


UUCUGAGG G CUUACAUG 


12337 


CAUGUAAG GCCGAAAGGCGAGUGAGGUCU CCUCAGAA 


30712 


437 


10593 


AUCACUUC G CGGCUUUG 


12338 


CAAAGCCG GCCGAAAGGCGAGUGAGGUCU GAAGUGAU 


30713 


440 


10590 


ACUUCGCG G CUUUGUUC 


12339 


GAACAAAG GCCGAAAGGCGAGUGAGGUCU CGCGAAGU 


30714 


445 


10585 


GCGGCUUU G UUCACCCA 


12340 


UGGGUGAA GCCGAAAGGCGAGUGAGGUCU AAAGCCGC 


30715 


454 


10576 


UUCACCCA G UCCUCCUG 


12341 


CAGGAGGA GCCGAAAGGCGAGUGAGGUCU UGGGUGAA 


30716 


465 


10565 


CUCCUGGG G UUGAGUCG 


12342 


CGACUCAA GCCGAAAGGCGAGUGAGGUCU CCCAGGAG 


30717 


470 


10560 


GGGGUUGA G UCGCAGGC 


12343 


GCCUGCGA GCCGAAAGGCGAGUGAGGUCU UCAACCCC 


30718 


473 


10557 


GUUGAGUC G CAGGCAGC 


12344 


GCUGCCUG GCCGAAAGGCGAGUGAGGUCU GACUCAAC 


30719 


477 


10553 


AGUCGCAG G CAGCACCG 


1234S 


CGGUGCUG GCCGAAAGGCGAGUGAGGUCU CUGCGACU 


30720 


480 


10550 


CGCAGGCA G CACCGUCU 


12346 


AGACGGUG GCCGAAAGGCGAGUGAGGUCU UGCCUGCG 


30721 


485 


10545 


GCAGCACC G UCUACUCA 


12347 


UGAGUAGA GCCGAAAGGCGAGUGAGGUCU GGUGCUGC 


30722 


501 


10529 


AACUUCCG G UGGCGGGA 


12348 


UCCCGCCA GCCGAAAGGCGAGUGAGGUCU CGGAAGUU 


30723 


504 


10526 


UUCCGGUG G CGGGAACU 


12349 


AGUUCCCG GCCGAAAGGCGAGUGAGGUCU CACCGGAA 


30724 


518 


10512 


ACUUCCCG G CCUGACUU 


12350 


AAGUCAGG GCCGAAAGGCGAGUGAGGUCU CGGGAAGU 


30725 


595 


10435 


ACUUUUAU G CAUACUUA 


12351 


UAAGUAUG GCCGAAAGGCGAGUGAGGUCU AUAAAAGU 


30726 


608 


10422 


CUUAUAUU G UCUAUUUA 


12352 


UAAAUAGA GCCGAAAGGCGAGUGAGGUCU AAUAUAAG 


30727 


637 


10393 


UAUCUACA G UACUGUGU 


12353 


ACACAGUA GCCGAAAGGCGAGUGAGGUCU UGUAGAUA 


30728 


642 


10388 


ACAGUACU G UGUCCUCA 


12354 


UGAGGACA GCCGAAAGGCGAGUGAGGUCU AGUACUGU 


30729 


644 


10386 


AGUACUGU G UCCUCAAC 


12355 


GUUGAGGA GCCGAAAGGCGAGUGAGGUCU ACAGUACU 


30730 


657 


10373 


CAACCAAA G UUGUGUCU 


12356 


AGACACAA GCCGAAAGGCGAGUGAGGUCU UUUGGUUG 


30731 


660 


10370 


CCAAAGUU G UGUCUUCA 


12357 


UGAAGACA GCCGAAAGGCGAGUGAGGUCU AACUUUGG 


30732 


662 


10368 


AAAGUUGU G UCUUCAUA 


12358 


UAUGAAGA GCCGAAAGGCGAGUGAGGUCU ACAACUUU 


30733 


679 


10351 


UCUCUUUA G UGAACUCA 


12359 


UGAGUUCA GCCGAAAGGCGAGUGAGGUCU UAAAGAGA 


30734 


689 


10341 


GAACUCAU G UAAUCCAC 


12360 


GUGGAUUA GCCGAAAGGCGAGUGAGGUCU AUGAGUUC 


30735 


720 


10310 


CGAUGAUU G CUCUGACU 


12361 


AGUCAGAG GCCGAAAGGCGAGUGAGGUCU AAUCAUCG 


30736 


731 


10299 


CUGACUUG G UUGAUAGC 


12362 


GCUAUCAA GCCGAAAGGCGAGUGAGGUCU CAAGUCAG 


30737 


738 


10292 


GGUUGAUA G CCACCUGG 


12363 


CCAGGUGG GCCGAAAGGCGAGUGAGGUCU UAUCAACC 


30738 


74 9 


10281 


ACCUGGAU G UUUUCUGC 


12364 


GCAGAAAA GCCGAAAGGCGAGUGAGGUCU AUCCAGGU 


30739 


756 


10274 


UGUUUUCU G CCCACGUG 


12365 


CACGUGGG GCCGAAAGGCGAGUGAGGUCU AGAAAACA 


30740 


762 


10268 


CUGCCCAC G UGGCUCGG 


12366 


CCGAGCCA GCCGAAAGGCGAGUGAGGUCU GUGGGCAG 


30741 


765 


10265 


CCCACGUG G CUCGGGCU 


12367 


AGCCCGAG GCCGAAAGGCGAGUGAGGUCU CACGUGGG 


30742 


771 


10259 


UGGCUCGG G CUCUUGUG 


12368 


CACAAGAG GCCGAAAGGCGAGUGAGGUCU CCGAGCCA 


30743 


777 


10253 


GGGCUCUU G UGCCAAUC 


12369 


GAUUGGCA GCCGAAAGGCGAGUGAGGUCU AAGAGCCC 


30744 


779 


10251 


GCUCUUGU G CCAAUCAG 


12370 


CUGAUUGG GCCGAAAGGCGAGUGAGGUCU ACAAGAGC 


30745 


788 


10242 


CCAAUCAG G CUGCCACA 


12371 


UGUGGCAG GCCGAAAGGCGAGUGAGGUCU CUGAUUGG 


30746 


791 


10239 


AUCAGGCU G CCACACCA . 


12372 


UGGUGUGG GCCGAAAGGCGAGUGAGGUCU AGCCUGAU 


30747 


803 


10227 


CACCAGAU G UCCUCUCG 


12373 


CGAGAGGA GCCGAAAGGCGAGUGAGGUCU AUCUGGUG 


30748 


811 


10219 


GUCCUCUC G UUUUCCUG 


12374 


CAGGAAAA GCCGAAAGGCGAGUGAGGUCU GAGAGGAC 


30749 


830 


10200 


UAUGGGAC G UCACUCCA 


12375 


UGGAGUGA GCCGAAAGGCGAGUGAGGUCU GUCCCAUA 


30750 


852 


10178 


CCACUGGG G UUUUGUCU 


12376 


AGACAAAA GCCGAAAGGCGAGUGAGGUCU CCCAGUGG 


30751 


857 


10173 


GGGGUUUU G UCUUCCAU 


12377 


AUGGAAGA GCCGAAAGGCGAGUGAGGUCU AAAACCCC 


30752 


893 


10137 


CAAACACG G UUCCAGAC 


12378 


GUCUGGAA GCCGAAAGGCGAGUGAGGUCU CGUGUUUG 


30753 


911 


10119 


UCCAACAU G UCCUCUGU 


12379 


ACAGAGGA GCCGAAAGGCGAGUGAGGUCU AUGUUGGA 


30754 


918 


10112 


UGUCCUCU G UUGUCAUC 


12380 


GAUGACAA GCCGAAAGGCGAGUGAGGUCU AGAGGACA 


30755 


921 


10109 


CCUC0GUU G UCAUCCAC 


12381 


GUGGAUGA GCCGAAAGGCGAGUGAGGUCU AACAGAGG 


30756 


939 


10091 


CUCCUCCU G CAUGGAUG 


12382 


CAUCCAUG GCCGAAAGGCGAGUGAGGUCU AGGAGGAG 


30757 


954 


10076 


UGGACCAC G UGGUUCUU 


12383 


AAGAACCA GCCGAAAGGCGAGUGAGGUCU GUGGUCCA 


30758 


957 


10073 


ACCACGUG G UUCUUCCG 


12384 


CGGAAGAA GCCGAAAGGCGAGUGAGGUCU CACGUGGU 


30759 


966 


10064 


UUCUUCCG G UAGGGACC 


12385 


GGUCCCUA GCCGAAAGGCGAGUGAGGUCU CGGAAGAA 


30760 


990 


10040 


CAGGGACA G CGGAGCAA 


12386 


UUGCUCCG GCCGAAAGGCGAGUGAGGUCU UGUCCCUG 


30761 


995 


10035 


ACAGCGGA G CAAAUGGC 


12387 


GCCAUUUG GCCGAAAGGCGAGUGAGGUCU UCCGCUGU 


30762 


1002 


10028 


AGCAAAUG G CGUUGGCC 


12388 


GGCCAACG GCCGAAAGGCGAGUGAGGUCU CAUUUGCU 


30763 


1004 


10026 


CAAAUGGC G UUGGCCAU 


12389 


AUGGCCAA GCCGAAAGGCGAGUGAGGUCU GCCAUUUG 


30764 


1008 


10022 


UGGCGUUG G CCAUGAGC 


12390 


GCUCAUGG GCCGAAAGGCGAGUGAGGUCU CAACGCCA 


30765 


1015 


10015 


GGCCAUGA G CCGCAGGU 


12391 


ACCUGCGG GCCGAAAGGCGAGUGAGGUCU UCAUGGCC 


30766 
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1UJ.O 


XUUXa 


PATTGAGCC G CAGGUCUC 


12392 


GAGACCUG GCCXjAAAjGGCGAGUGAGGUCU GGCUCAUG 


30767 


i r»77 


XUUU O 


^fzrcacAG g ucucuucu 


12393 


AGAAGAGA GCCGAAAGG CGAGUGAGGUCU CUGCGGCU 


30768 


i mi 


q Q QQ 


UPxICUUCU G UGGAAGUA 


12394 


UACUUCCA GCCGAAAGGCGAGUGAGGUCU AGAAGAGA 


30769 


1 AO *7 

1UJ / 


QQQ1 


PTTPTTGGAA G tJAPAGAAG 


12395 


CUUCUGUA GCCGAAAGGCGAGUGAGGUCU UUCCACAG 


30770 


i n A c 
XU4b 




pjtapagaa G pagpcaca 


12396 


UGUGGCUG GCCGAAAGGCGAGUGAGGUCU UUCUGUAC 


30771 


XU4o 




PAPAAGPA G PPAPAIIPU 


12397 


AGAUGUGG GCCGAAAGGCGAGUGAGGUCU UGCUUCUG 


30772 


1 ACQ 

xuby 


Q Q71 
37/1 


APA1IPURR G PAIIAAGAC 


12398 


GUCUUAUG GCCGAAAGGCGAGUGAGGUCU CCAGAUGU 


30773 


1 ATI 

XU /x 


QQCQ 
7797 


AAGACTJUA G CCAGACAA 


12399 


UUGUCUGG GCCGAAAGGCGAGUGAGGUCU UAAGUCUU 


30774 


XUbU 


770v 


PPAGAPAA G CAGUGUCG 

VvV»AVj/lV«/Vl VJ WIUUVU V*VJ 


12400 


CGACACUG GCCGAAAGGCGAGUGAGGUCU UUGUCUGG 


30775 


1 n ft "5 

lUoJ 


QQA 7 
77* / 


GAPAAGPA G UGUCGCGG 
wiwinUwi vj v/Vjv/v-.vjv»»vjvj 


12401 


CCGCGACA GCCGAAAGGCGAGUGAGGUCU UGCUUGUC 


30776 


XU Ob 


77*3 


PAAGPAGU G UCGCGGAC 
LnhwC/iuu vj w»vjv»vjvj/"vv» 


12402 


GUCCGCGA GCCGAAAGGCGAGUGAGGUCU ACUGCUUG 


30777 


XU oo 


QQ AO 


PPAGTTGITP G pggapguu 


12403 


AACGUCCG GCCGAAAGGCGAGUGAGGUCU GACACUGC 


30778 


xuy4 


y y jo 


ttpppppap p* ttitppaitpp 


12404 


GGAUGGAA GCCGAAAGGCGAGUGAGGUCU GUCCGCGA 


30779 


XXU4 




TTPPAITPPG G CCCCUGGA 


12405 


UCCAGGGG GCCGAAAGGCGAGUGAGGUCU CGGAUGGA 


30780 


1 1 1 Q 

XXXo 


y y x <s 


rcnnPZiTTATT p, PPAPPTTPTT 


12406 


AGAGCUCG GCCGAAAGGCGAGUGAGGUCU AUAUCUCC 


30781 


1 1 7 7 
XXZZ 


QOO Q 

y y uo 


AtTATTPPPA G PTTPTTGPPTT 


12407 


AGGCAGAG GCCGAAAGGCGAGUGAGGUCU UCGCAUAU 


30782 


xx« / 


y y u J 


fPAPPiipn p ppttappaa 

V-0/ilJ\_ U ^- U VJ cUUnV/Uin 


12408 


UUGGUAGG GCCGAAAGGCGAGUGAGGUCU AGAGCUCG 


30783 


1 1 Ail 


7000 


TTTTPAT7PPTT G TTPPTTPGGP 


12409 


GCCGAGGA GCCGAAAGGCGAGUGAGGUCU AGGAUGAA 


30784 


XI bl 


QOTQ 
70 /7 


ttpt7Pp?7pp n PRTTnnAAP 


12410 


GUUCCAUG GCCGAAAGGCGAGUGAGGUCU CGAGGACA 


30785 


i 1 /re 

lXob 


y oo o 




12411 


GAAGAACA GCCGAAAGGCGAGUGAGGUCU UGGUGGUU 


30786 


1 1 £7 

no / 


QDC-3 
7 OO J 


PPAPPAGTJ G IJUPUUCCA 


12412 


UGGAAGAA GCCGAAAGGCGAGUGAGGUCU ACUGGUGG 


30787 


1 1 04 


JO J o 


UPAAUTJCA G UGAAAUGG 


12413 


CCAUUUCA GCCGAAAGGCGAGUGAGGUCU UGAAUUGA 


30788 




GOOD 


PTTG23iJiATTG G TTTTTIGAGPA 


12414 


UGCUCAAA GCCGAAAGGCGAGUGAGGUCU CAUUUCAC 


30789 


i 7 rt r 


70 ^ ^ 


T7fV3TTtTTTnA d PAAAA1TGG 
UuuUUUun VJ V-rtMfl/iLlVJVJ 


12415 


CCAUUUUG GCCGAAAGG CGAGUGAGGUCU UCAAACCA 


30790 




7 O U O 


TirsnaAPpn n pitgppaatj 


12416 


AUUGGCAG GCCGAAAGGCGAGUGAGGUCU AGGUUCCA 


30791 


X<£^£b 


Qonc 

70 UD 


AaPPITOPIl n PP2iA17PA71 


12417 


AUGAUUGG GCCGAAAGGCGAGUGAGGUCU AGCAGGUU 


30792 




Q7G Q 


21PPMTPPA CI TTTTRaPGPJT 


12418 


ACCGUCAA GCCGAAAGGCGAGUGAGGUCU UGGAUGGU 


30793 




y / ox 




1 7A1 Q 

1«113 


AGUGGAAA GCCGAAAGGCXoAGUGAGGUCU CGUCAACU 


30794 


1265 


y / ob 




12420 


CGCAAAGA GCCGAAAGGCGAGUGAGGUCU AUCCAAGA 


30795 


1971 
X« /X 


7 / O 7 


nTTfJTTPTTTTTT CI PGAAPPUIT 


12421 


AAGGUUCG GCCGAAAGGCGAGUGAGGUCU AAAGACAU 


30796 


1 9fl7 
I/O / 


Q74 1 


tTTTfSHPAtlA G PATTTTGAGG 


12422 


CCUCAAUG GCCGAAAGGCGAGUGAGGUCU UAUGUCAA 


30797 


1630 




TTTTnannAfi r: TTGnAGPGA 


12423 


UCGCUCCA GCCGAAAGGCGAGUGAGGUCU UUCCUCAA 


30798 


IjUJ 


Q797 
7 / * / 


PcAAGTIRGA G PGAGGUGG 


12424 


CCACCUCG GCCGAAAGGCGAGUGAGGUCU UCCACUUC 


30799 


1308 


9722 


GGAGCGAG G UGGCAAAG 


12425 


CUUUGCCA GCCGAAAGGCGAGUGAGGUCU CUCGCUCC 


30800 


1J1 X 


Q71 Q 
7/17 


GPGAGGUG G PAAAGCGA 


12426 


UCGCUUUG GCCX3AAAGGCGAGUGAGGUCU CACCUCGC 


30801 


iJlD 


Q71 A 
7 / 14 


GtTGGPAAA G CGAUCGUC 

UUuU^n/vi Vj V_VJrVU V^VJ vJ v. 


12427 


GACGAUCG GCCX3AAAGGCGAGUGAGGUCU UUUGCCAC 


30802 




7 / UO 


AAGPGAT7P G TTPPAGGGG 
nnuVfUnUV vj uv«>v«rujVJVJVJ 


12428 


CCCCUGGA GCCGAAAGGCGAGUGAGGUCU GAUCGCUU 


30803 


X J J U 


7 / UU 


GTTPPAGGG G PTTTTTTAPPA 
VjUwV_rlVjVJVj VJ ^.UUUnvvjt 


12429 


UGGUAAAG GCCGAAAGGCGAGUGAGGUCU CCCUGGAC 

UVJVW«VV>V WWv\MVVMJW ww*^\^ww*ww v w V W ^ w vVAr^W 


30804 


i *a a *a 
X J 4 J 


700 / 


Ac % c&r , &r , & cz ttpattpttpp 


14* J W 


GGAGAUGA GPPX1AAAGGCGAGUGAGGUCTJ UGUGUGGU 


30805 




OC 71 
70 /X 


PaPTTHAPA CI PP AnftPfVl 
V^/^I^UUtLLfA Vj V«L>AWUV'VjVJ 


1^4 O X 


PPGPA1TRG GPPRAAAGGPGAGITGAGGUCIT UGUCAGUG 

VvV»vJV«nUVJVJ VJVvwVJXWVVJVJV»VJAVJUVJrVVJVJVJWVJ UVJwVtfAVJUVJ 


J uouo 


1 1 CA 
A. J OH 


QCCC 

y boo 


ar»A<7PPAn cz mncnciAn, 

riV./iV3U>v«riU VJ VAjOV»UVjxvj 


1«4Ja 


mrAGCPG GPPG AAAGGCGAGUGAGGUCIT AUGGCUGU 
VvUV»nVJwV»vj vjwwvj/>n/%ovjv»vjAVJV^vj/\vjvjv/v«vy <rvu vjvjv* 


30807 


~\ tan 
x Jo / 


7QOJ 


nnpanripp n pttparttpti 


12433 


AGACUCAG GCCGAAAGGCGAGUGAGGUCU CGCAUGGC 


30808 


XJ 1 A 


yooo 


PPRPPTTflA P TTPTTTTTTPTTTT 


12434 


AAGAAAGA GCCGAAAGGCGAGUGAGGUCU UCAGCCGC 


30809 


X J 70 


OCT A 
70 Jt 


P11PAAAPA G PP AGGTTPP 


12435 


GGACCUGG GCCGAAAGGCGAGUGAGGUCU UGUUUGAG 


30810 


i a ni 

19 U X 


7 O 4.7 


APAPPPAG G TJPPTTGAPIT 


12436 


AGUCAGGA GCCGAAAGGCGAGUGAGGUCU CUGGCUGU 


30811 


1414 


9616 


GACTJUUGG G UCCUUUCC 


12437 


GGAAAGGA GCCGAAAGGCGAGUGAGGUCU CCAAAGUC 


30812 


1498 




ucccnnnu G ugaguutjp 


12438 


GAAACUCA GCCGAAAGGCGAGUGAGGUCU AAAAGGGA 


30813 


1432 


9598 




12439 


UGGAGAAA GCCGAAAGGCGAGUGAGGUCU UCACAAAA 


30814 


1 A CI 
14 j X 


79 / 7 


ITPATTPItGG G PPAATIPAP 
UUiU wVJVJVJ Vj V»v>nnUUnV. 


12440 


GUGAUUGG GCCGAAAGGCGAGUGAGGUCU CCAGAUGA 


30815 


1486 


9544 


PPTTPAPPA G PITGGAPGG 

UwvwlV«V<A VJ Vj*VJVJV3TvV«vjvj 


12441 


CCGUCCAG GPPjGAAAGGCGAGUGAGGUCU UGGUGAGG 


30816 


1 A OA 

x*% 7* 


7 3J D 


GPTTP/3APG G PPAGGTTTTG 

VJV^UVJVJ/M^VJ VJ V^V^/VJVJUUVJ 


1 9449 


CAACPT7GG GPPG AA AGGCG AGUG AGGUCTI CGUCCAGC 

L>nnv<V«UOw wV»V«Vj/UV^VJVjA«vJAVJV/VJ>nvJVJWwvy wVJUWwlvv. 


30817 


1 A QQ 


7jJ1 


APnGPPAG G TTTTGGTtGAA 

iAV»VjVJ\ - V-.rtVJ VJ wUVJVJVlVJ/vl 


1 9441 


TTTTPAPPAA P PPP A A AGGPGAGTTGAGGU PIT CUGGCPGU 

U VJV^MV»V*rVrt VJVvVVVjJvVkVjVjAwVJAVJwVJ^VJVJw^Vy V»UVJVJ\»V.VJV/ 


10818 


IjUJ 


QC57 


PPAf2rtCrTTTf2 P TTfSAAAPTTP 

VUHVAJU UvJ VJ Uvj/l/irlVjUVJ 


1 9444 


PAPTTTTTTPA PPPG A A APPPG APT JG AG GUPU CAACCUGG 

LAV. UUU LA UV« V>VlAAAUvt VOAU UUAUVJU V« U V»*WV^V»UVJVJ 


1081 9 

J V/O 17 


1509 


9521 


UGGUGAAA G UGUUUAGG 


12445 


CCUAAACA GCXXjAAAGGCGAGUGAGGUCU UUUCACCA 


30820 


1511 


9519 


GUGAAAGU G UUUAGGGC 


12446 


GCCCUAAA GCCGAAAGGCGAGUGAGGUCU ACUUUCAC 


30821 


151B 


9512 


UGUUUAGG G CGUAGGUG 


12447 


CACCUACG GCCGAAAGGCGAGUGAGGUCU CCUAAACA 


30822 


1520 


9510 


UUUAGGGC G UAGGUGAC 


12448 


GUCACCUA GCCGAAAGGCXjAGUGAGGUCU GCCCUAAA 


30823 


1524 


9506 


GGGCGUAG G UGACAACU 


12449 


AGUUGUCA GC^jAAAGGCGAGUGAGGUCU CUACGCCC 


30824 


1534 


9496 


GACAACUU G UCCACUCC 


12450 


GGAGUGGA GCCGAAAGGCGAGUGAGGUCU AAGUUGUC 


30825 


1576 


9452 


CCAUGACG G UUCUUCCA 


12451 


UGGAAGAA GCCGAAAGGCGAGUGAGGUCU CGUCAUGG 


30826 


1590 


9440 


UUCCAUCA G CAGCCGGG 


12452 


CCCGGCUG GCCXjAAAXjGCGAGUGAGGUCU UGAUGGAA 


30827 


1593 


9437 


CAUCAGCA G CCGGGCGC 


12453 


GCGCCCGG GCCGAAAGGCGAGUGAGGUCU UGCUGAUG 


30828 
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1598 


9432 


GCAGCCGG G CGCAUCAC 


12454 


GUGAUGCG vi\- L.\iRH/iLro^\i/i.W3 U uiiub U l_ U LvJuuUJbL 




1600 


9430 


AGCCGGGC G CAUCACUU 


12455 


AALaUviAUvj o^^AsHnnu\jVA3n&sUuiVooUL.U \3^.\*lA3^3x»U 


JUHJU 


1619 


9411 


ACAACUUU G UGACGAUA 


12456 


TT7vTTrviTO?i pwy^a a. '&nnf y nTinHn&nrmr v n ta a APiTTTTrciT 

UnUlAiULA oVJ\^\ziv^/l\JV7VA3/\Vj U VxHVtVj U V» U AnnuUUuU 


jUOjI 


1629 


9401 


GACGAUAG G UGAGCUCA 


12457 


TTr , 7ir , r«7Tr , 7A r , r , ry , B2i2ifinr¥Z7if3T'in7inf3TTPiT rTTATTrvsrir 1 




1633 


9397 


AUAGGUGA G CUCAAUGA 


1 1/ CO 

12458 


f xfTTVTTTTp jv/i nprY^a 7 ! AnnrvszifTrTnTifi/TrTnTT TTr'arrrTaTT 

UUiUUunVJ uL\rWVinuuVAjn\jUun^U^U ULHLLUnU 




1644 


9386 


*"ttv tvyv»tvttp» fi r*r*rTtxnr*f*l< 

CAAUGAUG G CCCUGGCA 


1 1 A CO 


TTnr , r ,T Ar , nn ficpfiAiiXknnfTiT^fTiTRaRfJTTr^T PMTPMTTTrt 




1650 


9380 


UGGCCCUG G CAAGACGC 




nfTCsrinrnvi ripry^a A7Ary3TY37AnTTf37i(*3rnTr r iT p a ctczncch. 




1657 


9373 


/T/*/TTATV^TTV^T /"T ^»^V» TV tWltlTT 

GGCAAGAC G CCGAUGUU 


12461 


^TA^TlTTrva/a f2/W17ilV3Vn/W27ir2rV57ifi/2TTr , TT ^irTf^ITTTn/V* 




1663 


9367 


it/?n^/ > mKTT p* ttttp'/'ipv^att 

ACGCCGAU g uuccccau 


1 OA 




JUOJ / 


1675 


9355 


CCCAUCAA G CAGCUCAA 


12463 


I TTTT<7A/5/^ITn rirTV57A 7A 7\/T/l/V* , 7A<^TTr2a<^3TTr T TT rfTTr^aT7if2/2/2 


jUojo 


1678 


9352 


AUCAAGCA g cucaagca 


12464 


TTr^rTTTTo t\ f*« rr n/v tv ?\ 7\ nr^f^f^ ?\ I**! tt^ t* rv*r tot t TT/^PTTTT/^Tvti 
UGuUUvjAG vjUvJlaAAAAol^^iAljU oAvio U U U UoLUUvjAU 


jUoJ y 


1684 


9346 


CAGCUCAA G CACCUUAG 


12465 


CUAAGGUG vjUvJVj/y^AvjvjLX^AUU UAou U C U UUGAljLUcr 


J Uo4 U 


1692 


9338 


GCACCUUA G CUUCAUUU 


12466 


7V T\ Tv T TO T\ TV ("W^V^Tv 7\ TV npfvi* r*1TOTV nrTT/^Tl 1 T7A TV fiTTTP f 

AAAuuAAo GCCGAAAGGCGAJ^GAG^UCU UAAGGUGC 


JUo4 1 


1706 


9324 


UUUUCCAA G UCAGCUCU 


12467 


AGAGCUGA va LXXiAAAou LviAo U (jtAUO U L. U UUbuAAAA 


JUo4^ 


1710 


9320 


CCAAGUCA G CUCUCGUG 


12468 


CACGAGAG GCXXaAAAGGCGAGUoAGGUCU UGACUUGG 


iUo43 


1716 


9314 


CAGCUCUC G UGAUGCGG 


12469 


CCGCAUCA GCCCjAAAbGCGAGUGAGGUl-.U GAGAGLUG 


JUU44 


1721 


9309 


CUCGUGAU G CGGGUGUC 


12470 


n»/i» (nnnp p/-i/ip a A HP/W Af*TTr»A/VTT/TT A T T/~" A /"V* A n 

GAUAULUG vjUUvji\/iAo U oA Laj U C U AUvJAUlaHG 


■> no a c 
J Uolb 


1725 


9305 


UGAUGCGG G UGUCCCAG 


12471 


rTi/vrRPh pr/vaTiafi/vpRPTTrnfirTTfTT ppppjvttpa 
^UCiiavxAuA Lj L AAAoKjCvj ALj U o ALjIj U U UV^VavJAlJiJA 


J Uo4o 


1727 


9303 


AUGCGGGU G UCCCAGCC 


12472 




Q ft PAT 


1733 


9297 


GUGUCCCA G CCAGCUGU 


12473 


APRPPTTPP PPPPTiRRPPPPAPTTPAPPTTPIT TT^WAOAP' 

At-AGCUGvj ov^vJvjAAAvj\iCvjA^U^jAvjoUL.U UvjVjvjAuAL, 


30848 


1737 


9293 


CCCAGCCA G CUGUGUCA 


12474 


* T/~i T\ TV /^l TV PPPP TV A TV P»^/**/™» TV /TyY** J\ P>PTTTPTT TTP'P'/TTTP»0/^ 

UGACACAG GCCGAAAGGCGAGUGAGGUCU UGGCUGGG 


30849 


1740 


9290 


AGCCAGCU G UGUCAUCA 


12475 


y TV T Tf* T\ ^1 TV n/VI TV TV TV PI^T/^Pl TV /^TTPI TV /!/ p *TTPtTT TV PiPtTTP»rT/^TT 

UGAUGACA GCCGAAAGGCGAGUGAGGUCU AGCUGGCU 


30850 


1742 


9288 


CCAGCUGU G UCAUCAGC 


12476 


GCUGAUGA GCLAaAAAGGCGAGUGAGGUCU ACAGCUGG 


30851 


1749 


9281 


UGUCAUCA G CAUAGAUC 


12477 


AikTTnTTiviT/^ /^r^^r^Tv TV tv nnnn TV ^^TT/*^TV AnTT/^TT T^^»TVTV1TV P1TV 

GAUCUAUG GCCGAAAGGCGAGUGAGGUCU UGAUGACA 


30852 


1760 


9270 


UAGAUCUU G CCCCCAGG 


12478 


syrmi~*r*ryr*ti t^f*ir\r* tv tv tv r*r*rw iv /"ttr/^ jv nortnTt tv tv n tvtt/^tttv 

CCUGGGGG GCCGAAAGGCGAGUGAGGUCU AAGAUCUA 


30853 


1768 


9262 


GCCCCCAG G CCGGGUGC 


12479 


GCACCCGG GCCGAAAGGCGAGUGAGGUCU CUGGGGGC 


30854 


1773 


9257 


CAGGCCGG G UGCCAACU 


12480 


AGUUGGCA GCCGAAAGGCGAGUGAGGUCU CCGGCCUG 


30855 


1775 


9255 


GGCCGGGU G CCAACUUC 


12481 


TV TV PTTTinP ^-f TV TV TV rV*T\ r*TT/~* TV /""<f~«T T/~TTT TV P1<^/*V^^/^P» 

GAAGUUGG GCCGAAAGGCGAGUGAGGUCU ACCCGGCC 


30856 


1786 


9244 


AACUUCAC G CAGGAUGU 


12482 


TV /-I T\ TTOATTri /-T f-1/~VT TV TV TV /^/^/^/~» TV /ITTr' TV /TTTTOTT /TT TP« A A PIT TT T 

ACAUCCUG GCCGAAAGGCGAGUGAGGUCU GUGAAGUU 


30857 


1793 


9237 


CGCAGGAU G UAACCCAG 


12483 


P"TTP»P»/TTTTTA PPPPHHRPPPPTVPTTPJIPPTTPTT UTTPPfTPPP 

CUGGGUUA GCCGAAAGGCGAGUGAGGUCU AUCCUGCG 


30858 


1801 


9229 


GUAACCCA G UUUUUGGA 


12484 


TTPl/^TV TV A TV TV /T/^/Ti/TTV A A /"•/T/^/ - TTV/"TTT/tTV rT/Tt'T/TTT TTP»/^/Tl TT TTV /T 

UCCAAAAA GCCGAAAGGCGAGUGAGGUCU UGGGUUAC 


30859 


1811 


9219 


UUUUGGAG G CCCAAGCC 


12485 


#1<T/'1T Tl T/T/t/T /T/T/T/*TTV IV TV /T/T/VTTV /TTTrHV /T/TT TPTTT T/T/T TV TV TV TV 

GGCUUGGG GCCGAAAGGCGAGUGAGGUCU CUCCAAAA 


30860 


1817 


9213 


AGGCCCAA G CCCUCGAC 


12486 


Pf TnP TV OOP 1 PPPPTV JkTvPPPPAPTTPlVPPTTPTT T TT TPPPni^Tl 

GUCGAGGG GCC^jAAAGGtX^GUGAGGUCU UUGGGCCU 


.30861 


1838 


9192 


CCUCCUGA G UUCUUUCU 


12487 


AP'AAAP'AA ppriPTi Tt RPPPPAP7TPBPPTTPIT TTPBPPTiPP 

AGAAAGAA GCCGAAAGGCGAGUGAGGUCU UCAGGAGG 


30862 


1852 


9178 


UCUUCCAA G CCAGUGGU 


12488 


iv pn A f\t T/T/T r*r*r*fy n jv tv p*p*/tt^tv ptt/tt» nrTTPTT TTtTrt/TTV tv p»tv 

ACCACUGG GCCGAAAGGCGAGUGAGGUCU UUGGAAGA 


30863 


1856 


9174 


CCAAGCCA G UGGUCUUC 


12489 


PlAAOAP*P»A PTOPV A A A/^PiP^P 1 A/^TTP* APIPTTPTT TT/WTTTTTP'P* 

GAAGACCA GCCGAAAGGCGAGUGAGGUCU UGGCUUGG 


30864 


1859 


9171 


AGCCAGUG G UCUUCAUu 


12490 


KKTTPMiPIV P»/^PVTTi TV A PIP* P«P> APT TP? API /^TTP»TT PTtPfTPPPTT 

AAUGAAGA GCCGAAAGGCGAGUGAGGUCU CACUGGCU 


30865 


1881 


9149 


tv tv /-vtst tv ry iv /™i /nnTtnn^ TV /i 

AACCCAGA G CCUCGAAC 


12491 


PTTTTPP »rin «^t^j/Ttv » TlPPPPlvPTTPRPPTTPTT TTPITTP»PIPITTTT 

GUUCGAGG GCCGAAAGGCGAGUGAGGUCU UCUGGGUU 


30866 


1898 


9132 


UCCAGAAA G CGAGCUCC 


12492 


PiPITVPtplTTPiP* PPPPIMVAPPPPJIPTTPRPPTTPTT TTTTTTP*TTP»P' A 

GGAGCUCG GCCGAAAGGCGAGUGAGGUCU UUUCUGGA 


30867 


1902 


9128 


^T TV TV 71 ftr^ TV PI /~*T TfT/*m 7V ^1 /""l 

GAAAGCGA G CUCCGAGC 


12493 


«-irTTT/"i/-t/"T TV C* P^r^PiPtA A APIPTPIPI AP»TTO APifTTTPHT T T OP" P«T TT TT T P» 

GCUCGGAG GCCGAAAGGCGAGUGAGGUCU UCGCUUUC 


30868 


1909 


9121 


iv /*»/^r^rt/*i^ pi /t/t TV TV T TAT TV 

AGCUCCGA G CCACAUGA 


12494 


I TP* AT THT TP* f f~*(~*/~l 7\ 7V A pn/Vi TV /-"IT T/-< TV PTT TP'T T TTPT^P 1 A P'P'TT 

UCAUGUGG GCCGAAAGGCGAGUGAGGUCU UCGGAGCU 


30869 


1926 


9104 


ACCAAAUG G CUCUGCUU 


12495 


AAP»P'AP , AP» P»P»P«P»A A APJPiP»P , AP , TTP , AP«P»TTP»TT P< ATTTTf TP»P"T T 

AAGCAGAG GCCGAAAGGCGAGUGAGGUCU CAUUUGGU 


JOo /0 


1931 


9099 


71TTVT/T/TTT/TTT /T ftTTTTPt/"'PITTTT 

AUGGCUCU G CUUCCCUU 


12496 


A 7\PPP7l l\p f*r*f*f* A A APPPP AOTTPi A^IPTTPTT RPAPPPRTT 

AAGGGAAG GCCGAAAGGCGAGUGAGGUCU AGAGCCAU 


30871 


1941 


9089 


UUCCCUUG G CCUUUCCG 


12497 


nrtn TV TV TV /T/T ^T/Trr/TTt IV TV/^fTPVIAP<TTP11V/T/TTT/' , ITT PTlTtPPPJUV 

CGGAAAGG GCCGAAAGGCGAGUGAGGUCU CAAGGGAA 


30872 


1960 


9070 


CUCUCCGG G UUUUUUCU 


12498 


7V/^TVTV7VTV7VTV nn/V TV TV TV P'PI/V* A ^iTT/T A /T/TTTPn'T Pl/V"l/^ T\ P» TV P» 

AGAAAAAA GCCGAAAGGCGAGUGAGGUCU CCGGAGAG 


30873 


1985 


9045 


CCCAUCAU G UUGUAAAU 


12499 


TVTTTTTT/TV ^TTV TV n/1/V1 TV TV TV r^f* TV /IT T/T TV AOT T^TTT TV T TP* TV T T/T « 

AUUUACAA GCCGAAAGGCGAGUGAGGUCU AUGAUGGG 


30874 


1988 


9042 


AUCAUGUU G UAAAUGCA 


12500 


UGCAUUUA GCCGAAAGGCGAGUGAGGUCU AACAUGAU 


30875 


1994 


9036 


UUGUAAAU G CAAGUGUG 


12501 


CACACUUG GCCGAAAGGCGAGUGAGGUCU AUUUACAA 


30876 


1998 


9032 


AAAUGCAA G UGUGACAU 


12502 


AUGUCACA GCCGAAAGGCGAGUGAGGUCU UUGCAUUU 


30877 


2000 


9030 


AUGCAAGU G UGACAUUC 


12503 


GAAUGUCA GCCGAAAGGCGAGUGAGGUCU ACUUGCAU 


30878 


2014 


9016 


UUCCCCCC G CAGAUGUG 


12504 


CACAUCUG GCCGAAAGGCGAGUGAGGUCU GGGGGGAA 


30879 


2020 


9010 


CCGCAGAU G UGCCUCGC 


12505 


n/MH^/T/T* *"1*T/"VI IV TV TV /"I/TyT^ TV /TTTH T\ /T/TTT^TTY TitTPTT^PPP 

GCGAGGCA GCCGAAAGGCGAGUGAGGUCU AUCUGCGG 


30880 


2022 


9008 


sr /r tv sr tv » t/tt » sr. /i/TrTin/i/vin 

GCAGAUGU G CCUCGCGC 


12506 


GCGCGAGG GCCGAAAGGCGAGUGAGGUCU ACAUCUGC 


30881 


2027 


9003 


ttp*ttvt/*t/"^ttp» /tj /v^nrTn/'oitn 

UGUGCCUC G CGCUCCUC 


12507 


! GAGGAGCG GCCGAAAGGCGAGUGAGGUCU GAGGCACA 


30882 


2029 


9001 


UGCCUCGC G CUCCUCAU 


12508 


ATIGAGT4Af5 nfH^AAAGf3C(^C^GAGOTCU GCGAGGCA 
nuvsnuv/uj v) v u wv\nwwv> wvuvvj/iuvju wu uv*urujw w\ 


30883 


2070 


8960 


CUUCAACU G CUUCUCUG 


12509 


CAGAGAAG GCCGAAAGGCGAGUGAGGUCU AGUUGAAG 


30884 


2079 


8951 


CUUCUCUG G CGCUCCUC 


12510 


GAGGAGCG GCCGAAAGGCGAGUGAGGUCU CAGAGAAG 


30885 


2081 


8949 


UCUCUGGC G CUCCUCCA 


12511 


UGGAGGAG GCCGAAAGGCGAGUGAGGUCU GCCAGAGA 


30886 


2098 


8932 


UUGAUUCU G CUCUUCAA 


12512 


UUGAAGAG GCCX3AAAGGCGAGUGAGGUCU AGAAUCAA 


30887 


2112 


8918 


CAAACAUG G CACCCAAA 


12513 


UUUGGGUG GCCGAAAGGCGAGUGAGGUCU CAUGUUUG 


30888 


2121 


8909 


CACCCAAA G CUGCAUUG 


12514 


CAAUGCAG GCaSAAAGGCGAGUGAGGUCU UUUGGGUG 


30889 


2124 


8906 


CCAAAGCU G CAUUGCUG 


12515 


CAGCAAUG GCCGAAAGGCGAGUGAGGUCU AGCUUUGG 


30890 
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2129 


8901 


GCUGCAUU G CUQUUGAC 


12516 


GUCAACAG GCCGAAAGGCGAGGGAGGUCU AAUGCAGC 


30891 


2132 


8898 


GCAUUGCU G UUGACCUU 


12517 


AAGGUCAA GCCGAAAGGCGAGUGAGGUCU AGCAAUGC 


30892 


2162 


8868 


UCUCGAGA G CACAUUCU 


12518 


AGAAUGUG GCCGAAAGGCGAGUGAGGUCU UCUCGAGA 


30893 


2176 


8854 


UCUGGGAC G UUUUUCUC 


12519 


GAGAAAAA GCCGAAAGGCGAGUGAGGUCU GUCCCAGA 


30894 


2187 


8843 


UUUCUCUG G CCAAAAAC 


12520 


GUUUUUGG GCCGAAAGGCGAGUGAGGUCU CAGAGAAA 


30895 


2196 


8834 


CCAAAAAC G CCCACAAC 


12521 


GUUGUGGG GCCGAAAGGCGAGUGAGGUCU GUUUUUGG 


30896 


2207 


8823 


CACAACCA G UUGGUGGU 


12522 


ACCACCAA GCCGAAAGGCGAGUGAGGUCU UGGUUGUG 


30897 


2211 


8819 


ACCAGUUG G UGGUCUCA 


12523 


UGAGACCA GCCGAAAGGCGAGUGAGGUCU CAACUGGU 


30896 


2214 


8816 


AGUUGGUG G UCUCAUUG 


12524 


CAAUGAGA GCCGAAAGGCGAGUGAGGUCU CACCAACU 


30899 


2224 


8306 


CUCAUUGA G CACGUACU 


12525 


AGUACGUG GCCGAAAGGCGAGUGAGGUCU UCAAUGAG 


30900 


2228 


8802 


UUGAGCAC G UACUUCAC 


12526 


GUGAAGUA GCCGAAAGGCGAGUGAGGUCU GUGCUCAA 


30901 


2245 


8785 


UCCUUCUG G CGGUUCAG 


12527 


OJGAACCG GCCGAAAGGCGAGUGAGGUCU CAGAAGGA 


30902 


2248 


8782 


UUCUGGCG G UUCAGGAG 


12528 


CUCCUGAA GCCGAAAGGCGAGUGAGGUCU OGCCAGAA 


30903 


2256 


8774 


GUUCAGGA G CUUUCGUG 


12529 


CACGAAAG GCCGAAAGGCGAGUGAGGUCU UCCUGAAC 


30904 


2262 


8768 


GAGCUUUC G UGUCCACC 


12530 


GGUGGACA GCCGAAAGGCGAGUGAGGUCU GAAAGCUC 


30905 


2264 


8766 


GCUUUCGU G UCCACCUU 


12531 


AAGGUGGA GCCGAAAGGCGAGUGAGGUCU ACGAAAGC 


30906 


2287 


8743 


GAACACUC G OJGCUGCC 


12532 


GGCAGCAG GCCGAAAGGCGAGUGAGGUCU GAGUGUUC 


30907 


2290 


8740 


CACUCGCU G CUGCCCGA 


12533 


UCGGGCAG GCCGAAAGGCGAGUGAGGUCU AGCGAGUG 


30908 


2293 


8737 


UCGCUGCU G CCCGAAGG 


12534 


CCUUCGGG GCCGAAAGGCGAGUGAGGUCU AGCAGCGA 


30909 


2304 


8726 


CGAAGGGA G UAGUGUCA 


12535 


UGACACUA GCCGAAAGGCGAGUGAGGUCU UCCCUUCG 


30910 


2307 


8723 


AGGGAGUA G UGUCAGUC 


12536 


GACUGACA GCCGAAAGGCGAGUGAGGUCU UACUCCCU 


30911 


2309 


8721 


GGAGUAGU G UCAGUCAU 


12537 


AUGACUGA GCCGAAAGGCGAGUGAGGUCU ACUACUCC 


30912 


2313 


8717 


L_ UAGUGUCA G UCAUGGCC 


12538 


GGCCAUGA GCCGAAAGGCGAGUGAGGUCU UGACACUA 


30913 


2319. 


8711 


CAGUCAUG G CCAUGGUG 


12539 


CACCAUGG GCCGAAAGGCGAGUGAGGUCU CAUGACUG 


30914 


2325 


8705 


UGGCCAUG G UGGUAACA 


12540 


UGUUACCA GCCGAAAGGCGAGUGAGGUCU CAUGGCCA 


30915 


2328 


8702 


CCAUGGUG G UAACAUUC 


12541 


GAAUGUUA GCCGAAAGGCGAGUGAGGUCU CACCAUGG 


30916 


2337 


8693 


UAACAUUC G UGAUGGUG 


12542 


CACCAUCA GCCGAAAGGCGAGUGAGGUCU GAAUGUUA 


30917 


2343 


8687 


UCGUGAUG G UGUCCCAU 


12543 


AUGGGACA GCCGAAAGGCGAGUGAGGUCU CAUCACGA 


30918 


2345 


8685 


GUGAUGGU G UCCCAUGG 


12544 


CCAUGGGA GCCGAAAGGCGAGUGAGGUCU ACCAUCAC 


30919 


2353 


8677 


GUCCCAUG G UUUUGAGA 


12545 


UCUCAAAA GCCGAAAGGCGAGUGAGGUCU CAUGGGAC 


30920 


2365 


8665 


UGAGAGGA G CCUGACCA 


12546 


UGGUCAGG GCCGAAAGGCGAGUGAGGUCU UCCUCUCA 


30921 


2386 


8644 


AUUGACCA G CGAACUGG 


12547 


CCAGUUCG GCCGAAAGGCGAGUGAGGUCU UGGUCAAU 


30922 


2394 


8636 


GCGAACUG G CGGAGCCU 


12548 


AGGCUCOG GCCGAAAGGCGAGUGAGGUCU CAGUUCGC 


30923 


2399 


8631 


CUGGCGGA G CCUGUGGG 


12549 


CCCACAGG GCCGAAAGGCGAGUGAGGUCU UCCGCCAG 


30924 


2403 


8627 


CGGAGCCU G UGGGCUUC 


12550 


GAAGCCCA GCCGAAAGGCGAGUGAGGUCU AGGCUCCG 


30925 


2407 


8623 


GCCUGUGG G CUUCACAU 


12551 


AUGUGAAG GCCGAAAGGCGAGUGAGGUCU CCACAGGC 


30926 


2423 


8607 


UCAUAACU G CCGUGAUA 


12552 


UAUCACGG GCCGAAAGGCGAGUGAGGUCU AGUUAUGA 


30927 


2426 


8604 


UAACUGCC G UGAUAGUU 


12553 


AACUAUCA GCCGAAAGGCGAGUGAGGUCU GGCAGUUA 


30928 


2432 


8598 


CCGUGAUA G UUCCAGGU 


12554 


ACCUGGAA GCCGAAAGGCGAGUGAGGUCU UAUCACGG 


30929 


2439 


8591 


AGUUCCAG G UUCUAUAU 


12555 


AUAUAGAA GCCGAAAGGCGAGUGAGGUCU CUGGAACU 


30930 


2450 


8580 


CUAUAUGG G UGGUUCUC 


12556 


GAGAACCA GCCGAAAGGCGAGUGAGGUCU CCAUAUAG 


30931 


2453 


8577 


UAUGGGUG G UUCUCAUC 


12557 


GAUGAGAA GCCGAAAGGCGAGUGAGGUCU CACCCAUA 


30932 


2462 


8568 


UUCUCAUC G UGGUGCCA 


12558 


UGGCACCA GCCGAAAGGCGAGUGAGGUCU GAUGAGAA 


30933 


2465 


8565 


UCAUCGUG G UGCCACGU 


12559 


ACGUGGCA GCCGAAAGGCGAGUGAGGUCU CACGAUGA 


30934 


2467 


8563 


AUCGUGGU G CCACGUCG 


12560 


CGACGUGG GCCGAAAGGCGAGUGAGGUCU ACCACGAU 


30935 


2472 


8558 


GGUGCCAC G UCGAACUG 


12561 


CAGUUCGA GCCGAAAGGCGAGUGAGGUCU GUGGCACC 


30936 


2480 


8550 


GUCGAACU G UACUCACG 


12562 


CGUGAGUA GCCGAAAGGCGAGUGAGGUCU AGUUCGAC 


30937 


2488 


8542 


GUACUCAC G CCUGAGUC 


12563 


GACUCAGG GCCGAAAGGCGAGUGAGGUCU GUGAGUAC 


30938 


2494 


8536 


ACGCCUGA G UCGUUCAA 


12564 


UUGAACGA GCCGAAAGGCGAGUGAGGUCU UCAGGCGU 


30939 


2497 


8533 


CCUGAGUC G UUCAAUCC 


12565 


GGAUUGAA GCCGAAAGGCGAGUGAGGUCU GACUCAGG 


30940 


2507 


8523 


UCAAUCCU G UUCUUGAU 


12566 


AUCAAGAA GCCGAAAGGCGAGUGAGGUCU AGGAUUGA 


30941 


2523 


8507 


UUUUACUG G UGUCUGAG 


12567 


CUCAGACA GCCGAAAGGCGAGUGAGGUCU CAGUAAAA 


30942 


2525 


6505 


UUACUGGU G UCUGAGUU 


12568 


AACUCAGA GCCGAAAGGCGAGUGAGGUCU ACCAGUAA 


30943 


2531 


8499 


GUGUCUGA G UUGAGCAG 


12569 


CUGCUCAA GCCGAAAGGCGAGUGAGGUCU UCAGACAC 


30944 


2536 


8494 


UGAGUUGA G CAGGGGUU 


12570 


AACCCCUG GCCGAAAGGCGAGUGAGGUCU UCAACUCA 


30945 


2542 


8488 


GAGCAGGG G UUUUCCCA 


12571 


UGGGAAAA GCCGAAAGGCGAGUGAGGUCU CCCUGCUC 


30946 


2553 


8477 


UUCCCACC G CCCUGGUU 


12572 


AACCAGGG GCCGAAAGGCGAGUGAGGUCU GGUGGGAA 


30947 


2559 


8471 


CCGCCCUG G UUCCACUU 


12573 


AAGUGGAA GCCGAAAGGCGAGUGAGGUCU CAGGGCGG 


30948 


2573 


8457 


CUUCCCAA G UUUACAUC 


12574 


GAUGUAAA GCCGAAAGGCGAGUGAGGUCU UUGGGAAG 


30949 


2588 


8442 


UCUUCCUC G UAUUGGGG 


12575 


CCCCAAUA GCCGAAAGGCGAGUGAGGUCU GAGGAAGA 


30950 


2596 


8434 


GUAUUGGG G UCCCUUCC 


12576 


GGAAGGGA GCCGAAAGGCGAGUGAGGUCU CCCAAUAC 


30951 


2607 


8423 


CCUUCCAG G UCCUUUUU 


12577 


AAAAAGGA GCCGAAAGGCGAGUGAGGUCU CUGGAAGG 


30952 
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2632 


8398 


UCCUAGGA G CACCUGGC 


12578 


GCCAGGUG GCCGAAAGGCGAGUGAGGUCU UCCUAGGA 


30953 


2639 


8391 


AGCACCUG G CUGGUCAU 


12579 


AUGACCAG GCCGAAAGGCGAGUGAGGUCU CAGGUGCU 


30954 


2643 


8387 


CCUGGCUG G UCAUAUUC 


12580 


GAAUAUGA GCCGAAAGGCGAGUGAGGUCU CAGCCAGG 


30955 


2659 


8371 [ 


CACUGAAU G UACCACAU 


125B1 


AUGUGGUA GCCGAAAGGCGAGUGAGGUCU AUUCAGUG 


30956 


2669 


8361 


ACCACAUU G CCUGAAGC 


12582 


GCUUCAGG GCCGAAAGGCGAGUGAGGUCU AAUGUGGU 


30957 


2676 


8354 


UGCCUGAA G CUCGACUC 


12583 


GAGUCGAG GCCGAAAGGCGAGUGAGGUCU UUCAGGCA 


30958 


2699 


8331 


UACAUCUC G UGCGUGGA 


12584 


UCCACGCA GCCGAAAGGCGAGUGAGGUCU GAGAUGUA 


30959 


2701 


8329 


CAUCUCGU G CGUGGAAU 


12585 


AUUCCACG GCCGAAAGGCGAGUGAGGUCU ACGAGAUG 


30960 


2703 


8327 


UCUCGUGC G UGGAAUOC 


12586 


GAAUUCCA GCCGAAAGGCGAGUGAGGUCU GCACGAGA 


30961 


2713 


8317 


GGAAUUCC G UGAGAGUG 


12587 


CACUCUCA GCCGAAAGGCGAGUGAGGUCU GGAAUUCC 


30962 


2719 


8311 


CCGUGAGA G UGGGUUUC 


12588 


GAAACCCA GCCGAAAGGCGAGUGAGGUCU UCUCACGG 


30963 


2723 


8307 


GAGAGUGG G UUUCUGAC 


12589 


GUCAGAAA GCCGAAAGGCGAGUGAGGUCU CCACUCUC 


30964 


2734 


8296 


UCUGACCA G UCCCCCCC 


12590 


GGGGGGGA GCCGAAAGGCGAGUGAGGUCU UGGUCAGA 


30965 


2750 


8280 


CCAUACCG G CGUUGGAG 


12591 


CUCCAACG GCCGAAAGGCGAGUGAGGUCU CGGUAUGG 


30966 


2752 


8278 


AUACCGGC G UUGGAGCA 


12592 


UGCUCCAA GCCGAAAGGCGAGUGAGGUCU GCCGGUAU 


30967 


2758 


8272 


GCGUVGGh G CAGCUCCA 


12593 


UGGAGCUG GCCGAAAGGCGAGUGAGGUCU UCCAACGC 


30966 


2761 


8269 


UUGGAGCA G CUCCAUCU 


12594 


AGAUGGAG GCCGAAAGGCGAGUGAGGUCU UGCUCCAA 


30969 


2785 


8245 


GACUUUCG G CAUGUAGG 


12595^ 


CCUACAUG GCCGAAAGGCGAGUGAGGUCU CGAAAGUC 


30970 


2789 


8241 


UUCGGCAU G UAGGGGCA 


12596 


UGCCCCUA GCCGAAAGGCGAGUGAGGUCU AUGCCGAA 


30971 


2795 


8235 


AUGUAGGG G CAGAGCAC 


12597 


GUGCUCUG GCCGAAAGGCGAGUGAGGUCU CCCUACAU 


30972 


2800 


8230 


GGGGCAGA G CACCUUCA 


12598 


UGAAGGUG GCCGAAAGGCGAGUGAGGUCU UCUGCCCC 


30973 


2810 


8220 


ACCUUCAC G CAAAAUUC 


12599 


GAAUUUUG GCCGAAAGGCGAGUGAGGUCU GUGAAGGU 
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CCGGUUGG GCCGAAAGGCGAGUGAGGUCU AAGCUGAG 


31082 


3743 


7287 


GGAACCAU G UAGGCAUA 


12706 


UAUGCCUA GCCGAAAGGCGAGUGAGGUCU AUGGUUCC 


31083 


3 747 


7283 


CCAUGUAG G CAUAGUGG 


12709 


CCACUAUG GCCGAAAGGCGAGUGAGGUCU CUACAUGG 


31084 


3752 


7278 


UAGGCAUA G UGGCAAAA 


12710 


UUUUGCCA GCCGAAAGGCGAGUGAGGUCU UAUGCCUA 


31085 


3755 


7275 


GCAUAGUG G CAAAAAAG 


12711 


CUUUUUUG GCCGAAAGGCGAGUGAGGUCU CACUAUGC 


31086 


376S 


7264 


AAAAAGGA G UGUUGCCG 


12712 


CGGCAACA GCCGAAAGGCGAGUGAGGUCU UCCUUUUU 


31087 


3768 


7262 


AAAGGAGU G UUGCCGCU 


12713 


AGCGGCAA GCCGAAAGGCGAGUGAGGUCU ACUCCUUU 


31088 


3771 


7259 


GGAGUGUU G CCGCUGUU 


12714 


AACAGCGG GCCGAAAGGCGAGUGAGGUCU AACACUCC 


31089 


3774 


7256 


GUGUUGCC G CUGUUACC 


12715 


GGUAACAG GCCGAAAGGCGAGUGAGGUCU GGCAACAC 

WwW*m»\^«** WWWW***«nww WW»W WWXmWWW WW WwW*4ffYWr»W 


31090 


3777 


7253 


UUGCCGCU G UUACCGUA 


12716 


UAOGGUAA GCCGAAAGGCGAGUGAGGUCU AGCGGCAA 


31091 


3783 


7247 


CUGUUACC G UAACGGUG 


12717 


CACCGUUA GCCGAAAGGCGAGUGAGGUCU GGUAACAG 


31092 


3789 


7241 


CCGUAACG G UGAGGGUG 


12718 


CACCCUCA GCCGAAAGGCGAGUGAGGUCU CGUUACGG 


31093 


3795 


7235 


CGGUGAGG G UGACUUGU 


12719 


ACAAGUCA GCCGAAAGGCGAGUGAGGUCU CCUCACCG 


31094 


3802 


7228 


GGUGACUU G UCCCCAGC 


12720 


GCUGGGGA GCCGAAAGGCGAGUGAGGUCU AAGUCACC 


31095 


3809 


7221 


UGUCCCCA G CAUCCGGC 


12721 


GCCGGAUG GCCGAAAGGCGAGUGAGGUCU UGGGGACA 


31096 


3816 


7214 


AGCAUCCG G CUGCUAGC 


12722 


GCUAGCAG GCCGAAAGGCGAGUGAGGUCU CGGAUGCU 


31097 


3819 


7211 


AUCCGGCU G CUAGCAGG 


12723 


CCUGCUAG GCCGAAAGGCGAGUGAGGUCU AGCCGGAU 


31098 


3823 


7207 


GGCUGCUA G CAGGAGAG 


12724 


CUCUCCUG GCCGAAAGGCGAGUGAGGUCU UAGCAGCC 


31099 


3831 


7199 


GCAGGAGA G CCGACACU 


12725 


AGUGUCGG GCCGAAAGGCGAGUGAGGUCU UCUCCUGC 


31100 


3860 


7170 


AAGGGGAA G CCUCGCGC 


12726 


GCGCGAGG GCCGAAAGGCGAGUGAGGUCU UUCCCCUU 


31101 


3865 


7165 


GAAGCCUC G CGCGAGUG 


12727 


CACUCGCG GCCGAAAGGCGAGUGAGGUCU GAGGCUUC 


31102 


3867 


7163 


AGCCUCGC G CGAGUGUG 


1272B 


CACACUCG GCCGAAAGGCGAGUGAGGUCU GCGAGGCU 


31103 


3871 


7159 


UCGCGCGA G UGUGAAUA 


12729 


UAUUCACA GCCGAAAGGCGAGUGAGGUCU UCGCGCGA 


31104 


3873 


7157 


GCGCGAGU G UGAAUAGU 


12730 


ACUAUUCA GCCGAAAGGCGAGUGAGGUCU ACUCGCGC 


31105 


3880 


7150 


UGUGAAUA G UGCACUUG 


12731 


CAAGUGCA GCCGAAAGGCGAGUGAGGUCU UAUUCACA 


31106 


3882 


7148 


UGAAUAGU G CACUUGCC 


12732 


GGCAAGUG GCCGAAAGGCGAGUGAGGUCU ACUAUUCA 


31107 


3888 


7142 


GUGCACUU G CCUGAAOG 


12733 


CGUUCAGG GCCGAAAGGCGAGUGAGGUCU AAGUGCAC 


31106 


3896 


7134 


GCCUGAAC G UUUAUUGA 


12734 


UCAAUAAA GCCGAAAGGCGAGUGAGGUCU GUUCAGGC 


31109 


3906 


7124 


UUAUUGAG G UCAAUGAG 


12735 


CUCAUUGA GCCGAAAGGCGAGUGAGGUCU CUCAAUAA 


31110 


3915 


7115 


UCAAUGAG G UGUUGAUG 


12736 


CAUCAACA GCCGAAAGGCGAGUGAGGUCU CUCAUUGA 


31111 


3917 


7113 


AAUGAGGU G UUGAUGUA 


12737 


UACAUCAA GCCGAAAGGCGAGUGAGGUCU ACCUCAUU 


31112 


3923 


7107 


GUGUUGAU G UAAUCUGA 


12738 


UCAGAUUA GCCGAAAGGCGAGUGAGGUCU AUCAACAC 


31113 


3933 


7097 


AAUCUGAC G UGAUCAAA 


12739 


UUUGAUCA GCCGAAAGGCGAGUGAGGUCU GUCAGAUU 


31114 


3943 


7087 


GAUCAAAU G CUUUAGCA 


12740 


UGCUAAAG GCCGAAAGGCGAGUGAGGUCU AUUUGAUC 


31115 


3949 


7081 


AUGCUUUA G CAGUGGAG 


12741 


CUCCACUG GCCGAAAGGCGAGUGAGGUCU UAAAGCAU 


31116 


3952 


7078 


CUUUAGCA G UGGAGUGA 


12742 


UCACUCCA GCCGAAAGGCGAGUGAGGUCU UGCUAAAG 


31117 


3957 


7073 


GCAGUGGA G UGAGGACC 


12743 


GGUCCUCA GCCGAAAGGCGAGUGAGGUCU UCCACUGC 


31118 


3966 


7064 


UGAGGACC G CUGUUGUC 


12744 


GACAACAG GCCGAAAGGCGAGUGAGGUCU GGUCCUCA 


31119 


3969 


7061 


GGACCGCU G UUGUCACA 


12745 


UGUGACAA GCCGAAAGGCGAGUGAGGUCU AGCGGUCC 


31120 


3972 


705B 


CCGCUGUU G UCACAGCG 


12746 


CGCUGUGA GCCGAAAGGCGAGUGAGGUCU AACAGCGG 


31121 


3978 


7052 


UUGUCACA G CGUACAGU 


12747 


ACUGUACG GCCGAAAGGCGAGUGAGGUCU UGUGACAA 


31122 


3980 


7050 


GUCACAGC G UACAGUGA 


12748 


ucacugua GCCGAAAGGCGAGUGAGGucn ficnnnnar* 




3985 


7045 


AGOGUACA G UGACCAGG 


12749 


CCUGGUCA GCCGAAAGGCGAGUGAGGUCU UGUACGCU 


31124 


3993 


7037 


GUGACCAG G CUGUUGCC 


12750 


GGCAACAG GCCGAAAGGCGAGUGAGGUCU CUGGUCAC 


31125 


3996 


7034 


ACCAGGCU G UUGCCGGC 


12751 


GCCGGCAA GCCGAAAGGCGAGUGAGGUCU AGCCUGGU 


31126 


3999 


7031 


AGGCUGUU G CCGGCCUC 


12752 


GAGGCCGG GCCGAAAGGCGAGUGAGGUCU AACAGCCU 


31127 


4003 


7027 


UGUUGCCG G CCUCAAGU 


12753 


ACUUGAGG GCCGAAAGGCGAGUGAGGUCU CGGCAACA 


31128 


4010 


7020 


GGCCUCAA G UCCAAAAG 


12754 


CUUUUGGA GCCGAAAGGCGAGUGAGGUCU UUGAGGCC 


31129 


4031 


6999 


UCUCCCAU G CUGAAAUU 


12755 


AAUUUCAG GCCGAAAGGCGAGUGAGGUCU AUGGGAGA 


31130 


4060 


6970 


AAUUCUUU G CCCAAACA 


12756 


UGUUUGGG GCCGAAAGGCGAGUGAGGUCU AAAGAAUU 


31131 


4073 


6957 


AACAAACU G CUUAUGUC 


12757 


GACAUAAG GCCGAAAGGCGAGUGAGGUCU AGUUUGUU 


31132 


4079 


6951 


CUGCUUAU G UCACUCUU 


12758 


AAGAGUGA GCCGAAAGGCGAGUGAGGUCU AUAAGCAG 


31133 


4089 


6941 


CACUCUUG G UCUUAUOJ 


12759 


AGAUAAGA GCCGAAAGGCGAGUGAGGUCU CAAGAGUG 


31134 


4099 


6931 


COUAUCUA G CCAACCCA 


12760 


UGGGUUGG GCCGAAAGGCGAGUGAGGUCU UAGAUAAG 


31135 


4112 


6918 


CCCAUCUC G UUGGCUGC 


12761 


GCAGCCAA GCCGAAAGGCGAGUGAGGUCU GAGAVGGG 


31136 


4116 


6914 


UCUCGUUG G CUGCCACU 


12762 


AGUGGCAG GCCGAAAGGCGAGUGAGGUCU CAACGAGA 


31137 


4119 


6911 


CGUUGGCU G CCACUGCG 


12763 


CGCAGUGG GCCGAAAGGCGAGUGAGGUCU AGCCAACG 


31138 
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4125 


6905 


CUGCCACU G CGCUCACA 


12764 


UGUGAGCG GC03AAAGGCGAGUGAGGUCU AGUGGCAG 


31139 


4127 


6903 


GCCACUGC G CUCACAAG 


12765 


CUUGUGAG GCCGAAAGGCGAGUGAGGUCU GCAGUGGC 


31140 


4137 


6893 


UCACAAGG G UCAUGACA 


12766 


UGUCAUGA GCCGAAAGGCGAGUGAGGUCU CCUUGUGA 


31141 


4161 


6869 


GGAACACG G CUAGCUGG 


12767 


CCAGCUAG GCCGAAAGGCGAGUGAGGUCU CGUGUUCC 


31142 


4165 


6865 


CACGGCUA G CUGGUUGU 


12768 


ACAACCAG GCCGAAAGGCGAGUGAGGUCU UAGCCGUG 


31143 


4169 


6861 


GCUAGCUG G UUGUCUGU 


12769 


ACAGACAA GCCGAAAGGCGAGUGAGGUCU CAGCUAGC 


: "31144 


4172 


6858 


AGCUGGUU G UCUGUCUG 


12770 


CAGACAGA GCCGAAAGGCGAGUGAGGUCU AACCAGCU 


31145 


4176 


6854 


GGUUGUCU G UCUGCGAA 


12771 


UUCGCAGA GCCGAAAGGCGAGUGAGGUCU AGACAACC 


31146 


4180 


6850 


GUCUGUCU G CGAACGUU 


12772 


AACGUUCG GCCGAAAGGCGAGUGAGGUCU AGACAGAC 


31147 


4186 


6844 


CUGCGAAC G UUGCUUCU 


12773 


AGAAGCAA GCCGAAAGGCGAGUGAGGUCU GUUCGCAG 


31148 


4189 


6841 


CGAACGUU G CUUCUCUG 


12774 


CAGAGAAG GCCGAAAGGCGAGUGAGGUCU AACGUUCG 


31149 


4198 


6832 


CUUCUCUG G CUCAGGAA 


12775 


UUCCUGAG GCCGAAAGGCGAGUGAGGUCU CAGAGAAG 


31150 


4210 


6820 


AGGAAUUA G CACAAUCA 


12776 


UGAUUGUG GCCGAAAGGCGAGUGAGGUCU UAAUUCCU 


31151 


4234 


6796 


AAGGGAGA G CAGCAACA 


12777 


UGUUGCUG GCCGAAAGGCGAGUGAGGUCU UCUCCCUU 


31152 


4237 


6793 


I GGAGAGCA G CAACAUUC 


12778 


GAAUGUUG GCCGAAAGGCGAGUGAGGUCU UGCUCUCC 


31153 


4248 


6782 


ACAUUCCG G CGAUCUUC 


12779 


GAAGAUCG GCCGAAAGGCGAGUGAGGUCU CGGAAUGU 


31154 


4257 


6773 


CGAUCUUC G UUCCUGGA 


12780 


UCCAGGAA GCCGAAAGGCGAGUGAGGUCU GAAGAUCG 


31155 


4272 


6758 


GAACUUCA G CCAUCCAA 


12781 


UUGGAUGG GCCGAAAGGCGAGUGAGGUCU UGAAGUUC 


31156 


4290 


6740 


AGAAAAAG G UCGCGACU 


12782 


AGUCGCGA GCCGAAAGGCGAGUGAGGUCU CUUUUUCU 


31157 


4293 


6737 


AAAAGGUC G CGACUCCC 


12783 


GGGAGUCG GCCGAAAGGCGAGUGAGGUCU GACCUUUU 


31158 


4308 


6722 


CCAAGACA G CGCCUCCC 


12784 


GGGAGGCG GCCGAAAGGCGAGUGAGGUCU UGUCUUGG 


31159 


4310 


6720 


AAGACAGC G CCUCCCAA 


12785 


UUGGGAGG GCCGAAAGGCGAGUGAGGUCU GCUGUCUU 


31160 


4334 


6696 


UUUCCAAU G CCCUUCCG 


12786 


CGGAAGGG GCCGAAAGGCGAGUGAGGUCU AUUGGAAA 


31161 


4342 


6688 


GCCCUUCC G CUGCAUGA 


12787 


UCAUGCAG GCCGAAAGGCGAGUGAGGUCU GGAAGGGC 


31162 


4345 


6685 


CUUCCGCU G CAUGAGGA 


12788 


UCCUCAUG GCCGAAAGGCGAGUGAGGUCU AGCGGAAG 


31163 


4371 


6659 


CUCCCAUG G UCAUCACA 


12789 


UGUGAUGA GCCGAAAGGCGAGUGAGGUCU CAUGGGAG 


31164 


4389 


6641 


UCAAUAAG G CAAUCAAG 


12790 


CUUGAUUG GCCGAAAGGCGAGUGAGGUCU CUUAUUGA 


31165 


4398 


6632 


CAAUCAAG G CAAUUGUC 


12791 


GACAAUUG GCCGAAAGGCGAGUGAGGUCU CUUGAUUG 


31166 


4404 


6626 


AGGCAAUU G UCUGAAGA 


12792 


UCUUCAGA GCCGAAAGGCGAGUGAGGUCU AAUUGCCU 


31167 


4413 


6617 


UCUGAAGA G CAUCUGGC 


12793 


GCCAGAUG GCCGAAAGGCGAGUGAGGUCU UCUUCAGA 


31168 


4420 


6610 


AGCAUCUG G CAGUUCCU 


12794 


AGGAACUG GCCGAAAGGCGAGUGAGGUCU CAGAUGCU 


31169 


4423 


6607 


AUCUGGCA G UUCCUCCA 


12795 


UGGAGGAA GCCGAAAGGCGAGUGAGGUCU UGCCAGAU 


31170 


4434 


6596 


CCUCCAGG G CCAUUCUG 


12796 


CAGAAUGG GCCGAAAGGCGAGUGAGGUCU CCUGGAGG 


31171 


4442 


6588 


GCCAUUCU G UGAGCUCU 


12797 


AGAGCUCA GCCGAAAGGCGAGUGAGGUCU AGAAUGGC 


31172 


4446 


6584 


UUCUGUGA G CUCUUCCU 


12798 


AGGAAGAG GCCGAAAGGCGAGUGAGGUCU UCACAGAA 


31173 


4464 


6566 


CUUUCUCU G CAGUGGCC 


12799 


GGCCACUG GCCGAAAGGCGAGUGAGGUCU AGAGAAAG 


31174 


4467 


6563 


UCUCUGCA G UGGCCACA 


12800 


UGUGGCCA GCCGAAAGGCGAGUGAGGUCU UGCAGAGA 


31175 


4470 


6560 


CUGCAGUG G CCACAACG 


12801 


CGUUGUGG GCCGAAAGGCGAGUGAGGUCU CACUGCAG 


31176 


4478 


6552 


GCCACAAC G UACAUGGU 


12802 


ACCAUGUA GCCGAAAGGCGAGUGAGGUCU GUUGUGGC 


31177 


4485 


6545 


CGUACAUG G UGUCAAGU 


12803 


ACUUGACA GCCGAAAGGCGAGUGAGGUCU CAUGUACG 


31178 


4467 


6543 


UACAUGGU G UCAAGUGC 


12804 


GCACUUGA GCCGAAAGGCGAGUGAGGUCU ACCAUGUA 


31179 


4492 


6538 


GGUGUCAA G UGCUUCCC 


12805 


GGGAAGCA GCCGAAAGGCGAGUGAGGUCU UUGACACC 


31180 


4494 


6536 


UGUCAAGU G CUUCCCAU 


12806 


AUGGGAAG GCCGAAAGGCGAGUGAGGUCU ACUUGACA 


31181 


4503 


6527 


CUUCCCAU G UCUUCCCC 


12807 


GGGGAAGA GCCGAAAGGCGAGUGAGGUCU AUGGGAAG 


31182 


4517 


6513 


CCCAUGAA G UGCUCAGG 


12806 


CCUGAGCA GCCGAAAGGCGAGUGAGGUCU UUCAUGGG 


31183 


4519 


6511 


CAUGAAGU- G CUCAGGCA 


12809 


UGCCUGAG GCCGAAAGGCGAGUGAGGUCU ACUUCAUG 


31184 


4525 


6505 


GUGCUCAG G CAUCUUUC 


12810 


GAAAGAUG GCCGAAAGGCGAGUGAGGUCU CUGAGCAC 


31185 


4549 


6481 


CUCAAUGA G CCCUAUCU 


12811 


AGAUAGGG GCCGAAAGGCGAGUGAGGUCU UCAUUGAG 


31186 


4564 


6466 


CUGAGAAC G UUUUCCCG 


12812 


CGGGAAAA GCCGAAAGGCGAGUGAGGUCU GUUCUCAG 


31187 


4575 


6455 


! UUCCCGAG G CGAAGUCC 


12813 


GGACUUCG GCCGAAAGGCGAGUGAGGUCU CUCGGGAA 


31188 


4580 


6450 


GAGGCGAA G UCCUUGAA 


12814 


UUCAAGGA GCCGAAAGGCGAGUGAGGUCU UUCGCCUC 


31189 


4590 


6440 


CCUUGAAC G CCUUUAGU 


12815 


ACUAAAGG GCCGAAAGGCGAGUGAGGUCU GUUCAAGG 


31190 




C A ~\ "X 

bi J j 


(JuUwUU UA U Uli<Jv_.UUGU 


12816 


ACCAGGCA GCCGAAAGGCGAGUGAGGUCU UAAAGGCG 


31191 


4599 


6431 


| CCUUUAGU G CCUGGUGA 


12817 


UCACCAGG GCCGAAAGGCGAGUGAGGUCU ACUAAAGG 


31192 


4604 


6426 


AGUGCCUG G UGAUCCGA 


12818 


UCGGAUCA GCCGAAAGGCGAGUGAGGUCU CAGGCACU 


31193 


4613 


6417 


UGAUCCGA G UACACCCU 


12819 


AGGGUGUA GCCGAAAGGCGAGUGAGGUCU UCGGAUCA 


31194 


4623 


6407 


ACACCCUG G CGUCAAUC 


12820 


GAUUGACG GCCGAAAGGCGAGUGAGGUCU CAGGGUGU 


31195 


4625 


6405 


ACCCUGGC G UCAAUCCA 


12821 


UGGAUUGA GCCGAAAGGCGAGUGAGGUCU GCCAGGGU 


31196 


4634 


6396 


UCAAUCCA G CGCGGCCU 


12822 


AGGCCGCG GCCGAAAGGCGAGUGAGGUCU UGGAUUGA 


31197 


4636 


6394 


AAUCCAGC G CGGCCUCA 


12823 


UGAGGCCG GCCGAAAGGCGAGUGAGGUCU GCUGGAUU 


31198 


4639 


6391 


CCAGCGCG G CCUCAGAA 


12824 


UUCUGAGG GCCGAAAGGCGAGUGAGGUCU CGCGCUGG 


31199 


4663 


6367 


UUCACCAA G CUUCGUGA 


12825 


UCACGAAG GCCGAAAGGCGAGUGAGGUCU UUGGUGAA 


31200 
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4668 


6362 


CAAGCOUC G UGAUGACU 


12826 


AGUCAUCA GCCGAAAGGCGAGUGAGGUCU GAAGCUUG 


31201 


4685 


6345 


UCCACUUC G UUGUUGUC 


12827 


GACAACAA GCCGAAAGGCGAGUGAGGUCU GAAGUGGA 


31202 


4688 


6342 


ACUUCGUU G UUGUCUUC 


12828 


GAAGACAA GCCGAAAGGCGAGUGAGGUCU AACGAAGU 


31203 


4691 


6339 


UCGUUGUU G UCUUCUAA 


12829 


UUAGAAGA GCCGAAAGGCGAGUGAGGUCU AACAACGA 


31204 


4704 


6326 


CUAAAAUU G UGUUUGUC 


12830 


GACAAACA GCCGAAAGGCGAGUGAGGUCU AAUUUUAG 


31205 


4706 


6324 


AAAAUUGU G UUUGUOCU 


12831 


AGGACAAA GCCGAAAGGCGAGUGAGGUCU ACAAUUUU 


31206 


4710 


6320 


UUGUGUUU G UCCUAGGA 


12832 


UCCUAGGA GCCGAAAGGCGAGUGAGGU CU AAAUA.UAA 


31207 


4727 


6303 


CCAUCAAA G CACCACCU 


12833 


AGGUGGUG GCCGAAAGGCGAGUGAGGUCU UUUGAUGG 


31208 


4739 


6291 


CACCUCCG G UCGUGGUA 


12834 


UACCACGA GCCGAAAGGCGAGUGAGGUCU CGGAGGUG 


31209 


4742 


6288 


CUCCGGUC G UGGUAUGA 


12835 


UCAUACCA GCCGAAAGGCGAGUGAGGUCU GACCGGAG 


31210 


4745 


6285 


CGGUCGUG G UAUGACAC 


12836 


GUGUCAUA GCCGAAAGGCGAGUGAGGUCU CACGACCG 


31211 


4758 


6272 


ACACUCCA G CCGCUGCA 


12837 


UGCAGCGG GCCGAAAGGCGAGUGAGGUCU UGGAGUGU 


31212 


4761 


6269 


CUCCAGCC G CDGCAACC 


12838 


GGUUGCAG GCCGAAAGGCGAGUGAGGUCU GGCUGGAG 


31213 


4764 


6266 


CAGCCGCU G CAACCUUG 


12839 


CAAGGUUG GCCGAAAGGCGAGUGAGGUCU AGCGGCUG 


31214 


4772 


6258 


GCAACCUU G UAAGCCAG 


12840 


CUGGCUUA GCCGAAAGGCGAGUGAGGUCU AAGliU JGC 


31215 


4776 


6254 


CCUUGUAA G CCAGCCAA 


12841 


UUGGCUGG GCCGAAAGGCGAGUGAGGUCU UUACAAGG 


31216 


4780 


6250 


GUAAGCCA G CCAAACUG 


12842 


CAGUUUGG GCCGAAAGGCGAGUGAGGUCU UGGCUUAC 


31217 


4789 


6241 


CCAAACUG G CAGAUCUG 


12843 


CAGAUCUG GCCGAAAGGCGAGUGAGGUCU CAGUUUGG 


31218 


4797 


6233 


GCAGAUCU G CAGUCCUC 


12844 


GAGGACUG GCCGAAAGGCGAGUGAGGUCU AGAUCUGC 


31219 


4800 


6230 


GAUCUGCA G UCCUCAAC . 


12845 


GUUGAGGA GCCGAAAGGCGAGUGAGGUCU UGCAGAUC 


31220 


4810 


6220 


CCUCAACA G UUCCAGAA 


12846 


UUCUGGAA GCCGAAAGGCGAGUGAGGUCU UGUUGAGG 


31221 


4820 


6210 


UCCAGAAA G UUUUUUCU 


12B47 


AGAAAAAA GCCGAAAGGCGAGUGAGGUCU UUUCGGGA 


31222 


4843 


6187 


UCCUCUGA G CCGGUAUU 


12848 


AAUACCGG GCCGAAAGGCGAGUGAGGUCU UCAGAGGA 


31223 


4847 


6183 


CUGAGCCG G UAUUCCCC 


12849 


GGGGAAUA GCCGAAAGGCGAGUGAGGUCU CGGCUCAG 


31224 


4863 


6167 


CAUCCAUG G UAUAIJACC 


12850 


GGUAUAUA GCCGAAAGGCGAGUGAGGUCU CAUGGAUG 


31225 


4879 


6151 


CUUCUCAC G CUOJGGUU 


12851 


AACCAGAG GCCGAAAGGCGAGUGAGGUCU GUGAGAAG 


31226 


4885 


6145 


ACGCUCUG G UUGGUAGA 


12852 


UCUACCAA GCCGAAAGGCGAGUGAGGUCU CAGAGCGU 


31227 


4889 


6141 


UCUGGUUG G UAGAAUUG 


12853 


CAAUUCUA GCCGAAAGGCGAGUGAGGUCU CAACCAGA 


31228 


4899 


6131 


AGAAUUGA G CGAUCAGU 


12854 


ACUGAUCG GCCGAAAGGCGAGUGAGGUCU UCAAUUCU 


31229 


4906 


6124 


AGCGAUCA G UCCGUUUG 


12855 


CAAACGGA GCCGAAAGGCGAGUGAGGUCU UGAUCGCU 


31230 


4910 


6120 


AUCAGUCC G UUUGGCAU 


12856 


AUGCCAAA GCCGAAAGGCGAGUGAGGUCU GGACUGAU 


31231 


4915 


6115 


S UCCGUUUG G CAUGUUGA 


12857 


UCAACAUG GCCGAAAGGCGAGUGAGGUCU CAAACGGA 


31232 


4919 


6111 


UUUGGCAU G UUGAUGUU 


12856 


AACAUCAA GCCGAAAGGCGAGUGAGGUCU AUGCCAAA 


31233 


4925 


6105 


AUGUUGAU G UUGUCCAG 


12859 


CUGGACAA GCCGAAAGGCGAGUGAGGUCU AUCAACAU 


31234 


4928 


6102 


UUGAUGUU G UCCAGCAU 


12860 


AUGCUGGA GCCGAAAGGCGAGUGAGGUCU AACAUCAA 


31235 


4933 


6097 


GUUGUCCA G CAUGAUUC 


12861 


GAAUCAUG GCCGAAAGGCGAGUGAGGUCU UGGACAAC 


31236 


4942 


6068 


CAUGAUUC G UGCCUCAG 


12862 


CUGAGGCA GCCGAAAGGCGAGUGAGGUCU GAAUCAUG 


31237 


4944 


6086 


UGAUUCGU G CCUCAGUC 


12663 


GACUGAGG GCCGAAAGGCGAGUGAGGUCU ACGAAUCA 


31238 


4950 


6080 


GUGCCUCA G UCCAAUGG 


12864 


CCAUUGGA GCCGAAAGGCGAGUGAGGUCU UGAGGCAC 


31239 


4959 


6071 


UCCAAUGG G CGAAGUUC 


12865 


GAACUUCG GCCGAAAGGCGAGUGAGGUCU CCAUUGGA 


31240 


4964 


6066 


UGGGCGAA G UUCGAGUC 


12866 


GACUCGAA GCCGAAAGGCGAGUGAGGUCU UUCGCCCA 


31241 


4970 


6060 


AAGUUCGA G UCGUCUUC 


12867 


GAAGACGA GCCGAAAGGCGAGUGAGGUCU UCGAACUU 


31242 


4973 


6057 


UUCGAGUC G UCUUCAUU 


12868 


AAUGAAGA GCCGAAAGGCGAGUGAGGUCU GACUCGAA 


31243 


4983 


6047 


CUUCAUUC G UGUGCCCC 


12869 


GGGGCACA GCCGAAAGGCGAGUGAGGUCU GAAUGAAG 


31244 


4985 


6045 


UCAUUCGU G UGCCCCCC 


12870 


GGGGGGCA GCCGAAAGGCGAGUGAGGUCU ACGAAUGA 


31245 


4987 


6043 


AUUCGUGU G CCCCCCAU 


12871 


AUGGGGGG GCCGAAAGGCGAGUGAGGUCU ACACGAAU 


31246 


5000 


6030 


CCAUAACA G UACUCAUC 


12872 


GAUGAGUA GCCGAAAGGCGAGUGAGGUCU UGUUAUGG 


31247 


5017 


6013 


ACCAACUU G CGACGOAU 


12873 


AUCCGUCG GCCGAAAGGCGAGUGAGGUCU AAGUUGGU 


31248 


5038 


5992 


ACCGAUAC G UCCACGUC 


12874 


GACGUGGA GCCGAAAGGCGAGUGAGGUCU GUAUCGGU 


31249 


5044 


5986 


ACGUCCAC G UCUCUGGG 


12875 


CCCAGAGA GCCGAAAGGCGAGUGAGGUCU GUGGACGU 


31250 


5052 


5978 


GUCUCUGG G CGGCACUA 


12876 


UAGUGCCG GCCGAAAGGCGAGUGAGGUCU C GAG AG AC 


31251 


5055 


5975 


VCUGGQCG G CACUAGCU 


12877 


AGCUAGUG GCCGAAAGGCGAGUGAGGUCU CGCCCAGA 


31252 


5061 


5969 


CGGCACUA G CUGCUGUC 


12878 


GACAGCAG GCGGAAAGUCUAGUUAUUUCU UAliUUtUJ 




5064 


5966 


CACUAGCU G CUGUCACU 


12879 


AGUGACAG GCCGAAAGGCGAGUGAGGUCU AGCUAGUG 


31254 


5067 


5963 


UAGCUGCU G UCACUGCA 


12880 


UGCAGUGA GCCGAAAGGCGAGUGAGGUCU AGCAGCUA 


31255 


5073 


5957 


CUGUCACU G CAGAUGGU 


12881 


ACCAUCUG GCCGAAAGGCGAGUGAGGUCU AGUGACAG 


31256 


5080 


5950 


UGCAGAUG G UUCUCCCA 


12882 


UGGGAGAA GCCGAAAGGCGAGUGAGGUCU CAUCUGCA 


31257 


5112 


5918 


CUCCUUCU G UUAUGAUG 


12883 


CAUCAUAA GCCGAAAGGCGAGUGAGGUCU AGAAGGAG 


31258 


5121 


5909 


UUAUGAUG G UUGGUUUC 


12884 


GAAACCAA GCCGAAAGGCGAGUGAGGUCU CAUCAUAA 


31259 


5125 


5905 


GAUGGUUG G UUUCACAC 


12885 


GUGUGAAA GCCGAAAGGCGAGUGAGGUCU CAACCAUC 


31260 


5141 


5869 


CUCUUCCG G CUGUCAAU 


12886 


AUUGACAG GCCGAAAGGCGAGUGAGGUCU CGGAAGAG 


31261 


5144 


5886 


UUCCGGCU G UCAAUCAC 


12887 


GUGAUUGA GCCGAAAGGCGAGUGAGGUCU AGCCGGAA 


31262 



363 



WO 02/068637 



Table X 



PCT/US01/48350 



5156 


5874 


AUCACCCG G CUCGCCUU 


12888 


AAGGCGAG GCCGAAAGGCGAGUGAGGUCU AGGGUGAU 


31263 


5160 


5870 


CCCUGCUC G CCUUGAAG 


12889 


CUUCAAGG GCCGAAAGGCGAGUGAGGUCU GAGCAGGG 


31264 


5168 


5862 


GCCUUGAA G UUAGCCCC 


12890 


GGGGCOAA GCCGAAAGGCGAGUGAGGUCU UUCAAGGC 


31265 


5172 


585B 


UGAAGUUA G CCCCCAUU 


12891 


AAUGGGGG GCCGAAAGGCGAGUGAGGUCU UAACUUCA 


31266 


5189 


5841 


UCAGAUAU G UCUGUUGU 


12892 


ACAACAGA GCCGAAAGGCGAGUGAGGUCU AUAUCUGA 


31267 


5193 


S837 


AUAUGUCU G UUGUGAUA 


12893 


UAUCACAA GCCGAAAGGCGAGUGAGGUCU AGACAUAU 


31268 


5196 


5834 


UGUCUGUU G UGADAACA 


12894 


UGUUAUCA GCCGAAAGGCGAGUGAGGUCU AACAGACA 


31269 


5207 


5823 


AUAACAAA G UCCCAAUC 


12895 


GAUUGGGA GCCGAAAGGCGAGUGAGGUCU UUUGUUAU 


31270 


5219 


5811 


CAAUCAUC G UUCUUACA 


12896 


UGUAAGAA GCCGAAAGGCGAGUGAGGUCU GAUGAUUG 


31271 


5234 


5796 


CAUUUUGG G UACUCCGU 


12897 


ACGGAGUA GCCGAAAGGCGAGUGAGGUCU CCAAAAUG 


31272 


5241 


5789 


GGUACUCC G UCUCGUAC 


12898 


GUACGAGA GCCGAAAGGCGAGUGAGGUCU GGAGUACC 


31273 


5246 


5784 


UCCGUCUC G UACGACUU 


12899 


AAGUCGUA GCCGAAAGGCGAGUGAGGUCU GAGACGGA 


31274 


5258 


5772 


GACUUUCU G UUCAAUUG 


12900 


CAAUUGAA GCCGAAAGGCGAGUGAGGUCU AGAAAGUC 


31275 


5283 


5747 


UCUUUCCA G CACGUUGU 


12901 


ACAACGUG GCCGAAAGGCGAGUGAGGUCU UGGAAAGA 


31276 


5287 


5743 


UCCAGCAC G UUGUAGGC 


12902 


GCCUACAA GCCGAAAGGCGAGUGAGGUCU GUGCUGGA 


31277 


5290 


5740 


AGCACGUU G UAGGCAAA 


12903 


UUUGCCUA GCCGAAAGGCGAGUGAGGUCU AACGUGCU 


31278 


5294 


5736 


CGUUGUAG G CAAAGGGC 


12904 


GCCCUUUG GCCGAAAGGCGAGUGAGGUCU CUACAACG 


31279 


5301 


5729 


GGCAAAGG G CAAUCUCA 


12905 


UGAGAUUG GCCGAAAGGCGAGUGAGGUCU CCUUUGCC 


31280 


5329 


5701 


GACACUAG G CACAAACC 


12906 


GGUUUGUG GCCGAAAGGCGAGUGAGGUCU CUAGUGUC 


31281 


5343 


5687 


ACCAAACC G UCUUCCCG 


12907 


CGGGAAGA GCCGAAAGGCGAGUGAGGUCU GGUUUGGU 


31262 


5352 


5678 


UCUUCCCG G UGUAUUCU 


12908 


AGAAUACA GCCGAAAGGCGAGUGAGGUCU CGGGAAGA 


31283 


5354 


5676 


UUCCCGGU G UAUUCUGU 


12909 


ACAGAAUA GCCGAAAGGCGAGUGAGGUCU ACCGGGAA 


31284 


5361 


5669 


UGUAUUCU G UGAUCCAU 


12910 


AUGGAUCA GCCGAAAGGCGAGUGAGGUCU AGAAUACA 


31285 


5372 


5658 


AUCCAUUC G UAUCCAGA 


12911 


UCUGGAUA GCCGAAAGGCGAGUGAGGUCU GAAUGGAU 


31286 


5381 


5649 


UAUCCAGA G UUCCAAGC 


12912 


GCUUGGAA GCCGAAAGGCGAGUGAGGUCU UCUGGAUA 


31287 


5388 


5642 


AGUUCCAA G CUCGAUCC 


12913 


GGAUCGAG GCCGAAAGGCGAGUGAGGUCU UUGGAACU 


31288 


5406 


5624 


GGAUCUCA G UCUGUAAG 


12914 


CUUACAGA GCCGAAAGGCGAGUGAGGUCU UGAGAUCC 


31289 


5410 


5620 


CUCAGUCU G UAAGUCGG 


12915 


CCGACUUA GCCGAAAGGCGAGUGAGGUCU AGACUGAG 


31290 


5414 


5616 


GUCUGUAA G UCGGAAAU 


12916 


AUUUCCGA GCCGAAAGGCGAGUGAGGUCU UUACAGAC 


31291 


5425 


5605 


GGAAAUUG G UGAAUUGG 


12917 


CCAAUUCA GCCGAAAGGCGAGUGAGGUCU CAAUUUCC 


31292 


5454 


5576 


GAUCUGAA G UGCCUGGU 


12918 


ACCAGGCA GCCGAAAGGCGAGUGAGGUCU UUCAGAUC 


31293 


5456 


5574 


UCUGAAGU G CCUGGUGG 


12919 


CCACCAGG GCCGAAAGGCGAGUGAGGUCU ACUUCAGA 


31294 


5461 


5569 


AGUGCCUG G UGGGGUGG 


12920 


CCACCCCA GCCGAAAGGCGAGUGAGGUCU CAGGCACU 


31295 


5466 


5564 


CUGGUGGG G UGGCUGUC 


12921 


GACAGCCA GCCGAAAGGCGAGUGAGGUCU CCCACCAG 


31296 


5469 


5561 


GUGGGGUG G CUGUCAUG 


12922 


CAUGACAG GCCGAAAGGCGAGUGAGGUCU CACCCCAC 


31297 


5472 


5558 


GGGUGGCU G UCAUGAAU 


12923 


AUUCAUGA GCCGAAAGGCGAGUGAGGUCU AGCCACCC 


31298 


5484 


5546 


| UGAAUAUU G CCGCCGCC 


12924 


GGCGGCGG GCCGAAAGGCGAGUGAGGUCU AAUAUUCA 


31299 


5487 


5543 


AUAUUGCC G CCGCCUCC 


12925 


GGAGGCGG GCCGAAAGGCGAGUGAGGUCU GGCAAUAU 


31300 


5490 


5540 


UUGCCGCC G CCUCCCCU 


12926 


AGGGGAGG GCCGAAAGGCGAGUGAGGUCU GGCGGCAA 


31301 


5500 


5530 


CUCCCCUA G CUCOACCU 


12927 


AGGUCGAG GCCGAAAGGCGAGUGAGGUCU UAGGGGAG 


31302 


5511 


5519 


CGACCUUU G UGGAAAUG 


12928 


CAUUUCCA GCCGAAAGGCGAGUGAGGUCU AAAGGUCG 


31303 


5519 


5511 


GUGGAAAU G UAACCUCU 


12929 


AQAGGUUA GCCGAAAGGCGAGUGAGGUCU AUUUCCAC 


31304 


5529 


5501 


AACCUCUU G CUGCAAUG 


12930 


CAUUGCAG GCCGAAAGGCGAGUGAGGUCU AAGAGGUU 


31305 


5532 


5498 


CUCUUGCU G CAAUGCUA 


12931 


UAGCAUUG GCCGAAAGGCGAGUGAGGUCU AGCAAGAG 


31306 


5537 


5493 


GCUGCAAU G CUAGCUGG 


12932 


CCAGCUAG GCCGAAAGGCGAGUGAGGUCU AUUGCAGC 


31307 


5541 


5489 


CAAUGCUA G CUGGGUCG 


12933 


OGACCCAG GCCGAAAGGCGAGUGAGGUCU UAGCAUUG 


31308 


5546 


5484 


CUAGCUGG G UCGGUGAA 


12934 


UUCACCGA GCCGAAAGGCGAGUGAGGUCU CCAGCUAG 


31309 


5550 


5480 


CUGGGUCG G UGAAAUGA 


12935 


UCAUUUCA GCCGAAAGGCGAGUGAGGUCU CGACCCAG 


31310 


5559 


5471 


UGAAAUGA G CCUCAUCC 


12936 


GGAUGAGG GCCGAAAGGCGAGUGAGGUCU UCAUUUCA 


31311 


5579 


5451 


ACGAACAG G UUGUAGUU 


12937 


AACUACAA GCCGAAAGGCGAGUGAGGUCU OJGUUCGU 


31312 


5582 


5448 


AACAGGUU G UAGUUCGG 


12938 


CCGAACUA GCCGAAAGGCGAGUGAGGUCU AACCUGUU 


31313 


5585 


5445 


AGGUUGUA G UUCGGCAC 


12939 


GUGCCGAA GCCGAAAGGCGAGUGAGGUCU UACAACCU 


31314 


5590 


5440 


GUAGUUCG G CACCCUGU 


12940 


ACAGGGUG GCCGAAAGGCGAGUGAGGUCU CGAACUAC 


31315 


5597 


5433 


GGCACCCU G UGAGGAGA 


12941 


UCUCCUCA GCCGAAAGGCGAGUGAGGUCU AGGGUGCC 


31316 


5611 


5419 


AGACAUCA G CCUGUGGG 


12942 


CCCACAGG GCCGAAAGGCGAGUGAGGUCU UGAUGUCU 


31317 


5615 


5415 


AUCAGCCU G UGGGUGAG 


12943 


CUCACCCA GCCGAAAGGCGAGUGAGGUCU AGGCUGAU 


31316 


5619 


5411 


GCCUGUGG G UGAGGGUA 


12944 


UACCCUCA GCCGAAAGGCGAGUGAGGUCU CCACAGGC 


31319 


5625 


5405 


GGGUGAGG G UAGCAUGA 


12945 


UCAUGCUA GCCGAAAGGCGAGUGAGGUCU CCUCACCC 


31320 


5628 


5402 


UGAGGGUA G CAUGACAC 


12946 


GUGUCAUG GCCGAAAGGCGAGUGAGGUCU UACCCUCA 


31321 


5665 


5365 


UCCAUUAU G UUCUCUGG 


12947 


CCAGAGAA GCCGAAAGGCGAGUGAGGUCU AUAAUGGA 


31322 


5674 


5356 


UUCUCUGG G CACUGCGG 


12948 


COGCAGUG GCCGAAAGGCGAGUGAGGUCU CCAGAGAA 


31323 


5679 


5351 


UGGGCACU G CGGAUGUC 


12949 


GACAUCCG GCCGAAAGGCGAGUGAGGUCU AGUGCCCA 


31324 
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5685 


5345 


CUGCGGAU V9 UUUuuUnU 




fnrarraflA GTOTAAAflGCOAGUQAGGUCn AUCCGCAG i 


31325 


5690 


5340 


GAUGUCUG ut UACvJutoAU 


1 loci 


aTipfYvam 4^fH^AAJu^rwAv^iryw3GUCTi pahapattp 


31326 


5701 


5329 


pp^"»prttp_p Pft*"2TT/Vl IP 
(JCGGAUUG G uwUW-UL I 






31327 


5704 


5326 


pxttpppPR p nrTTTninR 
GAUGGGCA G ULv.UL.UuA 




TTr;an7if3n2v r^rv^ li a zi r^rriarnTC a f^rriTrn 7 nripppAnp 




5713 


5317 


TTnrTT(*TTP * P T TP P7 TTTf 1 ft f2 

ULCULUCA G UGUUULAG 




nnnannpa riprY^a AarinpnaPTTnarirrrTrT'T nrjanapna 




5715 


5315 


/w»rt»T/lll/1TT P PTTTTPRPPP 

CUCUCAGU G CUUCAGCC 




nnnrnaan nprHiaiiAnriPi*iaf3iTfjaw3TTPTT &ptm&nan 




5721 


5309 


rTTT/T/TTTTTPX /T n/1HITA!TniV 

GUGCUUCA G CCAUCUCA 


12956 


TT/TT\/T7\TTr?n nfW27ift ara^rYiaraTfiArarrTrTT imflBfiTAp 

UUiUaAUuo uL vAxH>iiijouU\zii'o U ijMvjo ULU UumliUlL 


Til 


5730 


5300 


CCAUCUCA G CAGCCACA | 


12957 


TT/TTT^/^/TTTrT pn/v Jv Jv JV/*2/T!r , /^X rOJTTiJVrt* , 2T t^TT TTTllVflTlTTrtrt 


O 1 MO 


5733 


5297 


UCUCAGCA G CCACAACC 


12958 






5745 


5285 


/im*/wittp p t tt t/t /tttp P^TT 

CAACCCUG G UUGGUGCU 




arrBrrftft rt/^rviAAArt/T'r , T*iAfi[iT/TAfV2TTr f TT paon/inTTn 

Au^AUUuV cVUjiUUv^UjiiVaUuhljuU^U wv^VavaUUvr 




5749 


5281 


CCUGGUUG G UGCUAGCA 


12960 


UvjLUAvjUA v^<JL^ AAALrvjCv^rAU U Lr/iLrO U L. U UHrtLLAbb 




5751 


5279 


UGGUUGGU G CUAGCACG 




UoUbCUAFj UXsAAAIjLtCoAVjU LxALj\j U v_ U AlJuAAUV-A 


J liJb 


5755 


5275 


UGGUGCUA G CACGGCUG 


12962 


/TT\/T^/T/-rTT/T /-1/TjT/ITA TV 7A f^r , /^/17i^ITTr'TiOfTrTnT TT7S /^OTA PO 7\ 

UACjUUvjUG vjCC\iAAAoGL\iAUUUAovjUuU uAuUALUrt 


J Uj / 


5760 


5270 


Artn o^n rip P /tt ipt i i TAT it* 

CUAGCACG G CUGUUCUC 


12963 


r'TAr'TA'nr'Tir' <r^rv , Bai\r!fO/v , Jv/*TTTr , iir , r , TTr , TT r»n Tn/^TTTA/^ 
UrtbAALrtU uU.L\3AAHiLA^\zAuUuAuvjUUU lA3Uo\~UiUj 


J IJJO 


5763 


5267 


GCACGGCU G UUCUCAGU 


12964 


Av-UoALxAA vjLOoAAAvjvjvJvjA^Ubxft!oL}U\-U AJoL.V»GUV9\» 




5770 


5260 


UGUUCUCA G UCUUCUGU 


12965 


ALAGAAGA GCGAaAAAGGUAiAGUGAGGUt-U UGAGAAUA 


■a i o/i pi 
J 1.5 4 U 


5777 


5253 ; 


AGUCUUCU G UUUAUGGC 




nnn t\ t tts aa orrvTs ?\ 7if^!/ir , r i 7A<nTTr , TA/r?/^ , TTr , TT anftft/^fti^iT 
GGLAUAAA GLvJI^AAAGGCGAl^GAGGUCU AGAAGAUU 


J 1J41 


5784 


5246 


UGUUUAUG G CCUCUUUG 


12967 


UAAAuAGG GGCGAAAoGGGAGUGAGGUt.U UAUAAAvJA 


3 


5800 


5230 


GAUGAUCU G UGGCAGAA 


12968 


tttt/^tto nrrfv nn/VTtT»T<r<nnnT»PTTOTinpT^nTT tv otvtt/^tvttp* 
UUCUGCCA GCCGAAAGGCGAGUGAGGUCU AGAUCAUC 


31343 


5803 


5227 


GAUCUGUG G CAGAAUCC 


12969 


TV f TT T/"»l T/5 /T/T/T/T TV 1\ Tl rtn/1/1 T. /TT T/T 7\ /TiTT T/TT T /TT* T\ O TV T T/T 

GGAUUCUG GCCGAAAGGCGAGUGAGGUCU CACAGAUC 


31344 


5817 


5213 


UCCUCCUU G UUUUACCG 


12970 


UGGUAAAA GLCGAAAJbGCGAGUGAGGUGU AAGGAGGA 


31345 


5826 


5204 


tTTTTTTTfi ppp /T r^nr*rw*f^f^ X 

UUUUACCG G CGCCGGGA 


12971 


UULuGGUG GGGGAAAGGCGAGUGAVJGUV.U UGGUAAAA 


11 iac 

j1J4o 


5828 


5202 


UUACCGGC G CCGGGAUG 


12972 


UAUUUUGG GGvJUAAAoGUajAGUGAGGUUU UIa*GGUAA 


31347 


5845 


5185 


GAGAUCCA G UACAGUGA 


/ J 






5850 


5180 


PPTVPTTR P T TP X TTPT TPT 7 

CCAGUACA G UGAUCUGU 


12974 


ftOftrtftTT^ft rt^rvaftftftf^/ll* , rT,ftr*lTTr , lV<T/ , TTr , TT TTrTrT7i r^TTCir' 
HU\UAULA U\-VA±AftAoVaV-.*viAv3 'JuAVjVjU^U UuUnLUou 


11 1 A Q 


5857 


5173 


AGUGAUCU G UUUUUUCC 


12975 


nruBiuina ^r^rv^a Rar2r2/v , Rr*TTr , Rr , r r rTnT 2vr , ftTTr , ftnT 
VTvUuuuuui \j^LXaAArU3*jrC\iAvjULiA?ovjUL.U ALuiULnLU 


n i cn 
J l j du 


5869 


5161 


UUUCCUCA G CAUCUCAG 


12976 j 


GUGAGAUG GGGGAAAGGGGAGUGALjGUGU UGAGGAAA 


J139J. 


5878 


5152 


CAUCUCAG G UUCGAAUC 


12977 


/t tvt tt t/t/t tv TV PPPPTi R ftnPPT Tl PTTPTKTPTTPIT /Tr t/t 7\ /T t\ T T/" 1 

GAUUvJGAA G GL.GAAAGG UGAGU GAGG U L. U GUGAGAUG 


3 1352 


5889 


5141 


CGAAUCCG G CUGGGAUU 




RRTtr , r»r»Rn pp/vis r RP?p'rv^7vP , TTP , Rn/^TTPm ppptittitpp 
AAUULGAG GGGGAAAGGGGAGUGAGGUGU GGGAUUCG 


1 1 1C1 

3 IJb J 


5899 


5131 


UGGGAUUG G CUCAUCCA 


12979 


f T^l /T TV T T/'l TV /T <I/1/VT1V Tt KDA/Vlk ATTflTirtr'TT/TTT ATi TtTT/TltrTK 

UGGAUGAG GCCGAAAGGCGAGUGAGGUCU CAAUCCCA 


31354 


5920 


5110 


UUCACCCU G CACUAUCG 


12980 


witi TTTi rrtT/^ P/i/vt» Ti»AP/viii/TiTniin/iTT/TiT tv nn^TTn tv t\ 

CGAUAGUG GCCGAAAGGCGAGUGAGGUCU AGGGUGAA 


31355 


5928 


5102 


GCACUAUC G CGCUUAUG 


12981 


^TVTTH XH^V^ /T/T/T/TTV X H r^/T /T/T TV /TTT/T 11 /Tr'TT T^TT T /TXT T7\ /TT TfT /T 

CAUAAGCG GCCGAAAGGCGAGUGAGGUCU GAUAGUGC 


31356 


5930 


5100 


ACUAUCGC G CUUAUGUA 


12982 


TTX/TXTTXX/T /T/T/T/T X X X r^/T/T/T x r»T tn» OHTTflTT nrVTMTHPTT 

UACAUAAG GCCGAAAGGCGAGUGAGGUCU GCGAUAGU 


31357 


5936 


5094 


n^mm tti>tt /T TimTro/ino 

GCGCUUAU G UAUGAGCC 


12983 


PPrTTPlMln PPPPTlHTiPjPPPTiPTTPTiPPTTPlT RTTR TIPHPP 

GGGUGAUA GGGGAAAGGCGAGUGAGGUCU AUAAGGGC 


31358 


5942 


5088 


AUGUAUGA G CCGUUGGG 


12984 


X Wri X XH/T /TXT x/TTTrrx /t/tt THTT T T/T TV T T7V *TX T T 

CCCAACGG GCCGAAAGGCGAGUGAGGUCU UCAUACAU 


31359 


5945 


5085 


ItMff^lin^^ ^1 T TTT/^#*"*^I/*1 1\ 

UAUGAGCC G UUGGGCAU 


12985 


MTPPPPRR PPPPJlATiPJPPPTiPTTPTlPPTTPTT /rr"1 /TT T/T x T T7\ 

AUbLCGAA GGGGAAAGGUGAGU GAGG ULU GGGUGAUA 


31360 


5950 


5080 


GCCGUUQG G CAUUAUGA 


12986 


TT/TXTT7V UTTfl rt/**PV5R R R/'VIPVIR/^TTP'R/V^TTP'TT PPAAPPPP 

UCAUAAUG GCCGAAAGGCGAGUGAGGUCU CCAACGGC 


31361 


5966 


5064 


XPTTPPXTYTT P PP TVTT7V 7\ J* P 

ACUCCAUU G CCAUAAAG 


12987 


/tt TT TT T A T Tfir* f^'fTY^'R. R AflPPPHPTTPTAPPTTPTT ftRTTlVROTT 

UUUUAUGG GGGuAAAL^UUAGUGAGGULU AAUGGAIGU 


"3 1 id 

J 13o 2 


5974 


5056 


GCCAUAAA G CCCAAUCA 


12988 


nP»RTTTTP»P»P» r^O/^/^7V TV TV PT/T/T/TX /TT T/"^ X Z" 1 /TT T /^TT TTT TT TT\ T T/T/T /T 

UGAUUGGG GCCGAAAGGCGAGUGAGGUCU UUUAUGGC 


31363 


5990 


5040 


unKTTnitnn ft Til 1 1 1 1 1 1 TPT T/"1 

ACAUCACC G UUUUUGUC 


12989 


P^RORRRRR f^f~*f^f^T\ R !\PJPPP7(PtTf1T\PPTTPTT f!T*t TP" TiTTPl T 

GACAAAAA GGCGAAAGGCGAGUGAGGUCU GGUGAUGU 


31364 


5996 


5034 


/TP/T! TT TT TTTTT P PTTX TT 

CCGUUUUU G UCCACUAU 


12990 


XTTTS f*n/~*r* A PI/*»/iP<R R RP!P'PIP»RP»TTP«RP , PTTP'7T XXXXX/t/t/t 

AUAGUGGA GCCGAAAGGCGAGUGAGGUCU AAAAACGG 


31365 


6007 


5023 


r"| * /TT TT\ TTTY/T T T/T X P/T/TT TP 

CACUAUUG G UGAGCCUG 


12991 


PTlP^PTTPfi PPPPTlSliPPPPTiPTTPBPPftPfT P"R 7\TTRP*TT/* 

CAGGCUCA GCCGAAAGGCGAGUGAGGUCU CAAUAGUG 


31366 


6011 


5019 


X TTf T/IOTTH X P /T /TT TO X 7 TPT T 

AUUGGUGA G CCUGAUGU 


12992 


X P^T^ TTP*7\ /~*f~> PPPPiTIRPPPPTtPTTPRPPTTPTT TTP^RP^P*R RTT 

ACAUCAGG GC CGAAAGGCGAG U GAoG ULU UCACCAAU 


31367 


6018 


5012 


KAnnrfnMT p tttt<t^x riTTn 

AGCCUGAU G UUCCAGUG 


12993 


nTinrmnn n /t^i/t/^i x x x /t/t/t/t x ^t t^i x /^/tt t/ttt KTTnAn^PiT 

CACUGGAA GCCGAAAGGCGAGUGAGGUCU AUCAGGCU 


31368 


6024 


5006 
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31480 


6950 


4080 


CUGAUCAA G CUGCCUAU 


13106 


AUAGGCAG GCCGAAAGGCGAGUGAGGUCU UUGAUCAG 


31481 


6953 


4077 


AUCAAGCU G CCUAUUCC 


13107 


GGAAUAGG GCCGAAAGGCGAGUGAGGUCU AGCUUGAU 


31482 


6973 


4057 


CAUCAACA G CAGUAUCC 


13108 


GGAUACUG GCCGAAAGGCGAGUGAGGUCU UGUUGAUG 


31483 


6976 


4054 


CAACAGCA G UAUCCUGU 


13109 


ACAGGAUA GCCGAAAGGCGAGUGAGGUCU UGCUGUUG 


31484 


6983 


4047 


AGUAUCCU G UACACAUC 


13110 


GAUGUGUA GCCGAAAGGCGAGUGAGGUCU AGGAUACU 


31485 


7001 


4029 


AGAUUCAA G CAUCUCAG 


13111 


CUGAGAUG GCCGAAAGGCGAGUGAGGUCU UUGAAUCU 


31486 


7009 


4021 


GCAUCUCA G CCCGGGUG 


13112 


CACCCGGG GCCGAAAGGCGAGUGAGGUCU UGAGAUGC 


31487 


7015 


4015 


CAGCCCGG G UGUUAGCA 


13113 


UGCUAACA GCCGAAAGGCGAGUGAGGUCU CCGGGCUG 


31488 


7017 


4013 


GCCCGGGU G UUAGCAGG 


13114 


CCUGCUAA GCCGAAAGGCGAGUGAGGUCU ACCCGGGC 


31489 


7021 


4009 


GGGUGUUA G CAGGGCUA 


13115 


UAGCCCUG GCCGAAAGGCGAGUGAGGUCU UAACACCC 


31490 


7026 


4004 


UUAGCAGG G CUAGCAGC 


13116 


GCUGCUAG GCCGAAAGGCGAGUGAGGUCU CCUGCUAA 


31491 


7030 


4000 


CAGGGCUA G CAGCGGAA 


13117 


UUCCGCUG GCCGAAAGGCGAGUGAGGUCU UAGCCCUG 


31492 


7033 


3997 


GGCUAGCA G CGGAACAA 


13118 


UUGUUCCG GCCGAAAGGCGAGUGAGGUCU UGCUAGCC 


31493 


7046 


3984 


ACAACCAC G UUUGAUGU 


13119 


ACAUCAAA GCCGAAAGGCGAGUGAGGUCU GUGGUUGU 


31494 


7053 


3977 


CGUUUGAU G UCGUUGUG 


13120 


CACAACGA GCCGAAAGGCGAGUGAGGUCU AUCAAACG 


31495 


7056 


3974 


UUGAUGUC G UUGUGAAU 


13121 


AUUCACAA GCCGAAAGGCGAGUGAGGUCU GACAUCAA 


31496 


7059 


3971 


AUGUCGUU G UGAAUGUU 


13122 


AACAUUCA GCCGAAAGGCGAGUGAGGUCU AACGACAU 


31497 


7065 


3965 


UUGUGAAU G UUAUGGCU 


13123 


AGCCAUAA GCCGAAAGGCGAGUGAGGUCU AUUCACAA 


31498 


7071 


3959 


AUGUUAUG G CUCUCAGU 


13124 


ACUGAGAG GCCGAAAGGCGAGUGAGGUCU CAUAACAU 


31499 


7078 


3952 


GGCUCUCA G UAUCAUCC 


13125 


GGAUGAUA GCCGAAAGGCGAGUGAGGUCU UGAGAGCC 


31500 


7089 


3941 










7095 


3935 


AAGCUACC G CCAGUGAA 


13127 


UUCACUGG GCCGAAAGGCGAGUGAGGUCU GGUAGCUU 


31502 


7099 


3931 


UACCGCCA G UGAAUUCA 


13128 


UGAAUUCA GCCGAAAGGCGAGUGAGGUCU UGGCGGUA 


31503 


7129 


3901 


CUCCCAGA G CAGAAUUU 


13129 


AAAUUCUG GCCGAAAGGCGAGUGAGGUCU UCUGGGAG 


31504 


7139 


3891 


AGAAUUUG G CGGGCAUC 


13130 


GAUGCCCG GCCGAAAGGCGAGUGAGGUCU CAAAUUOJ 


31505 


7143 


3887 


UUUGGCGG G CAUCGUGA 


13131 


UCACGAU3 GCCGAAAGGCGAGUGAGGUCU CCGCCAAA 


31506 


7148 


3882 


CGGGCAUC G UGAUAAGC 


13132 


GCUUAUCA GCCGAAAGGCGAGUGAGGUCU GAUGCCCG 


31507 


7155 


3875 


CGUGAUAA G CCAUUUGA 


13133 


UCAAAUGG GCCGAAAGGCGAGUGAGGUCU UUAUCACG 


31508 


7173 


3857 


AGAAAACA G CCGCCAAC 


13134 


GUUGGCGG GCCGAAAGGCGAGUGAGGUCU UGUUUUCU 


31509 


7176 


3854 


AAACAGCC G CCAACAUC 


13135 


GAUGUUGG GCCGAAAGGCGAGUGAGGUCU GGCUGUUU 


31510 
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7193 


3837 


ftTA/^aaTA&IT G TTTTP1 TPf"1 TG 


13136 


CAGGAGAA GCCGaAAGGCGAGUGAGGUCU AUUUUGUU 


31511 


7202 


3828 


t tt in tppi in g ituggucca 


13137 


UGGACCAA GCCGAAAGGCGAGUGAGGUCU CAGGAGAA 


31512 


7206 


3824 


r>rt jnn.nt ifl n TTPPAITPITP 


13138 


GAGAUGGA GCCGAAAGGCGAGUGAGGUCU CAACCAGG 


31513 


7215 


3815 


UU\JAUL.Ul- V3 ^UUUVsttUtr* 


13139 


UCUCAAAG GCCGAAAGGCGAGUGAGGUCU GAGAUGGA 


31514 


7230 


3800 


r»7A7A7A<'V , Tv.?T f5 PP APPATTA 


13140 


UAUGGUGG GCCGAAAGGCGAGUGAGGUCU AUCGUUUC 


31515 


7246 


3784 


tv tv tv n n ITTiYiTTaTTPTT 


1 ^1 41 

lji'ti 


AGAUACAA GCCGAAAGGCGAGUGAGGUCU CAGUGUUU 


31516 


7249 


3781 


f^TV/TTYVTTTT TT* I Ifl TTTGA 

CACUuurUU o UAULULAj/i 




UCAAGAUA GCCXSAAAGGCGAGUGAGGUCU AACCAGUG 


31517 


7260 


3770 


t tt M TTTO TV TV /** t> TTY'YSfV'aTTf^ 

UCU u GAAU G UwuU-AUu 




fAUGGCGA GCCGAAAGGCGAGUGAGGUCU CUUCAAGA 


31518 


7263 


3767 


tTriTv * nr*TTf* r» ^V^atTGAGP 
UuAAuuUL vj wuiUunuL 


13144 


GCUCAUGG GCCGAAAGGCGAGUGAGGUCU GACCUUCA 


31519 


7270 


3760 


CGt.CA.Uv3A v3 \A3V.UinuU 




ACUUGGCG G CCG AAAGG CGAGUGAGGUCU UCAUGGCG 


31520 


7272 


3758 


rv^TviTOx f^r^ o 7v tv /TT Ifsri 
CCAUliAuC vj UL~ftAuLKjU 


111 AC 


ACACUUGG GCCGAAAGGCGAGUGAGGUCU GCUCAUGG 


31521 


7277 


3753 


AGCGCC-AA \i UOUAVJUftU 


X^X4 / 


RUGCJUACA GCCGAAAGGCGAGUGAGGUCU UUGGCGCU 


31522 


7279 


3751 


CGCCAAGU G UALuAUvjU 


1 11 An 


ACGTTGGUA GCCGAAAGGCGAGUGAGGUCU ACUUGGCG 


31523 


7286 


3744 


r ttttb rv tv r* r v T r Tfrr TPP 
UGUAL.UA.U v» Uv»Uul.UWV. 


13149 


GGAGGAGA GCCX5AAAGGCGAGTJGAGGUCU GUGGUACA 


31524 


7308 


3722 


TTTV/"' TATTT Tf^TT f fV37A A fiflf^TT 

UAC3AUUL.U Vj \JdnAA\J*~\t 




AGCUUUCG GCCGAAAGGCGAGUGAGGUCU AGAAUCUA 


31525 


7314 


3716 


/^rifwiviviv f» nTrtrvT'PP 
CULjIAxAAA Vj LUuLLLLL 


13151 


GGGGGCAG GCCGAAAGGCGAGUGAGGUCU UUUCGCAG 


31526 


7317 


3713 


CGAAAGCU G CUCtuAtC 


1 Ol CO 


GGUGGGGG GCCGAAAGGCGAGUGAGGUCU AGCUUUCG 


31527 


7337 


3693 


AUUAUAUA G uGUAAi-Av- 


1 11 s;i 


GTTGTIUACG GCCGAAAGGCGAGUGAGGUCU UAUGUCAU 


31528 


7339 


3691 


OTV/^TVTTTV /"•O TT> T\ f ft f"»^TT 

GACAUAGC G UAAUAL-HL) 


1 11 5d 


ATTatlGUIIA GCCGAAAGGCGAGUGAGGUCU GCUAUGUC 


31529 


7350 


3680 


iv ^ TV X T T/"» IV /"^ TT/TTTV TV<"*I T7A 

ACACAUCA G UGUAAGUA 




TTZxniTTRPA nrPdAAAGGrGAGUGAGGUCU UGAUGUGU 


31530 


7352 


3678 


* /■VTVTT/"»TV /"VT r» TT7A &nTT7A7ATT 

ACAUCAGU G UAAvjUAAU 


111 Rfi 


AUTIAmtIA GCCGAAAGGCGAGUGAGGUCU ACUGAUGU 


31531 


7356 


3674 


CAGUGUAA G UMUuLLL 


111 C*7 
X J XD / 


nnnr* IT 7TTA fiPCOAAAGnCGAGUGAGGUCU UUACACUG 


31532 


7361 


3669 


UAAGUAAU g cclccaaa 




TTTTTTf:fZf1fV2 {IPPRBvAAGGPGAGITGAGGUCU AUUACUUA 


31533 


7381 


3649 


/TTl IV 0 ^T TV TV Of^7V TA 

(JAG GAG U A G v-AGAGUAA 


1 1 1 C Q 


UUGCUCUG GCCGAAAGGCGAGUGAGGUCU UAGUCCUG 


31534 


7386 


3644 


CUAGCAGA G CAAUCAGU 


J.J1DU 


fiPTTflMTTTd (IPPdAAAGfiPRAGITGAGGUCU UCUGCUAG 


31535 


7393 


3637 


AoLAAU GA vj UAUAuUJu 


1 1 1 £1 


nnrirnTATTA GCCGAAAGGCGAGUGAGGUCU UGAUUGCU 


31536 


7398 


3632 


UCAGUAUA G CUGGCAuG 


13162 


r'ZLTTnPPL.G nPPGAAAGGPGRGTTGAOGnPTT TTAT7APTTGA 
UHUULUnu uv< WnAnviOv^vAnU UUAUUUL.U VJrLWnWVJUtn 


31537 


7402 


3628 


UAUAGCUG G CAUGCUGA 


13163 


Tir'Annanr 1 pppGaaaGGPGaGTTGaGGiTPll PAGPUATTA 


31538 


7406 


3624 


GCUGGCAU G GUUAUGUU 


111 CA 


AAGaiTPAG GPPGAAAGGPGAGITGAGGUCU AUGCCAGC 


31539 


7416 


3614 


UGAuCUUG G CUGUCCAL 


m cc 

X JXOD 


GTrnGaPAG GPPGaAAGGPGAGTTGAGGITPtI CAAGATICA 
uUVJ\3AVrfi4L3 VsV*VrfV3f*rtftV3VJV-\arl«vJVj«V3\svjv^vj wuumuv>n 


31540 


7419 


3611 


UCUUGGGU G UGGAGCUv^ 


111 cc 


GAGGITGGA GPPGAAAGGPGAGITGAGGUCU AGCCAAGA 
unbwUwun vjVrfVrfVJrti*M\»wV»u**ovJvaxiAJV5uv*w 


31541 


7430 


3600 


CACCUCUU G CGAAGGAC 


111 GH 


/TTTrTTTHnra (IPPnaaaGHPGafSTTGAGGITPIT AaGAGGTTG 


31542 


7446 


3584 


CvUCLUGG G UGoUUAiivi 


111 ^fl 


PTTTTGGPPA GPPGAAAGG CGAGUGAGGUCU CCAGGAGG 


31543 


7449 


3581 


CCUGGGUG G CGAAUAAW 


1 11 £Q 


GTItTPITTTGn GPPGAAAGGPGAGTTGAGGUCU CACCCAGG 


31544 


7459 


3561 


ACCAGAAG G CCCAACUG 


in *7n 


PamiTTGGG GPPGaAAGGPGaGTTGAGGllPlT PTTTTPUGGU 
vAuUUVswu uUUunnncULVS/wuvmuvjuuu v>uuv<uuuu 


31545 


7484 


3546 


tT^ITV TV TV TV r* TT/*17V TVTTO TVTT 

UGAAAAGG G UGAAJUAU 


111 *71 
XJX /X 


ATTGanTTGa GPPGAAAGGPGAGTTGAGGUCU CCUUUUCA 


31546 


7497 


3533 


irr* TVTT TVTT/*' A ^TATTTTTVfTTV TA 

UCAUAUCA G CAUUAUAA 


111 TO 


TnianaaTTn gppgaaaggpgagttgaggtipu ttgauatiga 

U UAUAnUu vj\<v*vinnnuVTvVVUjwwMA7wVrU uvjnvnuun 


31547 


7506 


3524 


UAUUAUAA WiUUUiLU 


13173 


AGUGAAUG GCCGAAAGGCGAGUGAGGUCU TJUAUAAUG 


31548 


7516 


3514 


AUUUAGUU G UUAGuUv-A 


111 "74 
XjX / 9 


TTGPAGTTPA OPPGAAAGGPGAGUGAGGUCU AAGUGAAU 


31549 


7522 


3508 


TTTTT 1 TTr» A rTT f PaPPBf2f2fS 

UUbUkrALU vj LAL viH.ooVj 


1 11 "75 
XjX / 3 


PPPTTPGTTG GPPGAAAGGCGAGUGAGGUCU AGUCACAA 


31550 


7530 


3500 


GGAGGLAGG G Uv-UUUUv-A, 


1 11 "7C 
XJX / 0 


TTGAAAAGA GCCGAAAGGCGAGUGAGGUCU CCUCGUGC 


31551 


7543 


3487 


UUGAUGAU G UGUGUGUVs 


1 11 *7T 
XJX / / 


PAPAGAGA GPPGAAAGGPGAGTTGAGGUCU AUGAUGAA 


31552 


7549 


3481 




1 "51 *7fl 
XJX / O 


UPAGAPPA GCCGAAAGGCGAGUGAGGUCU AGAGACAU 


31553 


7552 


3478 


UCUL.UGUG G UGUGAUUU 


X J X / J 


AGATTPAGA GPPGAAAGGCGAGUGAGGUCU PAPAGAGA 


31554 


7577 


3453 


UALUtAUi G UGGL-UGUt- 


1 11 Rfl 

x jxou 


GAPAGPGG GCCGAAAGGCGAGUGAGGUCU UGUUGGUA 

0?\WVU ^wWW WV»^V3rtrt**«wV.\Jrt\3VJ\3**»J\JWk.W UVWWuuVn 


31555 


7580 


3450 


/~»T\ 7\ /""TV rTT* r*TTP»T7r'TA/TTT 

CAACAGCC. G LUGUCAWU 


1 1 1 A 1 

XJxaX 


APTTGAPAG GPPGAAAGGPGAnTTGAGGlTPIJ GGCUGIJUG 


31556 


7583 


3447 


CAGCCGCU G UCAGUUUG 


111 Q*3 

XJxaz 


ptit, TAr^Tran nnrY^aaafi/irY^aniTfiaramnT aGPGGPITG 


31557 


7587 


3443 


CGCUGUGA G UUUGGUAG 


1 o 1 01 


pTTapr*aaa gppgaaaggpgagtigaggttph TjGACAGPjg 

v^U/A.V_l t\t\t\ v3V.v.unnnuvLwiuUwu^uuu uvsnv«nuuj 


31558 


7592 


3438 


UCAGuUuG G UAGGGGAG 


1 11 OA 

X jxo% 


PIIGPGPTTa GPPGaaAGGPGAGTTGAGGTTCU CAAACUGA 


31559 


7595 


3435 


GUUUGGUA G GGv-AGUGG 


111 flC 

XJXbO 


PPAPTTRP/3 GPPGaaaGGPGAGTTRAGGTTCIT TJACCAAAC 

VvVkaVmUuVpAS VjV«V»V»iww4\»VJV»\3l*VjWVJ*»3\3rwVrfVJ \j£\\*\**\nr%\» 


31560 


7597 


3433 


UUGGUAGC G CAGUGGUG 


X Jxoo 


par , r , arTTn GPPrtaaaGGPGaGTTGAGGTTPTT GPtlACCAA 

v_J-u_ ub vjv*VrfVjiiHiiAj\j\„Van^UVj^ uv>uauuvi 


31561 


7600 


3430 


GUAGCGGA G UGGUGGUA 


1 J XO / 


TTaPPAPPA GPPGaAAGGPGAGTTGAGGUPJT TTGCGCUAC 

UAL V_>Vl_ V_ii VjV. V»VJ>iMi4V3^JV— VjrtO VJ U/4JJVJ «J UVJV.V3V«WMV« 


31562 


7603 


3427 


GCGCAGUG Q UGGUAAGG 


13188 


CCUUACCA GCCGAAAGGCGAX3UGAGGUCU CACUGCGC 


31563 


7606 


3424 


CAGUGGUG G UAAGGUGC 


13189 


GCACCUUA GCCX5AAAG^XXlAGTfGAGGUCU CACCACUG 


31564 


7611 


3419 


GUGGUAAG G UGCAGCUC 


13190 


GAGCUGCA GCCGAAAGGCGAGUGAGGUCU CUUACCAC 


31565 


7613 


3417 


GGUAAGGU G CAGCUCCU 


13191 


AGGAGCUG GCCGAAAGGCGAGUGAGGUCU ACCUUACC 


31566 


7616 


3414 


AAGGUGCA G CUCCUGCA 


13192 


UGCAGGAG GCOSAAAGGCGAGUGAGGUCU UGCACCUU 


31567 


7622 


3408 


CAGCUCCU G CAGCACCA 


13193 


UGGUGCUG GCCXjAAAGGCGAGUGAGGUCU AGGAGCUG 


31568 


7625 


3405 


CUCCUGCA G CACCAAUC 


13194 


GAUUGGUG GCCGAAAGGCGAGUGAGGUCU UGCAGGAG 


31569 


7635 


3395 


ACCAAUCU G UUAUCAAC 


13195 


GUUGAUAA GCCGAAAGGCGAGUGAGGUCU AGAUUGGU 


31570 


7649 


3381 


AACUUUCC G CUCUCUGU 


13196 


ACAGAGAG GCCGAAAGGCGAGUGAGGUCU GGAAAGUU 


31571 


7656 


3374 


CGCUCUCU G UGGUGGUG 


13197 


CACCACCA GCCGAAAGGCGAGUGAGGUCU AGAGAGCG 


31572 
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3371 


UCUCUGUG 6 IX3GUGCGA 


13198 


UCGCACCA GCOGAAAGGCGAGUGAGGUCU CACAGAGA 


31573 




3368 


CUGUGGUG G UGCGAGUG 


13199 


CACUCGCA GCCGAAAGGOjAGUGAGGUCU caccacag 


31574 


7664 


3366 


GUGGUGGU 6 CGAGUGGC 


13200 


GCCACUCG GCOGAAAGGCGAGUGAGGUCU ACCACCAC 


31575 


/bob 


J JO * 


UGGUGCGA G UGGCAGGU 


13201 


ACCUGCCA GCajAAAGGOjAGUGAGGUCU UCGCACCA 


31576 


7671 




UGCGAGUG G CAGGUCCA 


13202 


UGGACCUG GCOGAAAGGCGAGUGAGGUCU CACUCGCA 


31577 


7675 




AGUGGCAG G UCCACGGU 


13203 


ACCGUGGA GCCGAAAGGCGAGUGAGGUCU CUGCCACU 


31578 


7682 


3348 


aanravcG Q UGUCCGCA 

UVjwVWnAJ VJ UVJWVVWw* 


13204 


UGCGGACA GCCGAAJ^CXjAGUGAGGUCU CGUGGACC 


31579 


7684 


3346 


TTPPAPGGII G UPCGCAGC 

rrentTGripr g pagpupuc 


13205 
13206 


GCUGCGGA GCOGAAAGGCGAGUGAGGUCU ACCGUGGA 
GAGAGCUG GCXXjAAAGGCGAGUGAGGUCU GGACACCG 


31580 
31581 


7688 
7691 


3342 
3339 


UOvUwvvv VJ vnwvvvvv 

t TrrrrppfiP A G CUCHCACU 


13207 


AGUGAGAG GCCGAAAGGCGAGUGAGGUCU UGCGGACA 


31582 


7704 


3 326 


rantPHfin G UGACCGUA 


13208 


UACGGUCA GCCGAAAGGCGAGUGAGGUCU CCUGAGUG 


31583 


7710 


332VJ 


fW3nGA.CC G UAGUUCCU 


13209 


AGGAACUA GCCGAAAGGCGAGUGAGGUCU GGUCACCC 


31584 


7713 


3 J X / 


UGACCGUA G UUCCUGGG 


13210 


CCCAGGAA GCCGAAAGGCGAGUGAGGUCU UACGGUCA 


31585 


7721 


3 J uy 


GUUCCUGG G GAGUAAUC 


13211 


GAUUACUG GCCGAAAGGCGAGUGAGGUCU CCAGGAAC 


31586 


7724 


■jinf 

J jug 


CCUGGGCA G UAAUCGAA 


13212 


UUCGAUUA GCXX3AAAGGCGAGUGAGGUCU UGCCCAGG 


31587 


7733 


3^7 / 


ITAATIPGAA G UCAAUCUC 


13213 


GAGAUUGA GCCGAAAGGCGAGUGAGGUCU UUCGAUUA 


31588 


7748 


O O QO 


TTPTTAPPPG G PPUUCGUC 

uV>V//M*VaiV»VJ VJ 


13214 


GACGAAGG G CCGAAAGGCGAGUGAGGUCU CGGGUAGA 


31589 


7754 


/o 


PGGPPT7UC G UCCCAUGG 


1321S 


CCAUGGGA GCCGAAAGGCGAGUGAGGUCU GAAGGCCG 


31590 


7763 


3267 


rrrrran^n n PPPTTGGTTTT 


13216 


AACCAGGG G CCGAAAGG CGAGUGAGGUCU CCAUGGGA 


31591 


7769 


3261 




13217 


ACACAAAA GCCGAAAGGCGAGUGAGGUCU CAGGGCCC 


31592 


7774 


3256 




13218 


ACAAGACA GCCGAAAGGCGAGUGAGGUCU AAAACCAG 


31593 


7776 


3254 


/TT'ITTT'ITT/TJ'T f2 TTPTTTTflTTAP 


13219 


GUACAAGA GCCGAAAGGCGAGUGAGGUCU ACAAAACC 


31594 


7781 


3249 


TTrtXTflTTPTTTT G T TAPPPAGG 


13220 


CCUGGGUA GCXX5AAAGGCGAGUGAGGUCU AAGACACA 


31595 


7789 


J 


G1TAPPPAG G UCUCCGAU 


13221 


AUCGGAGA GCCGAAAGGCGAGUGAGGUCU CUGGGUAC 


31596 


11 QQ 




CUCCGAIJU G UGAUUGCU 


13222 


AGCAAUCA GCCGAAAGGCGAGUGAGGUCU AAUCGGAG 


31597 


/DU3 




UUGUQAUU G CUUCGUGG 


13223 


CCACGAAG GCCGAAAGGCGAGUGAGGUCU AAUCACAA 


31598 


TQi n 
/ o J.U 


3220 


AUUGCUUC G UGGUCCCG 


13224 


CGGGACCA GCCGAAAGGCGAGUGAGGUCU GAAGCAAU 


31599 


/Ol J 


JaI ( 


GCUUCGUG G UCCCGCCA 


13225 


UGGCGGGA GCXX3 AAAGGCGAGUGAGGUCU CACGAAGC 


>31600 


/DltS 




GUGGUCCC G CCAGUGUG 


13226 


CACACUGG GCCGAAAGGCGAGUGAGGUCU GGGACCAC 


31601 




3208 


UCCCGCCA G UGUGACUG 


13227 


CAGUCACA GCCXjAAAGGCGAGUGAGGUCU UGGCGGGA 


31602 


7824 


J cUO 


rr*GrrAGti G UGACUGGU 


13228 


ACCAGUCA GCCGAAAGGCGAGUGAGGUCU ACUGGCGG 


31603 


/oJl 


3-i.y y 


TlGllGAPIIG G UAUUAUCA 


13229 


UGAUAAUA GCCGAAAGGCGAGUGAGGUCU CAGUCACA 


31604 


7841 


3189 


ATTTTATTPAA G UPAPUCUC 


13230 


GAJ3AGUGA GCCGAAAGGCGAGUGAGGUCU UUGAUAAU 


31605 


7862 


31bo 


ATTHPPA1TP G PPPPAPAA 


13231 


UUGUGGGG GCCGAAAGGCX3AGUGAGGUCU GAUGGAAU 


31606 


7872 


3158 


prra^aafi G ttaitgpgup 


13232 


GACGCAUA GCCGAAAGGCGAGUGAGGUCU CUUGUGGG 


31607 


7876 


3154 


nAAfWTlATT G PGUPUCAG 


13233 


CUGAGACG GCCGAAAGGCGAGUGAGGUCU AUACCUUG 


31608 


7878 


1 1 CO 


AGGT1AUGC G UCUCAGGC 


13234 


GCCUGAGA GCCGAAAGGCGAGUGAGGUCU GCAUACCU 


31609 


7885 


3145 


PfTITPTTPAG G PPAPGT7AP 


13235 


GUACGUGG GCCGAAAGGCGAGUGAGGUCU CUGAGACG 


31610 


(a y u 


■51 Aft 


PAGGPPAP G UAPAUGAU 


13236 


AUCAUGUA GCCGAAAGGCGAGUGAGGUCU GUGGCCUG 


31611 


/91 / 


Ol 1 "5 
J J.JL J 


PPAOAAPTI G PPPUUUPA 


13237 


UGAAAGGG GCCGAAAGGCGAGUGAGGUCU AGUUCUGG 


31612 


*7 QO *7 
/ / 




rPTTTIITPAA. G PTTTTPPACG 


13238 


CGUGGAAG GCCGAAAGGCGAGUGAGGUCU UUGAAAGG 


31613 






GCUUCCAC G UAUCAUUG 


13239 


CAAUGAUA GCCGAAAGGCGAGUGAGGUCU GUGGAAGC 


31614 


7945 




ATTPAflTTGA G PPUGPtTUU 


13240 


AAAGCAGG GCCGAAAGGCGAGUGAGGUCU UCAAUGAU 


31615 


to/ a 
/ y sty 




UUGAGCCU G CUUUCAAU 


13241 


AUUGAAAG GCCGAAAGGOjAGUGAGGUCU AGGCUCAA 


31616 


7970 


men 


ITAGGAPAO G TJCACUGUG 
UAVjvj/iv«/>vj vj uvj^^uvjwu 


13242 


CACAGUGA GCCGAAAGGCGAGUGAGGUCU CUGUCCUA 


31617 


/y /o 


j- U 3 ft 


AGGrTPAGTI G IIGGATIPGC 


13243 


GCGAUCCA GCCGAAAGGCGAGUGAGGUCU AGUGACCU 


31618 


7983 


Ofi AO 

304 # 


TTfilTGGATTP G PPAAGUUG 


13244 


CAACUUGG GCCGAAAGGCGAGUGAGGUCU GAUCCACA 


31619 


TOO Q 




ATTPGPPAA G TTHGTJTJPUIT 


13245 


AAGAACAA GCCGAAAGGCGAGUGAGGUCU UUGGCGAU 


31620 


•7001 




PPPAAGUU G UTTPTTTJGAC 


13246 


GUCAAGAA GCCGAAAGGCGAGUGAGGUCU AACUUGGC 


31621 


DUUl 


on*2 Q 


UCUUGACA G CCGUUCCA 


13247 


UGGAACGG GCCGAAAGGCGAGUGAGGUCU UGUCAAGA 


31622 


OUU4 


onoc 

Ju*o 


UGAPAGPP G UUCCAAUG 


13248 


CAUUGGAA GCCGAAAGGCGAGUGAGGUCU GGCUGUCA 


31623 




JUU7 


AUCUUCGA G UCACAUUC 


13249 


GAAUGUGA GCCGAAAGGCGAGUGAGGUCU UCGAAGAU 


31624 


8031 


2999 


CACAUUCA G UUGUGUUG 


13250 


CAACACAA GCCGAAAGGCGAGUGAGGUCU UGAAUGUG 


31625 


8034 


2996 


AUUCAGUU G UGUUGCUC 


13251 


GAGCAACA GCCGAAAGGCGAGUGAGGUCU AACUGAAU 


31626 


8036 


2994 


UCAGUUGU G UUGCUCUC 


13252 


GAGAGCAA GCCGAAAGGCGAGUGAGGUCU ACAACUGA 


31627 


8039 


2991 


GUUGUGUU G CUCUCUCU 


13253 


AGAGAGAG GCCGAAAGGCGAGUGAGGUCU AACACAAC 


31628 


8067 


2963 


| ACAUCCGA G UGCUGGUQ 


13254 


CACCAGCA GCCGAAAGGCGAGUGAGGUCU UCGGAUGU 


31629 


8069 


2961 


AUCCGAGU G CDGGUGAG 


13255 


CUCACCAG GCCGAAAGGCGAGUGAGGUCU ACUCGGAU 


31630 


8073 


2957 


GAGUGCUG G UGAGACCA 


13256 


UGGUCUCA GCCGAAAGGCGAGUGAGGUCU CAGCACUC 


31631 


8105 


2925 


ACUUCUAA G CUAUUCCA 


13257 


UGGAAUAG GCCX3AAAGGCX3AGUGAGGUCU UUAGAAGU 


31632 


8115 


2915 


UAUUCCAA G CGCGAUUC 


13258 


GAAUCGCG GCCGAAAGGCGAGUGAGGUCU UUGGAAUA 


31633 


8117 


2913 


UUCCAAGC G CGAUUCUG 


13259 


CAGAAUCG GCCGAAAGGOjAGUGAGGUCU GCUUGGAA 


31634 
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8127 


2903 


GAUUCUGA G UOGGACAU 


13260 


AUGUCCGA GCCGAAAGGCGAGUGAGGUCU UCAGAAUC 


31635 


8142 


2888 


AUUCCUUG G UCUCCGGA 


13261 


UCCGGAGA GCCGAAAGGCGAGUGAGGUCU CAAGGAAU 


31636 


8166 


2864 


CCACAAAG G UGUUGUUG 


13262 


CAACAACA GCCGAAAGGCGAGUGAGGUCU CUUUGUGG 


31637 


8168 


2862 


ACAAAGGU G UUGUUGGC 


13263 


GCCAACAA GCCGAAAGGCGAGUGAGGUCU ACCUUUGU 


31638 


8171 


2859 


AAGGUGUU G UUGGCGAG 


13264 


CUCGCCAA GCCGAAAGGCGAGUGAGGUCU AACACCUU 


31639 


8175 


2855 


UGUUGUUG G CGAGUUCU 


13265 


AGAACUCG GCCGAAAGGCGAGUGAGGUCU CAACAACA 


31640 


8179 


2851 


GUUGGCGA G UUCUGGUG 


13266 


CACCAGAA GCCGAAAGGCGAGUGAGGUCU UCGCCAAC 


31641 


8185 


2845 


GAGUUCUG G UGCAAADA 


13267 


UAUUUGCA GCCGAAAGGCGAGUGAGGUCU CAGAACUC 


31642 


8187 


2843 


GUUCUGGU G CAAAUAAA 


13268 


UUUAUUUG GCCGAAAGGCGAGUGAGGUCU ACCAGAAC 


31643 


8211 


2819 


UUCCCCAG G CCUUCCAG 


13269 


CUGGAAGG GCCGAAAGGCGAGUGAGGUCU CUGGGGAA 


31644 


8219 


2811 


GCCUUCCA G CCAAUUUC 


13270 


GAAAUUGG GCCGAAAGGCGAGUGAGGUCU UGGAAGGC 


31645 


8238 


2792 


AUUUUUCC G UGGUGGCG 


13271 


CGCCACCA GCCGAAAGGCGAGUGAGGUCU GGAAAAAU 


31646 


8241 


2789 


UUUCCGUG G UGGCGGUG 


13272 


CACCGCCA GCCGAAAGGCGAGUGAGGUCU CACGGAAA 


31647 


8244 


2786 


CCGUGGUG G CGGUGAGG 


13273 


CCUCACCG GCCGAAAGGCGAGUGAGGUCU CACCACGG 


31648 


8247 


2783 


UGGUGGCG G UGAGGCGU 


13274 


ACGCCUCA GCCGAAAGGCGAGUGAGGUCU CGCCACCA 


31649 


8252 


2778 


GCGGUGAG G CGUUUAGG 


13275 


CCUAAACG GCCGAAAGGCGAGUGAGGUCU CUCACCGC 


31650 


8254 


2776 


GGUGAGGC G UUUAGGUG 


13276 


CACCUAAA GCCGAAAGGCGAGUGAGGUCU GCCUCACC 


31651 


8260 


2770 


GCGUUUAG G UGCUGACU 


13277 


AGUCAGCA GCCGAAAGGCGAGUGAGGUCU CUAAACGC 


31652 


8262 


2768 


GUUUAGGU G CUGACUUG 


13278 


CAAGUCAG GCCGAAAGGCGAGUGAGGUCU ACCUAAAC 


31653 


8270 


2760 


! GCUGACUU G UACAUUCC 


13279 


GGAAUGUA GCCGAAAGGCGAGUGAGGUCU AAGUCAGC 


31654 


8284 


2746 


UCCCUCCU G UUUCUCAA 


13280 


UUGAGAAA GCCGAAAGGCGAGUGAGGUCU AGGAGGGA 


31655 


8306 


2724 


ACACUAAG G UCCACACC 


13281 


GGUGUGGA GCCGAAAGGCGAGUGAGGUCU CUUAGUGU 


31656 


8331 


2699 


UCAAAAGA G UGUUCAGC 


13282 


GCUGAACA GCCGAAAGGCGAGUGAGGUCU UCUUUUGA 


31657 


8333 


2697 


AAAAGAGU G UUCAGCUC 


13283 


GAGCUGAA GCCGAAAGGCGAGUGAGGUCU ACUCUUUU 


31658 


8338 


2692 


AGUGDUCA G CUCGUCCU 


13284 


AGGACGAG GCCGAAAGGCGAGUGAGGUCU UGAACACU 


31659 


8342 


2688 


UUCAGCUC G UCCUUCAC 


13285 


GUGAAGGA GCCGAAAGGCGAGUGAGGUCU GAGCUGAA 


31660 


8352 


2678 


CCUUCACU G CUUCCCAC 


13286 


GUGGGAAG GCCGAAAGGCGAGUGAGGUCU AGUGAAGG 


31661 


8368 


2662 


CAUUUGAU G CUCCAGUC 


13287 


GACUGGAG GCCGAAAGGCGAGUGAGGUCU AUCAAAUG 


31662 


8374 


2656 


AUGCUCCA G UCUGGAAA 


13288 


UUUCCAGA GCCGAAAGGCGAGUGAGGUCU UGGAGCAU 


31663 


8389 


2641 


AACUGAUC G UAGACCGC 


13289 


GCGGUCUA GCCGAAAGGCGAGUGAGGUCU GAUCAGUU 


31664 


8396 


2634 


CGUAGACC G CACACUCC 


13290 


GGAGUGUG GCCGAAAGGCGAGUGAGGUCU GGUCUACG 


31665 


8415 


2615 


CCUUAUGA G CUUUCUGA 


13291 


UCAGAAAG GCCGAAAGGCGAGUGAGGUCU UCAUAAGG 


31666 


8433 


2597 


UGAUCUUG G CUAGGCCU 


13292 


AGGCCUAG GCCGAAAGGCGAGUGAGGUCU CAAGAUCA 


31667 


6438 


2592 


UUGGCUAG G CCUUGUGG 


13293 


CCACAAGG GCCGAAAGGCGAGUGAGGUCU CUAGCCAA 


31668 


8443 


2587 


UAGGCCUU G UGGCGUUU 


13294 


AAACGCCA GCCGAAAGGCGAGUGAGGUCU AAGGCCUA 


31669 


8446 


2584 


GCCUUGUG G CGUUUCAG 


13295 


CUGAAACG GCCGAAAGGCGAGUGAGGUCU CACAAGGC 


31670 


8448 


2582 


CUUGUGGC G UUUCAGGG 


13296 


CCCUGAAA GCCGAAAGGCGAGUGAGGUCU GCCACAAG 


31671 


8456 


2574 


GUUUCAGG G UAAUACUU 


13297 


AAGUAUUA GCCGAAAGGCGAGUGAGGUCU CCUGAAAC 


31672 


8465 


2565 


UAAUACUU G UACCGGUC 


13298 


GACCGGUA GCCGAAAGGCGAGUGAGGUCU AAGUAUUA 


31673 


8471 


2559 


UUGUACCG G UCCAUCCA 


13299 


! UGGAUGGA GCCGAAAGGCGAGUGAGGUCU CGGUACAA 


31674 


8481 


2549 


CCAUCCAA G CCUCCACA 


13300 


UQUGQAGG GCCGAAAGGCGAGUGAGGUCU UUGGAUGG 


31675 


8495 


2535 


ACAUCAUU G UGUAUGAA 


13301 


UUCAUACA GCCGAAAGGCGAGUGAGGUCU AAUGAUGU 


31676 


8497 


2533 


AUCAUUGU G UAUGAACA 


13302 


UGUUCAUA GCCGAAAGGCGAGUGAGGUCU ACAAUGAU 


31677 


8524 


2506 


ACAUCUCA G CUCUUGCC 


13303 


GGCAAGAG GCCGAAAGGCGAGUGAGGUCU UGAGAUGU 


31678 


8530 


2500 


CAGCUCUU G CCGGCUGA 


13304 


UCAGCCGG GCCGAAAGGCGAGUGAGGUCU AAGAGCUG 


31679 


8534 


2496 


UCUUGCCG G CUGAUGUC 


13305 


GACAUCAG GCCGAAAGGCGAGUGAGGUCU CGGCAAGA 


31680 


8540 


2490 


CGGCUGAU G UCUAUGGC 


13306 


GCCAUAGA GCCGAAAGGCGAGUGAGGUCU AUCAGCCG 


31681 


8547 


2483 


UGUCUAUG G CACACCCA 


13307 


UGGGUGUG GCCGAAAGGCGAGUGAGGUCU CAUAGACA 


31682 


8556 


2474 


CACACCCA G UGUCAGCG 


13308 


CGCUGACA GCCGAAAGGCGAGUGAGGUCU UGGGUGUG 


31683 


8558 


2472 


CACCCAGU G UCAGCGUG 


13309 


CACGCUGA GCCGAAAGGCGAGUGAGGUCU ACUGGGUG 


31684 


8562 


2468 


CAGUGUCA G CGUGCACG 


13310 


CGUGCACG GCCGAAAGGCGAGUGAGGUCU UGACACUG 


31685 


8564 


2466 


GUGUCAGC G UGCACGUU 


13311 


AACGUGCA GCCGAAAGGCGAGUGAGGUCU GCUGACAC 


31686 


8566 


2464 


niTfianpraT n PAfYHTTTPa 

VJUWiUwU \3 WiwUUWi 




UUAAuviUvJ QGlAsAAAuQCGAiBUuAQGUCU ACGCUGAC 


31687 


8570 


2460 


GOGUGCAC G UUCACGGA 


13313 


UCCGUGAA GCCGAAAGGCGAGUGAGGUCU GUGCACGC 


31688 


8587 


2443 


GAGGAAGA G CAGAACUC 


13314 


GAGUUCUG GCCGAAAGGCGAGUGAGGUCU UCUUCCUC ! 


31689 


8604 


2426 


CUCCAACU G CGAGAAAC 


13315 


GUUUCUCG GCCGAAAGGCGAGUGAGGUCU AGUUGGAG 


31690 


8613 


2417 


CGAGAAAC G UGAGAGOJ 


13316 


AGCUCUCA GCCGAAAGGCGAGUGAGGUCU GUUUCUCG 


31691 


8619 


2411 


ACGUGAGA G CUAUGGAC 


13317 


GUCCAUAG GCCGAAAGGCGAGUGAGGUCU UCUCACGU 


31692 


8637 


2393 


UAUCACGA G CAUUGAUG 


13318 


CAUCAAUG GCCGAAAGGCGAGUGAGGUCU UCGUGAUA 


31693 


8645 


2335 


GCAUUGAU G CCCAUCCA 


13319 


UGGAUGGG GCCGAAAGGCGAGUGAGGUCU AUCAAUGC 


31694 


8664 


2366 


ACAGGAGA G CCCCCAGC 


13320 


GCUGGGGG GCCGAAAGGCGAGUGAGGUCU UCUCCUGU 


31695 


8671 


2359 


AGCCCCCA G CAAUCCUU 


13321 


AAGGAUUG GCCGAAAGGCGAGUGAGGUCU UGGGGGCU 


31696 
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8680 


2350 


anrvrm n P/21 n T ATTPP 

L-rt/iU L.U U U \j LOUUnULL 


13322 


GGAUAACG GCCGAAAGGCGAGUGAGGUCU AAGGAUUG 


31697 


8682 


2348 






CUGGAUAA GCCGAAAGGCGAGUGAGGUCU GCAAGGAU 


31698 


8696 


2334 


CAGGACAU G CCUtJCuAA 




TTTTrvsrtnnn ftrr^AAAi^CGAGntSAGQUCU AUniTCCOG 

UwvvJUnUVJ VJ \» v*\JUTu^/TJjV3 N»\»irvijvjvj/vjvjw\*w nwwuwv»w\j 


31699 


8707 


2323 


UCCGAACA G UGAGCUUA 


1 jji D 




31700 


8711 


2319 


AACAGUGA G tJUGAAUGC 






31701 


8718 


2312 


AGCGGAAU G CUCCUUVJli 


Uii / 




31702 


8742 


2288 


GAUGGAUA G UCUUvAA-A 




UGGGAAGG GCCGAAAGGCGAGUGAGGUCU UGUCCAUC 


31703 


8757 


2273 


CAACUGAG G UVjAAlAva. 






31704 


8783 


2247 


r»7iTT/"v , »7A in. ja o TTrwaanr* 


13330 


GCnUGf3QA GCCGAAAGGCGAGUGAGGUCU UUUGGAUC 


31705 


8790 


2240 


Rfiifwsi n f*\ in\ TfinpTT 


13331 


AGACACAG GCCGAAAGGCGAGUGAGGUCU UUGGGACU 


31706 


8793 


2237 


pppTV »rirm /-« TTfTTf MVY1T 
GUv-AAvjCU la UvjUuUL.\.U 


13332 


AGGAGACA GCCGAAAGGCGAGUGAGGUCU AGCUUGGG 


31707 


8795 


2235 




13333 


CUAGGAGA GCCGAAAGGCGAGUGAGGUCU ACAGCUUG 


31708 


8805 


2225 






ACUAGCCG GCCGAAAGGCGAGUGAGGUCU UCUAGGAG 


31709 


8808 




Tsraars/vs pnAfirTPTTP 


13335 


GAGACUAG GCCGAAAGGCGAGUGAGGUCU CGCUCUAG 


31710 


8812 


2218 


AGCGGCUA G UL-ULUoUVj 




cnr'AnanA r^rv^AAAonrGAnTTGAGfrU'Pn uarccgctt 


31711 


8813 


2212 


tttv /-<r T/^TT/^TT /i /"•/"•/"nTYTTTTT 

UAGUCUuU Cj UGUUUL.UU 


J.JJJ / 


AAfy^ARCG f^rrn AAARGCnAGURAGGUCU AGAGACUA 


31712 


8620 


2210 


GUCUCUGC G CUCCUUUU 


1 jo Jo 


PAALRnAA nrPnAAArtrtPnAOTIOAGGUCTI GCAGAGAC 


31713 


8832 


2198 


CUUUGAGG G UGGUUGUA 


1 5 j j y 


TTar'AArV'A nfYV^AAARflrVfAraiRAGGlTC'U CCTTCAAAG 


31714 


8835 


2195 


UGAGGGUG G UUGUAAAG 


i nan 


nTTTTlAPAA rZPrVtAAAfJfir'flArnTnAnGUOTT CAPCCTTCA 


31715 


8838 


2192 


r^ff^l T/^/^TTT T /*« T TTv IV TV /^/^^T T 

GGGUGGUU G UAAAGGCU 




nflPriTTTTTA fSPPrtAAAnnff^AniinARGUCTT AACCACPC 


31716 


8844 


2186 


t tt t/-»t TJ\ 7\ ft pi f fMTTTlTPPPTA 


i I'iA'? 

1 Jj'* 


UGGCAAAG GCCGAAAGGCGAGUGAGGUCU CUUUACAA 


31717 


8849 


2181 


Ti TAOrTTTTTTT ppj RTTn/TT 

AALjUCUUU 13 UUlAUdLU 


1 "^TA"? 


AfiTATtTTnG ^f^AZVAGGCGAGUGAGGUCU AAAGCCUU 


31718 


8855 


2175 






ra^AArcr'Aft fiPPRAAAtTGCY?AGIIGAGGUCU AUTJGGCAA 


31719 


8858 


2172 


TATT/^f^TT Z" 1 /II J! Y/~V"' 7\ /T 7\ 


J. J 


TTPTTfinAAP, r^rH^AAAGGPGAi^RAGGUCU AGCAUUGG 


31720 


8870 


2160 


CGAGACUU G UGCGHAUG 


J. j j^o 


PJiTTTTfSfJPA rU^PRAAAftnPrtAfSTTRAGGTTr'TI AAGTTCITRG 


31721 


8872 


2158 


7\ »-< T\ /TT TT T/"*T T /"« /""■/"'TV TSTTP'fTT 

AGACUUGU G GLAAUGGU 


/ 


APPAITTTnn fV^f'ftAAAROf'nAraiflAnGIJPTI APAAGITPTT 


31722 


8879 


2151 


UGCCAAUG G UGAuUGAU 


13348 


TiTTPTi ATTPZi PPPnATAArtTlPnAniTnafl^TTPIT PATTtTRfSPA 


31723 


8B90 


2140 


AUUGAUCU G UUGUUGUC 


13349 


PTiPA&PAA nPPrtaAAfinPflAfZITriTifiRTTPTT AflATTPAAIT 


31724 


8893 


2137 


f~* T\ TT^TTT/TTTTT TTTT/TTTf~T^T 

GAUCUGUU G UUCUCCUC 


1 J J bU 


nanninaa fspprtaAAnnpfiArjTTnAfifiTTPn aapaoattp 


31725 


8903 


2127 


UCUCCUCU G CCCACCAC 


13351 


pTTnmmnft nppnAzvAnfZpnAniTfiafjniTPTT Ar^AddArzA 


31726 


8915 


2115 


m r^y^ TV /TTT H T T ^ TTT* TT/"* IV ^TT^l 

ACCACUAU G UAUGAGUC 


13352 


PTiPiTPaTia ppprtAaAnnpnArtTTfiAnniTPiT AtTAniTflnri 




8921 


2109 


AUGUAUGA G UCUCCAAA 


13353 


tt| TTTPP &P7i rSPPOATlArtPPnafTITfJaPfSTTPTT TTPATtAPATT 


31726 


8932 


2098 


rTHP1\ > HOP /-i TTr , nTTTPr l 74 




TTftf^AAPPA f^PPGAAAGGPGAGUGAGGUCU CPUUUGGA 


31729 


8935 


2095 


AAAGGviUG G UUttAAUU 


1 lice 


AATTTTHTtAA riPPGAAAnGPGAGCOAGGUPTI PAPPPTITTTI 


31730 


8958 


2072 


GGACCUUA Lt UjUUbbLL 


i.JJDt} 


fSfJPPAAPfJ f5PPf?AAAfJfW?Af3TinAnGTIPII UAAGGUPC 


31731 


8960 


2070 


» i-t/TTTTTTk TTTT/VrVVSTT 




APPJVPAA nPPRAAAGGPRAGl^AGGUPTI GClTAAGnn 


31732 


8964 


2066 


y tt\ r^> /~T r T\nr' c r*^v^r inncc 


1JJOO 


onPPAPRG tTPPGAAAGGPGAGr^rAGGUPU CAACGCIIA 


31733 


8967 


zUo J 






AGUGGCCA GCCGAAAGGCGAGUGAGGUCU GGCCAACG 


31734 


8970 


2060 


TTT'0/^/VTTr» ^2 rT'^r^TTTSTATi 

UGGGGGUG vj CvJAUUuAA 


1 "5*3^0 


TTTTPAfilTnA ^5PPf?AAAGGPGAGUGAGGtlPU CAPGGCPA 


31735 


8987 


2043 


it ^T4 fv T4 74 H/i ^> TTTTOB r , T4/" 1 TT 
ALAAAAGG G UU(jALAbU 


1 nci 
iJJbi 


BPTTCTTPaa /^PnAAARfiPnAnilfiAfiGITPTT CPTTTJUUnU 


31736 


8994 


2036 


n/*aTTTrt7ir , iv /~> TTr*T4r | r , 7i7iTT 
GGUUGAuA G UGAUV-AAU 


1 I'lO 


ATTTTnntTPA rtPPOAAAGGPnAfSUOAGGUPIJ UGUCAAPC 


31737 


9005 


2025 


AGGAAUL.U La V^L-UAULKju 


IjJDJ 


PPAOtTRnfl f?PPf5AAAGGPGAGOGAGGUCU AGAUUGGU 


31738 


9013 


2017 


GCCGAL.UG v3 (JvsUUAuuu 




APPTTAAPn nPP/5AAAGGPGAr5tJOAGGUPU CAGUGGGC 


31739 


9015 


2015 


rv*Tir*tTr*nr* r* t tttts nr?x if^fl 
CCACUGGC G UUAWjUGIj 


1 37CE 


prtAppTTAA nppfia a a nnpo a raTnAnnTTPTT gccagitrg 


31740 


9020 


2010 


^•/w*TTTT7i^• n TT/virTTTnaa 


1 

IjJOD 


TTIIHAAPGA P.PPO AAA GGPfiAGURAGGTTCTI PTJAACGCC 


31741 


9023 


2007 




1JJO / 


TTPATTTTHAA fiPPGAAAGGPGAGUGAGGUCU GACCUAAP 


31742 


9033 


1997 


UGAAUGAA G uGALUGAt- 


i 7i/-fl 

liJbo 




31743 


9056 


1974 


GGAACUUU G LAAwjUuL 


i j Joy 


nnapPTTTTn nppnAAAOOPOAfSttrtAnniTPTi AAAGt TTTPP 


31744 


9061 


1969 


TTTTTTrVTATiO TT<^r'7lTTfW2 

UUUGCAAG G UUwiUGGG 


J.JJ /u 


PfVTA1TrV5A PX^V?AAAGGPOAGlTP,AGGTTPIT CIIITGCAAA 


31745 


9069 


1961 


GUV-CAUUU G Uv*C\JwUu 


iJJ /J. 


papiiprsPA nppnAAAfV5PnAnnr;AfifJTTPTT ggattggap 


11 74G 


9071 


1959 


f-%s* Ti T TffVTt T O/^TS /"*TTr?TTT\ 

GGAUUGGU G L.GAGUGUA 


1JJ 


TT7iPAPrT/2ft <^PPrtAAA<VVY3AraTf5A(V3rTPtt APf?GAIlRf3 


31747 


9075 


1955 


LXasUGUGA G UOUAuULsL, 


13J /J 


P-PAfHTAPA fiPPRAAARnPfZAGfTRAGCTTPTI UGGCACGG 


31748 


9077 


1953 


GUGCCAGU G UACUGCAA 


13374 


UUGCAGUA GCCGAAAGGCGAGUGAGGUCU ACUGGCAC 


31749 


9082 


1948 


AGUGUACU G CAAUUCCA 


13375 


UGGAAUUG GCCGAAAGGCGAGUGAGGUCU AGUACAOJ 


31750 


9099 


1931 


ACACCACA G UGCCGUGA 


13376 


UCACGGCA GCCGAAAGGCGAGUGAGGUCU UGUGGUGU 


31751 


9101 


1929 


ACCACAGU G CCGUGACC 


13377 


GGUCACGG GCCGAAAGGCGAGUGAGGUCU ACUGUGGU 


31752 


9104 


1926 


ACAGUGCC G UGACCUGU 


13378 


ACAGGUCA GCCGAAAGGCGAGUGAGGUCU GGCACUGU 


31753 


9111 


1919 


CGUGACCU G UGUCUGCG 


13379 


CGCAGACA GCCGAAAGGCGAGUGAGGUCU AGGUCACG 


31754 


9113 


1917 


UGACCUGU G UCDGOGGG 


13380 


CCCGCAGA GCCGAAAGGCGAGUGAGGUCU ACAGGUCA 


31755 


9117 


1913 


CUGUGUCU G CGGGAGUC 


13381 


GACUCCCG GCCGAAAGGCGAGUGAGGUCU AGACACAG 


31756 


9123 


1907 


CUGCGGGA G UCCCAAGA 


13382 


UCUUGGGA GCCGAAAGGCGAGUGAGGUCU UCCCGCAG 


31757 


9141 


1889 


ACUUGAAA G CCUUUGAA 


13383 


UUCAAAGG GCCGAAAGGCGAGUGAGGUCU UUUCAAGU 


31758 



371 



WO 02/068637 



Table X 



PCT/US01/48350 



9155 


1875 


GAACAGAC G CCAUAGGU 


13384 


ACCUAUGG GCCGAAAGGCGAGUGAGGUCU GUCUGUUC 


31759 


9162 


1868 


CGCCAUAG G UUGUUCCC 


13385 


GGGAACAA GCCGAAAGGCGAGUGAGGUCU CUAUGGCG 


31760 


9165 


1865 


CAUAGGUU G UUCCCUUC 


13386 


GAAGGGAA GCCGAAAGGCGAGUGAGGUCU AACCUAUG 


31761 


9178 


1852 


CUUCAACU G CAAUUUUU 


13387 


AAAAAUUG GCCGAAAGGCGAGUGAGGUCU AGUUGAAG 


31762 


9219 


1811 


GACCCGAC G UCAACUUG 


13388 


CAAGUUGA GCCGAAAGGCGAGUGAGGUCU GUCGGGUC 


31763 


9231 


1799 


ACUUGACA G UGUUGCUU 


13389 


AAGCAACA GCCGAAAGGCGAGUGAGGUCU UGUCAAGU 


31764 


9233 


1797 


UUGACAGU G UUGCUUGA 


13390 


UCAAGCAA GCCGAAAGGCGAGUGAGGUCU ACUGUCAA 


31765 


9236 


1794 


ACAGUGUU G CUUGAAAA 


13391 


UUUUCAAG GCCGAAAGGCGAGUGAGGUCU AACACUGU 


31766 


9258 


1772 


CAGGAAUG G C0CCAGCC 


13392 


GGCUGGAG GCCGAAAGGCGAGUGAGGUCU CAUUCCUG 


31767 


9264 


1766 


UGGCUCCA G CCAAAGCU 


13393 


AGCUUUGG GCCGAAAGGCGAGUGAGGUCU UGGAGCCA 


31768 


9270 


1760 


CAGCCAAA G CDUGAUGC 


13394 


GCAUCAAG GCCGAAAGGCGAGUGAGGUCU UUUGGCUG 


31769 


9277 


1753 


AGCUUGAU G CAGAGCUC 


13395 


GAGCUCUG GCCGAAAGGCGAGUGAGGUCU AUCAAGCU 


31770 


9282 


1748 


GAUGCAGA G CUCCCUCU 


13396 


AGAGGGAG GCCGAAAGGCGAGUGAGGUCU UCUGCAUC 


31771 


9292 


1738 


UCCCUCUU G UGAGCCCA 


13397 


UGGGCUCA GCCGAAAGGCGAGUGAGGUCU AAGAGGGA 


31772 


9296 


1734 


•UCUUGUGA G CCCAAUGC 


13398 


GCAUUGGG GCCGAAAGGCGAGUGAGGUCU UCACAAGA 


31773 


9303 


1727 


AGCCCAAU G CUAUCACA 


13399 


UGUGAUAG GCCGAAAGGCGAGUGAGGUCU AUUGGGCU 


31774 


9316 


1714 


CACAGACU G CUUCGUGG 


13400 


CCACGAAG GCCGAAAGGCGAGUGAGGUCU AGUCUGUG 


31775 


9321 


1709 


ACUGCUUC G UGGCGUGU 


13401 


ACACGCCA GCCGAAAGGCGAGUGAGGUCU GAAGCAGU 


31776 


9324 


1706 


GCUUCGUG G CGUGUGGU 


13402 


ACCACACG GCCGAAAGGCGAGUGAGGUCU CACGAAGC 


31777 


9326 


1704 


UUCGUGGC G UGUGGUUC 


13403 


GAACCACA GCCGAAAGGCGAGUGAGGUCU GCCACGAA 


31778 


9328 


1702 


CGUGGCGU G UGGUUCCU 


13404 


AGGAACCA GCCGAAAGGCGAGUGAGGUCU ACGCCACG 


31779 


9331 


1699 


GGCGUGUG G UUCCUCAA 


13405 


UUGAGGAA GCCGAAAGGCGAGUGAGGUCU CACACGCC 


31780 


9351 


1679 


CCAUUAAC G UCUCUCUG 


13406 


CAGAGAGA GCCGAAAGGCGAGUGAGGUCU GUUAAUGG 


31781 


9359 


1671 


GUCUCUCU G UUCCUCCA 


13407 


UGGAGGAA GCCGAAAGGCGAGUGAGGUCU AGAGAGAC 


31782 


9372 


1658 


UCCACACA G UACUUCCA 


13408 


UGGAAGUA GCCGAAAGGCGAGUGAGGUCU UGUGUGGA 


31783 


9381 


1649 


UACUUCCA G CACUGCUC 


13409 


GAGCAGUG GCCGAAAGGCGAGUGAGGUCU UGGAAGUA 


31784 


9386 


1644 


CCAGCACU G CUCCAAGG 


13410 


CCUUGGAG GCCGAAAGGCGAGUGAGGUCU AGUGCUGG 


31785 


9398 


1632 


CAAGGGAG G UUGAGGUC 


13411 


GACCUCAA GCCGAAAGGCGAGUGAGGUCU CUCCCUUG 


31786 


9404 


1626 


AGGUUGAG G UCCAUGAA 


13412 


UUCAUGGA GCCGAAAGGCGAGUGAGGUCU CUCAACCU 


31787 


9435 


1595 


CCAAGAAC G UCUUUGUU 


13413 


AACAAAGA GCCGAAAGGCGAGUGAGGUCU GUUCUUGG 


31788 


9441 


1589 


ACGUCUUU G UUCCAACA 


13414 


UGUUGGAA GCCGAAAGGCGAGUGAGGUCU AAAGACGU 


31789 


9450 


1580 


UUCCAACA G UCAUCACG 


13415 


CGUGAUGA GCCGAAAGGCGAGUGAGGUCU UGUUGGAA 


31790 


9458 


1572 


GUCAUCAC G UAGUAUGC 


13416 


GCAUACUA GCCGAAAGGCGAGUGAGGUCU GUGAUGAC 


31791 


9461 


1569 


AUCACGUA G UAUGCAUU 


13417 


AAUGCAUA GCCGAAAGGCGAGUGAGGUCU UACGUGAU 


31792 


9465 


1565 


CGUAGUAU G CAUUGGUG 


13418 


CACCAAUG GCCGAAAGGCGAGUGAGGUCU AUACUACG 


31793 


9471 


1559 


AUGCAUUG G UGUCAAUC 


13419 


GAUUGACA GCCGAAAGGCGAGUGAGGUCU CAAUGCAU 


31794 


9473 


1557 


GCAUUGGU G UCAAUCCC 


13420 


GGGAUUGA GCCGAAAGGCGAGUGAGGUCU ACCAAUGC 


31795 


9487 


1543 


CCCUGACC G UGGUUCAC 


13421 


GUGAACCA GCCGAAAGGCGAGUGAGGUCU GGUCAGGG 


31796 


9490 


1540 


UGACCGUG G UUCACAGU 


13422 


ACUGUGAA GCCGAAAGGCGAGUGAGGUCU CACGGUCA 


31797 


9497 


1533 


GGUUCACA G UCCACUGU 


13423 


ACAGUGGA GCCGAAAGGCGAGUGAGGUCU UGUGAACC 


31798 


9504 


1526 


AGUCCACU G UCACCUCU 


13424 


AGAGGUGA GCCGAAAGGCGAGUGAGGUCU AGUGGACU 


31799 


9526 


1504 


UUCUCCAA G CUUUAGUG 


13425 


CACUAAAG GCCGAAAGGCGAGUGAGGUCU UUGGAGAA 


31800 


9532 


1498 


AAGCUUUA G UG17GI7AUG 


13426 


CAUACACA GCCGAAAGGCGAGUGAGGUCU UAAAGCUU 


31801 


9534 


1496 


GCUUUAGU G UGUAUGAA 


13427 


UUCAUACA GCCGAAAGGCGAGUGAGGUCU ACUAAAGC 


31802 


9536 


1494 


UUUAGUGU G UAUGAAGG 


13428 


CCUUCAUA GCCGAAAGGCGAGUGAGGUCU ACACUAAA 


31803 


9544 


1486 


GUAUGAAG G CX3CCGCAG 


13429 


CUGCGGCG GCCGAAAGGCGAGUGAGGUCU CUUCAUAC 


31804 


9546 


1484 


AUGAAGGC G CCGCAGGA 


13430 


UCCUGCGG GCCGAAAGGCGAGUGAGGUCU GCCUUCAU 


31805 


9549 


1481 


AAGGCGCC G CAGGAGUG 


13431 


CACUCCUG GCCGAAAGGCGAGUGAGGUCU GGCGCCUU 


31806 


9555 


1475 


CCGCAGGA G UGAUGCUG 


13432 


CAGCAUCA GCCGAAAGGCGAGUGAGGUCU UCCUGCGG 


31807 


9560 


1470 


GGAGUGAU G CUGAAUCU 


13433 


AGAUUCAG GCCGAAAGGCGAGUGAGGUCU AUCACUCC 


31808 


9573 


1457 


AUCUCCCU G CCUGAGUG 


13434 


CACUCAGG GCCGAAAGGCGAGUGAGGUCU AGGGAGAU 


31809 


9579 


1451 


CUGCCUGA G UGGCUCCA 


13435 


UGGAGCCA GCCGAAAGGCGAGUGAGGUCU UCAGGCAG 


31810 


9582 


1448 


CCUGAGUG G CUCCAACC 


13436 


GGUUGGAG GCCGAAAGGCGAGUGAGGUCU CACUCAGG 


31811 


9592 


1438 


UCCAACCU G UGUGGAGU 


13437 


ACUCCACA GCCGAAAGGCGAGUGAGGUCU AGGUUGGA 


31812 


9594 


1436 


CAACCUGU G UGGAGUAG 


13438 


CUACUCCA GCCGAAAGGCGAGUGAGGUCU ACAGGUUG 


31813 


9599 


1431 


UGUGUGGA G UAGUUUCC 


13439 


GGAAACUA GCCGAAAGGCGAGUGAGGUCU UCCACACA 


31814 


9602 


1428 


GUGGAGUA G UUUCCGUG 


13440 


CACGGAAA GCCGAAAGGCGAGUGAGGUCU UACUCCAC 


31815 


9608 


1422 


UAGUUUCC G UGCGACUC 


13441 


GAGUCGCA GCCGAAAGGCGAGUGAGGUCU GGAAACUA 


31816 


9610 


1420 


GUUUCCGU G CGACUCCA 


13442 


UGGAGUCG GCCGAAAGGCGAGUGAGGUCU ACGGAAAC 


31817 


9621 


1409 


ACUCCACA G UAGUUGGU 


13443 


ACCAACUA GCCGAAAGGCGAGUGAGGUCU UGUGGAGU 


31818 


9624 


1406 


CCACAGUA G UUGGUCCA 


13444 


UGGACCAA GCCGAAAGGCGAGUGAGGUCU UACUGUGG 


31819 


9628 


1402 


AGUAGUUG G UCCAUGGA 


13445 


UCCAUGGA GCCGAAAGGCGAGUGAGGUCU CAACUACU 


31820 
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9645 


1385 


CAAAAAUG G CCACUUCG 


13446 


CGAAGUGG GCCGAAAGGCGAGUGAGGUCU CAUUUUUG 


31821 


9653 


1377 


GCCACUUC G UACUUGAU 


13447 


AUCAAGuA GCCGAAAGGCGAGUGAGGUCU GAAGUGGC 


31822 


9678 


1352 


UCAAQAUG G UUCUUCCU 


13448 


AGGAAGAA GCCGAAAGGCGAGUGAGGUCU CAUCUUGA 


31823 


9690 


1340 


UUCCUAUU G CCUUGGUA 


13449 


UACCAAGG GCCGAAAGGCGAGUGAGGUCU AAUALX&AA 


31824 


9696 


1334 


UUGCCUUG G UAGAGCAG 


13450 


CUGCUCUA GCCGAAAGGCGAGUGAUUUCU CAAGUCAA 


31825 


9701 


1329 


UUGGUAGA G CAGGCAAA 


13451 


UUUGCCUG LKJCVjA&AIjUCGAG U (jAGG U U U UCUiUJUAA 


31826 


9705 


1325 


UAGAGCAG G CAAAUUUG 


13452 


CAAAUUUG GCCGAAAGGOGAGUGAWjUUU CUGUUCUA 


31827 


9714 


1316 


CAAAUUUG G CGCAUGUG 


13453 


CACAUGCG GCCGAAAGGCGAGUGAGGUCU CAAAUUUG 


31828 


9716 


1314 


AAUUUGGC G CAUGUGUC 


13454 


GACACAUG GCCGAAAGGUjAG U GAGGU cu gccaaauu 


31829 


9720 


1310 


UGGCGCAU G UGUCAAUG 


13455 


CAUUGACA GCCGAAAGGCGAGUGAGGUCU AUGCGCCA 


31830 


9722 


1308 


GCGCAUGU G UCAAUGCU 


13456 


AGCAUUGA GCCGAAAGGCGAGUGAGGUCU ACAUGCGC 


31831 


9728 


1302 


GUGUCAAU G CUUCCUUU 


13457 


AAAGGAAG GCCGAAAGGCGAGUGAGGUCU AUUGACAC 


31832 


9737 


1293 


CUUCCUUU G CCAAAUAA 


13458 


UUAUUUGG GCCGAAAGGCGAGUGAGGUCU AAAGGAAG 


31833 


9749 


1281 


AAUAAUCC G CAGCCGUU 


13459 


AACGGCUG GCCGAAAGGCGAGUGAGGUCU GGAUUAUU 


31834 


9752 


1278 


AAUCCGCA G CCGUUGCC 


13460 


GGCAACGG GCCGAAAGGCGAGUGAGGUCU UGCGGAUU 


31835 


9755 


1275 


CCGCAGCC G UUGCCCCA 


13461 


UGGGGCAA GCCGAAAGGCGAGUGAGGUCU GGCUGCGG 


31836 


9758 


1272 


CAGCCGUU G CCCCAGCC 


13462 


GGCUGGGG GCCGAAAGGCGAGUGAGGUCU AACGGCUG 


31837 


9764 


1266 


UUGCCCCA G CCCCUGUC 


13463 


GACAGGGG GCCGAAAGGCGAGUGAGGUCU UGGGGCAA 


31838 


9770 


1260 


CAGCCCCU G UCCACCAC 


13464 


GUGGUGGA GCCGAAAGGCGAGUGAGGUCU AGGGGCUG 


31839 


9784 


1246 


CACUCCUU G UCUGCACA 


13465 


UGUGCAGA GCCGAAAGGCGAGUGAGGUCU AAGGAGUG 


31840 


9788 


1242 


CCUUGUCU G CACACAAA 


13466 


UUUGUGUG GCCGAAAGGCGAGUGAGGUCU AGACAAGG 


31841 


9798 


1232 


ACACAAAA G CUGGGUCA 


13467 


UGACCCAG GCCGAAAGGCGAGUGAGGUCU UUUUGUGU 


31842 


9803 


1227 


AAAGCUGG G UCAGCACG 


13468 


CGUGCUGA GCCGAAAGGCGAGUGAGGUCU CCAGCUUU 


31843 


9807 


1223 


CUGGGUCA G CACGUUUG 


13469 


CAAACGUG GCCGAAAGGCGAGUGAGGUCU UGACCCAG 


31844 


9811 


1219 


GUCAGCAC G UUUGUCAU 


13470 


AUGACAAA GCCGAAAGGCGAGUGAGGUCU GUGCUGAC 


31845 


9815 


1215 


GCACGUUU G UCAUUGUG 


13471 


CACAAUGA GCCGAAAGGCGAGUGAGGUCU AAACGUGC 


31846 


9821 


1209 


UUGUCAUU G UGAGCUUC 


13472 


GAAGCUCA GCCGAAAGGCGAGUGAGGUCU AAUGACAA 


31847 


9825 


1205 


CAUUGUGA G CUUCUCCC 


13473 


GGGAGAAG GCCGAAAGGCGAGUGAGGUCU UCACAAUG 


31848 


9837 


1193 


CUCCCAUG G UCGGGCAC 


13474 


GUGCCCGA GCCGAAAGGCGAGUGAGGUCU CAUGGGAG 


31849 


9842 


1188 


AUGGUCGG G CACGCAGC 


13475 


GCUGCGUG GCCGAAAGGCGAGUGAGGUCU CCGACCAU 


31850 


9846 


1184 


UCGGGCAC G CAGCUUUG 


13476 


CAAAGCUG GCCGAAAGGCGAGUGAGGUCU GUGCCCGA 


31851 


9849 


1181 


GGCACGCA G CUUUGGUG 


13477 


CACCAAAG GCCGAAAGGCGAGUGAGGUCU UGCGUGCC 


31852 


9855 


1175 


CAGCUUUG G UGGAGAGA 


13478 


UCUCUCCA GCCGAAAGGCGAGUGAGGUCU CAAAGCUG 


31B53 


9866 


1164 


GAGAGAUC G CUGACGGU 


13479 


ACCGUCAG GCCGAAAGGCGAGUGAGGUCU GAUCUCUC 


31854 


9873 


1157 


CGCUGACG G UAGCCAAA 


13480 


UUUGGCUA GCCGAAAGGCGAGUGAGGUCU CGUCAGCG 


31855 


9876 


1154 


UGACGGUA G CCAAAUAG 


13481 


CUAUUUGG GCCGAAAGGCGAGUGAGGUCU UACCGUCA 


31856 


9884 


1146 


GCCAAAUA G CAAUAACU 


13482 


AGUUAUUG GCCGAAAGGCGAGUGAGGUCU UAUUUGGC 


31857 


9893 


1137 


CAAUAACU G OGGACCUC 


13483 


GAGGUCCG GCCGAAAGGCGAGUGAGGUCU AGUUAUUG 


31858 


9903 


1127 


GGACCUCU G CCAGGUUG 


13484 


CAACCUGG GCCGAAAGGCGAGUGAGGUCU AGAGGUCC 


31859 


9908 


1122 


UCUGCCAG G UUGACCGC 


13485 


GCGGUCAA GCCGAAAGGCGAGUGAGGUCU CUGGCAGA 


31860 


9915 


1115 


GGUUGACC G CCUCCAUA 


13486 


UAUGGAGG GCCGAAAGGCGAGUGAGGUCU GGUCAACC 


31861 


9945 


1085 


CAUCGAUG G UAGGCUUG 


13487 


CAAGCCUA GCCGAAAGGCGAGUGAGGUCU CAUCGAUG 


31862 


9949 


1081 


GAUGGUAG G CUUGUCCU 


13488 


AGGACAAG GCCGAAAGGCGAGUGAGGUCU CUACCAUC 


31863 


9953 


1077 


GUAGGCUU G UCCUUAGA 


13489 


UCUAAGGA GCCGAAAGGCGAGUGAGGUCU AAGCCUAC 


31864 


9969 


1061 


ACAUGAUA G UCACGCAG 


13490 


CUGCGUGA GCCGAAAGGCGAGUGAGGUCU UAUCAUGU 


31365 


9974 


1056 


AUAGUCAC G CAGCUGUC 


13491 


GACAGCUG GCCGAAAGGCGAGUGAGGUCU GUGACUAU 


31866 


9977 


1053 


GUCACGCA G CUGUCGCC 


13492 


GGCGACAG GCCGAAAGGCGAGUGAGGUCU UGCGUGAC 


31867 


9980 


1050 


ACGCAGCU G UCGCCUUC 


13493 


GAAGGCGA GCCGAAAGGCGAGUGAGGUCU AGCUGCGU 


31868 


9983 


1047 


CAGCUGUC G CCUUCGAG 


13494 


CUCGAAGG GCCGAAAGGCGAGUGAGGUCU GACAGCUG 


31869 


10008 


1022 


CCACCCAU G UUGCUCCA 


13495 


UGGAGCAA GCCGAAAGGCGAGUGAGGUCU AUGGGUGG 


31870 


10011 


1019 


CCCAUGUU G CUCCAGAC 


13496 


GUCUGGAG GCCGAAAGGCGAGUGAGGUCU AACAUGGG 


31871 


10034 


996 


UCCAAGAA G UCUCOGUU 


13497 


AACAGAGA GCCGAAAGGCGAGUGAGGUCU UUCUUGGA 


31872 


10040 


990 


AAGUCUCU G UUGCUCAU 


13498 


AUGAGCAA GCCGAAAGGCGAGUGAGGUCU AGAGACUU 


31873 


10043 


987 


UCUCUGUU G CUCAUUCC 


13499 


GGAAUGAG GCCGAAAGGCGAGUGAGGUCU AACAGAGA 


31874 


10055 


975 


AUUCCAAG G CAGUUGAA 


13500 


UUCAACUG GCCGAAAGGCGAGUGAGGUCU CUUGGAAU 


31875 


10058 


972 


CCAAGGCA G UUGAAGCU 


13501 


AGCUUCAA GCCGAAAGGCGAGUGAGGUCU UGCCUUGG 


31876 


10064 


966 


CAGUUGAA G CUGUAAGC 


13502 


GCUUACAG GCCGAAAGGCGAGUGAGGUCU UUCAACUG 


31877 


10067 


963 


UUGAAGCU G UAAGCUGG 


13503 


CCAGCUUA GCCGAAAGGCGAGUGAGGUCU AGCUUCAA 


31878 


10071 


959 


AGCUGUAA G CUGGGGCC 


13504 


GGCCCCAG GCCGAAAGGCGAGUGAGGUCU UUACAGCU 


31879 


10077 


953 


AAGCUGGG G CCACCAAA 


13505 


UUUGGUGG GCCGAAAGGCGAGUGAGGUCU CCCAGCUU 


31880 


10087 


943 


CACCAAAA G CAAUAGCA 


13506 


UGCUAUUG GCCGAAAGGCGAGUGAGGUCU UUUUGGUG 


31881 


10093 


937 


AAGCAAUA G CACGACAA | 13507 


UUGUCGUG GCCGAAAGGCGAGUGAGGUCU UAUUGCUU 


31882 
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10114 


916 


AACUCUCU G CAUGGUGU 


13508 


ACACCAUG GLAAjAAAGG vJViAG LAiAvjGU V» U AGAkjAGUU 


31883 


10119 


911 


UCUGCAUG G UGUUGCUC 


13509 


GAGCAACA GCUvxAAAGOi-LzAG U GAbGU C U UAUGCAGA 


31884 


10121 


909 


UGCAUGGU O UUGCUCCC 


13510 


GGGAGCAA GCCGAAAGGCGAGUGAGGULIJ ACCAUGCA 


31885 


10124 


906 


n t Tn rrt T/ * I 1 1 T o OT A TV 

AUGGUGUU G CUCCCAAG 


13511 


CUUGGGAG GUUvjAAAGGLAiAo LKjAGGU L U AALALLAU 


31886 


10132 


898 


^T Off TOO OTV TV O OTVTTOOTV 7V ^ 

GCUCCCAA G CAUCCAAC 


13512 


r^TTTT/VRTTra fWV'R ARO/^rVlR/WlT'RI^/^TTflT TTTV5/3/lR^r^ 

GUUGGAUG GCU\xAAAGGCUAGUGAbGULU UUGGGAGC 


31887 


10149 


881 


CAAUGACG G CUGCCACC 


13513 


GGUGGv-AG GC^\xAAAGGCGAG LKiAviGU L U \JGU vJAU U G 


31888 


10152 


878 


UGACGGCU G CCACCAGG 


13514 


l-CUGGUGG GCUGAAAGGvJviAwuGAGGUCU AGvJGGUUA 


31889 


10161 


869 


o*"*t*. ootv or^ o o Tttv t tO/"*tv 

CCACCAGG G CAUAUCCA 


13515 


UGGAUAUG GGUGAAAGGuGAGUGAGGUGU UCUGGUGu 


31890 


10172 


858 


UAUCCAGG G UUCCUCAA 


13516 


UUGAGGAA GCUvjAAAGGiJviAG UGAGGU L U GCUGGAUA 


31891 


10194 


836 


m * T /-* *l y TTTOt T O f TTTI II lHK /tfl 

AUGAUUCU G UUUUUACC 


13517 


OOTTTV TA Ti T\ IV OO/^V*' X IV Ti OOOOJTV OT fOTVO/ If t/ ffl T TVOJ1V T4 TTOTVTT 

GGUAAAAA GCCGAAAGGCGAGUGAGGUCU AGAAUCAU 


31892 


10212 


818 


AAUACCUU G UGGCCUUG 


13518 


CAAGGCCA GCCGAAAGGCGAGUGAGGUCU AAGGUAUU 


31893 


10215 


815 


ACCUUGUG G CCUUGGUO 


13519 


CACCAAGG GCCGAAAGGCGAGUGAGGUCU CACAAGGU 


31894 


10221 


809 


UGGCCUUG G UGCUGUCC 


13520 


OOT\ OX OOT* OOOOX TA >K OO OO TV OTT TOU OOTTOT ▼ OTl T4 OOOOlt 

GGACAGCA GCCGAAAGGCGAGUGAGGUCU CAAGGCCA 


31895 


10223 


807 


GCCUUGGU G CUGUCCAU 


13521 


TV T TOO 11 O T\ O Ort^JO IV IV TV O O OO TV O T TO TV OOT TO? T TV OOT4 Tk OOO 

AUGGACAG GCCGAAAGG CGAGUGAGGUCU ACCAAGGC 


31896 


10226 


804 


UUGGUGCU G UCCAUCCA 


13522 


T TOO TV T TOO IV OOO^ X TV TV OOO^T IV OTTOX OOT TOT T TV OOTV OO TA 

UGGAUGGA GCCGAAAGGCGAGUGAGGUCU AGCACCAA 


31897 


10236 


794 


/"lATVf T^nii 1\ O OOOOOT TT Tr^ 

CCAUCCAA G CCCCCUUC 


13523 


OTV TV /l/^AP ^ OOO^T IV TV TV OOO^** TV OT TO TV OOTTOTT TTTTOO TV T TOO 

GAAGGGGG GCCGAAAGGCGAGUGAGGUCU UUGGAUGG 


31898 


10247 


783 


CCCUUCUU G UUCGCUAG 


13524 


OTTTV O OO Ti TV O O/TO TV fV TV /TOOV^ IV OTTO TV OOTTOTT TV TV O TV TV OOO 

CUAGCGAA GCCGAAAGG CX3AGUGAGGUCU AAGAAGGG 


31899 


10251 


779 


TTOTTTTOTTfTO O ntT>/^*ntTO 

UCUUGUUC G CUAGAGUG 


13525 


OTV OTTOTT1V O OO^V*^ TV TV TV /^OO^** TV OT TO TV O OT TOT T O TV TV OX TV O TV 

CACUCUAG GCCGAAAGGCGAGUGAGGUCU GAACAAGA 


31900 


10257 


773 


UCGCUAGA G UGCUUUCU 


13526 


AGAAAGCA GCCGAAAGGCGAGUGAGGUCU UCUAGCGA 


31901 


10259 


771 


OOTTTV O TV /^1T O nTTTTTTnT7n/1 

GCUAGAGU G CUUUCUCC 


13527 


OO TV O T\ TV TV O O O^**/^ TV TV TV TV OTTO TV OOT TOTT TV /"TTTOTTTV OO 

oC-AGAAAG GCCGAAAGGCGAGUGAGGUCU ACUCUAGC 


31902 


10268 


762 


CUUUCUCC G UGUGUCUG 


13528 


CAGACACA GCCGAAAGGCGAGUGAGGUCU GGAGAAAG 


31903 


10270 


760 


UUCUCCGU G UGUCUGCA 


13529 


f TO O TV O TV O TV O A^IA IV TV TV OO OO TV OT TO TV OOTTOTT T TV OOO TV O TV TV 

UGCAGACA GCCGAAAGGCGAGUGAGGUCU ACGGAGAA 


31904 


10272 


758 


CUCCGUGU G UCUGCACU 


13530 


TV OTTO O n OTV O OOO IV IV H OOOO X OTTOT4 OOTTOTT TV OTV lk O 

AGuGCAGA GCCGAAAGGCGAGUGAGGUCU ACACGGAG 


31905 


10276 


754 


GUGUGUCU G CACUGUCA 


13531 


UGACAGUG GCCGAAAGGCGAGUGAGGUCU AGACACAC 


31906 


10281 


749 


UCUGCACU G UCAGUGAC 


13532 


GUCACUGA GCCGAAAGGCGAGUGAGGUCU AGUGCAGA 


31907 


10285 


745 


O TV OT YOYTO TV O T TO TV ^TOT TOO 

CACUGUCA G UGACCUCC 


13533 


OO TV OOT TO IV OOOO IV TV TV OOOO TV OTTO TV OOTTOTT tmm m 

GGAGGUCA GCCGAAAGGCGAGUGAGGUCU UGACAGUG 


31908 


10298 


732 


CUCCGACU G CGUCUUGA 


13534 


UCAAGACG GCCGAAAGGCGAGUGAGGUCU AGUCGGAG 


31909 


10300 


730 


Of^O TV ^TT T^T O O TT^TTtTnH ^TT 

CCGACUGC G UCUUGAGU 


13535 


ACUCAAGA GCCGAAAGGCGAGUGAGGUCU GCAGUCGG 


31910 


10307 


723 


^ynr t^rt n to h o t to o oot tot t 

CGUCUUGA G UGGCGUGU 


13536 


ACACGCCA GCCGAAAGGCGAGUGAGGUCU UCAAGACG 


31911 


10310 


720 


CUUGAGUG G CGUGUCUU 


13537 


TV TV OTV OTV rtO O O^^O TV TV TV OO O^T T* OTTO TV OOTTOTT OTV OTTOTt TV O 

AAGACACG GCCX3AAAGGCGAGIJGAGGUCU CACUCAAG 


31912 


10312 


718 


UGAGUGGC G UGUCUUGG 


13538 


CCAAGACA GCCGAAAGGCGAGUGAGGUCU GCCACUCA 


31913 


103 14 


716 


AGUGGCGU G UCUUGGUG 


13539 


OTV OOTV TV O TV O O^^O TV TV TV OO^^O TV OTTO TV OOT TOTT TV O^t f^f* *M Orx 

CACCAAGA GCCGAAAGGCGAGUGAGGUCU ACGCCACU 


31914 


10320 


710 


GUGUCUUG G UGCAUCUU 


13540 


7\ TV O TV TTO /"TTV /in/Vl TV TV TV 00/\O TV OT TO TV OOTTOTT OlV TV O TV OTV O 

AAGAUGCA GCCGAAAGGCGAGUGAGGUCU CAAGACAC 


31915 


10322 


708 


GULUUGGU G CAUCUUCC 


13541 


OO IV TV O TV T TO O OOO TV TV TI OO/TO TV OTTO TV OOTTOTT TV 0 0» O TV « 

GGAAGAUG GCCGAAAGGCGAGUGAGGUCU ACCAAGAC 


31916 


10340 


690 


Y TTV OOT TO 7\ O O fTTlOU /"ITTT'O 

UACCUGAC G UAGACUGC 


13542 


OO TV OTTOTTTV O OOO TV TV TV /™IOO^^ TV OTTO TV OOTTOTT OTTOTV O OT W 

GCAGUCUA GCCGAAAGGCGAGUGAGGUCU GUCAGGUA 


31917 


10347 


683 


CGUAGACU G CUGACUUU 


13543 


AAAGUCAG GCCGAAAGGCGAGUGAGGUCU AGUCUACG 


31918 


10356 


674 


OT TO IS Of T T Tl T O T TO OTV rtnR TV 

CUGACUUU G UGCACCAA 


13544 


UUGGUGCA GCCGAAAGGCGAGUGAGGUCU AAAGUCAG 


31919 


10358 


672 


GACUUUGU G CACCAACA 


13545 


UGUUGGUG GCCGAAAGGCGAGUGAGGUCU ACAAAGUC 


31920 


10367 


663 


CACCAACA G UCGAUGUC 


13546 


GACAUCGA GCCGAAAGGCGAGUGAGGUCU UGUUGGUG 


31921 


10373 


657 


CAGUCGAU G UCUUCUGG 


13547 


CCAGAAGA GCCGAAAGGCGAGUGAGGUCU AUCGACUG 


31922 


10392 


638 


TV TTTTA IV /"I POOH/ln^O 

CAUUACCA G CCGACAGC 


13548 


fl OT TOT TOO O OOOO TV TV TV OOOO TV OTTOTV OOTTOTT ffM/YTTIl m TfM 

GCUGUCGG GCCGAAAGGCGAGUGAGGUCU UGGUAAUG 


31923 


10399 


631 


AGCCGACA o CACUGGGC 


13549 


GCCCAGUG GCCGAAAGGCGAGUGAGGUCU UGUCGGCU 


31924 


10406 


624 


AGCACUGG G vJAUUCAUA 


13550 


TTTV T TO TV TV T TO O O^TO TV TV TV OO OO *» OTTOTV OOTTOTT OO^k OTTO /TfV 

UAUGAAUG GCCGAAAGGCGAGUGAGGUCU CCAGUGCU 


31925 


10416 


614 


AUUCAUAA G UGAUAGUA 


13551 


UACUAUCA GCCGAAAGGCGAGUGAGGUCU UUAUGAAU 


31926 


10422 


608 


AAGUGAUA G UAUCAUCG 


13552 


OGAUGAUA GCCGAAAGGCGAGUGAGGUCU UAUCACUU 


31927 




£L A A 


GUAUUAUL G UACAUGUA 


13553 


TTTV O TV T TO T TO OO/^O TV TV TV OO OO TV OTTO IV OOTTOTT O TV T TO TV TTTV O 

UACAUGUG GCCGAAAGGCGAGUGAGGUCU GAUGAUAC 


31928 


10436 


594 


UCGCACAU G UAUCCCAC 


13554 


GUGGGAUA GCCGAAAGGCGAGUGAGGUCU AUGUGCGA 


31929 


10452 


578 


CAUCCAUU G CUCUGACA 


13555 


T TOTTOTh O T4 « OOOO IV » TV OO OO «. OTTOX J~L 1 T J~¥¥ T «k 

UGUCAGAG GCCGAAAGGCGAGUGAGGUCU AAUGGAUG 


31930 


10463 


567 


CuGACAAU G CAUAGGUU 


13556 


AACCUAUG GCCGAAAGGCGAGUGAGGUCU AUUGUCAG 


31931 


10469 


561 


AUGCAUAG G UUCUUUCC 


13557 


GGAAAGAA GCCGAAAGGCGAGUGAGGUCU CUAUGCAU 


31932 


10479 


551 


UCUUUCCA G CAGCUGUU 


13558 


AACAGCUG GCCGAAAGGCGAGUGAGGUCU UGGAAAGA 


31933 


10482 


548 


T TT TO Tl O IV O) OT TOTTT TO O T4 

UUCCAGCA G CUGUUGGA 


13559 


UCCAACAG GCCGAAAGGCGAGUGAGGUCU UGCUGGAA 


31934 


10485 


545 


CAGCAGCU G UUGGAAUC 


13560 


GAUUCCAA GCCGAAAGGCGAGUGAGGUCU AGCUGCUG 


31935 


10494 


536 


UUGGAAUC G UGAUGACA 


13561 


UGUCAUCA GCCGAAAGGCGAGUGAGGUCU GAUUCCAA 


31936 


10506 


524 


UGACAUCU G UGACGUCA 


13562 


UGACGUCA GCCGAAAGGCGAGUGAGGUCU AGAUGUCA 


31937 


10511 


519 


UCUGUGAC G UCAGUAGC 


13563' 


GCUACUGA GCCGAAAGGCGAGUGAGGUCU GUCACAGA 


31938 


10515 


515 


UGACGUCA G UAGCAUUU 


13564 


AAAUGCUA GCCGAAAGGCGAGUGAGGUCU UGACGUCA 


31939 


10518 


512 


CGUCAGUA G CAUUUACC 


13565 


GGUAAAUG GCCGAAAGGCGAGUGAGGUCU UACUGACG 


31940 


10527 


503 


CAUUUACC G UCAUCAUC 


13566 


GaUGAUGA GCCGAAAGGCGAGUGAGGUCU GGUAAAUG 


31941 


10550 


480 


CCUUGGAA G UUAGAGAG 


13567 


CUCUCUAA GCCGAAAGGCGAGUGAGGUCU UUCCAAGG 


31942 


10560 


470 


UAGAGAGG G UAACUGCU 


13568 


AGCAGUUA GCCGAAAGGCGAGUGAGGUCU CCUCUCUA 


31943 


10566 


464 


GGGUAACU G CUCCUACG 


13569 


CGUAGGAG GCCGAAAGGCGAGUGAGGUCU AGUUACCC 


31944 
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10574 


456 


GCUCCUAC G CUGGCGAU 


13570 


AUCGCCAG GCCGAAAGGCGAGUGAGGUCU GUAGGAGC 


31945 


10578 


452 


CUACGCOG G CGAUCAGG 


13571 


CCUGAUCG GCCGAAAGGCGAGUGAGGUCU CAGCGUAG 


31946 


10586 


444 


GOGAUCAG G CCAAUCAU 


13572 


AUGAUUGG GCCGAAAGGCGAGUGAGGUCU CUGAUCGC 


31947 


10599 


431 


UCAUGACU G CAAUUCCG 


13573 


OGGAAUUG GCCGAAAGGCGAGUGAGGUCU AGUCAUGA 


31948 


10608 


422 


CAAUUCCG G UCUUUCCU 


13574 


AGGAAAGA GCCGAAAGGCGAGUGAGGUCU CGGAAUUG 


31949 


10630 


400 


UUUCUUUU G UUUUGAGC 


13575 


GCUCAAAA GCCGAAAGGCGAGUGAGGUCU AAAAGAAA 


31950 


10637 


393 


UGUUUUGA G CUCCGCCG 


13576 


CGGCGGAG GCCGAAAGGCGAGUGAGGUCU UCAAAACA 


31951 


10642 


388 


UGAGCUCC G CCGAUUGA 


13577 


UCAAUCGG GCCGAAAGGCGAGUGAGGUCU GGAGCUCA 


31952 


10653 


377 


GAUUGAUA G CACUGGUC 


13578 


GACCAGUG GCCGAAAGGCGAGUGAGGUCU UAUCAAUC 


31953 


10659 


371 


UAGCACUG G UCAAGGUC 


13579 


GACCUUGA GCCGAAAGGCGAGUGAGGUCU CAGUGCUA 


31954 


10665 


365 


UGGUCAAG G UCCCUAGU 


13580 


ACUAGGGA GCCGAAAGGCGAGUGAGGUCU CUUGACCA 


31955 


10672 


358 


GGUCCCUA G UUCCUUCU 


13581 


AGAAGGAA GCCGAAAGGCGAGUGAGGUCU UAGGGACC 


31956 


10694 


336 


CUCAGAAG G UGUUUCAU 


13582 


AUGAAACA GCCGAAAGGCGAGUGAGGUCU CUUCUGAG 


31957 


10696 


334 


CAGAAGGU G UUUCAUCG 


13583 


CGAUGAAA GCCGAAAGGCGAGUGAGGUCU ACCUUCUG 


31958 


10704 


326 


GUUUCAUC G CUGUUUGU 


13584 


ACAAACAG GCCGAAAGGCGAGUGAGGUCU GAUGAAAC 


31959 


10707 


323 


UCAUCGCU G UUUGUUUG 


13585 


CAAACAAA GCCGAAAGGCGAGUGAGGUCU AGCGAUGA 


31960 


10711 


319 


CGCUGUUU G UUUGUUCA 


13586 


UGAACAAA GCCGAAAGGCGAGUGAGGUCU AAACAGCG 


31961 


10715 


315 


GUUUGUUU G UUCACACC 


13587 


GGUGUGAA GCCGAAAGGCGAGUGAGGUCU AAACAAAC 


31962 


10738 


292 


UCGAUCCA G CACUGCUC 


13588 


GAGCAGUG GCCGAAAGGCGAGUGAGGUCU UGGAUCGA 


31963 


10743 


287 


CCAGCACU G CUCGGGUC 


13589 


GACCCGAG GCCGAAAGGCGAGUGAGGUCU AGUGCUGG 


31964 


10749 


281 


CUGCUCGG G UCGGAGCA 


13590 


UGCUCCGA GCCGAAAGGCGAGUGAGGUCU CCGAGCAG 


31965 


10755 


275 


GGGUCGGA G CAAUUGCU 


13591 


AGCAAUUG GCCGAAAGGCGAGUGAGGUCU UCCGACCC 


31966 


10761 


269 


GAGCAAUU G CUGUGAAC 


13592 


GUUCACAG GCCGAAAGGCGAGUGAGGUCU AAUUGCUC 


31967 


10764 


266 


CAAUUGCU G UGAACCUG 


13593 


CAGGUUCA GCCGAAAGGCGAGUGAGGUCU AGCAAUUG 


31968 


10779 


251 


UGAAGAAC G CCAAGAGA 


13594 


UCUCUUGG GCCGAAAGGCGAGUGAGGUCU GUUCUUCA 


31969 


10788 


242 


CCAAGAGA G CCAACACA 


13595 


UGUGUUGG GCCGAAAGGCGAGUGAGGUCU UCUCUUGG 


31970 


10801 


229 


CACAAAUC G UAUUGGCC 


13596 


GGCCAAUA GCCGAAAGGCGAGUGAGGUCU GAUUUGUG 


31971 


10807 


223 


UCGUAUUG G CCCCUUGC 


13597 


GCAAGGGG GCCGAAAGGCGAGUGAGGUCU CAAUACGA 


31972 


10814 


216 


GGCCCCUU G CCGUCGAU 


13598 


AUCGACGG GCCGAAAGGCGAGUGAGGUCU AAGGGGCC 


31973 


10817 


213 


CCCUUGCC G UCGAUCAG 


13599 


CUGAUCGA GCCGAAAGGCGAGUGAGGUCU GGCAAGGG 


31974 


10826 


204 


UCGAUCAG G CUCAACAU 


13600 


AUGUUGAG GCCGAAAGGCGAGUGAGGUCU CUGAUCGA 


31975 


10836 


194 


UCAACAUA G CCCUCUUC 


13601 


GAAGAGGG GCCGAAAGGCGAGUGAGGUCU UAUGUUGA 


31976 


10846 


184 


CCUCUUCA G UCCAAUCA 


13502 


UGAUUGGA GCCGAAAGGCGAGUGAGGUCU UGAAGAGG 


31977 


10865 


165 


GACAACAC G CGGGGCAU 


13603 


AUGCCCCG GCCGAAAGGCGAGUGAGGUCU GUGUUGUC 


31978 


10870 


160 


CACGCGGG G CAUUCCGC 


13604 


GCGGAAUG GCCGAAAGGCGAGUGAGGUCU CCCGCGUG 


31979 


10877 


153 


J GGCAUUCC G CGUUUUAG 


13605 


CUAAAACG GCCGAAAGGCGAGUGAGGUCU GGAAUGCC 


31980 


10879 


151 


CAUUCCGC G UUUUAGCA 


13606 


UGCUAAAA GCCGAAAGGCGAGUGAGGUCU GCGGAAUG 


31981 


10885 


145 


GCGUUUUA G CAUAUUGA 


13607 


UCAAUAUG GCCGAAAGGCGAGUGAGGUCU UAAAACGC 


31982 


10896 


134 


UAUUGACA G CCCGGCUC 


13608 


GAGCCGGG GCCGAAAGGCGAGUGAGGUCU UGUCAAUA 


31983 


10901 


129 


ACAGCCCG G CUCUUGCC 


13609 


GGCAAGAG GCCGAAAGGCGAGUGAGGUCU CGGGCUGU 


31984 


10907 


123 


CGGCUCUU G CCGGGCCC 


13610 


GGGCCCGG GCCGAAAGGCGAGUGAGGUCU AAGAGCCG 


31985 


10912 


118 


CUUGCCGG G CCCUCCUG 


13611 


CAGGAGGG GCCGAAAGGCGAGUGAGGUCU CCGGCAAG 


31986 


10921 


109 


CCCUCCUG G UUUCUUAG 


13612 


CUAAGAAA GCCGAAAGGCGAGUGAGGUCU CAQGAGQQ 


31987 


10944 


86 


AGAUCUUC G UGCUAAGA 


13613 


UCUUAGCA GCCGAAAGGCGAGUGAGGUCU GAAGAUCU 


31988 


10946 


84 


AUCUUCGU G CUAAGAAA 


13614 


UUUCUUAG GCCGAAAGGCGAGUGAGGUCU ACGAAGAU 


31989 


10957 


73 


AAGAAACA G CUCGCACU 


13615 


AGUGCGAG GCCGAAAGGCGAGUGAGGUCU UGUUUCUU 


31990 


10961 


69 


AACAGCUC G CACUGUGU 


13616 


ACACAGUG GCCGAAAGGCGAGUGAGGUCU GAGCUGUU 


31991 


10966 


64 


CUCGCACU G UGUUAAUU 


13617 


AAUUAACA GCCGAAAGGCGAGUGAGGUCU AGUGCGAG 


31992 


10968 


62 


CGCACUGU G UUAAUUGU 


13618 


ACAAUUAA GCCGAAAGGCGAGUGAGGUCU ACAGUGCG 


31993 


10975 


55 


UGUUAAUU G UUGUUAAU 


13619 


AUUAACAA GCCGAAAGGCGAGUGAGGUCU AAUUAACA 


31994 


10978 


52 


UAAUUGUU G UUAAUCCU 


13620 


AGGAUUAA GCCGAAAGGCGAGUGAGGUCU AACAAUUA 


31995 


11002 


28 


ACUACUAA G UUUGUCAG 


13621 


CUGACAAA GCCGAAAGGCGAGUGAGGUCU UUAGUAGU 


31996 


11006 


24 


CUAAGUUU G UCAGCUCA 


13622 


UGAGCUGA GCCGAAAGGCGAGUGAGGUCU AAACUUAG 


31997 


11010 


20 


GUUUGUCA G CUCACACA 


13623 


UGUGUGAG GCCGAAAGGCGAGUGAGGUCU UGACAAAC 


31998 


11020 


10 


UCACACAG G CGAACUAC 


13624 


GUAGUUCG GCCGAAAGGCGAGUGAGGUCU CUGUGUGA 


31999 
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Fob 


Pos 
(+str) 


Substrate 


Seq ID 


DNAzyme Sequence 


Seq XD 


88 


10942 


CCUAGUCU A UCCCAGGU 


7383 


ACCTGGGA GGCTAGCTACAACGA AGACTAGG 


32000 


103 


10927 


GUGUCAAU A UGOJGUUU 


7386 


AAACAGCA GGCTAGCTACAACGA ATTGACAC 


32001 


169 


10861 


CCUGACCU A CAGCUUCA 


7402 


TGAAGCTG GGCTAGCTACAACGA AGGTCAGG 


32002 


253 


10777 


ACACCAUU A CCGGGGCU 


7422 


AGCCCCGG GGCTAGCTACAACGA AATGGTGT 


32003 


316 


10714 


GGGGCACU A UCGCAGAC 


7433 


GTCTGOGA GGCTAGCTACAACGA AGTGCCCC 


32004 


381 


10649 


UUGAAGUU A CAACAUGU 


7444 


ACATGTTG GGCTAGCTACAACGA AACTTCAA 


32005 


423 


10607 


GAGGGCUU A CAUGGAUC 


7452 


GATCCATG GGCTAGCTACAACGA AAGCCCTC 


32006 


489 


10541 


CACCGUCU A CUCAACUU 


7465 


AAGTTGAG GGCTAGCTACAACGA AGACGGTG 


32007 


549 


10481 


UCUUAACU A UUUACACU 


7482 


AGTGTAAA GGCTAGCTACAACGA AGTTAAGA 


32008 


553 


10477 


AACUAUUU A CACUAACA 


7485 


TGTTAGTG GGCTAGCTACAACGA AAATAGTT 


32009 


571 


10459 


CACUAAAU A CUACUAUA 


7488 


TATAGTAG GGCTAGCTACAACGA ATTTAGTG 


32010 


574 


10456 


UAAAUACU A CUAUAAAA 


7489 


TTTTATAG GGCTAGCTACAACGA AGTATTTA 


32011 


577 


10453 


AUACUACU A UAAAACUA 


7490 


TAGTTTTA GGCTAGCTACAACGA AGTAGTAT 


32012 


585 


10445 


AUAAAACU A CACUUUUA 


7492 


TAAAAGTG GGCTAGCTACAACGA AGTTTTAT 


32013 


593 


10437 


ACACUUUU A UGCAUACU 


7496 


AGTATGCA GGCTAGCTACAACGA AAAAGTGT 


32014 


599 


10431 


UUAUGCAU A CUUAUAUU 


7497 


AATATAAG GGCTAGCTACAACGA ATGCATAA 


32015 


603 


10427 


GCAUACUU A UAUUGUCU 


7499 


AGACAATA GGCTAGCTACAACGA AAGTATGC 


32016 


605 


10425 


AUACUUAU A UUGUCUAU 


7500 


ATAGACAA GGCTAGCTACAACGA ATAAGTAT 


32017 


612 


10418 


UAUUGUCU A UUUACAAU 


7503 


ATTGTAAA GGCTAGCTACAACGA AGACAATA 


32018 


616 


10414 


GUCUAUUU A CAAUUGAU 


7506 


ATCAATTG GGCTAGCTACAACGA AAATAGAC 


32019 


630 


10400 


GAUUAAAU A UCUACAGU 


7510 


ACTGTAGA GGCTAGCTACAACGA ATTTAATC 


32020 


634 


10396 


AAAUAUCU A CAGUACUG 


7512 


CAGTACTG GGCTAGCTACAACGA AGATATTT 


32021 


639 


10391 


UCUACAGU A CUGUGUCC 


7513 


GGACACAG GGCTAGCTACAACGA ACTGTAGA 


32022 


670 


10360 


GUCUUCAU A UCUCUUUA 


7520 


TAAAGAGA GGCTAGCTACAACGA ATGAAGAC 


32023 


700 


10330 


AUCCACAU A CUUCUCAU 


7529 


ATGAGAAG GGCTAGCTACAACGA ATGTGGAT 


32024 


823 


10207 


UCCUGAAU A UGGGACGU 


7555 


ACGTCCCA GGCTAGCTACAACGA ATTCAGGA 


32025 


882 


10148 


UCUCCUCU A UCCAAACA 


7575 


TGTTTGGA GGCTAGCTACAACGA AGAGGAGA 


32026 


1039 


9991 


GUGGAAGU A CAGAAGCA 


7600 


TGCTTCTG GGCTAGCTACAACGA ACTTCCAC 


32027 


1116 


9914 


CUGGAGAU A UGCGAGCU 


7609 


AGCTCGCA GGCTAGCTACAACGA ATCTCCAG 


32028 


1131 


9899 


CUCUGCCU A CCAAUUCA 


7611 


TGAATTGG GGCTAGCTACAACGA AGGCAGAG 


32029 


1234 


9796 


CCAAUCAU A CCAUCCAG 


7631 


CTGGATGG GGCTAGCTACAACGA ATGATTGG 


32030 


1335 


9695 


GGGGCUUU A CCACACAG 


7650 


CTGTGTGG GGCTAGCTACAACGA AAAGCCCC. 


32031 


2145 


8885 


CCUUUCUU A UGAAUUCC 


7816 


GGAATTCA GGCTAGCTACAACGA AAGAAAGG 


32032 


2230 


8800 


GAGCACGU A CUUCACUC 


7833 


GAGTGAAG GGCTAGCTACAACGA ACGTGCTC 


32033 


2444 


8586 


CAGGUUCU A UAUGGGUG 


7872 


CACCCATA GGCTAGCTACAACGA AGAACCTG 


32034 


2446 


8564 


GGUUCUAU A UGGGUGGU 


7873 


ACCACCCA GGCTAGCTACAACGA ATAGAACC 


32035 


2482 


8548 


CGAACUGU A CUCACGCC 


7879 


GGCGTGAG GGCTAGCTACAACGA ACAGTTCG 


32036 


2519 


8511 


UUGAUUUU A CUGGUGUC 


7891 


GACACCAG GGCTAGCTACAACGA AAAATCAA 


32037 


2577 


8453 


CCAAGUUU A CAUCUUCC 


7904 


GGAAGATG GGCTAGCTACAACGA AAACTTGG 


32038 


2590 


8440 


UUCCUCGU A UUGGGGUC 


7909 


GACCCCAA GGCTAGCTACAACGA ACGAGGAA 


32039 


2648 


8382 


CUGGUCAU A UUCACUGA 


7927 


TCAGTGAA GGCTAGCTACAACGA ATGACCAG 


32040 


2661 


8369 


CUGAAUGU A CCACAUUG 


7930 


CAATGTGG GGCTAGCTACAACGA ACATTCAG 


32041 


2692 


8338 


CACCCAAU A CAUCUCGU 


7934 


ACGAGATG GGCTAGCTACAACGA ATTGGGTG 


32042 


2746 


8284 


CCCCCCAU A CCGGCGUU 


7943 


AACGCCGG GGCTAGCTACAACGA ATGGGGGG 


32043 


2775 


8255 


UCUUCUCU A UGACUUUC 


7950 


GAAAGTCA GGCTAGCTACAACGA AGAGAAGA 


32044 


2873 


8157 


AUCGUCCU A UGCUCUUC 


7968 


GAAGAGCA GGCTAGCTACAACGA AGGACGAT 


32045 


3043 


7987 


CUUUGUGU A CCCUCUGA 


8000 


TCAGAGGG GGCTAGCTACAACGA ACACAAAG 


32046 


3080 


7950 


GUUGCCAU A UAGUAACA 


8012 


TGTTACTA GGCTAGCTACAACGA ATGGCAAC 


32047 


3271 


7759 


UUUGCGGU A CCUAGUGA 


6052 


TCACTAGG GGCTAGCTACAACGA ACCGCAAA 


32048 


3381 


7649 


UGUUCUUU A UGAGUGUC 


8092 


GACACTCA GGCTAGCTACAACGA AAAGAACA 


32049 


3396 


7634 


UCCAUGUU A UGGAUAGA 


8095 


TCTATCCA GGCTAGCTACAACGA AACATGGA 


32050 


3531 


7499 


CUUCUCGU A CUGUCUUC 


8114 


GAAGACAG GGCTAGCTACAACGA ACGAGAAG 


32051 


3555 


7475 


GGUUCACU A CUACUGCA 


8120 


TGCAGTAG GGCTAGCTACAACGA AGTGAACC 


32052 


3558 


7472 


UCACUACU A CUGCAGCU 


8121 


AGCTGCAG GGCTAGCTACAACGA AGTAGTGA 


32053 


3666 


7364 


CAUCCACU A CAGCGUUC 


8137 


GAACGCTG GGCTAGCTACAACGA AGTGGATG 


32054 


3780 


7250 


CCGCUGUU A CCGUAACG 


8152 


OGTTACGG GGCTAGCTACAACGA AACAGCGG 


32055 


3900 


7130 


GAACGUUU A UUGAGGUC 


8165 


GACCTCAA GGCTAGCTACAACGA AAACGTTC 


32056 


3982 


7048 


CACAGCGU A CAGUGACC 


8177 


GGTCACTG GGCTAGCTACAACGA ACGCTGTG 


32057 


4077 


6953 


AACUGCUU A UGUCACUC 


8193 


GAGTGACA GGCTAGCTACAACGA AAGCAGTT 


32058 
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4094 


6936 


UOGGUCUO A UCUAGCCA | 


8199 


TGGCTAGA GGCTAGCTACAACGA AAGACCAA 


32059 


4323 


6707 


CCAAACCU A UCUUUCCA j 


8234 


TGGAAAGA GGCTAGCTACAACGA AGGTTTGG 


32060 


4362 


6668 


GGAAGAAU A CUCCCAUG 


8241 


CATGGGAG GGCTAGCTACAACGA ATTCTTCC 


32061 


4480 


6550 


CACAACGU A CAUGGUGU 


8264 


ACACCATG GGCTAGCTACAACGA ACGTTGTG 


32062 


4554 


6476 


UGAGCCCU A UCUGAGAA 


8277 


TTCTCAGA GGCTAGCTACAACGA AGGGCTCA 


32063 


4615 


6415 


AUCCGAGU A CACCCUGG 


8289 


CCAGGGTG GGCTAGCTACAACGA ACTCGGAT 


32064 


4747 


6283 


GUCGUGGU A UGACACUC 


8319 


GAGTGTCA GGCTAGCTACAACGA ACCACGAC 


32065 


4849 


6181 


GAGCCGGU A UUCCCCAU 


8340 


ATGGGGAA GGCTAGCTACAACGA ACCGGCTC 


32066 


4865 


6165 


UCCAUGGU A UAUACCUU 


8344 


AAGGTATA GGCTAGCTACAACGA ACCATGGA 


32067 


4867 


6163 


CAUGGUAU A UACCUUCU 


8345 


AGAAGGTA GGCTAGCTACAACGA ATACCATG 


32068 


4869 


6161 


UGGUAUAU A CCUUCUCA 


8346 


TGAGAAGG GGCTAGCTACAACGA ATATACCA 


32069 


5002 


6028 


AUAACAGU A CUCAUCAC 


8374 


GTGATGAG GGCTAGCTACAACGA ACTGTTAT 


32070 


5030 


6000 


GGAUUUCU A CCGADACG 


8381 


CGTATCGG GGCTAGCTACAACGA AGAAATCC 


32071 


5036 


5994 


CUACCGAU A CGUCCACG j 


8382 


CGTGGACG GGCTAGCTACAACGA ATCGGTAG 


32072 


5115 


5915 


CUUOJGUU A UGAUGGUU 


8400 


AACCATCA GGCTAGCTACAACGA AACAGAAG 


32073 


5187 


5843 


UUUCAGAU A UGUCUGUU 


8417 


AACAGACA GGCTAGCTACAACGA ATCTGAAA 


32074 


5225 


5805 


UCGUUCUU A CAUUUUGG 


8427 


CCAAAATG GGCTAGCTACAACGA AAGAACGA 


32075 


5236 


5794 


UUUUGGGU A CUCCGUCU 


8431 


AGACGGAG GGCTAGCTACAACGA ACCCAAAA 


32076 


5248 


5782 


CGUCUCGU a cgacuuuc 


8435 


GAAAGTCG GGCTAGCTACAACGA ACGAGACG 


32077 


5271 


5759 


AUUGGACU A CUUUCUUU 


8442 


AAAGAAAG GGCTAGCTACAACGA AGTCCAAT 


32078 


5356 


5674 


cccggugu a uucuguga 


8461 


TCACAGAA GGCTAGCTACAACGA ACACCGGG 


32079 


5374 


5656 


CCAUUCGU A UCCAGAGU 


8467 


ACTCTGGA GGCTAGCTACAACGA ACGAATGG 


32080 


5481 


5549 


UCAUGAAU A UUGCCGCC 


8483 


GGCGGCAA GGCTAGCTACAACGA ATTCATGA 


32081 


5663 


5367 


UUUCCAUU A UGUUCUCU 


8511 


AGAGAACA GGCTAGCTACAACGA AATGGAAA 


32082 


5692 


5338 


UGUCUGGU A CCGGAUGG 


8516 


CCATCCGG GGCTAGCTACAACGA ACCAGACA 


32083 


5781 


5249 


UUCUGUUU A UGGCCUCU 


8534 


AGAGGCCA GGCTAGCTACAACGA AAACAGAA 


32084 


5822 


5208 


CUUGUUUU A CCGGCGCC 


8545 


GGCGCCGG GGCTAGCTACAACGA AAAACAAG 


32085 


5847 


5183 


GAUCCAGU A CAGUGAUC 


8547 


GATCACTG GGCTAGCTACAACGA ACTGGATC 


32086 


5925 


5105 


CCUGCACU A UCGCGCUU 


8568 


AAGCGCGA GGCTAGCTACAACGA AGTGCAGG 


32087 


5934 


5096 


UCGCGCUU A UGUAUGAG 


8571 


CTCATACA GGCTAGCTACAACGA AAGCGCGA 


32088 


5938 


5092 


GCUUAUGU A UGAGCCGU 


8572 


ACGGCTCA GGCTAGCTACAACGA ACATAAGC 


32089 


5955 


5075 


UGGGCAUU A UGACUCCA 


8575 


TGGAGTCA GGCTAGCTACAACGA AATGCCCA 


32090 


6003 


5027 


UGUCCACU A UUGGUGAG 


8586 


CTCACCAA GGCTAGCTACAACGA AGTGGACA 


32091 


6217 


4813 


GCCCCAGU A UGGGUCCA 


8631 


TGGACCCA GGCTAGCTACAACGA ACTGGGGC 


32092 


6266 


4764 


UUUGUUGU A UGCCAAAG 


8642 


CTTTGGCA GGCTAGCTACAACGA ACAACAAA 


32093 


6382 


4648 


CUUUUUGU A CUCCUUUG 


8658 


CAAAGGAG GGCTAGCTACAACGA ACAAAAAG 


32094 


6430 


4600 


CUUUGUGU A UUGGAGAG 


8668 


CTCTCCAA GGCTAGCTACAACGA ACACAAAG 


32095 


6441 


4589 


GGAGAGUU A UCCAAAAU 


8671 


ATTTTGGA GGCTAGCTACAACGA AACTCTCC 


32096 


6456 


4574 


AUCCAACU A CUGAGGGC 


8674 


GCCCTCAG GGCTAGCTACAACGA AGTTGGAT 


32097 


6484 


4546 


GGGGGUGU A CGCACUAA 


8676 


TTAGTGCG GGCTAGCTACAACGA ACACCCCC 


32098 


6522 


4508 


GCAUCCAU A UCUUCCAA 


8682 


TTGGAAGA GGCTAGCTACAACGA ATGGATGC 


32099 


6659 


4371 


AUCCACAU A UCUGUUGA 


8716 


TCAACAGA GGCTAGCTACAACGA ATGTGGAT 


32100 


6818 


4212 


CCGCGUUU A CGGUUGGG 


8740 


CCCAACCG GGCTAGCTACAACGA AAACGCGG 


32101 


6957 


4073 


AGCUGCCU A UUCCGACC 


8767 


GGTCGGAA GGCTAGCTACAACGA AGGCAGCT 


32102 


6978 


4052 


ACAGCAGU A UCCUGUAC 


8771 


GTACAGGA GGCTAGCTACAACGA ACTGCTGT 


32103 


6985 


4045 


UAUCCUGU A CACAUCCA 


8773 


TGGATGTG GGCTAGCTACAACGA ACAGGATA 


32104 


7068 


3962 


UGAAUGUU A UGGCUCUC 


8787 


GAGAGCCA GGCTAGCTACAACGA AACATTCA 


32105 


7080 


3950 


CUCUCAGU A UCAUCCAA 


8790 


TTGGATGA GGCTAGCTACAACGA ACTGAGAG 


32106 


7092 


3938 


UCCAAGCU A CCGCCAGU 


8793 


ACTGGCGG GGCTAGCTACAACGA AGCTTGGA 


32107 


72S1 


3779 


CUGGUUGU A UCUUGAAG 


8817 


CTTCAAGA GGCTAGCTACAACGA ACAACCAG 


32108 


7281 


3749 


CCAAGUGU A CCACGUCU 


8821 


AGACGTGG GGCTAGCTACAACGA ACACTTGG 


32109 


7395 


3635 


CAAUCAGU A UAGCUGGC 


8836 


GCCAGCTA GGCTAGCTACAACGA ACTGATTG 


32110 


7493 


3537 


UCAAUCAU A UCAGCAUU 


8846 


AATGCTGA GGCTAGCTACAACGA ATGATTGA 


32111 


7502 


3528 


UCAGCAUU A UAAGCAUU 


8849 


AATGCTTA GGCTAGCTACAACGA AATGCTGA 


32112 


7565 


3465 


AUCUCCAU A CCAUACCA 


8865 


TGGTATGG GGCTAGCTACAACGA ATGGAGAT 


32113 


7570 


3460 


CAUACCAU A CCAACAGC 


8866 


GCTGTTGG GGCTAGCTACAACGA ATGGTATG 


32114 


7638 


3392 


AAUCUGUU A UCAACUUU 


8875 


AAAGTTGA GGCTAGCTACAACGA AACAGATT 


32115 


7743 


3287 


CAAUCUCU A CCCGGCCU 


8895 


AGGCCGGG GGCTAGCTACAACGA AGAGATTG 


32116 


7783 


3247 


UGUCUUGU A CCCAGGUC 


8904 


GACCTGGG GGCTAGCTACAACGA ACAAGACA 


32117 


7833 


3197 


UGACUGGU A UUAUCAAG 


8912 


CTTGATAA GGCTAGCTACAACGA ACCAGTCA 


32118 


7836 


3194 


CUGGUAUU A UCAAGUCA 


8914 


TGACTTGA GGCTAGCTACAACGA AATACCAG 


32119 


7874 


3156 


CACAAGGU A UGCGUCUC 


8922 


GAGACGCA GGCTAGCTACAACGA ACCTTGTG 


32120 


7892 


3138 


GGCCACGO A CAUGAUUU 


8925 


AAATCATG GGCTAGCTACAACGA ACGTGGCC 


32121 
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7937 


3093 


UUCCACGU A UCAUUGAG 


8935 


CTCAATGA GGCTAGCTACAACGA ACGTGGAA 


32122 


8108 


2922 


UCUAAGCU A UUCCAAGC 


8971 


GCTTGGAA GGCTAGCTACAACGA AGCTTAGA 


32123 


8198 


2832 


AADAAAAU A CUCUUUCC 


8988 


GGAAAGAG GGCTAGCTACAACGA ATTTTATT 


32124 


8272 


2758 


UGACUUGU A CAUUCCCU 


9007 


AGGGAATG GGCTAGCTACAACGA ACAAGTCA 


32125 


8411 


2619 


CCUUCCUU A UGAGCUUU 


9040 


AAAGCTCA GGCTAGCTACAACGA AAGGAAGG 


32126 


8461 


2569 


AGGGUAAU A CUUGUACC 


9052 


GGTACAAG GGCTAGCTACAACGA ATTACCCT 


32127 


8467 


2563 


AUACUUGU A CCGGUCCA 


9054 


TGGACCGG GGCTAGCTACAACGA ACAAGTAT 


32128 


8499 


2531 


CAUUGUGU A UGAACACU 


9060 


AGTGTTCA GGCTAGCTACAACGA ACACAATG 


32129 


8544 


2486 


UGADGUCU A UGGCACAC 


9069 


GTGTGCCA GGCTAGCTACAACGA AGACATCA 


32130 


8622 


2408 


UGAGAGCU A UGGACCUA 


9075 


TAGGTCCA GGCTAGCTACAACGA AGCTCTCA 


32131 


8630 


2400 


AUGGACCU A UCACGAGC 


9076 


GCTCGTGA GGCTAGCTACAACGA AGGTCCAT 


32132 


8685 


2345 


CUUGCGUU A UCCAGGAC 


9083 


GTCCTGGA GGCTAGCTACAACGA AACGCAAG 


32133 


8913 


2117 


CCACCACU A UGUAUGAG 


9117 


CTCATACA GGCTAGCTACAACGA AGTGGTGG 


32134 


8917 


2113 


CACUAUGU A UGAGUCUC 


9118 


GAGACTCA GGCTAGCTACAACGA ACATAGTG 


32135 


9079 


1951 


GCCAGUGU A CUGCAAUU 


9141 


AATTGCAG GGCTAGCTACAACGA ACACTGGC 


32136 


9200 


1830 


UUCACUCU A CACUUCAA 


9164 


TTGAAGTG GGCTAGCTACAACGA AGAGTGAA 


32137 


9306 


1724 


CCAAUGCU A UCACAGAC 


9178 


GTCTGTGA GGCTAGCTACAACGA AGCATTGG 


32138 


9374 


1656 


CACACAGU A CUUCCAGC 


9194 


GCTGGAAG GGCTAGCTACAACGA ACTGTGTG 


32139 


9463 


1567 


CACGUAGU A UGCAUUGG 


9209 


CCAATGCA GGCTAGCTACAACGA ACTACGTG 


32140 


9517 


1513 


CUCUCCAU A UUCUCCAA 


9219 


TTGGAGAA GGCTAGCTACAACGA ATGGAGAG 


32141 


9538 


1492 


UAGUGUGU A UGAAGGCG 


9226 


CGCCTTCA GGCTAGCTACAACGA ACACACTA 


32142 


9655 


1375 


CACUUCGU A CUUGAUAU 


9240 


ATATCAAG GGCTAGCTACAACGA ACGAAGTG 


32143 


9662 


1368 


UACUUGAU A UUCUCUUU 


9242 


AAAGAGAA GGCTAGCTACAACGA ATCAAGTA 


32144 


9687 


1343 


UUCUUCCU A UUGCCUUG 


9253 


CAAGGCAA GGCTAGCTACAACGA AGGAAGAA 


32145 


9923 


1107 


GCCUCCAU A UUCAUCAU 


9289 


ATGATGAA GGCTAGCTACAACGA ATGGAGGC 


32146 


10165 


865 


CAGGGCAU A UCCAGGGU 


9327 


ACCCTGGA GGCTAGCTACAACGA ATGCCCTG 


32147 


10200 


830 


CUGUUUUU A CCAAAUAC 


9339 


GTATTTGG GGCTAGCTACAACGA AAAAACAG 


32148 


10207 


823 


UACCAAAU A CCUUGUGG 


9340 


CCACAAGG GGCTAGCTACAACGA ATTTGGTA 


32149 


10333 


697 


UCUUCCAU A CCUGACGU 


9365 


ACGTCAGG GGCTAGCTACAACGA ATGGAAGA 


32150 


10388 


642 


GGAUCAUU A CCAGCCGA 


9375 


TCGGCTGG GGCTAGCTACAACGA AATGATCC 


32151 


10424 


606 


GUGAUAGU A UCAUCGCA 


9380 


TGCGATGA GGCTAGCTACAACGA ACTATCAC 


32152 


10438 


592 


GCACAUGU A UCCCACAU 


9383 


ATGTGGGA GGCTAGCTACAACGA ACATGTGC 


32153 


10524 


506 


UAGCAUUU A CCGUCAUC 


9401 


GATGACGG GGCTAGCTACAACGA AAATGCTA 


32154 


10572 


458 


CUGOJCCU A CGCUGGCG 


9412 


CGCCAGCG GGCTAGCTACAACGA AGGAGCAG 


32155 


10803 


227 


CAAAUCGU A UUGGCCCC 


9464 


GGGGCCAA GGCTAGCTACAACGA ACGATTTG 


32156 


10889 


141 


UUUAGCAU A UUGACAGC 


9482 


GCTGTCAA GGCTAGCTACAACGA ATGCTAAA 


32157 


10997 


33 


CAAACACU A CUAAGUUU 


9506 


AAACTTAG GGCTAGCTACAACGA AGTGTTTG 


32158 


18 


11012 


GUUCUCGC A CCACCAGC 


9513 


GCTGGTGG GGCTAGCTACAACGA GCGAGAAC 


32159 


| 21 


11009 


CUCGCACC A CCAGCCAC 


9515 


GTGGCTGG GGCTAGCTACAACGA GGTGCGAG 


32160 


28 


11002 


CACCAGCC A CCAUUGUC 


9519 


GACAATGG GGCTAGCTACAACGA GGCTGGTG 


32161 


31 


10999 


CAGCCACC A UUGUCGGC 


9521 


GCCGACAA GGCTAGCTACAACGA GGTGGCTG 


32162 


42 


10988 


GUCGGCGC A CUGUGCCG 


9522 


CGGCACAG GGCTAGCTACAACGA GCGCCGAC 


32163 


131 


10899 


UUUGUGGC A CGGGGUCU 


9537 


AGACCCCG GGCTAGCTACAACGA GCCACAAA 


32164 


142 


10888 


GGGUCUCC A CUAACCUC 


9540 


GAGGTTAG GGCTAGCTACAACGA GGAGACCC 


32165 


195 


10835 


GGCCGUGC A CUUUAAAC 


9559 


GTTTAAAG GGCTAGCTACAACGA GCACGGCC 


32166 


247 


10783 


UGGUUAAC A CCAUUACC 


9574 


GGTAATGG GGCTAGCTACAACGA GTTAACCA 


32167 


250 


10780 


UUAACACC A UUACCGGG 


9576 


CCCGGTAA GGCTAGCTACAACGA GGTGTTAA 


32168 


313 


10717 


CCUGGGGC A CUAUCGCA 


9589 


TGCGATAG GGCTAGCTACAACGA GCCCCAGG 


32169 


328 


10702 


CAGACUGC A CUCUCCGC 


9593 


GCGGAGAG GGCTAGCTACAACGA GCAGTCTG 


32170 


345 


10685 


AGAGUAGC A CGCCGUAG 


9598 


CTACGGCG GGCTAGCTACAACGA GCTACTCT 


32171 


365 


10665 


GGUCUGAC A UUGGGCUU 


9601 


AAGCCCAA GGCTAGCTACAACGA GTCAGACC 


32172 


386 


10644 


GUUACAAC A UGUGGGGU 


9604 


ACCCCACA GGCTAGCTACAACGA GTTGTAAC 


32173 


425 


10605 


GGGCUUAC A UGGAUCAC 


9612 


GTGATCCA GGCTAGCTACAACGA GTAAGCCC 


32174 


432 


10598 


CAUGGAUC A CUUCGCGG 


9613 


CCGCGAAG GGCTAGCTACAACGA GATCCATG 


32175 


449 


10581 


CUUUGUUC A CCCAGUCC 


9616 


GGACTGGG GGCTAGCTACAACGA GAACAAAG 


32176 


482 


10548 


CAGGCAGC A CCGUCUAC 


9625 


GTAGACGG GGCTAGCTACAACGA GCTGCCTG 


32177 


555 


10475 


CUAUUUAC A CUAACACC 


9644 


GGTGTTAG GGCTAGCTACAACGA GTAAATAG 


32178 


561 


10469 


ACACUAAC A CCACUAAA 


9646 


TTTAGTGG GGCTAGCTACAACGA GTTAGTGT 


32179 


564 


10466 


CUAACACC A CUAAAUAC 


9648 


GTATTTAG GGCTAGCTACAACGA GGTGTTAG 


32180 


587 


10443 


AAAACUAC A CUUUUAUG 


9653 


CATAAAAG GGCTAGCTACAACGA GTAGTTTT 


32181 


597 


10433 


UUUUAUGC A UACUUADA 


9655 


TATAAGTA GGCTAGCTACAACGA GCATAAAA 


32182 


668 


10362 


GUGUCUUC A UAUCUCUU 


9668 


AAGAGATA GGCTAGCTACAACGA GAAGACAC 


32183 


687 


10343 


GUGAACUC A UGUAAUCC 


9672 


GGATTACA GGCTAGCTACAACGA GAGTTCAC 


32184 
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696 


10334 


frmnt TV TV PtT\TTTW'*J TITO 

UGUAAUCC A CAUACUUC 




naao/raTf4 nnf^AnPTAPAAfYiA GfiATTAPA 


32185 


698 


10332 


UAAUCCAC A UACuuCUC | 


9675 


VsAuiAAuXii bVA. iAwL 1 rtUUiUjh vj l\j\jiVl liV 




707 


10323 1 


UACUUCUC A UCUCCGAU 


9678 


ATUjuAuA i AuL J. AuARUWi uAuA/iUiii 




741 


10289 


UGAUAGCC A CCUGGAUG 


9685 


rnvnwiTir'r' /w^*t , tvp ,, p^"t , tap*t\ ta^vta p , f*r<*P7A r rv , TA 
CATCCAGG GGCTAGCTAL^\ALAiA IjUClAiuA 




760 


10270 


UUCUGCCC A CGUGGCUC 


9691 


n tv /-« no tv pv PinPTTV npnTtTv OTA TV. py™»TA Cinr^C 1 7\ O T\ TV 




794 


10236 


AGGCU6CC A CACCAGAU 


9700 


Tv rpnnroorp-pi flf*±f* r P TV P* P^T 1 7A P 1 7A TA/T'TA PinT'AfirVT 


T5i on 


796 


10234 


GCUGCCAC A CCAGAUGU 


9701 


tvot\"^pvtv , 'P' oopttv opttaotv tv rvTv nwriirir' 
ACAlCiAiu LKjUl AljUiAuAAvJuA oiiiOUmjU 




833 


10197 


GGGACGUC A CUCCAUUU 


9709 


tv tv T\*rv^r , T\r" /^pio*pt\p , p*pta p»ta arv'TA r* ta rviwn 
AAAIvGAur IjoCiAUCiAUAAvJvjA IjACvjiUUC 


•an fli 

j^iy^ 


838 


10192 


GUCACUCC A UUUCUCCA 


OH 1 

y /12 




191 91 


846 


10184 


AUUUCUCC A CUGGGGUU 


y /ib 


7v7vr , r , r , r , 7Ar2 f2nr w Paf2r ,r Par , aAPTia fKiafiaaaT 


191 9A 


864 


10166 


UGUCUUCC A UCCAUUCA 


9719 


w»7A7a*ty5/17i pit* p^t 1 a p'p'T'ta r» a a pota fyaa/aara 


191 QC 


868 


10162 


UUCCAUCC A UUCAUUCU 


y /2± 


anaanYaaa n/yTanrTaraafviii ficaiYifjaa 


191 QC 


872 


10158 


AUCCAUUC A UTJCUCCUC 


y /22 


piWRpaa nr!rTar , / ,,, r&r , aBrv , a fiaaTYifiaT 


191 9*7 


890 


10140 


kTT/noii TV nnPTTTfTPlPtTV 

AUCCAAAC A CGGUUCCA 


9729 


1 IjViftAUtAJ vaUCiAotiAUiAujA oil iWoAi 


"591 on 


909 


10121 


■ ■ jrai una j~i ■ TV *s TV TTnTT/irtTT/tTT 

CCUCCAAC A UGUCCUCU 


9736 


7VOT\P«OTvPilV /9/^OT t T\r'^ , PTvOTv ROOTA Omrp/T/ITA 

AGAGGAvJA GGCTAGCxACAAVasA o-rTUuAuQ 


ni oq 


924 


10106 


CUGUUGUC A UCCACUCU 


9740 


Tv /T TV /^nV^OTV 0/"i*"i»T»TVf^f!»PTvOT\ TV/V^TA O TV /^Tl TV /tTVf 

AGAGTGGA GGCTAGCTACZAACGA gacaauag 


J2200 


928 


10102 


UGUCAUCC A CUCUCCUC 


9742 


/"lTV^T/TJVf"!7V^1 T\ /^»/^rn?v TV TV /"V^ TV f*T* TV TV* TV /^TV 

GAGGAGAG GGCTAGCTACAACGA GGATGACA 


32201 


941 


10089 


CCUCCVGC A UGGAUGGA 


9749 


TC CAT CCA GGCTAG CTACAACGA GCAGGAGG 


32202 


952 


10078 


GAUGGACC A CGUGGUUC 


9751 


GAACCACG GGCTAGCTACAACGA GGTCCATC 


32203 


981 


10049 


CCCAAUUC A CAGGGACA 


9757 


TGTCCCTG GGCTAGCTTACAACGA GAATTGGG 


32204 


1011 


10019 


CGUUGGCC A UGAGCCGC 


9762 


GCGGCTCA GGCTAGCTACAACGA GGCCAACG 


62,2. Ub 


1051 


9979 


AAGCAGCC A CAUCUGGG 


9771 


#"1^1/^TV/"1T\«TV^ /-t /^fTl 7V ft / Vl< T\ O TV T\ 7\ PPPT/inT'T 

CCCAGATG GGCTAGCTACAACGA GGCTGCTT 


•a o *5 Pi ^ 


1053 


9977 


GCAGCCAC A UCUGGGCA 


9772 


rnriprinn <*"i ?\ /^/VTTvr'O'T'Tvr'TA Tvrv^TA /^ r n^* , /^r , «T , r , r' 
TGCCCAGA AuUXALAAVjuA oivjoL.iGL 


322U / 


1061 


9969 


AUCUGGGC A UAAGACuU 


9774 


tv tv rwp^wnnr»7A i^or w r>TAr , /^'PTvr'TA7A' , VA nr*r*(^ apat 
AAGTCTTA GGCTAGCTACAACGA GCCCAGA1 




1099 


9931 


GACGUUCC A UCCGGCCC 


9781 


GGGCCGGA GGCTAGCTACAACGA GGAACGTC 


32209 


1139 


9891 


ACCAAUUC A UCCUGUCC 


9793 


/"1/*TTV #^TV /"T/^TV /"tlTl TV / U 1 1 TV 7V TV /*17^ TV #*1 TV TV rTHTV^^fTT 

GGACAGGA GGCTAGCTACAACGA GAATTGGT 


32210 


1153 


9877 


UCCUCGGC A UGGAACCA 


9798 


TGGTTCCA GGCTAG CTACAACGA GCCGAGGA 


32211 


1161 


9869 


AUGGAACC A CCAGUGUU 


9800 


AACACTGG GGCTAGCTACAACGA GGTTCCAT 


32212 


1175 


9855 


GUUCUUCC A UCUUUCAU 


9805 


« m/i it * « /l K y^firtmn /^/^ttiti tv tv /vi tv /^/*iit it nit it n 

ATGAAAGA GGCTAGCTACAACGA GGAAGAAC 


32213 


1182 


9848 


CAUCUUUC A UGAUCAAU 


9807 


ATTGATCA GGCTAGCTACAACGA GAAAGATG 


32214 


1232 


9798 


UGCCAAUC A UACCAUCC 


9816 


GGATGGTA GGCTAGCTACAACGA GATTGGCA 


32215 


1237 


9793 


AUCAUACC A UCCAGUUG 


9818 


tv tv Amrt i~i Tt nriofh tv n /"trrtit mt it nn it nninitniPitRi 

CAACTGGA GGCTAGCTACAACGA GGTATGAT 


32216 


1255 


9775 


CGGUUUCC A CUCUUGGA 


9822 


m/~i^iT\ Tv/^TV/"* /-^ /"i /""U"P TV /"i/^ttttv r^T\ TV rv^ TV TV TV A t^f*f* 

TCCAAGAG GGCTAGCTACAACGA GGAAACCG 


32217 


1264 


9746 


CCUUUGAC A UAGCAUUG 


9828 


otv Tvm^rin^Tv r*r*t~*TT\ r^r^TT^ o tv 7\ r*r* y\ /^rn/^T\TvTvri/^ 
CAATGCTA GGCTAGCTACAACGA GTCAAAGG 


1 H 1 O 

32218 


1289 


9741 


GACAUAGC A UUGAGGAA 


9829 


TTCCTCAA GGCTAGCTACAACGA GCTATGTC 


32219 


1338 


9692 


n/'ll H 11 1 A n,nj TV nTA P1TVP»TTP^TV 

GCUUUACC A CACAGUCA 


3835 


TPTVPTPTP /-i/T/rrp tv pi/~»Ti tv OA TV /"V A rt*/"" r P A AAPP 

TGAL.IGI0 GGCIAGUXACAACUA GGiAAAGL. 


111*5 A 


1340 


9690 


TTTTYYTV nnTk n TV /TTV /"IT T PI TV TY/T 

UUUACCAC A CAGUCAUC 


9836 


/*< 7\ (TP TV /^TV" 1 PPP f P7\PP I T , 7t nit)\ n/ 1 TV /Trp/-i/-irp » » T\ 

GATGACTG GGCTAGCIACAACGA GTGGTAAA 


inn 
32221 


1346 


9684 


ACACAGUC A UCUCCACu 


9838 


TV OT'Pr' 7\ /""< 7\ PHPTTl OiTTlTi /-»TV TV rV^TV TV PTVPTVPffl 

AGTGGAGA GGCTAGCTACAACGA GACTGTGT 


32222 


1352 


9678 


UCAUCUCC A CUGACAGC 


9841 


GCTGTCAG GGCTAGCTACAACGA GGAGATGA 


32223 


1362 


9668 


UGACAGCC A UGCGGCUG 


9845 


CAGCCGCA GGCTAGCTACAACGA GGCTGTCA 


32224 


1385 


9645 


UCUUCCCC A UUCUCAAA 


9852 


miii if! tj^i TV ^1 TV Ti *m. #TT / IfTt TV ^T TV TV /^^T JV /"i #T1 ^T^T % ^T TV 

TTTGAGAA GGCTAGCTACAACGA GGGGAAGA 


32225 


1440 


9590 


GUUUCUCC A CAUCAUCU 


9868 


« /infrv^«m^ ^ T\ ^ / U 1 1 Tk t\ tv iv t\ /"1 tv t*. T4 /*i 

AGATGATG GGCTAGCTACAACGA GGAGAAAC 


32226 


1442 


9588 


UUCUCCAC A UCAUCUGG 


9869 


CCAGATGA GGCTAGCTACAACGA GTGGAGAA 


32227 


1445 


9585 


UCCACAUC A UCUGGGCC 


9870 


GGCCCAGA GGCTAGCTACAACGA GATGTGGA 


32228 


1458 


9572 


GGCCAAUC A CUCCUVCC 


9874 


GGAAGGAG GGCTAGCTACAACGA GATTGGCC 


32229 


1473 


9557 


CCCCUUCC A UCAUCCUC 


9883 


PnPPATPA TV PPT1T\ O TV T\ /^/"' TV f* TV TV P 1 

GAGGATGA GGCTAGCTACAACGA GGAAGGGG 


i in a 
32230 


1476 


9554 


CUUCCAUC A UCCUCACC 


9864 


OPTVl TV OP* TV P'P'/^TlTv /^OTITV P^TV TV P1P1 TV P5 TV WPH TV TV 

GGTGAGGA GGCTAGCTACAACGA GATGGAAG 


32231 


1482 


9548 


TTi"l«TTAAtTyT IV flAtf 

UCAUCCUC A CCAGCUGG 


9887 


ririitn nm/iri nnrvnnnpniitn^ nnoit P^ivpipiTitri/^'JV 

CCAGCTGG GGCTAGCTACAACGA GAGGATGA 


32232 


1538 


9492 


ACUUGUCC A CUCCCCCU 


9896 


TV nPn/tn APT r<PAmit/T/TITIHPl\ TVP1P*TV PT PI TV PI TV A pirn 

AGGGGGAG GGCTAGCTACAACGA GGACAAGT 


32233 


1568 


9462 


GAGAUAAC A UCCAUGAC 


9907 


GTCATGGA GGCTAGCTACAACGA GTTATCTC 


32234 


1572 


9458 


UAACAUCC A UGACGGUU 


9909 


AACCGTCA GGCTAGCTACAACGA GGATGTTA 


32235 


1586 


9444 


GUUCUUCC A UCAGCAGC 


9912 


GCTGCTGA GGCTAGCTACAACGA GGAAGAAC 


32236 


1602 


9428 


CCGGGCGC A UCACUUUC 


9916 


GAAAGTGA GGCTAGCTACAACGA GCGCCCGG 


32237 


1605 


9425 


GGCGCAUC A CUUUCACA 


9917 


TGTGAAAG GGCTAGCTACAACGA GATGCGCC 


32238 


1611 


9419 


UCACUUUC A CAACUUUG 


9919 


nit « « nmmn /innmn PPfflit PJH Ti nn* n tv Tv TVPMnPiTV 

CAAAGTTG GGCTAGCTACAACGA GAAAGTGA 


1111 o 

32239 


1670 


9360 


UGUUCCCC A UCAAGCAG 


9932 


CTGCTTGA GGCTAGCTACAACGA GGGGAACA 


32240 


1686 


9344 




9917 


ArtrTAAfiR nfU^Af5CTACAA/Y3A C3CTTGAGC 


32241 


1697 


9333 


UUAGCUUC A UUUUCCAA 


9941 


TTGGAAAA GGCTAGCTACAACGA GAAGCTAA 


32242 


1745 


9285 


GCUGUGUC A UCAGCAUA 


9953 


TATGCTGA GGCTAGCTACAACGA GACACAGC 


32243 


1751 


9279 


UCAUCAGC A UAGAUCUU 


9955 


AAGATCTA GGCTAGCTACAACGA GCTGATGA 


32244 


1784 


9246 


CCAACUUC A CGCAGGAU 


9966 


ATCCTGCG GGCTAGCTACAACGA GAAGTTGG 


32245 


1826 


9204 


CCCUCGAC A CCUCCUCC 


9977 


GGAGGAGG GGCTAGCTACAACGA GTCGAGGG 


32246 


1865 


9165 


UGGUCUUC A UUGAGAAA 


9991 


TTTCTCAA GGCTAGCTACAACGA GAAGACCA 


32247 



379 
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1912 


9118 


UCCGAGCC A CAUCiAA.CC 


10003 






1914 


9116 


<'v*»7vr*fv«Tvrt a t to 7\ a oo a a 
CGAGCCAC A UGAACCAA 


1 f\f\f\A 


1 i X X V«ri uuu x i-^vjv— inUnni^uA vj xouL x 




1980 


9050 


UCuUUCCC A UCAUGUUG 


XUU23 


oa rota TY27X nnnTTn^T'Tap 7x71 phd. nnnzizizmTx 




1983 


9047 


YTTTOOOATTO TV ITOTTTTOTTA A 

UUCCCAUL A UGUUGUAA 


XUU20 


rprpapA aoa nnTTARTTAPA OTA«pooo7i2i 




2005 


9025 


a or tptto a o ft. ttttoooooo 
AGULrUGAL a uucccccc 


i noon 


00\JOO>ZU*in UV3v« inUV,, inwuVuUn UlV^iUiv,! 




2036 


8994 


ooottootto & f tootappatt 
L\jLUCL>UL A ULLALL-AU 




AX\3V7Xv9V3n VTUV» 1AUV, lnUvlV.un \3**S3\3f\Xj\*X3 




2040 


8990 


OOT TO A T TOO TV PO A TTPT TOO 

LLULAULL A CCAUCUCC 


XUU42 


vjr UnVzn X \3 O uuv# X x nUAAV.uA Ovirt. x Vxrlo o 




2043 


8987 


OATTOOAOO A TTOTTOOOA A 

LAULLALL A ULULUlAA 


T H AAA 






2089 


8941 


ooitoottoo a ttitoattttott 
GCUCCUCC A UUGAUUCU 








2109 


8921 


CUUCAAAC A UGGLACCL 


1UUo4 


pp nvrrr a pppttappthpi^ tapptv p^pttptatvo 


^22D / 


2114 


8916 


AACAUGGC A CCCAAaGC 


10065 


GCTTTGGG ggctagctacaacga GCCATGTT 


322b8 


2126 


8904 


TV TV * f+nTTT*<* A ¥ TT TOOT TOT TTT 

AAAGCUGC A UUGCUGUU 


10070 


A A OA OO A A OOOrpAnPTAOA AOOA O O A O OTT'TT 

AACAGCAA GGL. 1 AGC 1 ALAAC\aA LjCAGL. 1 1 1 


322b9 


2164 


8866 


UCGAGAGC A CAUuCUGG 


10078 


ooaoaato oootaootaoa aooa rrwppwna 
CUAGAAXV7 GUClA&iCiACAALAiA GCXC1CGA 


J22DU 


2166 


8864 


/^TV OTV POTV <"*» TV TTTTOfTOOOA 

GAGAGCAC A UUCUGGGA 


i nrvTQ 

iuu / y 


'POOOAO A A PPPTAPonpTvpA ApOJV PTPPTVPTO 

XCCvJAuAA vjoCXAuCxACAACviA uioLIv, Iv^ 


J220X 


2200 


8830 


TV TV TV OO P/V1 A PTUVnriRPTT 

AAACGCCC A CAACCAGU 


10087 


AO*TV20T r r*0 OOOT'A OO'P 7A OA A OOJS OOOOOTTT 1 

ACxviGllo GGCxAGCxACftiiCGA oGGCG ill 


j22d2 


2219 


8811 


/winy w 1/ H TO A TTTTO RflHAP 

GUGGUCUC A UUGAGCAL 


xuuy z 


OT«0_O r PO A A POp*PAPP»T»A OA AOPA PTAPAOpAP 


J 22b J 


2226 


8804 


OATTTTO KPn A OOTT7A OTTTTO 

LAUUGAGC A CGUALUUL 


iuuy j 


OA AOT 1 AOO PPOT&PPTApA AppA PP*TTPA AfpP 




2235 


8795 


OOTTAOTTTTO A P7TOOTTTTOTT 

LGuALUUL A LULLUULU 


i nnoc 


7AP7A 7APP7AP PPPT7XPPTAPA7XPP7i PA7APTAPP. 


J Z Z O D 


2268 


8762 


TTPrTTPTTPr 1 A OOTTTTOTTOTT 

ULGUGULL A LLUULULU 


1U1U j 


AOAPA A OP nOOT 1 APPT'AO A APO A PP A PA PO A 




2283 


8747 


OTTTTTTO A AO A OTTOOOTTOO 

LUUUGAAL A LULGCUGL 


T AT n D 
J.UJ.UO 


rr* , hHr*r t 'Ar* opprpAppTAPA appa ptttoa a ap 


J£ZD / 


2316 


8714 


TTOTTOA OTTO A TTPPOPMTP 

UGUGAGUL A UGGLLAUG 


1 All C 

lUllb 


07\ "yOOOOA OOOTAOOTAOA AOO A OAOrpOAOA 
LA 1 GGCCA GGC 1 AGC 1 ALAA.CGA uAL. luAuft 


J22D O 


2322 


8708 


ITr«*TT/^PPf1 TV TT/TOTTO/TTA 

UCAUGGCC A UGGUGGUA 


/ 


rp jv OO A OO A OOO^PAOOTAOA AOOA rPPPHTPR 

XACCACCA GLtCxALtCXACAALUA uVjCCAIGA 


*a TIC Q 
j 22b y 


2333 


8697 


nTT/inTTH t\ fy TV TTTT^V^TT/"1TVTT 

GUGGUAAC A UUCGUGAU 


10118 


A1*OAOOAA OOOT'A OO'P A OA A OO A OT"T>AOOAO 

ATCACGAA GGCTAGLIACAACGA GxTACCAC 


32270 


2350 


8680 


GGUGTJCCC A UGGUUUUG 


10121 


ft TV TV TV TV OO TV ^OOrniv OOT1X TV TV O/l TV OOOTVOTV^/^ 

CAAAACCA GGCTAGCTACAACGA GGGACACC 


32271 


2373 


8657 


f*f*fwrwf%ykf\fy TV flTT^'IPHTTTT^' 

GCCUGACC A CUCCAUUG 


10125 


OJVAT»OOAO OOOTTA OOTTA OA A OOA pprprijip^p 

CAAIGGALt GGC 1 AGL 1 ALAACGA GGxCAGGL 


32272 


2378 


8652 


ACCACUCC A UUGACCAG 


10128 


CTGGTCAA GGCTAGCTACAACGA GGAGTGGT 


32273 


2412 


8618 


UGGGCUUC A CAUCAUAA 


10135 


mmitmniiiTVi fif*rvm\. onfn^ /"»tv tv r\f\K mi nf*f*f%fm 

TTATGATG GGCTAGCTACAACGA GAAGCCCA 


32274 


2414 


8616 


/"WIT Y<"T TV f% TV TTnTMTH 7V /"TTT 

GGCUUCAC A UCAUAACU 


10136 


A OTTT A TTO A OOOT>A OOT»A OA A OOTV OT^OAAOOO 

AGTTATGA GGCTAGCTACAACGA GTGAAGCC 


32275 


2417 


8613 


tTTTn* r^TVTTrt TV TT»HOIW1fln 

UUCACAUC A UAACUGCC 


10137 


OOOAOOWPA OOOTTAOOTAOA A OOTV OA»PO»T»OAA 

GGCAGTTA GGCTAGCTACAACGA GATGTGAA 


32276 


2459 


8571 


UGGUUCuC A UCGUGGUG 


10144 


OJVOOAOOA OOOTTA OOHTTV OA A OOTV OAOAAOOA 

CACCACGA GGCTAGCTACAACGA GAGAACCA 


32277 


2470 


8560 


GUGGUGCC A CGUCGAAC 


10146 


/ 1IIUIIO/-»» f*f* OOOITtTV ^OI^TV OTV A O^ITV 0^»^1TV /^OTV /"» 

GTTCGACG GGCTAGCTACAACGA GGCACCAC 


T O T T O 

32278 


2486 


8544 


CUGUACUC A CGCCUGAG 


10149 


o^po a r*r*r t r* oootaoo'Paoa aooa oaot^aoa/^ 
CTCAGGCG GGC1AGC1ACAACGA GAGTACAG 


32279 


2550 


8480 


GUUUUCCC A CCGCCCUG 


10161 


r*T\nr*r*r*ni~' ooo*paootaoa aooa oooaaaao 
CAGGGCGG GGCTAGCxACAACGA GGGAAAAC 


32280 . 


2564 


8466 


CUGGUUCC A CUUCLCAA 


10167 


TWPOOOAAO OOOTTAOOTTAOA AOOA OOTVAOOTVO 

TTGGGAAG GGCTAGCxACAACGA GGAACCAG 


32281 


2579 


8451 


AAGUUUAC A UCUUCCUC 


10172 


OTVOOTVTVOTV OOOT1TV OOfTITV OTV A O^TV OT»TV TV TV Omrri 

GAGGAAGA GGCTAGCTACAACGA GTAAACTT 


32282 


2619 


8411 


TTTTI 1! IITTTO/^ TV T TT TOT TT TOOT T 

UUUUUUCC A uucuuccu 


10184 


AOOAAOAA OOOTTAOOn*A OA A OOA OOAAAAAA 

AGGAAGAA GGCxAGCi. ALAACGA GGAAAAAA 


32283 


2634 


8396 


OTTAOOAOO A OOTTOOOTTO 

CUAGGAGC A CCUGGCUG 


10188 


f*Ti f*f*f*7\ OO OOOfT»AOOTTA OA A OOA OOT»OOT»AO 

CAGCCAGLt GUCxAGLi ALAACGA GCJLLL 1AG 


32284 


2646 


6364 


OOOTTOOTTO TV TT A TTTTO A OTT 

GGCUGGUC A UAuULALU 


10192 


A 01*0 A A TTA OOOT» A O0*PTV OA A OO A OA t~*r*T\.r*r*f* 

AGxGAAxA GGLxAGLx ALAACGA GALCAGCC 


32285 


2652 


8378 


TTOTVTTATTTTO a ottoa attott 

UCJAUAUUC A CUGAAUGU 


10193 


AOATTT'OAO PPPT>RPPTT1 O A AOOTV OA ATTAftOA 

ACATTCAG GGL xAGCTACAACGA GAATATGA 


32286 


2664 


8366 


TV TVTVITTTV O^t TV P TV TTT TO OOT T 

AAUGUACC A CAUUGCCU 


10196 


TV OOO IV JV TIP OOOT»A OOT*A O A A OOA OOTTAOATWT* 

AGGCAATG GGCTAGCTACAACGA GGTACATT 


32287 


2666 


8364 


TTOTT A OO AO A TTTTOOOTTO A 

UGUALLAL A UUGLLUGA 


10197 


T«OAOOOAA OOOT'A OOT 1 A OA A OO A OTVOOTAOA 

lCAGGLAA GGL. X AG LI ALAACGA G1GGIACA 


32288 


2685 


6345 


OTTOOIVOTTO A OOOAATTAO 

LUCGALUL A LLLAAUAL 


XU202 


OT*ATWTTOOO OOOTTTAOOTTA OA AOOA OAOTTOOAO 

GIAll\iGG GGLXAGLX ALAACGA GAGxCGAG 


32289 


2694 


8336 


^TrryiTV TVTTTV ft A TTfTTTOOTTPO 

CCCAAUAC A UCUCGUGC 


10206 


PPTVOi^TVOA /^OOT*TV /^OITTTV OTV A fV^TV f*n* TV TT*mr*f*f* 

GCACGAGA GGCTAGCTACAACGA GTATTGGG 


32290 


2744 


8286 


f*f*ryf*f*r*f*f* a tta oooooo 
LLLLLLLL A UALLGbLG 




oo f x f^fff^ r T % Ti ooot' a ooTTA o a aoo a nr*r*nnf*r*f* 
CGLCGG1A GGL 1 AG Lx ALAACGA GGGGGGGG 


32291 


2766 


8254 


OOAOOTTOO A T TOT TT TOT TOTT 

GCAGCUCC A UCUUCUCU 


1U224 


AOAOAAOA OOOT" A OOT 1 A OA A OOA OOAOOTTOO 

AGAGAAGA GGL X AGL 1 ALAACGA GGAGLxGC 


32292 


2787 


8243 


OTTTTTTOOOO A TTOTTAOOOO 

LUUULGGL A UGUAGGGG 


1 AT1Q 

lU22y 


OOOOTTAOA OOOT" A OOT A OA A OOTV OOOO A A AO 

LLLCx ACA GGL xAGL i ACAACGA GCCGAAAG 


32293 


2802 


QOO Q 

o22o 


f*r*/-t A O A OO A OOTTtTOAOO 

GIjCAGAGL a lluulalg 


1 A*5^1 


OOTTOAAOO OOOT A O OTT A OA A PV A Oj^fTTOTTOOO 

CGIvjAAGG GGL I AGL i ALAACGA GCxLxGLL 


*> OO Q X 

32294 


2808 




007V OOTTTTO A OOOA A A ATT 

GLACLUUC A CGCAAAAU 


1U234 


ATTtpTTTTOOO OOOT'A OOT>TV OA A OOA OAAOOTIOO 

Ax xx xGCG GGC xAGCTACAACGA GAAGGxGC 


32295 


2850 


8180 


OOTTO A TV OO A TTTTTTOTV AOO 

LLUGAACC A UUUCAAGG 


10249 


OOTTTTO A TV A OOOTTA OOTTTV OA A OO TV OOTTTTOAOO 

CCTTGAAA GGCTAGCTACAACGA GGx xGAGG 


32296 


2891 


8139 


AOOTTOAOO A OTTTTOAOOA 

ACCUCAGC A CUUGACGA 


10261 


mOOTTOA AO OOOTTAOOTTA O A AOO A OOTTOAOOTT 

TCGTCAAG GGC xAGCTACAACGA GCxGAGGT 


O O O Q T) 

32297 


2915 


8115 


CCGAUGuC A CAAAGGAG 


10266 


CTCCTTTG GGCTAGCTACAACGA GACATCGG 


32298 


2930 


8100 


npn^rmrtn tv ^tv iv ptv pt 

AGGGUGUC A CAACACUC 


10268 


f \ TV f*TT\f II 1 u HO nn/VTITl n/VDTi HTt Tl n^Tl f* TV f\ TV f\f\J Ull 

GAGTGTTG GGCTAGCTACAACGA GACACCCT 


32299 


2935 


8095 


OTTOAOAIVO A OTTOAOA AO 

GUCACAAC A CUCAGAAG 


10270 


OT"TTOTVO TV O OOOT> A OOTVA O A A OO A OTwrvOTVAO 

CTTCTGAG GGCTAGCTACAACGA GTTGTGAC 


32300 


2955 


oU /b 


TTOTTAOA AO A OATTOOA OTT 

UGUAGAAC A CAUGCACU 


10274 


TVOTW^TV T\0 OOOfTITV POTVTV PTV A OO A OfTWTTOTTA OTV 

AGxGGATG GGCTAGCTACAACGA GTTCxACA 


32301 


29b / 


8073 


TTAOAAOAO A TTOOA OTTOO 

UAGAACAC A UCCACUCC 


10275 


OOTV OTTO OA ff* OTT TV O OTT TV O A A OOTV OT'O'PT'OTTA 

GGAGTGGA GGu xAGCTACAACGA GTGTxCTA 


32302 


29ox. 


QflCQ 

o0o9 


AOAOATTOO A OTTOOA OTTO 

ACALAULC A CUCCACUC 


1 AIM 

10277 


OA OTTOO TV O OOOTTAOOTTA OA AOOA OOA TV TTOTT 

GAGTGGAG GGCTAGCTACAACGA GGATGTGT 


32303 


2966 


8064 


UCCACUCC a cucuucau 


10280 


ATGAAtTtAG GGCTAGCTACAACGA GGAGTGGA 


32304 


2973 


8057 


CACUCUUC A UGGUGACA 


10283 


TGTCACCA GGCTAGCTACAACGA GAAGAGTG 


32305 


2989 


8041 


AAUGUUCC A UCCAUAAC 


10286 


GTTATGGA GGCTAGCTACAACGA GGAACATT 


32306 


2993 


8037 


UUCCAUCC A UAACUUUG 


10288 


CAAAGTTA GGCTAGCTACAACGA GGATGGAA 


32307 


3003 


8027 


AACUUUGC A CUAGUUGG 


10290 


CCAACTAG GGCTAGCTACAACGA GCAAAGTT 


32308 


3020 


8010 


GGCaCOUC A UGUCCGGG 


10294 


CCOGGACA GGCTAGCTACAACGA GAAGAGCC 


32309 


3078 


7952 


GGGUUGCC A UAUAGUAA 


10309 


TTACTATA GGCTAGCTACAACGA GGCAACCC 


32310 



380 
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3088 


7942 


AUAGUAAC A CCAACCGC 


10310 


GCGGTTGG GGCPAtiCi'AcAACGA G'iTACTAT 


32311 


3104 


7926 


CCUCDUCC A CAUCCAAG 


10318 


CTtGGATG GGCTAGCTACAACGA GGAAGAGG 


32312 


3106 


7924 


UCUUCCAC A UCCAAGGU 


10319 


ACCTTGGA GGCTAGCTACAACGA GTGGAAGA 


32313 


3120 


7910 


GGUCAAUC A CUUUUCCG 


10323 


CGGAAAAG GGCTAGCTACAACGA GattGaCC 


32314 


3160 


7870 


GACCAGCC A UCUCAGUU 


10333 


AACTGAGA GGCTAGCTACAACGA GGCTGGTC 


32315 


3206 


7824 


CCAGUGAC A UUGCCUUC 


10347 


GAAGGCAA GGCTAGCTACAACGA GTCACTGG 


32316 


3294 


7736 


CUUUUGUC A UCUGGUUG 


10364 


CAACCAGA GGCTAGCTACAACGA GACAAAAG 


32317 


3347 


7683 


UUUGCCCC A CCUCUUUU 


10381 


AAAAGAGG GGCTAGCTACAACGA GGGGCAAA 


32318 


3372 


7658 


GUUUUUCC A UGUUCUUU 


10388 


AAAGAACA GGCTAGCTACAACGA GGAAAAAC 


32319 


3391 


7639 


GAGUGUCC A UGUUAUGG 


10391 


CCATAACA GGCTAGCTACAACGA GGACACTC 


32320 


3406 


7624 


GGAUAGAC A UGACAACC 


10392 


GGTTGTCA GGCTAGCTACAACGA GTCTATCC 


32321 


3422 


7608 


CAACCCCC A CGCAUQAU 


10400 


ATCATGCG GGCTAGCTACAACGA GGGGGTTG 


32322 


3426 


7604 


CCCCACGC A UGAUGUGG 


10401 


CCACATCA GGCTAGCTACAACGA GCGTGGGG 


32323 


3479 


7551 


CUUGCUCC A UUCUCCCA 


10411 


TGGGAGAA GGCTAGCTACAACGA GGAGCAAG 


32324 


3495 


7535 


AAAGCGUC A CCGCUGCG 


10416 


CGCAGCGG GGCTAGCTACAACGA GACGCTTT 


32325 


3540 


7490 


CUGUCUUC A CAGACGGG 


10426 


CCCGTCTG GGCTAGCTACAACGA GAAGACAG 


32326 


3552 


7478 


ACGGGUUC A CUACUACU 


10428 


AGTAGTAG GGCTAGCTACAACGA GAACCCGT 


32327 


3573 


7457 


CUAGAGAC A CCAAGAUC 


10434 


GATCTTGG GGCTAGCTACAACGA GTCTCTAG 


32328 


3585 


7445 


AGAUCAGC A UGAUCUGU 


10438 


ACAGATCA GGCTAGCTACAACGA GCTGATCT 


32329 


3609 


7421 


UCUUCUGC A UGAUGGGU 


10445 


ACCCATCA GGCTAGCTACAACGA GCAGAAGA 


32330 


3651 


7379 


CCGUGGCC A CGAUGCCA 


10451 


TGGCATCG GGCTAGCTACAACGA GGCCACGG 


32331 


3659 


7371 


ACGAUGCC A UCCACUAC 


10453 


GTAGTGGA GGCTAGCTACAACGA GGCATCGT 


32332 


3663 


7367 


UGCCAUCC A CUACAGCG 


10455 


CGCTGTAG GGCTAGCTACAACGA GGATGGCA 


32333 


3678 


7352 


CGUUCUUC A UGAUUCCG 


10459 


CGGAATCA GGCTAGCTACAACGA GAAGAACG 


32334 


3714 


7316 


CUGAGCGC A UUGCCUCA 


10467 


TGAGGCAA GGCTAGCTACAACGA GCGCTCAG 


32335 


3741 


7289 


CGGGAACC A UGUAGGCA 


10476 


TGCCTACA GGCTAGCTACAACGA GGTTCCCG 


32336 


3749 


7281 


AUGUAGGC A UAGUGGCA 


10477 


TGCCACTA GGCTAGCTACAACGA GCCTACAT 


32337 


3811 


7219 


UCCCCAGC A UCCGGCUG 


10487 


CAGCCGGA GGCTAGCTACAACGA GCTGGGGA 


32338 


3837 


7193 


GAGCCGAC A CUCCAACA 


10493 


TGTTGGAG GGCTAGCTACAACGA GTCGGCTC 


32339 


3845 


7185 


ACUCCAAC A UCGACGAA 


10497 


TTCGTCGA GGCTAGCTACAACGA GTTGGAGT 


32340 


3884 


7146 


AAUAGUGC A CUUGCCUG 


10500 


CAGGCAAG GGCTAGCTACAACGA GCACTATT 


32341 


3975 


7055 


CUGUUGUC A CAGCGUAC 


10511 


GTACGCTG GGCTAGCTACAACGA GACAACAG 


32342 


4029 


7001 


ACUCUCCC A UGCUGAAA 


10527 


TTTCAGCA GGCTAGCTACAACGA GGGAGAGT 


32343 


4082 


6948 


CUUAUGUC A CUCUUGGU 


10542 


ACCAAGAG GGCTAGCTACAACGA GACATAAG 


32344 


4107 


6923 


GCCAACCC A UCUCGUUG 


10551 


CAACGAGA GGCTAGCTACAACGA GGGTTGGC 


32345 


4122 


6908 


UGGCUGCC A CUGCGCUC 


10555 


GAGCGCAG GGCTAGCTACAACGA GGCAGCCA 


32346 


4131 


. 6899 


CUGCGCUC A CAAGGGUC 


10558 


GACCCTTG GGCTAGCTACAACGA GAGCGCAG 


32347 


4140 


6890 


CAAGGGUC A UGACACAA 


10560 


TTGTGTCA GGCTAGCTACAACGA GACCCTTG 


32348 


4145 


6885 


GUCAUGAC A CAAAUCAG 


10561 


CTGATTTG GGCTAGCTACAACGA GTCATGAC 


32349 


4158 


6872 


UCAGGAAC A CGGCUAGC 


10564 


GCTAGCCG GGCTAGCTACAACGA GTTCCTGA 


32350 


4212 


6818 


GAAUUAGC A CAAUCAUC 


10574 


GATGATTG GGCTAGCTACAACGA GCTAATTC 


32351 


4218 


6812 


GCACAAUC A UCAAGAGA 


10576 


TCTCTTGA GGCTAGCTACAACGA GATTGTGC 


32352 


4242 


6788 


GCAGCAAC A UUCCGGCG 


10580 


CGCCGGAA GGCTAGCTACAACGA GTTGCTGC 


32353 


4275 


6755 


CUUCAGCC A UCCAACAG 


10588 


CTGTTGGA GGCTAGCTACAACGA GGCTGAAG 


32354 


4347 


6683 


UCCGCUGC A UGAGGAGG 


10612 


CCTCCTCA GGCTAGCTACAACGA GCAGCGGA 


32355 


4368 


6662 


AUACUCCC A UGGUCAUC 


10616 


GATGACCA GGCTAGCTACAACGA GGGAGTAT 


32356 


4374 


6656 


CCAUGGUC A UCACACUC 


10617 


GAGTGTGA GGCTAGCTACAACGA GACCATGG 


32357 


4377 


6653 


UGGUCAUC A CACUCAAU 


10618 


ATTGAGTG GGCTAGCTACAACGA GATGACCA 


32358 


4379 


6651 


GUCAUCAC A CUCAAUAA 


10619 


TTATTGAG GGCTAGCTACAACGA GTGATGAC 


32359 


4415 


6615 


UGAAGAGC A UOJGGCAG 


10626 


CTGCCAGA GGCTAGCTACAACGA GCTCTTCA 


32360 


4437 


6593 


CCAGGGCC A UUCUGUGA 


10634 


TCACAGAA GGCTAGCTACAACGA GGCCCTGG 


32361 


4473 


6557 


CAGUGGCC A CAACGUAC 


10646 


GTACGTTG GGCTAGCTACAACGA GGCCACTG 


32362 


4482 


6548 


CAACGUAC A UGGUGUCA 


10648 


TGACACCA GGCTAGCTACAACGA GTACGTTG 


32363 


4501 


6529 


UGCUUCCC A UGUCUUCC 


10653 


GGAAGACA GGCTAGCTACAACGA GGGAAGCA 


32364 


4512 


6518 


UCUUCCCC A UGAAGUGC 


10658 


GCACTTCA GGCTAGCTACAACGA GGGGAAGA 


32365 


4527 


6503 


GCUCAGGC A UCUUUCCC 


10661 


GGGAAAGA GGCTAGCTACAACGA GCCTGAGC 


32366 


4617 


6413 


CCGAGUAC A CCCUGGCG 


10682 


CGCCAGGG GGCTAGCTACAACGA GTACTCGG 


32367 


4658 


6372 


UUCCUUUC A CCAAGCUU 


10695 


AAGCTTGG GGCTAGCTACAACGA GAAAGGAA 


32368 


4680 


6350 


UGACUUCC A CUUCGUUG 


10701 


CAACGAAG GGCTAGCTACAACGA GGAAGTCA 


32369 


4721 


6309 


CUAGGACC A UCAAAGCA 


10708 


TGCTTTGA GGCTAGCTACAACGA GGTCCTAG 


32370 


4729 


6301 


AUCAAAGC A CCACCUCC 


10710 


GGRGGTGG GGCTAGCTACAACGA GCTTTGAT 


32371 


4732 


6298 


AAAGCACC A CCUCCGGU 


10712 


ACCGGAGG GGCTAGCTACAACGA GGTGCTTT 


32372 


4752 


6278 


GGUAUGAC A CUCCAGCC 


10716 


GGCTGGAG GGCTAGCTACAACGA GTCATACC 


32373 
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4856 


6174 


UAUUCCCC A UCCAUGGU 


10750 


ACCATGGA GGCTAGCTACAACGA GGGGAATA 


32374 


4860 


6170 


CCCCAUCC A UGGUAUAU 


10752 


ATATACCA GGCTAGCTACAACGA GGATGGGG 


32375 


4877 


6153 


ACCUUCUC A CGCUCUGG 


10756 


CCAGAGCG GGCTAGCTACAACGA GAGAAGGT 


32376 


4917 


6113 


CGUUUGGC A UGUUGAUG 


10761 


CATCAACA GGCTAGCTACAACGA GCCAAACG 


32377 


4935 


6095 


UGUCCAGC A UGAUUCGU 


10764 


ACGAATCA GGCTAGCTACAACGA GCTGGACA 


32378 


4979 


6051 


UCGUCUUC A UUCGUGUG 


10771 


CACACGAA GGCTAGCTACAACGA GAAGACGA 


32379 


4994 


6036 


UGCCCCCC A UAACAGUA 


10777 


TACTGTTA GGCTAGCTACAACGA GGGGGGCA 


32380 


5006 


6024 


CAGUACUC A UCACCAAC 


10780 


GTTGGTGA GGCTAGCTACAACGA GAGTACTG 


32381 


5009 


6021 


UACUCAUC A CCAACUUG 


10781 


CAAGTTGG GGCTAGCTACAACGA GATGAGTA 


32382 


5042 


5988 


AUACGUCC A CGUCUCUG 


10788 


CAGAGACG GGCTAGCTACAACGA GGACGTAT 


32383 


5057 


5973 


UGGGCGGC A CUAGCUGC 


10791 


GCAGCTAG GGCTAGCTACAACGA GCCGCCCA 


32384 


5070 


5960 


CUGCUGUC A CUGCAGAU 


10795 


ATCTGCAG GGCTAGCTACAACGA GACAGCAG 


32385 


5094 


5936 


CCAGGAUC A CUCUCCCU 


10802 


AGGGAGAG GGCTAGCTACAACGA GATCCTGG 


32386 


5130 


5900 


UUGGUUUC A CACUCUUC 


10812 


GAAGAGTG GGCTAGCTACAACGA GAAACCAA 


32387 


5132 


5898 


GGUUUCAC A CUCUUCCG 


10813 


CGGAAGAG GGCTAGCTACAACGA GTGAAACC 


32388 


5151 


5879 


UGUCAAUC A CCCUGCUC 


10819 


GAGCAGGG GGCTAGCTACAACGA GATTGACA 


32389 


5178 


5852 


UAGCCCCC A UUUCAGAU 


10830 


ATCTGAAA GGCTAGCTACAACGA GGGGGCTA 


32390 


5216 


5814 


UCCCAAUC A UCGUUCUU 


10837 


AAGAACGA GGCTAGCTACAACGA GATTGGGA 


32391 


5227 


5803 


GUUCUUAC A UUUUGGGU 


10839 


ACCCAAAA GGCTAGCTACAACGA GTAAGAAC 


32392 


5285 


5745 


UUUCCAGC A CGUUGUAG 


10851 


CTACAACG GGCTAGCTACAACGA GCTGGAAA 


32393 


5309 


5721 


GCAAUCUC A UUCCCCAU 


10855 


ATGGGGAA GGCTAGCTACAACGA GAGATTGC 


32394 


5316 


5714 


CAUUCCCC A UCUUGACA 


10859 


TGTCAAGA GGCTAGCTACAACGA GGGGAATG 


32395 


5324 


5706 


AUCUUGAC A CUAGGCAC 


10861 


GTGCCTAG GGCTAGCTACAACGA GTCAAGAT 


32396 


5331 


5699 


CACUAGGC A CAAACCAA 


10863 


TTGGTTTG GGCTAGCTACAACGA GCCTAGTG 


32397 


5368 


5662 


UGUGAUCC A UUCGUAUC 


10873 


GATACGAA GGCTAGCTACAACGA GGATCACA 


32398 


5475 


5555 


UGGCUGUC A UGAAUAUU 


10889 


AATATTCA GGCTAGCTACAACGA GACAGCCA 


32399 


5564 


5466 


UGAGCCUC A UCCAUCAC 


10910 


GTGATGGA GGCTAGCTACAACGA GAGGCTCA 


32400 


5568 


5462 


CCUCAUCC A UCACGAAC 


10912 


GTTCGTGA GGCTAGCTACAACGA GGATGAGG 


32401 


5571 


5459 


CAUCCAUC A CGAACAGG 


10913 


CCTGTTCG GGCTAGCTACAACGA GATGGATG 


32402 


5592 


5438 


AGUUCGGC A CCCUGUGA 


10915 


TCACAGGG GGCTAGCTACAACGA GCCGAACT 


32403 


5607 


5423 


GAGGAGAC A UCAGCCUG 


10919 


CAGGCTGA GGCTAGCTACAACGA GTCTCCTC 


32404 


5630 


5400 


AGGGUAGC A UGACACAU 


10923 


ATGTGTCA GGCTAGCTACAACGA GCTACCCT 


32405 


5635 


5395 


AGCAUGAC A CAUGACAU 


10924 


ATGTCATG GGCTAGCTACAACGA GTCATGCT 


32406 


5637 


5393 


CAUGACAC A UGACAUCA 


10925 


TGATGTCA GGCTAGCTACAACGA GTGTCATG 


32407 


5642 


5388 


CACAUGAC A UCAACAAU 


10926 


ATTGTTGA GGCTAGCTACAACGA GTCATGTG 


32408 


5654 


5376 


ACAAUCUC A UUUCCAUU 


10930 


AATGGAAA GGCTAGCTACAACGA GAGATTGT 


32409 


5660 


5370 


UCAUUUCC A UUAUGUUC 


10932 


GAACATAA GGCTAGCTACAACGA GGAAATGA 


32410 


5676 


5354 


CUCUGGGC A CUGCGGAU 


10935 


ATCCGCAG GGCTAGCTACAACGA GCCCAGAG 


32411 


5724 


5306 


CUUCAGCC A UCUCAGCA 


10947 


TGCTGAGA GGCTAGCTACAACGA GGCTGAAG 


32412 


5736 


5294 


CAGCAGCC A CAACCCUG 


10952 


CAGGGTTG GGCTAGCTACAACGA GGCTGCTG 


32413 


5757 


5273 


GUGCUAGC A CGGCUGUU 


10958 


AACAGCCG GGCTAGCTACAACGA GCTAGCAC 


32414 


5871 


5159 


UCCUCAGC A UCUCAGGU 


10982 


ACCTGAGA GGCTAGCTACAACGA GCTGAGGA 


32415 


5903 


5127 


AUUGGCUC A UCCAUCCU 


10988 


AGGATGGA GGCTAGCTACAACGA GAGCCAAT 


32416 


5907 


5123 


GCUCAUCC A UCCUUUCA 


10990 


TGAAAGGA GGCTAGCTACAACGA GGATGAGC 


32417 


5915 


5115 


AUCCUUUC A CCCUGCAC 


10993 


GTGCAGGG GGCTAGCTACAACGA GAAAGGAT 


32418 


5922 


5108 


CACCCUGC A CUAUCGCG 


10997 


CGCGATAG GGCTAGCTACAACGA GCAGGGTG 


32419 


5952 


5078 


CGUUGGGC A UUAUGACU 


11001 


AGTCATAA GGCTAGCTACAACGA GCCCAACG 


32420 


5963 


5067 


AUGACUCC A UUGCCAUA 


11004 


TATGGCAA GGCTAGCTACAACGA GGAGTCAT 


32421 


5969 


5061 


CCAUUGCC A UAAAGCCC 


11006 


GGGCTTTA GGCTAGCTACAACGA GGCAATGG 


32422 


5982 


5048 


GCCCAAUC A CAUCACCG 


11010 


CGGTGATG GGCTAGCTACAACGA GATTGGGC 


32423 


5984 


5046 


CCAAUCAC A UCACCGUU 


11011 


AACGGTGA GGCTAGCTACAACGA GTGATTGG 


32424 


5987 


5043 


AUCACAUC A CCGUUUUU 


11012 


AAAAACGG GGCTAGCTACAACGA GATGTGAT 


32425 


6000 


5030 


UUUUGUCC A CUAUUGGU 


11015 


ACCAATAG GGCTAGCTACAACGA GGACAAAA 


32426 


6042 


4988 


CCAAAGUC A CGGCCCCG 


11023 


CGGGGCCG GGCTAGCTACAACGA GACTTTGG 


32427 


6075 


4955 


UUUUGAAC A CCCCUGGU 


11031 


ACCAGGGG GGCTAGCTACAACGA GTTCAAAA 


32428 


6120 


4910 


CAGGUUCC A CCACAAUC 


11042 


GATTGTGG GGCTAGCTACAACGA GGAACCTG 


32429 


6123 


4907 


GUUCCACC A CAAUCAUC 


11044 


GATGATTG GGCTAGCTACAACGA GGTGGAAC 


32430 


6129 


4901 


CCACAAUC A UCUGCACC 


11046 


GGTGCAGA GGCTAGCTACAACGA GATTGTGG 


32431 


6135 


4895 


UCAUCUGC A CCUCAUCC 


11048 


GGATGAGG GGCTAGCTACAACGA GCAGATGA 


32432 


6140 


4890 


UGCACCUC A UCCUGCCC 


11051 


GGGCAGGA GGCTAGCTACAACGA GAGGTGCA 


32433 


6154 


4876 


CCCGUUCC A CUUGUGCU 


11057 


AGCACAAG GGCTAGCTACAACGA GGAACGGG 


32434 


6206 


4824 


UCCUUGAC A CUGCCCCA 


11071 


TGGGGCAQ GGCTAGCTACAACGA GTCAAGGA 


32435 


6243 


4787 


CUCCGCUC A UCAAAGCG 


11085 


OGCTTTGA GGCTAGCTACAACGA GAGCGGAG 


32436 
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6287 


4743 


UGGAAAAC A CCUUCAAC 


11092 


CjI IXjAAov? OVJV- lAuft«X4il*/irlulan wlili Uul 


JavJ f 


6297 


4733 


CUUCAACC A UCACGCCC 


11097 


GGGCGIoA GGC lAuL lilL^AA.UVxri uul IvjAHvj 


J^iJ O 


6300 


4730 


CAACCAUC A CGCCCGCU 


11098 


AGCGGGCVj uuL 1 AUt iilwViUvj/i ueA I lu 




6335 


4695 


AGCAGCCC A CGAGUCAU 


11110 


A 1 XjAC 1 L.O GGCIAUCIACAACUA 




6342 


4688 


CACGAGUC A UGAUCCUG 


11111 


CAGGA1 un GvjC i AuU 1 nLnnUUA viriL. IvJlj iu 




6406 


4624 ! 


AGUGUCCC A CAACACGC 


11125 


GCG'iTiTTli ISULri'AliLTl'AVJMHUliH. lj<a<JtA vJAL, J. 




6411 


4619 


CCCACAAC A CGCCUCCU 


11127 


AGGAGGCG GGClAGCiACAACtiA \j 1 1\j iovivj 


1 OAA1 


6488 


4542 


GUGUACGC A CUAAUCGC 


11144 


GCGA1 1 Ats oLiCiA^ClACAACviA oualAUlv- 




6507 


4523 


GACAGACC A UUCUGAGC 


11148 


QCTCAunn GGCiAUClACAACuA vjvi 1/U i\j i v_ 




6516 


4514 


UUCUGAGC A UCCAUAUC 


11150 


GA i A 1 vjViri lAuL 1 AL-AAlJviH. ut 1 wUsA/t 




6520 


4510 


GAGCAUCC A UAUCUUCC 


11152 


GGAAGA1A GGCiiUjClAi^AmJviA uViAlv>Clv« 




6545 


4485 


CCUGGAUC A UUCAUGAG 


11159 




■39440 


6549 


4481 


GAUCAUUC A UGAGCTJGG 


11160 


CGAGC 1 CA uut i AvtV. liv^JvvJKjix winixxnl U 




6566 


4464 


AAGUUUCC A UCAUCAUC 


11163 


GATGA1 GA GGC 1 AGC i ACAAUviA WjHAAL 1 1 


J 4%3U 


6569 


4461 


UUUCCAUC A UCAUCAAG 


11164 


CTTGATGA GG C TAG CT ACAACGA GAIGGAAA. 




6572 


4458 


CCAUCAUC A UCAAGCOG 


11165 


CGGCTTGA GGCTAGCTACAACGA GA1\jA1\jvj 


1 9A C T 


6582 


4448 


CAAGCCGC A CAUCAACU 


11168 


AGTTGATG GGCTAGCTACAACGA GGGGCTTU 




6584 


4446 


AGCCGCAC A UCAACUCU 


11169 


AGAGTTGA GGCTAGCTACAACGA G 1 GCGGL X 




6617 


4413 


AUUUCUGC A UCACUUUC 


11177 


GAAAGTGA GGCTAGCTACAACGA GCAGAAAT 




6620 


4410 


UCUGCAUC A CUUUCCCA 


11178 


TGGGAAAG GGC1AGCT ACAACGA GAlGCAbA 


•a 94 er 


6655 


4375 


CUCAAUCC A CAUAUCUG 


11189 


CAGATATG GGClAGCIACAACliA IjvjAI IvjAvj 




6657 


4373 


CAAUCCAC A UAUCUGUU 


11190 


AACAGA 1 A GGL i AGC 1 ACAACviA Kj X IsUA llu 


in / cp 


6681 


4349 


CAGAAAUC A CGAAAGCA 


11195 


TGCTTTCG GGCTAGCTACAACGA GAT TIC Ivj 




6696 


4334 


CAGCAAAC A UGAGCCCC 


11196 


GGGGCTCA GGCTAGCTACAACGA ul J. 1 uL. 1 \j 




6714 


4316 


CGAUAGUC A UUGGAAUG 


11202 


CATTCCAA GGCTAGCTAGAACGA GAGTA'I'UG 


JZ*£0 1 


6726 


4304 


GAAUGGCC A UGGAGUCA 


11204 


TGACTCCA GGCTAGCTACAACGA GGCCATTC 


32462 


6771 


4259 


UGGCAAAC A UUAGGCCG 


11216 


CGGCCTAA GGCTAGCTACAACGA GTTTGCCA 


32463 


6789 


4241 


CAGCUGUC A UCACUUCA 


11220 


TGAAGTGA GGCTAGCTACAACGA GACAGCTG 


32464 


6792 


4238 


CUGUCAUC A CUUCAGUU 


11221 


AACTGAAG GGCTAGCTACAACGA GATGACAG 


32465 


6808 


4222 


UGCGGGCC A UCCGCGUU 


11225 


AACGCGGA GGCTAGCTACAACGA GGCCCGCA 


32466 


6830 


4200 


UUGGGAUC A CAUGCAAU 


11227 


ATTGCATG GGCTAGCTACAACGA GATCCCAA 


32467 


6832 


4198 


GGGAUCAC A UGCAAUCA 


11228 


m*-m -j v> ^^^^ ifTl^fc Hint n% m ^t#n^ m/^« IX m ^"1 

TGATTGCA GGCTAGCTACAACGA GTGATCCC 


32468 


6858 


4172 


CAAGGAUC A UGGGGUUG 


11235 


CAACCCCA GGCTAGCTACAACGA GATCCTTG 


32469 


6895 


4135 


AGCCAAGC A UAGCAGAC 


11241 


GTCTGL. 1A GGG 1 AGG i AUAAGGA GL. 1 lubL 1 




6929 


4101 


GCAGCUGC A CUCCUCUU 


11250 


AAGAGGAG GGG1A\jL.IAUAAuvjA IjtJAvjL. IuU 


JZ% /I 


6966 


4064 


UUCCGACC A UCAACAGC 


11265 


GCTGTTGA GCsGlAGt-lAuAAGUA ub J. L.oliA/i 




6987 


4043 


UCCUGUAC A CAUCCAGA 


11271 


ICTGGAIG GGLIAGGIALAAGGA vjIAGAGvjA 


/ J 


6989 


4041 


CUGUACAC A UCCAGAUU 


11272 


?v h mrrnvp tv pppipapphikpti appk ptpiibpup 

AATCTGGA GGCTAGCTACAACGA GTGTACAG 




7003 


4027 


AUUCAAGC A UCUCAGCC 


11276 


GGCTGAGA GGCTAGCTACAACGA GCTTGAAT 


32475 


7044 


3986 


GAACAACC A CGUUUGAU 


11286 


ATCAAACG GGCTAGCTACAACGA GGfTGTlC 


32476 


7083 


3947 


UCAGUAUC A UCCAAGCU 


11290 


AGCTTGGA GGCTAGCTACAACGA GATACTGA 


32477 


7110 


3920 


AAUUCAAC A CAUCAGGG 


11298 


CCCTGATG GGCTAGCTACAACGA GTTGAATT 


32478 


7112 


3918 


UUCAACAC A UCAGGGAU 


11299 


ATCCCTGA GGCTAGCTACAACGA GTGTTGAA 


32479 


7145 


3885 


UGGCGGGC A UCGUGAUA 


11306 


TATCACGA GGCTAGCTACAACGA GCCCGCCA 


32480 


7158 


3872 


GAUAAGCC A UUUGAAAG 


11308 


CTTTCAAA GGCTAGCTACAACGA GGCTTATC 


32481 


7182 


3848 


CCGCCAAC A UCAACAAA 


11313 


TTTGTTGA GGCTAGCTACAACGA GTTGGCGG 


*a 9 * ao 
324o2 


7210 


3820 


GUUGGUCC A UCUCGCUU 


11320 


AAGCGAGA GGCTAGCTACAACGA GGACCAAC 


32483 


7233 


3797 


ACGAUGCC A CCAUAAAC 


11324 


GTTTATGG GGCTAGCTACAACGA GGCATCGT 


32484 


7236 


3794 


AUGCCACC A UAAACACU 


11326 


AGTGTTTA GGCT AG CTACAACGA GGTGGCAT 


32485 


7242 


3788 


CCAUAAAC A CUGGUUGU 


11327 


T\ nTt 7\ r~\m\ r** PPprpjkPPniTiPATiPPTi /^ii a iuiitv TVV 

ACAACCAG GGCTAGCTACAACGA GTTTATGG 


•JO/IOC 

324oo 


7266 


3764 


AGGUCGCC A UGAGCGCC 


11331 


GGCGCTCA GGCTAGCTACAACGA GGCGACCT 


32487 


7284 


3746 


AGUGUACC A CGUCUCCU 


11335 


AGGAGACG GGCTAGCTACAACGA GGTACACT 


32488 


7323 


3707 


CUGCCCCC A CCAAGAUG 


11347 


CATCTTGG GGCTAGCTACAACGA GGGGGCAG 


32489 


7334 


3696 


AAGAUGAC A UAGCGUAA 


11350 


TTACGCTA GGCTAGCTACAACGA GTCATCTT 


32490 


7344 


3686 


AGCGUAAC A CAUCAGUG 


11351 


CACTGATG GGCTAGCTACAACGA GTTACGCT 


32491 


7346 


3684 


CGUAACAC A UCAGUGUA 


11352 


TACACTGA GGCTAGCTACAACGA GTGTTACG 


32492 


7371 


3659 


CCCLAAAC A CGAGGACU 


11 iby 


tv pTppTPp ^n/^T 1 a rr'T a r* a 7Arvi 71 (VPTTCZfirm 


32493 


7404 


3626 


UAGCUGGC A UGCUGAUC 


11367 


GATCAGCA GGCTAGCTACAACGA GCCAGCTA 


32494 


7423 


3607 


GGCUGUCC A COJCUUGC 


11372 


GCAAGAGG GGCTAGCTACAACGA GGACAGCC 


32495 


7458 


3572 


CCAAGAAC A CGACCAGA 


11382 


TCTGGTCG GGCTAGCTACAACGA GTTCTTGG 


32496 


7491 


3539 


GGUCAAUC A UAUCAGCA 


11390 


TGCTGATA GGCTAGCTACAACGA GATTGACC 


32497 


7499 


3531 


AUAUCAGC A UUADAAGC 


11392 


GCTTATAA GGCTAGCTACAACGA GCTGATAT 


32498 


7508 


3522 


UUAUAAGC A UUCACUUG 


11393 


CAAGTGAA GGCTAGCTACAACGA GCTTATAA 


32499 



383 



WO 02/068637 Table XI PCT/US01/48350 



7512 


3518 


AAGCAUUC A CUUGUGAC 


11394 


GTCACAAG GGCTAGCTACAACGA GAATGCTT 


32500 


7524 


3506 


GUGACOGC A CGAGGGUC 


11397 


GACCCTCG GGCTAGCTACAACGA GCAGTCAC 


32501 


7538 


3492 


GUCUUUUC A UCAUGUCU 


11399 


AGACATGA GGCTAGCTACAACGA GAAAAGAC 


32502 


7541 


3489 


UUUUCAUC A UGUCUCUG 


11400 


CAGAGACA GGCTAGCTACAACGA GATGAAAA 


32503 


7563 


3467 


UGAUCUCC A UACCAUAC 


11406 


GTATGGTA GGCTAGCTACAACGA GGAGATCA 


32504 


7568 


3462 


UCCAUACC A UACCAACA 


11408 


TGTTGGTA GGCTAGCTACAACGA GGTATGGA 


32505 


7627 


3403 


CCUGCAGC A CCAAUCUG 


11421 


CAGATTGG GGCTAGCTACAACGA GCTGCAGG 


32506 


7679 


3351 


GCAGGUCC A CGGUGUCC 


11433 


GGACACCG GGCTAGCTACAACGA GGACCTGC 


32507 


7697 


3333 


CAGCUCUC A CUCAGGGU 


11438 


ACCCTGAG GGCTAGCTACAACGA GAGAGCTG 


32508 


7759 


3271 


UUCGUCCC A UGGGCCCO 


11454 


AGGGCCCA GGCTAGCTACAACGA GGGACGAA 


32509 


7844 


3186 


AUCAAGUC A CUCUCAAG 


11471 


CTTGAGAG GGCTAGCTACAACGA GACTTGAT 


32510 


7859 


3171 


AGGAUUCC A UCGCCCCA 


11476 


TGGGGCGA GGCTAGCTACAACGA GGAATCCT 


32511 


7867 


3163 


AUCGCCCC A CAAGGUAU 


11480 


ATACCTTG GGCTAGCTACAACGA GGGGCGAT 


32512 


7888 


3142 


CUCAGGCC A CGUACAUG 


11485 


CATGTACG GGCTAGCTACAACGA GGCCTGAG 


32513 


7894 


3136 


CCACGUAC A UGAUUUGA 


11486 


TCAAATCA GGCTAGCTACAACGA GTACGTGG 


32514 


7907 


3123 


UUGACUUC A CCCAGAAC 


11488 


GTTCTGGG GGCTAGCTACAACGA GAAGTCAA 


32515 


7933 


3097 


AAGCUUCC A CGUAUCAU 


11499 


ATGATACG GGCTAGCTACAACGA GGAAGCTT 


32516 


7940 


3090 


CACGUAUC A UUGAGCCU 


11500 


AGGCTCAA GGCTAGCTACAACGA GATACGTG 


32517 


7973 


3057 


GACAGGUC A CUGUGGAU 


11508 


ATCCACAG GGCTAGCTACAACGA GACCTGTC 


32518 


8024 


3006 


UUCGAGUC A CAUUCAGU 


11518 


ACTGAATG GGCTAGCTACAACGA GACTCGAA 


32519 


8026 


3004 


CGAGUCAC A UUCAGUUG 


11519 


CAACTGAA GGCTAGCTACAACGA GTGACTCG 


32520 


8061 


2969 


UCAGGAAC A UCCGAGUG 


11528 


CACTCGGA GGCTAGCTACAACGA GTTCCTGA 


32521 


8097 


2933 


AAUCCUCC A CUUCUAAG 


11538 


CTTAGAAG GGCTAGCTACAACGA GGAGGATT 


32522 


8134 


2896 


AGUCGGAC A UUCCUUGG 


11545 


CCAAGGAA GGCTAGCTACAACGA GTCCGACT 


32523 


8153 


2877 


UCCGGACC A UCAACCAC 


11551 


GTGGTTGA GGCTAGCTACAACGA GGTCCGGA 


32524 


8160 


2870 


CAUCAACC A CAAAGGUG 


11554 


CACCTTTG GGCTAGCTACAACGA GGTTGATG 


32525 


8274 


2756 


ACUUGUAC A UUCCCUCC 


11575 


GGAGGGAA GGCTAGCTACAACGA GTACAAGT 


32526 


8295 


2735 


UCUCAACC A CGACAOJA 


11584 


TAGTGTCG GGCTAGCTACAACGA GGTTGAGA 


32527 


8300 


2730 


ACCACGAC A CUAAGGUC 


11585 


GACCTTAG GGCTAGCTACAACGA GTCGTGGT 


32528 


8310 


2720 


UAAGGUCC A CACCAUUC 


11588 


GAATGGTG GGCTAGCTACAACGA GGACCTTA 


32529 


8312 


2718 


AGGUCCAC A CCAUUCUC 


11589 


GAGAATGG GGCTAGCTACAACGA GTGGACCT 


32530 


8315 


2715 


UCCACACC A UUCUCCUU 


11591 


AAGGAGAA GGCTAGCTACAACGA GGTGTGGA 


32531 


8349 


2681 


CGUCCUUC A CUGCUUCC 


11600 


GGAAGCAG GGCTAGCTACAACGA GAAGGACG 


32532 


8359 


2671 


UGCUUCCC A CAUUUGAU 


11605 


ATCAAATG GGCTAGCTACAACGA GGGAAGCA 


32533 


8361 


2669 


CUUCCCAC A UUUGAUGC 


11606 


GCATCAAA GGCTAGCTACAACGA GTGGGAAG 


32534 


8398 


2632 


UAGACCGC A CACUCCUU 


11613 


AAGGAGTG GGCTAGCTACAACGA GCGGTCTA 


32535 


8400 


2630 


GACCGCAC A CUCCUUCC 


11614 


GGAAGGAG GGCTAGCTACAACGA GTGCGGTC 


32536 


8475 


2555 


ACCGGUCC A UCCAAGCC 


11630 


GGCTTGGA GGCTAGCTACAACGA GGACCGGT 


32537 


8487 


2543 


AAGCCUCC A CAUCAUUG 


11636 


CAATGATG GGCTAGCTACAACGA GGAGGCTT 


32538 


8489 


2541 


GCCUCCAC A UCAUUGUG 


11637 


CACAATGA GGCTAGCTACAACGA GTGGAGGC 


32539 


8492 


2538 


UCCACAUC A UUGUGUAU 


11638 


ATACACAA GGCTAGCTACAACGA GATGTGGA 


32540 


8505 


2525 


GUAUGAAC A CUCCACUU 


11639 


AAGTGGAG GGCTAGCTACAACGA GTTCATAC 


32541 


8510 


2520 


AACACUCC A CUUCCACA 


11642 


TGTGGAAG GGCTAGCTACAACGA GGAGTGTT 


32542 


8516 


2514 


CCACUUCC A CAUCUCAG 


11645 


CTGAGATG GGCTAGCTACAACGA GGAAGTGG 


32543 


8518 


2512 


ACUUCCAC A UCUCAGCU 


11646 


AGCTGAGA GGCTAGCTACAACGA GTGGAAGT 


32544 


8549 


2481 


UCUAUGGC A CACCCAGU 


11654 


ACTGGGTG GGCTAGCTACAACGA GCCATAGA 


32545 


8551 


2479 


UAUGGCAC A CCCAGUGU 


11655 


ACACTGGG GGCTAGCTACAACGA GTGCCATA 


32546 


8568 


2462 


CAGCGUGC A CGUUCACG 


11660 


CGTGAACG GGCTAGCTACAACGA GCACGCTG 


32547 


8574 


2456 


GCACGUUC A CGGAGAGG 


11661 


CCTCTCCG GGCTAGCTACAACGA GAACGTGC 


32548 


8633 


2397 


GACCUAUC A CGAGCAUU 


11672 


AATGCTCG GGCTAGCTACAACGA GATAGGTC 


32549 


8639 


2391 


UCACGAGC A UUGAUGCC 


11673 


GGCATCAA GGCTAGCTACAACGA GCTCGTGA 


32550 


6649 


2381 


UGAUGCCC A UCCACAAC 


11676 


GTTGTGGA GGCTAGCTACAACGA GGGCATCA 


32551 


8653 


2377 


GCCCAUCC A CAACAGGA 


11678 


TCCTGTTG GGCTAGCTACAACGA GGATGGGC 


32552 


8694 


2336 


UCCAGGAC A VGCCUCCG 


11691 


CGGAGGCA GGCTAGCTACAACGA GTCCTGGA 


32553 


8730 


2300 


CUCCGAAC A CUUGAUGG 


11700 


CCATCAAG GGCTAGCTACAACGA GTTCGGAG 


32554 


8763 


2267 


AGGUGAAC A CCCCUCCA 


11709 


TGGAGGGG GGCTAGCTACAACGA GTTCACCT 


32555 








11749 


CATAGTGG GGCTAGCTACAACGA GGGCAGAG 


32556 


8910 


2120 


UGCCCACC A CUAUGUAU 


11751 


ATACATAG GGCTAGCTACAACGA GGTGGGCA 


32557 


8973 


2057 


CCGUGGCC A CUGAAACA 


11764 


TGTTTCAG GGCTAGCTACAACGA GGCCACGG 


32558 


9009 


2021 


AUCUGCCC A CUGGCGUU 


11773 


AACGCCAG GGCTAGCTACAACGA GGGCAGAT 


32559 


9036 


1994 


AUGAAGCC A CUGACGAG 


11777 


CTCGTCAG GGCTAGCTACAACGA GGCTTCAT 


32560 


9065 


1965 


CAAGGUCC A UCCGUGCC 


11782 


GGCACGGA GGCTAGCTACAACGA GGACCTTG 


32561 


9093 


1937 


AUUCCAAC A CCACAGUG 


11790 


CACTGTGG GGCTAGCTACAACGA GTTGGAAT 


32562 
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9096 


1934 


CCAACACC A CAGUGCCG 


11792 


CGGCACTG GGCTAGCTACAACGA GGTGTTGG 


32563 


9158 


1872 


CAGACGCC A UAGGUU6U 


11806 


ACAACCTA GGCTAGCTACAACGA GGCGTCTG 


32564 


9189 


1841 


AUUUUUCC A UCUUCACU 


11814 


AGTGAAGA GGCTAGCTACAACGA GGAAAAAT 


32565 


9195 


1835 


CCAUCUUC A CUCUACAC 


11816 


GTGTAGAG GGCTAGCTACAACGA GAAGATGG 


32566 


9202 


1828 


CACUCUAC A CUUCAAAU 


11819 


ATTTGAAG GGCTAGCTACAACGA GTAGAGTG 


32567 


9249 


1781 


AAAAUUCC A CAGGAAUG 


11829 


CATTCCTG GGCTAGCTACAACGA GGAATTTT 


32568 


9309 


1721 


AUGCUAUC A CAGACUGC 


11847 


GCAGTCTG GGCTAGCTACAACGA GATAGCAT 


32569 


9345 


1685 


CAAACUCC A UUAACGUC 


11856 


GACGTTAA GGCTAGCTACAACGA GGAGTTTG 


32570 


9367 


1663 


GUUCCUCC A CACAGUAC 


11863 


GTACTGTG GGCTAGCTACAACGA GGAGGAAC 


32571 


9369 


1661 


UCCUCCAC A CAGUACUU 


11864 


AAGTACTG GGCTAGCTACAACGA GTGGAGGA 


32572 


9383 


1647 


CUUCCAGC A COGCUCCA 


11869 


TGGAGCAG GGCTAGCTACAACGA GCTGGAAG 


32573 


9408 


1622 


UGAGGUCC A UGAACCAC 


11875 


GTGGTTCA GGCTAGCTACAACGA GGACCTCA 


32574 


9415 


1615 


CAUGAACC A CUCACGAU 


11877 


ATCGTGAG GGCTAGCTACAACGA GGTTCATG 


32575 


9419 


1611 


AACCACUC A CGAUGGAC 


11879 


GTCCATCG GGCTAGCTACAACGA GAGTGGTT 


32576 


9453 


1577 


CAACAGUC A UCACGUAG 


11886 


CTACGTGA GGCTAGCTACAACGA GACTGTTG 


32577 


9456 


1574 


CAGUCAUC A CGUAGUAIJ ! 


11887 


ATACTACG GGCTAGCTACAACGA GATGACTG 


32578 


9467 


1563 


UAGUAUGC A UUGGUGUC 


11888 


GACACCAA GGCTAGCTACAACGA GCATACTA 


32579 


9494 


1536 | 


CGUGGUUC A CAGUCCAC 


11894 


GTGGACTG GGCTAGCTACAACGA GAACCACG 


32580 


9501 


1529 


CACAGUCC A CUGUCACC 


11897 


GGTGACAG GGCTAGCTACAACGA GGACTGTG 


32581 


9507 


1523 


CCACUGUC A CCUCUCCA 


11899 


TGGAGAGG GGCTAGCTACAACGA GACAGTGG 


32582 


9515 


1515 


ACCUCUCC A UAUUCUCC 


11904 


GGAGAATA GGCTAGCTACAACGA GGAGAGGT 


32583 


9618 


1412 


GCGACUCC A CAGUAGUU 


11926 


AACTACTG GGCTAGCTACAACGA GGAGTCGC 


32584 


9632 


1398 


GUUGGUCC A UGGACAAA 


11929 


TTTGTCCA GGCTAGCTACAACGA GGACCAAC 


32585 


9648 


1382 


AAAUGGCC A CUUCGUAC 


11932 


GTACGAAG GGCTAGCTACAACGA GGCCATTT 


32586 


9718 


1312 


UUUGGCGC A UGUGUCAA 


11945 


TTGACACA GGCTAGCTACAACGA GCGCCAAA 


32587 


9774 


1256 


CCCUGUCC A CCACUCCU 


11964 


AGGAGTGG GGCTAGCTACAACGA GGACAGGG 


32588 


9777 


1253 


UGUCCACC A CUCCUUGU 


11966 


ACAAGGAG GGCTAGCTACAACGA GGTGGACA 


32589 


9790 


1240 


TTTTrainmr a cacaaaag 


11971 


CTTTTGTG GGCTAGCTACAACGA GCAGACAA 


32590 


9792 


1236 


gucugcac a caaaagcu 


11972 


AGCTTTTG GGCTAGCTACAACGA GTGCAGAC 


32591 


9809 


1221 


gggucagc a cguuuguc 


11976 


GACAAACG GGCTAGCTACAACGA GCTGACCC 


32592 


9818 


1212 


CGUUUGUC A UUGUGAGC 


11977 


GCTCACAA GGCTAGCTACAACGA GACAAACG 


32593 


9834 


1196 


CUUCUCCC A UGGUCGGG 


11982 


CCCGACCA GGCTAGCTACAACGA GGGAGAAG 


32594 


9844 


1186 


GGUCGGGC A CGCAGCUU 


11983 


AAGCTGCG GGCTAGCTACAACGA GCCCGACC 


32595 


9921 


1109 


CCGCCUCC A UAUUCAUC 


12000 


GATGAATA GGCTAGCTACAACGA GGAGGCGG 


32596 


9927 


1103 


CCAUAUUC A UCAUCUUC 


12001 


GAAGATGA GGCTAGCTACAACGA GAATATGG 


32597 


9930 


1100 


UAUUCAUC A UCUUCACA 


12002 


TGTGAAGA GGCTAGCTACAACGA GATGAATA 


32598 


9936 


1094 


UCAUCUUC A CAUCGAUG 


12004 


CATCGATG GGCTAGCTACAACGA GAAGATGA 


32599 


9938 


1092 


AUCUUCAC A UCGAUGGU 


12005 


ACCATCGA GGCTAGCTACAACGA GTGAAGAT 


32600 


9963 


1067 


CCUUAGAC A UGAUAGUC 


12009 


GACTATCA GGCTAGCTACAACGA GTCTAAGG 


32601 


9972 


1058 


TTGATTArHTC A OGCAGCUG 


12010 


CAGCTGCG GGCTAGCTACAACGA GACTATCA 


32602 


10002 


1028 


CCAAAUCC A CCCAUGUU 


12018 


AACATGGG GGCTAGCTACAACGA GGATTTGG 


32603 


10006 


1024 


AUCCACCC A UGUUGCUC 


12021 


GAGCAACA GGCTAGCTACAACGA GGGTGGAT 


32604 


10020 


1010 


CUCCAGAC A CUCCUUCC 


12025 


GGAAGGAG GGCTAGCTACAACGA GTCTGGAG 


32605 


10047 


983 


UGUUGCUC A UUCCAAGG 


12034 


CCTTGGAA GGCTAGCTACAACGA GAGCAACA 


32606 


10080 


950 


CUGGGGCC A CCAAAAGC 


12041 


GCTTTTGG GGCTAGCTACAACGA GGCCCCAG 


32607 


10095 


935 


GCAAUAGC A CGACAAAC 


12045 


GTTTGTCG GGCTAGCTACAACGA GCTATTGC 


32608 


10104 


926 


CGACAAAC A CAACUCUC 


12047 


GAGAGTTG GGCTAGCTACAACGA GTTTGTCG 


32609 


10116 


914 


CUCUCUGC A UGGUGUUG 


12052 


CAACACCA GGCTAGCTACAACGA GCAGAGAG 


32610 


10134 


896 


UCCCAAGC A UCCAACCA 


12057 


TGGTTGGA GGCTAGCTACAACGA GCTTGGGA 


32611 


10155 


875 


CGGCUGCC A CCAGGGCA 


12064 


TGCCCTGG GGCTAGCTACAACGA GGCAGCCG 


32612 


10163 


867 


ACCAGGGC A UAUCCAGG 


12067 


CCTGGATA GGCTAGCTACAACGA GCCCTGGT 


32613 


10186 


844 


CAAGAUCC A UGAUUCIJG 


12074 


CAGAATCA GGCTAGCTACAACGA GGATCTTG 


32614 


10230 


800 


UGCUGUCC A UCCAAGCC 


12084 


GGCTTGGA GGCTAGCTACAACGA GGACAGCA 


32615 


10278 


752 


GUGUCUGC A CUGUCAGU 


12098 


ACTGACAG GGCTAGCTACAACGA GCAGACAC 


32616 


10324 


706 


CUUGGUGC A UCUUCCAU 


12107 


ATGGAAGA GGCTAGCTACAACGA GCACCAAG 


32617 


10331 


699 


CAUCUUCC A UACCUGAC 


12110 


GTCAGGTA GGCTAGCTACAACGA GGAAGATG 


32618 


10360 


670 


CUUUGUGC A CCAACAGU 


12116 


ACTGTTGG GGCTAGCTACAACGA GCACAAAG 


32619 


10385 


645 


UCUGGAUC A UUACCAGC 


12122 


GCTGGTAA GGCTAGCTACAACGA GATCCAGA 


32620 


10401 


629 


CCGACAGC A CUGGGCAU 


12127 


ATGCCCAG GGCTAGCTACAACGA GCTGTCGG 


32621 


10408 


622 


CAOJGGGC A UUCAUAAG 


12129 


CTTATGAA GGCTAGCTACAACGA GCCCAGTG 


32622 


10412 


618 


GGGCAUUC A UAAGUGAU 


12130 


ATCACTTA GGCTAGCTACAACGA GAATGCCC 


32623 


10427 


603 


AUAGUAUC A UCGCACAU 


12131 


ATGTGCGA GGCTAGCTACAACGA GATACTAT 


32624 


10432 


598 


AUCAUCGC A CAUGUAUC 


12132 


GATACATG GGCTAGCTACAACGA GCGATGAT 


32625 
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10434 


596 


CAUCGCAC A UGUAUCCC 


12133 


GGUATACA GGCTAGCTaCAACGA GTGCGAiXj 


32626 


10443 


587 


UGUAUCCC A CAUCCAUU 


12136 


AATGttATG GGCTAGCTACAACGA UUGATACA 


32627 


10445 


585 


UAUCCCAC A UCCAUUGC 


12137 


GCAATGGA GGCTAGCTACAACGA GTGGGATA 


32628 


10449 


581 


CCACAUCC A UUGCUCUG 


12139 


CAGAGCAA GGCTAGCTACAACGA GGATGTGG 


32629 


10465 


565 


GACAAUGC A UAGGUUCU 


12143 


AGAACCTA GGCTAGCTACAACGA GCATTGTC 


32630 


10502 


528 


GUGAUGAC A UCUGUGAC 


12149 


GTCACAGA GGCTAGCTACAACGA GTCATCAC 


32631 


10520 


510 


UCAGUAGC A UUUACCGU 


12152 


ACGGTAAA GGCTAGCTACAACGA GCTACTGA 


32632 


10530 


500 


UUACCGUC A UCAUCACC 


12154 


GGTGATGA GGCTAGCTACAACGA GACGGTAA 


32633 


10533 


497 


CCGUCAUC A UCACCUUC 


12155 


GAAGGTGA GGCTAGCTACAACGA GATGACGG 


32634 


10536 


494 


UCAUCAUC A CCUUCCCU 


12156 


AGGGAAGG GGCTAGCTACAACGA GATGATGA 


32635 


10593 


437 


GGCCAAUC A UGACUGCA 


12170 


TGCAGTCA GGCTAGCTACAACGA GATTGGCC 


32636 


10655 


375 


UUGAUAGC A CUGGUCAA 


121B4 


TTGACCAG GGCTAGCTACAACGA GCTATCAA 


32637 


10701 


329 


GGUGUUUC A UCGCUGUU 


12195 


AACAGCGA GGCTAGCTACAACGA GAAACACC 


32638 


10719 


311 


GUUUGUUC A CACCUCUC 


12197 


GAGAGGTG GGCTAGCTACAACGA GAACAAAC 


32639 


10721 


309 


UUGUUCAC A CCUCUCCA 


12196 


TGGAGAGG GGCTAGCTACAACGA GTGAACAA 


32640 


10729 


301 


ACCUCUCC A UCGAUCCA 


12203 


TGGATCGA GGCTAGCTACAACGA GGAGAGGT 


32641 


10740 


290 


GAUCCAGC A CUGCUCGG 


12206 


CCGAGCAG GGCTAGCTACAACGA GCTGGATC 


32642 


10794 


236 


GAGCCAAC A CAAAUCGU 


12217 


ACGATTTG GGCTAGCTACAACGA GTTGGCTC 


32643 


10833 


197 


GGCUCAAC A UAGCCCUC 


12227 


GAGGGCTA GGCTAGCTACAACGA GTTGAGCC 


32644 


10863 


167 


AGGACAAC A CGCGGGGC 


12237 


GCCCCGCG GGCTAGCTACAACGA GTTGTCCT 


32645 


10872 


158 


CGCGGGGC A UUCCGCGU 


12238 


ACGCGGAA GGCTAGCTACAACGA GCCCCGCG 


32646 


10887 


143 


GUUUUAGC A UAUUGACA 


12240 


TGTCAATA GGCTAGCTACAACGA GCTAAAAC 


32647 


10932 


98 


UCUUAGAC A UCGAGAUC 


12253 


GATCTCGA GGCTAGCTACAACGA GTCTAAGA 


32648 


10963 


67 


CAGCUCGC A CUGUGUUA 


12258 


TAACACAG GGCTAGCTACAACGA GCGAGCTG 


32649 


10988 


42 


UAAUCCUC A CAAACACU 


12262 


AGTGTTTG 'GGCTAGCTACAACGA GAGGATTA 


32650 


10994 


36 


UCACAAAC A CUACUAAG 


12264 


CTTAGTAG GGCTAGCTACAACGA GTTTGTGA 


32651 


11014 


16 


GUCAGCUC A CACAGGCG 


12269 


CGCCTGTG GGCTAGCTACAACGA GAGCTGAC 


32652 


11016 


14 


CAGCUCAC A CAGGCGAA 


12270 


TTCGCCTG GGCTAGCTACAACGA GTGAGCTG 


32653 


10 


11020 


GAUCCUGU G UUCUCGCA 


12272 


TGCGAGAA GGCTAGCTACAACGA ACAGGATC 


32654 


16 


11014 


GUGUUCUC G CACCACCA 


12273 


TGGTGGTG GGCTAGCTACAACGA GAGAACAC 


32655 


25 


11005 


CACCACCA G CCACCAUU 


12274 


AATGGTGG GGCTAGCTACAACGA TGGTGGTG 


32656 


34 


10996 


CCACCAUU G UCGGCGCA 


12275 


TGCGCCGA GGCTAGCTACAACGA AATGGTGG 


32657 


38 


10992 


CAUUGUCG G CGCACUGU 


12276 


ACAGTGCG GGCTAGCTACAACGA CGACAATG 


32658 


40 


10990 


UUGUCGGC G CACUGUGC 


12277 


GCACAGTG GGCTAGCTACAACGA GCCGACAA 


32659 


45 


10985 


GGCGCACU G UGCCGUGU 


12278 


ACACGGCA GGCTAGCTACAACGA AGTGCGCC 


32660 


47 


10983 


CGCACUGU G CCGUGUGG 


12279 


CCACACGG GGCTAGCTACAACGA ACAGTGCG 


32661 


50 


10980 


ACUGUGCC G UGUGGCUG 


12280 


CAGCCACA GGCTAGCTACAACGA GGCACAGT 


32662 


52 


10978 


UGUGCCGU G UGGCUGGU 


12281 


ACCAGCCA GGCTAGCTACAACGA ACGGCACA 


32663 


55 


10975 


GCCGUGUG G CUGGUUGU 


12282 


ACAACCAG GGCTAGCTACAACGA CACACGGC 


32664 


59 


10971 


UGUGGCUG G UUGUGCAG 


12283 


CTGCACAA GGCTAGCTACAACGA CAGCCACA 


32665 


62 


10968 


GGCUGGUU G UGCAGAGC 


12284 


GCTCTGCA GGCTAGCTACAACGA AACCAGCC 


32666 


64 


10966 


CUGGUUGU G CAGAGCAG 


12285 


CTGCTCTG GGCTAGCTACAACGA ACAACCAG 


32667 


69 


10961 


UGUGCAGA G CAGAAGAU 


12286 


ATCTTCTG GGCTAGCTACAACGA TCTGCACA 


32668 


84 


10946 


AUCUCCUA G UCUAUCCC 


12287 


GGGATAGA GGCTAGCTACAACGA TAGGAGAT 


32669 


95 


10935 


UAUCCCAG G UGUCAAUA 


12288 


TATTGACA GGCTAGCTACAACGA CTGGGATA 


32670 


97 


10933 


UCCCAGGU G UCAAUAUG 


12289 


CATATTGA GGCTAGCTACAACGA ACCTGGGA 


32671 


105 


10925 


GUCAAUAU G CUGUUUUG 


12290 


CAAAACAG GGCTAGCTACAACGA ATATTGAC 


32672 


108 


10922 


AAUAUGCU G UUUUGUUG 


12291 


CAACAAAA GGCTAGCTACAACGA AGCATATT 


32673 


113 


10917 


GCUGUUUU G UUGUGGUG 


12292 


CACCACAA GGCTAGCTACAACGA AAAACAGC 


32674 


116 


10914 


GUUUUGUU G UGGUGUUU 


12293 


AAACACCA GGCTAGCTACAACGA AACAAAAC 


32675 


119 


10911 


UUGUUGUG G UGUUUUGU 


12294 


ACAAAACA GGCTAGCTACAACGA CACAACAA 


32676 


121 


10909 


GUUGUGGU G UUUUGUGG 


12295 


CCACAAAA GGCTAGCTACAACGA ACCACAAC 


32677 


126 


10904 


GGUGUUUU G UGGCACGG 


12296 


CCGTGCCA GGCTAGCTACAACGA AAAACACC 


32678 


129 


10901 


GUUUUGUG G CACGGGGU 


12297 


ACCCCGTG GGCTAGCTACAACGA CACAAAAC 


32679 


136 


10894 


GGCACGGG G UCUCCACU 


12298 


AGTGGAGA GGCTAGCTACAACGA CCCGTGCC 


32680 


153 


10877 


AACCUCUA G UCCUUCCC 


12299 


GGGAAGGA GGCTAGCTACAACGA TAGAGGTT 


32681 


J. 1 & 


JLUboo 


UAvJUUAUA G CUUCAGUC 


12300 


GACTGAAG GGCTAGCTACAACGA TGTAGGTt- 


32oo2 


178 


10852 


CAGCUUCA G UCAGGCUG 


12301 


CAGCCTGA GGCTAGCTACAACGA TGAAGCTG 


32683 


183 


10847 


UCAGUCAG G CUGGGCCG 


12302 


CGGCCCAG GGCTAGCTACAACGA CTGACTGA 


32684 


188 


10842 


i CAGGCUGG G CCGUGCAC 


12303 


GTGCACGG GGCTAGCTACAACGA CCAGCCTG 


32685 


191 


10839 


GCUGGGCC G UGCACUUU 


12304 


AAAGTGCA GGCTAGCTACAACGA GGCCCAGC 


32686 


193 


10837 


UGGGCCGU G CACUUUAA 


12305 


TTAAAGTG GGCTAGCTACAACGA ACGGCCCA 


32687 


205 


10825 


UUUAAACC G CGGGQVCU 


12306 


AGACCCCG GGCTAGCTACAACGA GGTTTAAA 


32688 
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210 


10820 


ACCGCGGG G UCUCCUCU 


12307 


AGAGGAGA GGCTAGCTACAACGA CCCGCGG 1 


32689 


227 


10803 


AACCUCUA G UCCUUUCG 


12308 


CGAAAGGA GGCTAGCTACAACGA TAGAGGTT 


32690 


235 


10795 


GUCCUUUC G CCCUGGUU 


12309 


AACCAGGG GGCTAGCTACAACGA GAAAGGAC 


32691 


241 


10789 


UCGCCCUG G UUAACACC 


12310 


GGTGTTAA GGCTAGCTACAACGA CAGGGCGA 


32692 


259 


10771 


UUACCGGG G CUAGGGCC 


12311 


GGCCCi'AG GUC"17*UCTACAACUA CCCGtalAA 


32693 


265 


10765 


GGGCUAGG G CCGCGUGG 


12312 


CCACGCGC3 GGCTAGCTACAACGA CCTAGCCC 


32694 


268 


10762 


CUAGGGCC G CGUGGGGC 


12313 


GCCCCACG GGCTAGCTACAACGA GGCCCTAG 


32695 


270 


10760 | 


AGGGCCGC G UGGGGCGU 


12314 


ACGCCCCA UUCTAGCTACAaCGA GCGgCCCT 


32696 


275 


10755 ; 


CGCGUGGG G CGUUGGUU 


12315 


AACCaACG GGCTAGCTACAACGA CCCACGCG 


32697 


277 


10753 


CGUGGGGC G UUGGUUUG 


12316 


CAAACCAA GGCTAGCTACAACGA GCCCCACG 


32698 


281 


10749 


GGGCGUUG G UUUGCCUU 


12317 


AAGGCAAA GGCTAGCTACAACGA CAACGCCC 


32699 


285 


10745 


GUUGGUUU G CCUUUGUU 


12318 


AACAAAGG GGCTAGCTACAACGA AAACCAAC 


32700 


291 


10739 


UUGCCUUU G UUAACCCA 


12319 


TGGGTTAA GGCTAGCTACAACGA AAAGGCAA 


32701 


300 


10730 


UUAACCCA G UCCUCCUG 


12320 


CAGGAGGA GGCTAGCTACAACGA TGGGTTAA 


32702 


311 


10719 


CUCCUGGG G CACUAUCG 


12321 


CGATAGTG GGCTAGCTACAACGA CCCAGGAG 


32703 


319 


10711 


GCACUAUC G CAGACUGC 


12322 


GCAGTCTG GGCTAGCTACAACGA GATAGTGC 


32704 


326 


10704 


CGCAGACU G CACUCUCC 


12323 


GGAGAGTG GGCTAGCTACAACGA AGTCTGCG 


32705 


335 


10695 


CACUCUCC G CAGAGUAG 


12324 


CTACTCTG GGCTAGCTACAACGA GGAGAGTG 


32706 


340 


10690 


UCCGCAGA G UAGCACGC 


12325 


GCGTGCTA GGCTAGCTACAACGA TCTGCGGA 


32707 


343 


10687 


GCAGAGUA G CACGCCGU 


12326 


ACGGCGTG GGCTAGCTACAACGA TACTCTGC 


32708 


347 


10683 


AGUAGCAC G CCGVAGCG 


12327 


CGCTACGG GGCTAGCTACAACGA GTGCTACT 


32709 


350 


10680 


AGCACGCC G UAGCGUGG 


12328 


CCACGCTA GGCTAGCTACAACGA GGCGTGCT 


32710 


353 


10677 


ACGCCGUA G CGUGGUCU 


12329 


AGACCACG GGCTAGCTACAACGA TACGGCGT 


32711 


355 


10675 


GCCGUAGC G UGGUCUGA 


12330 


TCAGACCA GGCTAGCTACAACGA GCTACGGC 


32712 


358 


10672 


GUAGCGUG G UCUGACAU 


12331 


ATGTCAGA GGCTAGCTACAACGA CACGCTAC 


32713 


370 


10660 


GACAUUGG G CUUUGAAG 


12332 


CTTCAAAG GGCTAGCTACAACGA CCAATGTC 


32714 


378 


10652 


GCUUUGAA G UUACAACA 


12333 


TGTTGTAA GGCTAGCTACAACGA TTCAAAGC 


32715 


388 


10642 


UACAACAU G UGGGGUCC 


12334 


GGACCCCA GGCTAGCTACAACGA ATGTTGTA 


32716 


393 


10637 


CAUGUGGG G UCCUCCUU 


12335 


AAGGAGGA GGCTAGCTACAACGA CCCACATG 


32717 


410 


10620 


CCGAGACG G UUCUGAGG 


12336 


CCTCAGAA GGCTAGCTACAACGA CGTCTCGG 


32718 


419 


10611 


UUCUGAGG G CUUACAUG 


12337 


CATGTAAG GGCTAGCTACAACGA CCTCAGAA 


32719 


437 


10593 


AUCACUUC G CGGCUUUG 


12338 


CAAAGCCG GGCTAGCTACAACGA GAAGTGAT 


32720 


440 


10590 


ACUUCGCG G CUUUGUUC 


12339 


GAACAAAG GGCTAGCTACAACGA CGCGAAGT 


32721 


445 


10585 


GCGGCUUU G UUCACCCA 


12340 


TGGGTGAA GGCTAGCTACAACGA AAAGCCGC 


32722 


454 


10576 


UUCACCCA G UCCUCCUG 


12341 


CAGGAGGA GGCTAGCTACAACGA TGGGTGAA 


32723 


465 


10565 


CUCCUGGG G UUGAGUCG 


12342 


CGACTCAA GGCTAGCTACAACGA CCCAGGAG 


32724 


470 


10560 


GGGGUUGA G UCGCAGGC 


12343 


GCCTGCGA GGCTAGCTACAACGA TCAACCCC 


32725 


473 


10557 


GUUGAGUC G CAGGCAGC 


12344 


GCTGCCTG GGCTAGCTACAACGA GACTCAAC 


32726 


477 


10553 


AGUCGCAG G CAGCACCG 


12345 


CGGTGCTG GGCTAGCTACAACGA CTGCGACT 


32727 


480 


10550 


CGCAGGCA G CACCGUCU 


12346 


AGACGGTG GGCTAGCTACAACGA TGCCTGCG 


32728 


485 


10545 


GCAGCACC G UCUACUCA 


12347 


TGAGTAGA GGCTAGCTACAACGA GGTGCTGC 


32729 


501 


10529 


AACUUCCG G UGGCGGGA 


12348 


TCCCGCCA GGCTAGCTACAACGA CGGAAGTT 


32730 


504 


10526 


UUCCGGUG G CGGGAACU 


12349 


AGTTCCCG GGCTAGCTACAACGA CACCGGAA 


32731 


518 


10512 


ACUUCCCG G CCUGACUU 


12350 


AAGTCAGG GGCTAGCTACAACGA CGGGAAGT 


32732 


595 


1 10435 


ACUUUUAU G CAUACUUA 


12351 


TAAGTATG GGCTAGCTACAACGA ATAAAAGT 


32733 


608 


10422 


CUUAUAUU G UCUAUUUA 


12352 


TAAATAGA GGCTAGCTACAACGA AATATAAG 


32734 


637 


10393 


UAUCUACA G UACUGUGU 


12353 


ACACAGTA GGCTAGCTACAACGA TGTAGATA 


32735 


642 


10388 


ACAGUACU G UGUCCUCA 


12354 


TGAGGACA GGCTAGCTACAACGA AGTACTGT 


32736 


644 


10386 


AGUACUGU G UCCUCAAC 


12355 


GTTGAGGA GGCTAGCTACAACGA ACAGTACT 


32737 


657 


10373 


CAACCAAA G UUGUGUCU 


12356 


AGACACAA GGCTAGCTACAACGA TTTGGTTG 


32738 


660 


10370 


CCAAAGUU G UGUCUUCA 


12357 


TGAAGACA GGCTAGCTACAACGA AACTTTGG 


32739 


662 


10368 


AAAGUUGU G UCUUCAUA 


12358 


TATGAAGA GGCTAGCTACAACGA ACAACTTT 


32740 


679 


10351 


UCUCUUUA G UGAACUCA 


12359 


TGAGTTCA GGCTAGCTACAACGA TAAAGAGA 


32741 


< 689 


10341 


GAACUCAU G UAAUCCAC 


12360 


GTGGATTA GGCTAGCTACAACGA ATGAGTTC 


32742 


720 


10310 


CGAUGAUU G CUCUGACU 


12361 


AGTCAGAG GGCTAGCTACAACGA AATCATCG 


32743 


731 


10299 


CUGACUUG G UUGAUAGC 


12362 


GCTATCAA GGCTAGCTACAACGA CAAGTCAG 


32744 


738 


10292 


GGUUGAUA G CCACCUGG 


12363 


CCAGGTGG GGCTAGCTACAACGA TATCAACC 


32745 


749 


10281 


ACCUGGAU G UUUUCUGC 


12364 


GCAGAAAA GGCTAGCTACAACGA ATCCAGGT 


32746 


756 


10274 


UGUUUUCU G CCCACGUG 


12365 


CACGTGGG GGCTAGCTACAACGA AGAAAACA 


32747 


762 


10266 


CUGCCCAC G OGGOJCGG 


12366 


CCGAGCCA GGCTAGCTACAACGA GTGGGCAG 


32748 


765 


10265 


CCCACGUG G CUCGGGCU 


12367 


AGCCCGAG GGCTAGCTACAACGA CACGTGGG 


32749 


771 


10259 


UGGCUCGG G CUCUUGUG 


12368 


CACAAGAG GGCTAGCTACAACGA CCGAGCCA 


32750 


777 


10253 


GGGCUCUU G UGCCAAUC 


12369 


GATTGGCA GGCTAGCTACAACGA AAGAGCCC 


32751 



387 
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779 


10251 


GCUCUUGU G CCAAUCAG 


12370 


CTGATTGG GGCTAGCTACAACGA ACAAGAGC 


32752 


788 


10242 


CCAAUCAG G CUGCCACA 


12371 


TGTGGCAG GGCTAGCTACAACGA CTGATTGG 


32753 


791 


10239 


AUCAGGCU G CCACACCA 


12372 


TGGTGTGG GGCTAGCTACAACGA AGCCTGAT 


32754 


803 


10227 


CACCAGAD G UCCUCUCG 


12373 


CGAGAGGA GGCTAGCTACAACGA ATCTGGTG 


32755 


811 


10219 


GUCCUCDC G UUUUCCUG 


12374 


CAGGAAAA GGCTAGCTACAACGA GAGAGGAC 


32756 


830 


10200 


UAUGGGAC G UCACUCCA 


12375 


TGGAGTGA GGCTAGCTACAACGA GTCCCATA 


32757 


852 


10178 


CCACUGGG G UUUUGUCU 


12376 


AGACAAAA GGCTAGCTACAACGA CCCAGTGG 


32758 


857 


10173 


GGGGUUUU G UCUUCCAU 


12377 


ATGGAAGA GGCTAGCTACAACGA AAAACCCC 


32759 


893 


10137 


CAAACACG G UUCCAGAC 


12378 


GTCTGGAA GGCTAGCTACAACGA CGTGTTTG 


32760 


911 


10119 


IT/MS » TT « rT< U1I Tt U l»^n T 

UCCAACAU G UCCUCUGU 


12379 


ACAGAGGA GGCTAGCTACAACGA ATGTTGGA 


32761 


918 


10112 


UGUCCUCU G UUGUCAUC 


12380 


GATGACAA GGCTAGCTACAACGA AGAGGACA 


32762 


921 


1 10109 


CCUCUGUU G UCAUCCAC 


123B1 


GTGGATGA GGCTAGCTACAACGA AACAGAGG 


32763 


939 


10091 


CUCCUCCU G CAUGGAUG 


12382 


CATCCATG GGCTAGCTACAACGA AGGAGGAG 


32764 


954 


10076 


UGGACCAC G UGGUUCUU 


12363 


AAGAACCA GGCTAGCTACAACGA GTGGTCCA 


32765 


957 


10073 


ACCACGUG G UUCUUCCG 


12364 


CGGAAGAA GGCTAGCTACAACGA CACGTGGT 


32766 


966 


10064 


UUCUUCCG G UAGGGACC 


12385 


GGTCCCTA GGCTAGCTACAACGA CGGAAGAA 


32767 


990 


10040 


CAGGGACA G CGGAGCAA 


12366 


TTGCTCCG GGCTAGCTACAACGA TGTCCCTG 


32768 


995 


10035 


ACAGCGGA G CAAAUGGC 


12387 


GCCATTTG GGCTAGCTACAACGA TCCGCTGT 


32769 


1002 


10028 


AGCAAAUG G CGUUGGCC 


12388 


GGCCAACG GGCTAGCTACAACGA CATTTGCT 


32770 


1004 


10026 


CAAAUGGC G UUGGCCAU 


12389 


ATGGCCAA GGCTAGCTACAACGA GCCATTTG 


32771 


1008 


10022 


UGGCGUUG G CCAUGAGC 


12390 


GCTCATGG GGCTAGCTACAACGA CAACGCCA 


32772 


1015 


10015 


GGCCAUGA G CCGCAGGU 


12391 


ACCTGCGG GGCTAGCTACAACGA TCATGGCC 


32773 


1018 


10012 


CAUGAGCC G CAGGUCUC 


12392 


GAGACCTG GGCTAGCTACAACGA GGCTCATG 


32774 


1022 


10008 


AGCCGCAG G UCUCUUCU 


12393 


AGAAGAGA GGCTAGCTACAACGA CTGCGGCT 


32775 


1031 


9999 


UCUCUUCU G UGGAAGUA 


12394 


TACTTCCA GGCTAGCTACAACGA AGAAGAGA 


32776 


1037 


9993 


CUGUGGAA G UACAGAAG 


12395 


CTTCTGTA GGCTAGCTACAACGA TTCCACAG 


32777 


1045 


9985 


GUACAGAA G CAGCCACA 


12396 


TGTGGCTG GGCTAGCTACAACGA TTCTGTAC 


32778 


1048 


9982 


CAGAAGCA G CCACAUCU 


12397 


AGATGTGG GGCTAGCTACAACGA TGCTTCTG 


32779 


1059 


9971 


ACAUCUGG G CAUAAGAC 


12398 


GTCTTATG GGCTAGCTACAACGA CCAGATGT 


32780 


1071 


9959 


AAGACUUA G CCAGACAA 


12399 


TTGTCTGG GGCTAGCTACAACGA TAAGTCTT 


32781 


1080 


9950 


CCAGACAA G CAGUGUCG 


12400 


CGACACTG GGCTAGCTACAACGA TTGTCTGG 


32782 


1083 


9947 


GACAAGCA G UGUCGCGG 


12401 


CCGCGACA GGCTAGCTACAACGA TGCTTGTC 


32783 


1085 


9945 


CAAGCAGU G UCGCGGAC 


12402 


GTCCGCGA GGCTAGCTACAACGA ACTGCTTG 


32784 


1088 


9942 


GCAGUGUC G CGGACGUU 


12403 


AACGTCCG GGCTAGCTACAACGA GACACTGC 


32785 


1094 


9936 


UCGCGGAC G UUCCAUCC 


12404 


GGATGGAA GGCTAGCTACAACGA GTCCGCGA 


32786 


1104 


9926 


UCCAUCCG G CCCCUGGA 


12405 


TCCAGGGG GGCTAGCTACAACGA CGGATGGA 


32787 


1118 


9912 


GGAGAUAU G CGAGCUCU 


12406 


AGAGCTCG GGCTAGCTACAACGA ATATCTCC 


32788 


1122 


9908 


AUAUGCGA G CUCUGCCU 


12407 


AGGCAGAG GGCTAGCTACAACGA TCGCATAT 


32789 


1127 


9903 


CGAGCUCU G CCUACCAA 


12408 


TTGGTAGG GGCTAGCTACAACGA AGAGCTCG 


32790 


1144 


9886 


UUCAUCCU G UCCUCGGC 


12409 


GCCGAGGA GGCTAGCTACAACGA AGGATGAA 


32791 


1151 


9879 


UGUCCUCG G CAUGGAAC 


12410 


GTTCCATG GGCTAGCTACAACGA CGAGGACA 


32792 




9865 


AACCACCA G UGUUCUUC 


12411 


GAAGAACA GGCTAGCTACAACGA TGGTGGTT 


32793 


1167 


9863 


CCACCAGU G UUCUUCCA 


12412 


TGGAAGAA GGCTAGCTACAACGA ACTGGTGG 


32794 


1194 


9836 


UCAAUUCA G UGAAAUGG 


12413 


CCATTTCA GGCTAGCTACAACGA TGAATTGA 


32795 


1202 


9828 


GUGAAAUG G UUUGAGCA 


12414 


TGCTCAAA GGCTAGCTACAACGA CATTTCAC 


32796 


1208 


9822 


UGGUUUGA G CAAAAUGG 


12415 


CCATTTTG GGCTAGCTACAACGA TCAAACCA 


32797 


1222 


9808 


UGGAACCU G CUGCCAAU 


12416 


ATTGGCAG GGCTAGCTACAACGA AGGTTCCA 


32798 


1225 


9805 


AACCUGCU G CCAAUCAU 


12417 


ATGATTGG GGCTAGCTACAACGA AGCAGGTT 


32799 


1242 


9788 


ACCAUCCA G UUGACGGU 


12418 


ACCGTCAA GGCTAGCTACAACGA TGGATGGT 


32800 


1249 


9781 


AGUUGACG G UUUCCACU 


12419 


AGTGGAAA GGCTAGCTACAACGA CGTCAACT 


32601 


1265 


9765 


UCUUGGAU G UCUUUGCG 


12420 


CGCAAAGA GGCTAGCTACAACGA ATCCAAGA 


32802 


1271 


9759 


AUGUCUUU G CGAACCUU 


12421 


AAGGTTCG GGCTAGCTACAACGA AAAGACAT 


32803 


i TOT 


9 /4 J 


UUGACAUA G CAUUGAGG 


12422 


CCTCAATG GGCTAGCTACAACGA TATGTCAA 


32804 


xz y o 


H #4Z 


UUGAGGAA G UGGAGCGA 


12423 


TCGCTCCA GGCTAGCTACAACGA TTCCTCAA 


32805 


1JUJ 


y /<; / 


GAAGUGGA G CGAGGUGG 


12424 


CCACCTCG GGCTAGCTACAACGA TCCACTTC 


32806 


t "ana 


y / c.c 


LrtaALjcviAlj G UGGCAAAG 


12425 


CTTTGCCA GGCTAGCTACAACGA CTCGCTCC 


32807 


1311 


9719 ; 


GCGAGGUG G CAAAGCGA 


12426 






1316 


9714 


GUGGCAAA G CGAUCGUC 


12427 


GACGATOG GGCTAGCTACAACGA TTTGCCAC 


32809 


1322 


9708 


AAGCGAUC G UCCAGGGG 


12428 


CCCCTGGA GGCTAGCTACAACGA GATCGCTT 


32810 


1330 


9700 


GUCCAGGG G CUUUACCA 


12429 


TGGTAAAG GGCTAGCTACAACGA CCCTGGAC 


32811 


1343 


9687 


ACCACACA G UCAUCUCC 


12430 


GGAGATGA GGCTAGCTACAACGA TGTGTGGT 


32812 


1359 


9671 


CACUGACA G CCAUGCGG 


12431 


CCGCATGG GGCTAGCTACAACGA TGTCAGTG 


32813 


1364 


9666 


ACAGCCAU G CGGCUGAG 


12432 


CTCAGCCG GGCTAGCTACAACGA ATGGCTGT 


32814 



388 



WO 02/068637 Table XI PCT/USO 1/48350 



1367 


9663 


ooo a tt/2/""Y2. n frm&fzj \ f*t t 






TOD1 C 


1372 


9658 


nnnrzrrirzn n iTfTTTirTnnT 

liCv?ijCU\jA « ULUUULUU 


Ia^Jti 


naonTA tvota Gnr^Af5CTaCAACC3A TCARCCGC 
ftflutivvTAv% v)Uv> inuVa tnuuuAin x wujwatvi 


32816 


1396 


9634 


ottoa a aoa o o/^afs/STToo 


1 *)A 1 C 


OVXrVw X VJV7 vj V7\v X ± 1UX llUnu 




1401 


9629 


api/ionn o ttpoiioaott 
ACAVjCCAVj o UUUUViACU 


JO 


AulWiuUn UUV 1 XTA9w * *\V-rl/lv».V3rt \. IVjl 




1414 


9616 


oaottttttoo o t toot ti tt too 




oo a a 25.^2/2 a r3nr n ranr t? rar , aapf3a rranaryrr 

i7\^ii/iri\3V3ri u\7wXri\?^Xin,wviU\arT> UJuUiulu 




1428 


9602 


ttoooi ttttttt o tto a ottt tt to 
UCCCUUUU G UGAGUUUC 


12438 


oT4a?ir ,, pr , a n/iOTaooTaoaaooa naaarwh 


loom 


1432 


9598 


firtTtlTrtlTP* f~* Y TTTTTSTT T^S"* A 

UUUUGUGA G UUUCUCCA 


12439 


OVOTVOTA 74 7A /?f20 , T»7AOO , P7A 07A TiOOTA 1*071074 TVTv TV 


loon 
32821 


1451 


9579 


UCAUCUGG G CCAAUCaC 


12440 


onVrfVPTOO 00/^T*AOOrpj\OT\ AOOIV OOTAOTvrpOTV 

GTGATTGG GGCTAGCUACAACGA CCAGATGA 


32822 


1486 


9544 


CCUCACCA G CUGGACGG 


12441 


OOOnWTJIO 000*7«7A OOT JA O 7A 71 OO 7A *n001»07\OO 

COGTCCAG CaGCl AGCl ALAACGA TGGTGAGG 


32823 


1494 


9536 


j»l STT Tf* O TV S"*S^ O pp» ST/TTTTTO 

GCUGGACG G CCAGGUUG 


12442 


07V 7A OOT«00 OOOT 7A OOT 1 J\07\ 7V OO A OO WV 7A OO 


JZOZ4 


1499 


9531 


knnnn/'iKn o ytttootyoa A 

ACGGCCAG G UUGGUGAA 


1 "JA A"> 

12443 


rrimOTV OO A 7\ OOO r P7AOO'P JVOTV AOO A OTVSOOOO*! 1 


J204d9 


1503 


9527 


OOAOOTTTTO O TTnn TV A OTTO 

CCAGGUUG G UGAAAGUG 


1 *lvl A A 


rupTTTTi ooottaoottaotv. 7AOOTA naarmw 
LAL 1 1 1VJA (ml 1 AuL lALAAUiA LAALL iuu 




1509 


9521 


TTOOTTOA A TV O TTOTTTTTTAOO 

UGGUGAAA G UoUUUAGG 


1 ~>A A C 


ooTaaaoa /3/2o r naor"T , aoaaooa t u t , to7\ ooa 




1511 


9519 


OTTOA RTlPtT O T TTTT TA OOOO 

GUGAAAGU G UUUAGGoC 


±^44b 


nrvpTnaa nooraooraoTvaofaA a OT^rwro a o 
vjUvJv. 1 AAA V7V?v~ 1 AvjL IALAALuA A\» 1 1 1 vJAL. 




1518 


9512 


TT/-1T tttt tt\ oo o ootta oor to 
UGUUUAGG G CGUAGGUG 


1244 / 


O A OOT* A OO OOOT* AOOT 1 AO A AOO A OOT A A A OA 

UAUv-iAuo obt A Abt 1 AUiAUiA UUIAAAUA 


J2B27 


1520 


9510 


TTTTT T A OOOO O TTAOOTTOAO 

UUUAGGGC G UAGGUGAC 


12448 


OTOAOOTA OOOT A OOT A O A 7\ OO A OOOOTA A A 

Gi(JAUl.iA GGv^iAGUXAUAAUGA uLLLlAAA 




1524 


9506 


GGGCGUAG G UGACAACU 


12449 


TV /'H> MHO HO TV OO^mJV ^<OIT»7V S"»7V TV rV1I> S1/1ITV ^V^O^^l 

AGTTGTCA GGC1 AG CrACAACXjA CTACGCCC 


32831 


1534 


9496 


GACAACUU G UCCACUCC 


12450 


OOTVOTOOA OOOT TV OOT TV OA TV OO TV TV A OriTTOrpO 

GGAGTGGA GGCTAGCTACAACGA AAGTTGTC 


32832 


1578 


9452 


CCAUGACG G UUCUUCCA 


12451 


TGGAAGAA GGCTAGCTACAACGA CGTCATGG 


32833 


1590 


9440 


UUCCAUCA G CAGCCGGG 


12452 


CCCGGCTG GGCTAGCTACAACGA TGATGGAA 


32834 


1593 


9437 


CAUCAGCA G CCGGGCGC 


12453 


GCGCCCGG GGCTAGCTACAACGA TGCTGATG 


32835 


1598 


9432 


/r st ti st nno sr. st stststtvttsttv st 

GCAGCCGG G CGCAUCAC 


12454 


GTGATGCG GGCTAGCTACAACGA CCGGCTGC 


32836 


1600 


9430 


AGCCGGGC G CAUCACUU 


12455 


H tA ^ flft^l T4 ftT^I yTfT» T\ ^T/TrT1T\ /^Tl TV ^l/TT\ ^"lA/l^^/ till 

AAGTGATG GGCTAGCTACAACGA GCCCGGCT 


32837 


1619 


9411 


7\nn JintTTTTT O TTOTV P/^1\TTH 

ACAACUUU G UGACGAUA 


12456 


TATOOTOA OOr^TTv OOT7V OTV J\ OO A TV A A OTTOT 

TATCGTCA GGCTAGCTACAACGA AAAGTTGT 


32838 


1629 


9401 


/TTV STO TVTTTV/"T O TT/TTV nnTTHH 

GACGAUAG G UGAGCUCA 


12457 


TOAOOTOA OOOT A OOT A OT\ 7\ OO A OTATOOTO 

IviAGUliJA GGClAGCxAwiALGA C1A1CG1L 


32839 


1633 


9397 


TVTTTV PHIinn O OTTOA TV TTO TV 

AUAGGUGA G CUCAAUGA 


12458 


TOTVTTOAO oootaoot A OA a OO a toaootat 
iuil 1 GAb GGC I AGC 1 ALAALGA 1 UACCTA I 


32840 


1644 


9386 


O TV TV T TST TV T TST, O OflOTTOOOTV 

CAAUGAUG G CCCUGGCA 


12459 


nvinp Tinnn OOOTAOOTAOA AOOR OATOATTO 

TGCCAGGG GGCTAGCTACAACGA CAT CAT TG 


32841 


1650 


9380 


TTrir* noniYn o otvtvotvoo/t 

UGGCCCUG G CAAGACGC 


12460 


pn/imrirpiTiri OOOTA OOTA OA A OO A 07\ fPr'r'P^ 

GCGTCTTG GGCTAGCTACAACGA CAGGGCCA 


32842 


1657 


9373 


STS"1/TTV TV/TTV ST n f-yr^ 7\ TT/^T TT T 

GGCAAGAC G CCGAUGUU 


12461 


AACATCGG GGCTAGCTACAACGA GTCTTGCC 


32843 


1663 


9367 


TV riri/'l/'l/^TVTl ^ TTTT^T^T^T^TTATT 

ACGCCGAU G UUCCCCAU 


12462 


TV rrvT^T/T/TTV TV ^T/T^1T*1V/*t^imTV <^TV TV S"1/*ITV n tTin^r(n/^m 

ATGGGGAA GGCTAGCTACAACGA ATCGGCGT 


32644 


1675 


9355 


sists"itvty/ttv TV /r rin n /TT YSt 7V TV 

CCCAUCAA G CAGCUCAA 


12463 


mfTVTTV O rtfn/T /"lf^r^BTiTv S'i/tjtiti /T tv iv /tsttv mmnis nvinn 

TTGAGCTG GGCTAGCTACAACGA TTGATGGG 


32845 


1678 


9352 


IVTT^lTt Tk riATt ST. STTYSTTV TV STSTTV 

AUCAAGCA G CUCAAGCA 


12464 


m/r /Ti i vf nr^ tv /t /TirsnTTTv/Trtrn'iv /Ttv tv/tt^tv m/r/ muivmv m 

TGCTTGAG GGCTAGCTACAACGA TGCTTGAT 


32846 


1684 


9346 


CAGCUCAA G CACCUUAG 


12465 


rwn« Tv/T/rrrvT O run tv <m nn ST TV fv /w tv niin/m s^/mi/r 

CTAAGGTG GGCTAGCTACAACGA TTGAGCTG 


32847 


1692 


9338 


ST ST TV STSTTTTTTV ST STT TT TST. TV T TT TT T 

GCACCUUA G CUuCAUUU 


12466 


TV TV TV rTVl TV TV /T /TS^S^ITl'JV ^/"WTY.n /TTV TI /TSTTk TT1TV iinOniOO 

AAATGAAG GGCTAGCTACAACGA TAAGGTGC 


32848 


1706 


9324 


TTTTTTT TO/IK TV ST TTSTTV TOTT 

UUUUCCAA G UCAGCUCU 


12467 


tv st ti pnvi tv stst^vtitv nrrmTv sttv TV STSTiv mm S^S^ TV TV TV TV 

AGAGCTGA GGCTAGCTACAACGA TTGGAAAA 


32849 


1710 


9320 


OOT\TVOTTOTV /~i OTTOTTOOTTO 

CCAAGUCA G CUCUCGUG 


12468 


OAOOAOAO OOOT1VOOTAOA AOOA TOTV/rmmOO 

CACGAGAG GGCTAGCTACAACGA TGACTTGG 


32850 


1716 


9314 


STTV S^STTT/TTTO S"t TTSTTVTYS^OOSTJ 

CAGCUCUC G UGAUGCGG 


12469 


s^/T/'V O A T O TV OOOTAOOTAOA AOOA OAOAOOTO 

CCGCATCA GGCTAGCTACAACGA GAGAGCTG 


32851 


1721 


9309 


OTTOOTTOATT O OOOOTTOTTO 


T OA *7fl 

124 /U 


O A O 7V C*r*f~*r* OOOTA OOTA OA A OO A ATOAOOAO 

UACACCCG GGC I AGC 1 ACAACGA A i CACGAG 


32852 


1725 


9305 


It/*I7\T tst st/t r\ ST TTVTTTO^TO A S"l 

UGAUGCGG G UGUCCCAG 


12471 


OTIS^OOTVOA O/TSTTttTV OOrTTTV OTV TV /TSTTV s^sT/TSITVim'llV 

CTGGGACA GGCTAGCTACAACGA CCGCATCA 


32853 


1727 


9303 


7\TTO/t,S"iSTsttT O TTOOOTVOOO 

AUGCGGGU G UCCCAGCC 


12472 


/"l/Trn-pOr-iO TV OOOTAOOTAOA A OO A TVOOOOOAT 

GGCTGGGA GGCTAGCTACAACGA ACCCGCAT 


32854 


1733 


9297 


STT YSTY TSTST/T TI /T /TST TV rtOTTrtTT 

GUGUCCCA G CCAGCUGU 


12473 


TV STTl /**STm/TSl STS^STfTVTV S^STrMTV STTV IV SASTTV mS^STS"lTl S"1TV ST 

ACAGCTGG GGCTAGCTACAACGA TGGGACAC 


32855 


1737 


9293 


ST ST ST > riAr*H ST STYTSTTTSTTTSTTV 

CCCAGCCA G CuGUGuCA 


12474 


m/TTi s*iti sttvst /t rtm tv /t /"wn tv st n t» st/t tv mstsi STnurst/r 

TGACACAG GGCTAGCTACAACGA TGGCTGGG 


32856 


1740 


9290 


Tt ^A^^TV ^t^TTT ^ T T^TT T "JV T Y^T T\ 

AGCCAGCU G UGUCAUCA 


12475 


TGaTGACA GGCTAGCTACAACGA AGCTGGCT 


32857 


1742 


9286 


nnDnntt/rfT /*i tt/ty\tt/ty\ n/i 

CCAGCUGU G UCAUCAGC 


12476 


GCTGATGA GGCTAGCTACAACGA ACAGCTGG 


32858 


1749 


9281 


Tt/^tt/ttvtt/ttv ry ST jvttjv/ttvttjt 

UGUCAUCA G CAUAGAUC 


12477 


GATCTATG GGCTAGCTACAACGA TGATGACA 


32859 


1760 


9270 


UAGAUCUU G CCCCCAGG 


12478 


CCTGGGGG GGCTAGCTACAACGA AAGATCTA 


32860 


1768 


9262 


GCCCCCAG G CCGGGUGC 


12479 


^T^TTV yT^^y%/T^T ^A^fnTn^UnTinT <*u ft^T jT /T o^ <*t /T 

GCACCCGG GGCTAGCTACAACGA CTGGGGGC 


32861 


1773 


9257 


CAGGCCGG G UGCCAACU 


12480 


AGTTGGCA GGCTAGCTACAACGA CCGGCCTG 


32862 


1775 


9255 


GGCCGGGU G CCAACUUC 


12481 


GaAGTTGG GGCTAGCTACAACGA ACCCGGCC 


32863 


1786 


9244 


TV TV OTTTTOTV O O OTk O^TTV TT/TTT 

AACUUCAC G CAGGAUGU 


12482 


tv s^iv msrsTmsT s^srsTtnTvOOmiv st jv tv st/ttv srsmr tv tv sti tun 

ACATCCTG GGCTAGCTACAACGA GTGAAGTT 


32864 


1793 


9237 


CGCAGGAU G UAACCCAG 


12483 


CTGGGTTA GGt^AGCTACAACGA ATCCTGCG 


32865 


1801 


9229 


OTTJVJVOOOTV O TTTTTTTTTTOOTV 

GUAACCCA G UUUUUGGA 


12484 


mSTST TV TV TV TV TV STSTSVT1 TV /TSTmiV S^TV TV ^TVT TV tTVTST STfTUII TV ST 

TCCAAAAA GGCTAGCTACAACGA TGGGTTAC 


32866 


lain 
loll 


9219 


tTTTTTf TOOTVO O OOOTA TVOr^O 

UUUUGGAG G CCCAAGCC 


12485 


|Tns«nmsvsv/i OOOTAOOTTVOJV TV STO A OTTOOA T\ A A 

GGCTTGGG GGCTAGCTACAACGA CTCCAAAA 


32867 


Xol / 




A O/^OOO TV. 7A O rWTT/VTiP 


i Oil a c 


r %t t*rv^Tifir^t^ oootaoot a o a ft oo a itttooooot 
GlCGAGGG GGC1AGC1ACAACGA TTGGGCl»i 


32868 


lb J o 




OOT TOOTTO 7\ O TTTTOl 11 1ITOIT 

CCUCLUGA G UULUUUCU 


12487 


A ft IV TV TV TV TV. OOOTA OOTA OA IS OO A TOAOOAOO 

AGAAAGAA GGCTAGCTACAACGA TCAGGAGG 


32869 




5*1 to 


TTOTTTT007V A O OOTVOTTOOTT 

UCUUCCAA G CCAGUGGU 


12488 


TV STStTV STnVSST STST/TrMTV ^STTTTTV STTV TV SVT TV mni/T/TT\ TV ft TV 

ACCACTGG GGCTAGCTACAACGA TTGGAAGA 


32870 


1856 


9174 


CCAAGCCA G UGGUCUUC 


12489 


ra aoarnA GGCTAGCTACAACC3A TGGCTTGG 


32871 


1859 


9171 


AGCCAGUG G UCUUCAUU 


12490 


AATGAAGA GGCTAGCTACAACGA CACTGGCT 


32872 


1881 


9149 


AACCCAGA G CCUCGAAC 


12491 


GTTCGAGG GGCTAGCTACAACGA TCTGGGTT 


32873 


1898 


9132 


UCCAGAAA G CGAGCUCC 


12492 


GGAGCTCG GGCTAGCTACAACGA TTTCTGGA 


32874 


1902 


9128 


GAAAGCGA G CUCCGAGC 


12493 


GCTCGGAG GGCTAGCTACAACGA TCGCTTTC 


32875 


1909 


9121 


AGCUCCGA G CCACAUGA 


12494 


TCATGTGG GGCTAGCTACAACGA TCGGAGCT 


32876 


1926 


9104 


ACCAAAUG G CUCUGCTU 


12495 


AAGCAGAG GGCTAGCTACAACGA CATTTGGT 


32877 
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1931 


9099 


AUGGCUCU G CUUCCCOU 


12496 


AAGGGAAG GGCTAGCTACAACGA AGAGCCAT 


32878 


1941 


9089 


UUCCCUUG G CCUUUCCG 


12497 


CGGAAAGG GGCTAGCTACAACGA CAAGGGAA 


32879 


1960 


9070 


CUCUCCGG G UUUUUUCU 


12498 


AGAAAAAA GGCTAGCTACAACGA CCGGAGAG 


32880 


1985 


9045 


CCCAUCAU G UUGUAAAU 


12499 


ATTTACAA GGCTAGCTACAACGA ATGATGGG 


32881 


1988 


9042 


AUCAUGUU G UAAAUGCA 


12500 


ItlA AH imtflt A ^A)AJnil AJAfllH Alii H Ik Ik A%niA%fn 

TGCATTTA GGCTAGCTACAACGA AACATGAT 


32882 


1994 


9036 


UUGUAAAU G CAAGUGUG 


12501 


CACACTTG GGCTAGCTACAACGA ATTTACAA 


32883 


1998 


9032 


AAAUGCAA G UGUGACAU 


12502 


ATGTCACA GGCTAGCTACAACGA TTGCATTT 


32884 


2000 


9030 


AUGCAAGU G UGACAUUC 


12503 


GAATGTCA GGCTAGCTACAACGA ACTTGCAT 


32885 


2014 


9016 


UUCCCCCC G CAGAUGUG 


12504 


CACATCTG GGCTAGCTACAACGA GGGGGGAA 


32886 


2020 


9010 


CCGCAGAU G UGCCUCGC 


12505 


GCGAGGCA GGCTAGCTACAACGA ATCTGCGG 


32887 


2022 


9008 


GCAGAUGU G CCUCGCGC 


12506 


GCGCGAGG GGCTAGCTACAACGA ACATCTGC 


32886 


2027 


9003 


UGUGCCUC G CGCUCCUC 


12507 


GAGGAGCG GGCTAGCTACAACGA GAGGCACA 


32889 


2029 


9001 


UGCCUCGC G CUCCUCAU 


12508 


ATGAGGAG GGCTAGCTACAACGA GCGAGGCA 


32890 


2070 


8960 


CUUCAACU G CUUCUCUG 


12509 


CAGAGAAG GGCTAGCTACAACGA AGTTGAAG 


32891 


2079 


8951 


CUUCUCUG G CGCUCCUC 


12510 


GAGGAGCG GGCTAGCTACAACGA CAGAGAAG 


32892 


2081 


8949 


UCUCUGGC G CUCCUCCA 


12511 


TGGAGGAG GGCTAGCTACAACGA GCCAGAGA 


32893 


2098 


8932 


UUGAUUCU G CUCUUCAA 


12512 


TTGAAGAG GGCTAGCTACAACGA AGAATCAA 


32894 


2112 


8918 


CAAACAUG G CACCCAAA 


12513 


TTTGGGTG GGCTAGCTACAACGA CATGTTTG 


32895 


2121 


8909 


CACCCAAA G CUGCAUUG 


12514 


CAATGCAG GGCTAGCTACAACGA TTTGGGTG 


32896 


2124 


8906 


CCAAAGCU G CAUUGCUG 


12515 


CAGCAATG GGCTAGCTACAACGA AGCTTTGG 


32897 


2129 


8901 


GCUGCAUU G CUGUUGAC 


12516 


GTCAACAG GGCTAGCTACAACGA AATGCAGC 


32898 


2132 


8896 


GCAUUGCU G UUGACCUU 


12517 


AAGGTCAA GGCTAGCTACAACGA AGCAATGC 


32899 


2162 


8868 


UCUCGAGA G CACAUUCU 


12518 


AGAATGTG GGCTAGCTACAACGA TCTCGAGA 


32900 


2176 


8854 


UCUGGGAC G UUUUUCUC 


12519 


GAGAAAAA GGCTAGCTACAACGA GTCCCAGA 


32901 


2187 


8843 


UUUCUCUG G CCAAAAAC 


12520 


GTTTTTGG GGCTAGCTACAACGA CAGAGAAA 


32902 


2196 


8834 


CCAAAAAC G CCCACAAC 


12521 


GTTGTGGG GGCTAGCTACAACGA GTTTTTGG 


32903 


2207 


8823 


CACAACCA G UUGGUGGU 


12522 


ACCACCAA GGCTAGCTACAACGA TGGTTGTG 


32904 


2211 


8819 


ACCAGUUG G UGGUCUCA 


12523 


TGAGACCA GGCTAGCTACAACGA CAACTGGT 


32905 


2214 


8816 


AGUUGGUG G UCUCAUUG 


12524 


CAATGAGA GGCTAGCTACAACGA CACCAACT 


32906 


2224 


8806 


CUCAUUGA G CACGUACU 


12525 


AGTACGTG GGCTAGCTACAACGA TCAATGAG 


32907 


2228 


8802 


UUGAGCAC G UACUUCAC 


12526 


GTGAAGTA GGCTAGCTACAACGA GTGCTCAA 


32908 


2245 


8785 


VCCUUCUG G CGGUUCAG 


12527 


CTGAACCG GGCTAGCTACAACGA CAGAAGGA 


32909 


2248 


8782 


UUCUGGCG G UUCAGGAG 


12528 


CTCCTGAA GGCTAGCTACAACGA CGCCAGAA 


32910 


2256 


8774 


GUUCAGGA G CUUUCGUG 


12529 


CACGAAAG GGCTAGCTACAACGA TCCTGAAC 


32911 


2262 


8768 


GAGCUUUC G UGUCCACC 


12530 


GGTGGACA GGCTAGCTACAACGA GAAAGCTC 


32912 


2264 


8766 


GCUUUCGU G UCCACCUU 


12531 


AAGGTGGA GGCTAGCTACAACGA ACGAAAGC 


32913 


2287 


8743 


GAACACUC G CUGCUGCC 


12532 


GGCAGCAG GGCTAGCTACAACGA GAGTGTTC 


32914 


2290 


8740 


CACUCGCU G CUGCCCGA 


12533 


TCGGGCAG GGCTAGCTACAACGA AGCGAGTG 


32915 


2293 


8737 


UCGCUGCU G CCCGAAGG 


12534 


CCTTCGGG GGCTAGCTACAACGA AGCAGCGA 


32916 


2304 


8726 


CGAAGGGA G UAGUGUCA 


12535 


TGACACTA GGCTAGCTACAACGA TCCCTTCG 


32917 


2307 


8723 


AGGGAGUA G UGUCAGUC 


12536 


GACTGACA GGCTAGCTACAACGA TACTCCCT 


32918 


2309 


8721 


GGAGUAGU G UCAGUCAU 


12537 


ATGACTGA GGCTAGCTACAACGA ACTACTCC 


32919 


2313 


8717 


UAGUGUCA G UCAUGGCC 


12538 


GGCCATGA GGCTAGCTACAACGA TGACACTA 


32920 


2319 


8711 


CAGUCAUG G CCAUGGUG 


12539 


CACCATGG GGCTAGCTACAACGA CATGACTG 


32921 


2325 


8705 


UGGCCAUG G UGGUAACA 


12540 


TGTTACCA GGCTAGCTACAACGA CATGGCCA 


32922 


2328 


8702 


CCAUGGUG G UAACAUUC 


12541 


GAATGTTA GGCTAGCTACAACGA CACCATGG 


32923 


2337 


8693 


UAACAUUC G UGAUGGUG 


12542 


CACCATCA GGCTAGCTACAACGA GAATGTTA 


32924 


2343 


8687 


UCGUGAUG G UGUCCCAU 


12543 


ATGGGACA GGCTAGCTACAACGA CATCACGA 


32925 


2345 


8685 


GUGAUGGU G UCCCAUGG 


12544 


CCATGGGA GGCTAGCTACAACGA ACCATCAC 


32926 


2353 


8677 


GUCCCAUG G UUUUGAGA 


12545 


TCTCAAAA GGCTAGCTACAACGA CATGGGAC 


32927 


2365 


8665 


UGAGAGGA G CCUGACCA 


12546 


TGGTCAGG GGCTAGCTACAACGA TCCTCTCA 


32928 


2386 


8644 


AUUGACCA G CGAACUGG 


12547 


CCAGTTCG GGCTAGCTACAACGA TGGTCAAT 


32929 


2394 


8636 


GCGAACUG G CGGAGCCU 


12548 


AGGCTCCG GGCTAGCTACAACGA CAGTTCGC 


32930 


2399 


8631 


CUGGCGGA G CCUGUGGG 


12549 


CCCACAGG GGCTAGCTACAACGA TCCGCCAG 


32931 


2403 


8627 


CGGAGCCU G UGGGCUUC 


12550 


GAAGCCCA GGCTAGCTACAACGA AGGCTCCG 


32932 


2407 


8623 


GCCUGUGG G CUUCACAU 


12551 


ATGTGAAG GGCTAGCTACAACGA CCACAGGC 


32933 


2423 


8607 






XArCACvsG (jUuIAGCIAUAAuGA AGi 1 ATUA 


32934 


2426 


8604 


UAACUGCC G UGAUAGUU 


12553 


AACTATCA GGCTAGCTACAACGA GGCAGTTA 


32935 


2432 


8598 


CCGUGAUA G UUCCAGGU 


12554 


ACCTGGAA GGCTAGCTACAACGA TATCACGG 


32936 


2439 


8591 


AGUUCCAG G UUCUAUAU 


12555 


ATATAGAA GGCTAGCTACAACGA CTGGAACT 


32937 


2450 


8580 


CUAUAUGG G UGGUUCUC 


12556 


GAGAACCA GGCTAGCTACAACGA CCATATAG 


32938 


2453 


8577 


UAUGGGUG G UUCUCAUC 


12557 


GATGAGAA GGCTAGCTACAACGA CACCCATA 


32939 


2462 


8568 


UUCUCAUC G UGGUGCCA 


12558 


TGGCACCA GGCTAGCTACAACGA GATGAGAA 


32940 
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2465 


8565 


UCAUCGUG G UGCCACGU 


12559 


T4 /vi>i^p/^i> /^S"»<TrpTk f^r^an-fi f"!T\ 71 rv'R P)t^1tW<1t 

ACGTGGCA GGCTAGCTACAACGA CACGATGA 


32941 


2467 


8563 


AUCGUGGU G CCACGUCG 


12560 


CGACGTGQj vaGCTAGCTACAACGA. ACCACGAT 


32942 


2472 


8558 


GGUGCCAC G UCGAACUG 


12561 


CAGTTCGA GGCTAGCTACAACGA GTGGCACC 


32943 


2480 


8550 


1 ^Tl^l T\ TV Ajl 1 A TTTV ATT^t^ A^A 

GUCGAACU G UACUCACG 


12562 


AVim/"^ Tl /"^rpT4 ^1 rwn 74 /"^ ^"WTl Tl 74 71 71 74 t »1B|I/VI Tl /*^ 

CGTGAGTA GGCTAGCTACAACGA AGTTCGAC 


32944 


2488 


8542 


GUACUCAC G CCUGAGUC 


12563 


rnv/^WTvr'r' rT^sTiTTT* /-»r^rpT4 j-^ta t* /*v*«T4 /-trrv^ Tv e"«rnTi /i 

GACTCAGG GGCTAGCTACAACGA GTGAGTAC 


32945 


2494 


8536 


ACGCCUGA G UCGUUCAA 


12564 


TTGAACGA GGCTAGCTACAACGA TCAGGCGT 


32946 


2497 


8533 


CCUGAGUC G UUCAAUCC 


12565 


GGATTGAA GGCTAGCTACAACGA GACTCAGG 


32947 


2507 


6523 


TTflU ^TT^/TTT /"I TTTTATTTYA^ TT 

UCAAUCCU G UUCUUGAU 


12566 


ATCAAGAA GGCTAGCTACAACGA AGGATTGA 


32948 


2523 


8507 


UUUUACUG G UGUCUGAG 


12567 


CTCAGACA GGCTAGCTACAACGA CAGTAAAA 


32949 


2525 


8505 


ttti n /irtnnTT a t t min Tv AY tt t 

UUACUGGU G UCUGAGUU 


12568 


AACTCAGA GGCTAGCTACAACGA ACCAGTAA 


32950 


2531 


8499 


GUGUCUGA G UUGAGCAG 


12569 


CTGCTCAA GGCTAGCTACAACGA TCAGACAC 


32951 


2536 


8494 


UGAGUUGA G CAGGGGUU 


12570 


AACCCCTG GG CT AGCTACAACGA TCAACTCA 


32952 


2542 


8488 


GAGCAGGG G UUUUCCCA 


12571 


TGGGAAAA GGCTAGCTACAACGA CCCTGCTC 


32953 


2553 


8477 


UUCCCACC G CCCUGGUU 


12572 


AACCAGGG GGCTAGCTACAACGA GGTGGGAA 


32954 


2559 


8471 


CCGCCCUG G UUCCACUU 


12573 


AAGTGGAA GGCTAGCTACAACGA CAGGGCGG 


32955 


2573 


8457 


CUUCCCAA G UUUACAUC 


12574 


GATGTAAA GGCTAGCTACAACGA TTGGGAAG 


32956 


2588 


8442 


TTS*»I t1T/1<TfTS*l S"t TT"»»TTYnfV^S^ 

UCUUCCUC G UAUUGGGG 


12575 


CCCCAATA GGCTAGCTACAACGA GAGGAAGA 


32957 


2596 


8434 


GUAUUGGG G UCCCUUCC 


12576 


TV 1% /"! ^ TV /I /"^l /^TT*1 TV /^l AH! 74 7N TV /"V^l TV rtAATi. T4 IT1T4 f*% 

GGAAGGGA GGCTAGCTACAACGA CCCAATAC 


32958 


2607 


8423 


/"* AT TT T A A TV A A T T A / ■■ fT TT TT TT T 

CCUUCCAG G UCCUUUUU 


12577 


74 TV T4 TV TV f^f^TV f**TTy TV /^^WlT4 ^T4 Tfc TV ^VT%^1^ IV IV 

AAAAAGGA GGCTAGCTACAACGA CTGGAAGG 


32959 


2632 


8398 


UCCUAGGA G CACCUGGC 


12578 


GCCAGGTG GGCTAGCTACAACGA TCCTAGGA 


32960 


2639 


8391 


7* /"t AT] TV AT TA A ATTAATTATVTT 

AGCACCUG G CUGGUCAU 


12579 


7* m/*i Tv fyf~\ TV y^i /^/^ /"U II TV ^1 /'UTI TV ^1 T4 Tl TV AH AAmA Am 

ATGACCAG GGCTAGCTACAACGA CAGGTGCT 


32961 


2643 


8387 


r^z-vi TOi^^Tri tt/^attt4Tttts*i 

CCUGGCUG G UCAUAUUC 


12580 


GAATATGA GGCTAGCTACAACGA CAGCCAGG 


32962 


2659 


8371 


wl /wwm «■ * * A tf* A A TV /l^ TT 

CACUGAAU G UACCACAU 


12581 


ATGTGGTA GGCTAGCTACAACGA ATTCAGTG 


32963 


2669 


8361 


ACCACAUU G CCUGAAGC 


12582 


^/wimn% aa AAA*MTft. _ri_-i n. u_ « » iwjnj ~, jtm 

GCTTCAGG GGCTAGCTACAACGA AATGTGGT 


32964 


2676 


8354 


UGCCUGAA G CUCGACUC 


12583 


GAGTCGAG GGCTAGCTACAACGA TTCAGGCA 


32965 


2699 


8331 


UACAUCUC G UGCGUGGA 


12584 


TCCACGCA GGCTAGCTACAACGA GAGATGTA 


32966 


2701 


8329 


CAUCUCGU G CGUGGAAU 


12585 


ATTCCACG GGCTAGCTACAACGA ACGAGATG 


32967 


2703 


8327 


TT^TrT/^/TTT^l/n A TTAATA UTTTTA 

UCUCGUGC G UGGAAUUC 


12586 


GAATTCCA GGCTAGCTACAACGA GCACGAGA 


32968 


2713 


8317 


GGAAUUCC G UGAGAGUG 


12587 


CACTCTCA GGCTAGCTACAACGA GGAATTCC 


32969 


2719 


8311 


T T/T T\ A Tl A T TA A ATTT TT T A 

CCGUGAGA G UGGGUUUC 


12588 


GAAACCCA GGCTAGCTACAACGA TCTCACGG 


32970 


2723 


8307 


A7 T4 AT) TV ATT/lrt A TTTT^TATTA TV A 

GAGAGUGG G UUUCUGAC 


12589 


GTCAGAAA GGCTAGCTACAACGA CCACTCTC 


32971 


2734 


8296 


UCUGACCA G UCCCCCCC 


12590 


GGGGGGGA GGCTAGCTACAACGA TGGTCAGA 


32972 


2750 


8280 


CCAUACCG G CGUUGGAG 


12591 


CTCCAACG GGCTAGCTACAACGA CGGTATGG 


32973 


2752 


8278 


AUACCGGC G UUGGAGCA 


12592 


TGCTCCAA GGCTAGCTACAACGA GCCGGTAT 


32974 


2758 


8272 


GCGUUGGA G CAGCUCCA 


12593 


TGGAGCTG GGCTAGCTACAACGA TCCAACGC 


32975 


2761 


8269 


UUGGAGCA G CUCCAUCU 


12594 


AGATGGAG GGCTAGCTACAACGA TGCTCCAA 


32976 


2785 


8245 


GACUUUCG G CAUGUAGG 


12595 


CCTACATG GGCTAGCTACAACGA CGAAAGTC 


32977 


2789 


8241 


UUCGGCAU G UAGGGGCA 


12596 


TGCCCCTA GGCTAGCTACAACGA ATGCCGAA 


32978 


2795 


8235 


AUGUAGGG G CAGAGCAC 


12597 


GTGCTCTG GGCTAGCTACAACGA CCCTACAT 


32979 


2800 


8230 


AAA-AATVATV A ATA A ATTJ TTATV 

GGGGCAGA G CACCUUCA 


12598 


TGAAGGTG GGCTAGCTACAACGA TCTGCCCC 


32980 


2810 


8220 


TV /"VII TT T/*l A /"l r* fVK Tt 71 ATTTTS"! 

ACCUUCAC G CAAAAUUC 


12599 


GAATTTTG GGCTAGCTACAACGA GTGAAGGT 


32981 


2824 


6206 


UUCCCUUG G CCCUCGGU 


12600 


TV AAA Tl AAA AA AfnH A AJfflU AH « AAH A)T4 H AAA* * 

ACCGAGGG GGCTAGCTACAACGA CaAGGGAA 


32982 


2831 


8199 


GGCCCUCG G UGCAGCCA 


12601 


TGGCTGCA GGCTAGCTACAACGA CGAGGGCC 


32983 


"3 D "2 "3 
60J J 


til? / 




12602 


TV AtT*A Af'WTlA. AA Af^TV A AjfTTTV ATV T4 AA TV TV AAJATV AA/^ 

ACTGGCTG GGCTAGCTACAACGA ACCGAGGG 


32984 


2836 


8194 


UCGGUGCA G CCAGUCCU 


12603 


AGGACTGG GGCTAGCTACAACGA TGCACCGA 


32985 


2840 


8190 


UGCAGCCA G UCCUCAAC 


12604 


GTTGAGGA GG CT AG CT ACAACGA TGGCTGCA 


32986 


2868 


8162 


at: a a Art t\ tmth a t f/iATTitrTnn 

CCCGAAUC G UCCUAUGC 


12605 


GCATAGGA GGCTAGCTACAACGA GATTCGGG 


32987 


2875 


8155 


CGUCCUAU G CUCUUCAA 


12606 


TTGAAGAG GGCTAGCTACAACGA ATAGGACG 


32988 


2889 


8141 


/I t\ 74 AATTATV A AT) «t ATffTM TV a 

CAACCUCA G CACUUGAC 


12607 


GTCAAGTG GGCTAGCTACAACGA TGAGGTTG 


32989 


2912 


8118 


TT/^t TA/Vl Tl TT A tti"i1i A IV TV -y* 

UCUCCGAU G UCACAAAG 


12608 


CTTTGTGA GGCTAGCTACAACGA ATCGGAGA 


32990 


2925 


8105 


74 A A ns^A S"l/"l /t TTmrnA /IK * 

AAAGGAGG G UGUCACAA 


12609 


TTGTGACA GGCTAGCTACAACGA CCTCCTTT 


32991 


2927 


8103 


AGGAGGGU G UCACAACA 


12610 


TGTTGTGA GGCTAGCTACAACGA ACCCTCCT 


32992 


2944 


8086 


CUCAGAAG G UCUGUAGA 


12611 


TCTACAGA GGCTAGCTACAACGA CTTCTGAG 


32993 


dqa q 


o no *3 


Q3AAGGUCU G UAGAACAC 


12612 


GTGTTCTA GGCTAGCTACAACGA AGACCTTC 


32994 


<iy /o 


one A 


UCUUCAUG G UGACAAUG 


12613 


CATTGTCA GGCTAGCTACAACGA CATGAAGA 


32995 






/^TN TATl O TTTT^V^TV TT/^O 

GUGAuAAU G UUCCAUCC 


12614 


GGATGGAA GGCTAGCTACAACGA ATTGTCAC 


32996 


3001 


8029 


AUAACUUU G CACUAGUU 


12615 


AACTAGTG GGCTAGCTACAACGA AAARTTAT 


J*?J / 


3007 


8023 


UUGCACUA G UUGGGGCU 


12616 


AGCCCCAA GGCTAGCTACAACGA TAGTGCAA 


32998 


3013 


8017 


UAGUUGGG G CUCUUCAU 


12617 


ATGAAGAG GGCTAGCTACAACGA CCCAACTA 


32999 


3022 


8008 


CUCUUCAU G UCCGGGAC 


12618 


GTCCCGGA GGCTAGCTACAACGA ATGAAGAG 


33000 


3032 


7998 


CCGGGACC G CCCUUUGU 


12619 


ACAAAGGG GGCTAGCTACAACGA GGTCCCGG 


33001 


3039 


7991 


CGCCCUUU G UGUACCCU 


12620 


AGGGTACA GGCTAGCTACAACGA AAAGGGCG 


33002 


3041 


7989 


CCCUUUGU G UACCCUCU 


12621 


AGAGGGTA GGCTAGCTACAACGA ACAAAGGG 


33003 
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3072 


7958 


UUUUUUGG \d UULiUUAUA 




TaTY3f1CAA GGCTAGCTACAACGA CCAAAAAA 

InlUUWin VJVJV»» LtlX3\* X t\\*f\n\A3n UUTuvvinn 


33004 


3075 


7955 


UUUGGGUU G UU7UJAUAG 


X2o« J 






3083 


7947 


OOOATTATTA O TTA A OAOOA 

GCCAUAUA G UAACACCA 


12624 




•3 JvUD 


3095 


7935 


n« rtr^Tt a oo o ^riiTmTTTrv i 

CACCAACC G CCUCUUCC 


12625 






3113 


7917 


^TTV PT^Vm * n tTAB A TTOA O 

CAUCCAAG G UCAAUCAC 


1 *1 o 

1262b 


\j JAxAl lViA oOUiJUjvXAI.iin.VJun U i iuviAlvj 




3133 


7897 


TT^^m^ it ^1 Y TY T^^t IV ^ TV TV 

UCCGACCG G UUCGAGAA 


12627 


i J.LT1 LasAA uvit liUjC i AL^lAUviH Uvjvj i UvjuA 


"anno 


3148 


7882 


n Yk ^nrt/in ^ y Yy y^*vy TV ^i/^ * 

AAACCUCC G UUCGACCA 


12628 


I oG 1 UviAft. GGUXAGCxAUirAUuA UGAGGX 1 1 


^ ^ ft i o 


3157 


7873 


UUCGACCA G CCAUCUCA 


12629 


AViAviA luu ViGU 1 AvjU X AUAAUajA luu 1 UvjAA 


J juii 


3166 


7864 


CCAUCUCA G UUUUGCUG 


i o^"a ft 


UAvjUAAAA VioUl AvjU XAUAAvJvjA IvjAIoAXovj 


J J UXZ 


3171 


7859 


TTOAOTTTTTTTT O OT TO I TQOOO 

UCAGUUUU G CUGUGCCC 




uvjoU/iv-nu vjuv. I/ivjU X AUnH.v_.VJA AAAAU X\ZA 


j j \j J- j 


3174 


7856 


otTTTTTrToon r» itoooootta 
GUUUUGUU G UvjUv-CL.ua 








3176 


7854 


UUUcK-UuU V3 Uv*UUUAVsA 




l U x nVjV-rtjvj wv. 1 nvA> 1 AUnnv.un nUnuv>ivui. 


JJU13 


3193 


7837 


OAOTTOOATT O OOOTTproAO 

GAUUGGAU la UUUUUUAG 




U 1\JvJjAvjV30 vjoUXAvjUXAUAnUvJA MXUUAvjXU 




3201 


7829 


^fWHTHrlA O TTOA OATTTTO 

GCCCUCCA G UGACAUUG 


12635 


UAAioi UA UUU i AGU 1 AUAAUviA iVjUAoOUU 


J J vX / 


3209 


7821 


GUGACAUU G CCUUCUUU 


12636 


AAAuAAoG VaUU 1 AGU X AUAAUUA AA1GXUAU 


"J "3 ft 1 O 


3222 


7808 


CUUUCCUG G CGUGUUUU 


12637 


TV TV TV TV<"«TV/V« /-irvf WITTV /*l / VII'TV f^TV 7V P/ 1 7V /"^ TV /"•/"» TV TV TV 

AAAACACG GGCT AGCTAuaACGA CAGGAAAG 


33019 


3224 


7806 


UUCCUGGC G UGUUUUGC 


12638 


/^nTV TV TV TV f»TA f^l~*f U'l ' 7V /"^OfTVTV /^TV TV rTPTirT'Tl TV 

GCAAAACA GGCTAGCTAuaACGA GCuaGGAA 


33020 


3226 


7804 


CCUGGCGU G UUUUGCCG 


12639 


J-1TV TV TV TV /^/*1<*vn IV /T/Tp TV A 7V Z -1 /^ TV TV f*r* f^C* A ^~ f* 

CGGCAAAA GGCTAGCTACAACGA ACGCCAGG 


33021 


3231 


7799 


CGUGUUUU G CCGCUGAG 


12640 


i-vrTi^ tv r^/^f^ ^T^inni* ^r^rnTv ^tv tvo/~tv Tv tv tv 7v /^*tv f m vr^* 

CTCAGCGG GGCTAGCTACAACGA AAAACACG 


33022 


3234 


7796 


GUUUUGCC G CUGAGCGA 


12641 


TCGuiUVAG GGU1AGCXAUAAU\3A GGUAAAAU 


1 "i AO 1 

J JQ23 


3239 


7791 


GCCGCUGA G CGAUCGAC 


12642 


Gx UGA I CG GGU I AGU X AUAAUGA 1 UAGCGGU 


T T ftO /I 

J JU24 


3258 


7772 


TV Y Y^i TV Y T<Y /"Y T/Tt TT TT Y^T 

CGAUGAUG G CCUCUUUG 


12643 


UAAAGAGG GGUiAGCX AUAAUGA CAXCA1CG 


33025 


3266 


7764 


^Y ^Y^YY T^T TY TY T /"^ ^V*/"YT YTV ^*^f T 

GCCUCUUU G CGGUACCU 


12644 


AGGiAUUG GGUXAGU iAUAAuGA AAAGAGGU 


JoU-b 


3269 


7761 


T T/-1T TT TT TO /"^/"T TTAOOTTAOTT 

UCUUUGCG G UACuUAGU 




AUlAoGXA GGUIAGCX AUAAUGA UGUAAAGA 




3276 


7754 


OOTTA O T TO TV IV ^TT T/^TT 

GGUACCUA G UGAACUCU 


12646 


AGAGX luA UGL 1 AGU i AUAAUGA 1AGGJ.AUU 


^ ^ ftO Q 


3291 


7739 


CUUCUUUU G UCAUCUGG 


12647 


P^RPRTPH PPPTRflPTRPARPPfi BSRRPBHP 

UCAGAXGA GGU1 AGU X AUAAUGA AAAAGAAG 


j j uzy 


3299 


7731 


/ttt/'I'KTT/'lTt/l « TWTni * t TT^YY Y 

GTJCAUCUG G UUGAGUCU 


12648 


AGACTCAA GGCTAGCTACAACGA CAGATGAC 


33030 


3304 


7726 


/^TTn^TTTTnn ri t y^tttttt y^ttttt 

CUGGUUGA G UCUUUCUU 


12649 


TV TV /^TV A TV A /^^/WTITV /^^"UTVTV OA A /V^TV fTTOTV TV /~V/"lTVO 

AAGAAAGA GGCTAGCTACAACGA TCAACCAG 


33031 


3330 


7700 


CUCCCAAG G UGCGUCCU 


12650 


AGGACGCA GGCTAGCTACAACGA CTTGGGAG 


33032 


3332 


7698 


CCCAAGGU G CGUCCUUU 


12651 


AAAGGACG GGCTAGCTACAACGA ACCTTGGG 


33033 


3334 


7696 


CAAGGUGC G UCCUUUUG 


12652 


/-I X it Ik YL i^T^KVYITV n/imiV TV TV /lO TV i^^^TV /"l/'tf 1 Ml l/*Y 

CAAAAGGA GGCTAGCTACAACGA GCACCTTG 


33034 


3342 


7688 


GUCCUUUU G CCCCACCU 


12653 


a o/"~m/"~ooo nnomTinnmTi/iTiii/VfT. aaatvootvo 

AGGTGGGG GGCTAGCTACAACGA AAAAGGAC 


33035 


3358 


7672 


TTffl H II II 11 TA /"^ T TO/TT T/**/^T TT T 

UCUUUUUA G UCCUGGUU 


12654 


RTiPPTiPPTl OPPTTlPPTTtPTiJlPPJ T*7t X n 71 RP7I 

AAUCAGGA CaGU 1 AGU X AUAAUGA X AAAAAGA 


33036 


3364 


7666 


TYTV ^TT^^fTT^ ^ TTYTTTTTT T^KY T% 

UAGUCCUG G UUUUUCCA 


12655 


mnn« tv tv a a ^n/vmjk oorrvTV otv tv or»A r<noon<VB)i 
XGGAAAAA UUL i AGU X AUAAUGA CAGGAU iA 


33037 


3374 


7656 


TTT TTYTTi^l/^ Ti YT ^Y f*TTT^YT YT TT TT\ TT 

UUUUCCAU G UUCUUUAU 


12656 


T» rn A TV TV O A TV /Trtnmil 0/^*TTA C% A A CV1 A A fTV~IO A A TV A 

ATAAAGAA GGCTAGCTACAACGA ATGGAAAA 


33038 


3385 


7645 


OTTTTTTATTO IV /"I TTOTTOOATTO 

CUUUAUGA G UGUCCAUG 


12657 


OATW^AOA PPPTRPPTRPTtRPPTi T^PVTV A A A O 

CAxGGAU A GGU X AGU x AUAAUGA X UA xAAAG 


33039 


3387 


7643 


T Tf T A T TO 71 rttT « TTOOATTPTTTT 

UUAUGAGU G UCCAUGUU 


12658 


AAPHTVPA PPfTBPPlPTiPTiTtPPR Ti pVTTTA T 1 A A 

AAUAXGGA GGUI AGU IAUAAUGA AU1 UAIAA 


33040 


3393 


7637 


/-TT TOT TOO TV TT /"I TTTTATTOO TVTT 

GUGUCCAU G UUAUGGAU 


12659 


TilT>nPkTMV npnTIRPPTtTiPTiBPPTi JVTlPPTAPTiri 

ATCCATAA GGCTAGCTACAACGA ATGGACAC 


33041 


3424 


7606 


ACCCCCAC G CAUGAUGU 


12660 


x n> mriTi nrvn rtrY^nni i^ti^iYTYv ^^tv ya j^t^tv nrnnnr^n/ im 

ACATCATG GGCTAGCTACAACGA GTGGGGGT 


33042 


3431 


7599 


CGCAUGAU G UGGCAGAG 


12661 


CTCTGCCA GGCTAGCTACAACGA ATCATGCG 


33043 


3434 


7596 


AUGAUGUG G CAGAGUCC 


12662 


r»<i» nmmnri /inntiTv/*in»tiTk nrvnn otv/*»tv mnnffl 

GGACTCTG GGCTAGCTACAACGA CACATCAT 


33044 


3439 


7591 


r*rt Tn ^y tv * /*r y T^rT^Y Yk Y y<Y /*y 

GUGGCAGA G UCCGAUGG 


12663 


CCATCGGA GGCTAGCTACAACGA TCTGCCAC 


33045 


3447 


7583 


GUCCGAUG G CAGUUGUU 


12664 


t» tv /^tv tv r^mr^ r«/T/v<Tvivo/«rivmv»fVT5\ o tv m^~./T~ tv r~ 

AACAACTG GGCTAGCTACAACGA CATCGGAC 


33046 


3450 


7580 


CGAUGGCA G UUGUUGCG 


12665 


CXtCAACAA GuCTAGCxACAACGA tgccatcg 


33047 


3453 


7577 


i »Tnn/m tt t r*i TTrron/TTTTTn 

UGGCAGUU G UUGCGUUC 


12666 


PTITi/VPllfl PPPTTlPPTTAPTlJlP/ 1 ?! JA JlPTlPPPR 

GAACGCAA GGCT AG Ur AUnAuGA AACTajCCA 


33048 


3456 


7574 


CAGUUGUU G CGUUCCAA 


12667 


TTGGAACG GGCT AG CT ACAAC GA AACaACIvj 


33049 


3458 


7572 


OTTTTOTTTTOO O TTTTOOA A A O 

GUUGUUGC G UUCCAAAC 


12668 


GTTTGGAA GGUX AGU iAUAAuGA GUAAUAAU 


33050 


3470 


7560 


OAAAOAOA O OTTTTOOTTOO 

CAAACAGA G CUUGCUCC 


12669 


AO PPPTTAPPTAPTATAPPR rp/-Trp/-«fiilJuiy^ 

GGAGUAAG GGUxAGUXAUAAUUA XUXGlliG 


33051 


3474 


7556 


/T« /T7\ OOT TTT O OTYOOATTTTO 

CAGAGCUU G CUCCAUUC 


12670 


O TV TV ITV^ TV O flPPTR/!PT7APRIl/VTi TV Tippmpirvr 

GAAIGGAG liGU 1 AGU X AUAAUGA AAGUJ.UXG 


33052 


3490 


7540 


/TTTOOO TV TV TV O OOTTOA /V/T 

CUCCCAAA G CGUCACCG 


12671 


CGG1GAUG GGUX AGU X AUAAUGA 1 X 1 oUGAG 


33053 


3492 


7538 


CCCAAAGC G UCACCGCU 


12672 


AGCGGTGA GGCTAGUTACAACGA GUI X TGGG 


33054 


3498 


7532 


/•^ootto a oo o otto oo o o o 
GCGUCACC G CUGCGGCC 


12673 


OOOOOOA O PPPTRPPTTi OA A OO A WTVlPfiP 

GGCCGCAG GGUX AGU X AUAAUGA Unj XViAUUU 


33055 


3501 


7529 


TT/"' TV OOOOTT O /TOOO/VTTTn 

UCACCGCU G CGGCCGUG 


12674 


CACGGCCG GGU 1 AGU IAUAAUGA AGUovs iviA 


o *a rt c e 
33056 


*3 c n a 
J5Q4 


/52b 


CCGCUGCG G CCGUGAUC 


12675 


OA T«OAOOO ^rt.P ,r PA^O r PA OA A fV' A rtVTAflPftP 

GATCACGG UUUXAviU IAUAAUGA UUUAU Lob 


33057 


ncnn 

J5U / 


/52 J 


r*TT/WWO ra TT^ 1 TVTT^VTV TV TV 

CUGCGGCC G UGAUCAAA 


12676 


rr-rwPO A rpo A /VIPTTiPPTH OA A OP 1 A PPPPPPRP 

TTTGArCA GGU 1 AGU X AUAAUGA UGUUuUAG 


33058 


loo 


7c no 


AAAUUUCXx G CUuCuCGU 


12677 


a OOAO A AO P'/^P u T 1 AOOttva OA A PP A PVP2 A aTT*I» 

ACGAGAAG GoU X AviU X AUAAUGA UGucAA XIX 


33059 


3529 


7501 


GGCUUCUC G UACUGUCTJ 

www w w ww wT U/l^> Uwv wU 


1 9fi7fl 
J.£D / o 


ftGACAGTA GG CT AGOTACAACG A GAGAAGCC 


33060 


3534 


7496 


CUCGUACU G UCUUCACA 


12679 


TGTGAAGA GGCTAGCTACAACGA AGTACGAG 


33061 


3548 


7482 


ACAGACGG G UUCACUAC 


12680 


GTAGTGAA GGCTAGCTACAACGA CCGTCTGT 


33062 


3561 


7469 


CUACUACU G CAGCUAGA 


12681 


TCTAGCTG GGCTAGCTACAACGA AGTAGTAQ 


33063 


3564 


7466 


CUACUGCA G CUAGAGAC 


12682 


GTCTCTAG GGCTAGCTACAACGA TGCAGTAQ 


33064 


3583 


7447 


CAAGAUCA G CAUGAUCU 


12683 


AGATCATG GGCTAGCTACAACGA TGATCTTG 


33065 


3592 


7438 


CAUGAUCU G UCCAACUU 


12684 


AAGTTGGA GGCTAGCTACAACGA AGATCATG 


33066 
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3607 


7423 


UUUCUUCU G CAUGAUGG 


12685 


CCATCATG GGCTAUiJXftJJAAUGA AGAAUAAA 


33067 


3616 


7414 


CAUGAUGG G UGUGGUGC 


12686 


GCACCACA GGCTAGCTACAACGA CCATCATG 


33068 


3618 


7412 


UGAUGGGU G UGGUGCGC 


12687 


GCGCACCA GGCTAGCTACAACGA ACCCATCA 


33069 


3621 


7409 


UGGGUGUG G UGCGCUCU 


12688 


AGAGCGCA GGCTAGCTACAACGA CACACCCA 


33070 


3623 


7407 


GGUGUGGU G CGCUCUAA 


12689 


TTAGAGCG GGCTAGCTACAACGA ACCACACC 


33071 


3625 


7405 


UGUGGUGC G CUCUAAUU 


12690 


AATTAGAG GGCTAGCTACAACGA GCACCACA 


33072 


3641 


7389 


UCUGGGAC G UCCGUGGC 


12691 


GCCACGGA GGCTAGCTACAACGA GTCCCAGA 


33073 


3645 


7385 


GGACGUCC G UGGCCACG 


12692 


CGTGGCCA GGCTAGCTACAACGA GGACGTCC 


33074 


3648 


7382 


CGUCCGUG G CCACGAUG 


12693 


CATCGTGG GGCTAGCTACAACGA CACGGACG 


33075 


3656 


7374 


GCCACGAU G CCAUCCAC 


12694 


GTGGATGG GGCTAGCTACAACGA ATCGTGGC 


33076 


3669 


7361 


CCACUACA G CGUUCUUC 


12695 


GAAGAACG GGCTAGCTACAACGA TGTAGTGG 


33077 


3671 


7359 


ACUACAGC G UUCUUCAU 


12696 


ATGAAGAA GGCTAGCTACAACGA GCTGTAGT 


33078 


3687 


7343 


UGAUUCCG G CCGCUGUC 


12697 


GACAGCGG GGCTAGCTACAACGA CGGAATCA 


33079 


3690 


7340 


UUCCGGCC G CUGUCCGC 


12698 


GCGGACAG GGCTAGCTACAACGA GGCCGGAA 


33080 


3693 


7337 


CGGCCGCU G UCCGCCGC 


12699 


GCGGCGGA GGCTAGCTACAACGA AGCGGCCG 


33081 


3697 


7333 


CGCUGUCC G CCGCUGGG 


12700 


CCCAGCGG GGCTAGCTACAACGA GGACAGCG 


33082 


3700 


7330 


VGUCCGCC G CUGGGCUG 


12701 


CAGCCCAG GGCTAGCTACAACGA GGCGGACA 


33083 


3705 


7325 


GCCGCUGG G CUGAGCGC 


12702 


GCGCTCAG GGCTAGCTACAACGA CCAGCGGC 


33084 


3710 


7320 


UGGGCUGA G CGCAUUGC 


12703 


GCAATGCG GGCTAGCTACAACGA TCAGCCCA 


33085 


3712 


7318 


GGCUGAGC G CAUUGCCU 


12704 


AGGCAATG GGCTAGCTACAACGA GCTCAGCC 


33086 


3717 


7313 


AGCGCAUU G CCUCAGCU 


12705 


AGCTGAGG GGCTAGCTACAACGA AATGCGCT 


33087 


3723 


7307 


UUGCCUCA G CUUGCCAA 


12706 


TTGGCAAG GGCTAGCTACAACGA TGAGGCAA 


33088 


3727 


7303 


CUCAGCUU G CCAACCGG 


12707 


CCGGTTGG GGCTAGCTACAACGA AAGCTGAG 


33089 


3743 


7287 


GGAACCAU G UAGGCAUA 


12708 


TATGCCTA GGCTAGCTACAACGA ATGGTTCC 


33090 


3747 


7283 


CCAUGUAG G CAUAGUGG 


12709 


CCACTATG GGCTAGCTACAACGA CTACATGG 


33091 


3752 


7278 


UAGGCAUA G UGGCAAAA 


12710 


TTTTGCCA GGCTAGCTACAACGA TATGCCTA 


33092 


3755 


7275 


GCAUAGUG G CAAAAAAG 


12711 


CTTTTTTG GGCTAGCTACAACGA CACTATGC 


33093 


3766 


7264 


AAAAAGGA G UGUUGCCG 


12712 


CGGCAACA GGCTAGCTACAACGA TCCTTTTT 


33094 


3768 


7262 


AAAGGAGU G UUGCCGCU 


12713 


AGCGGCAA GGCTAGCTACAACGA ACTCCTTT 


33095 


3771 


7259 


GGAGUGUU G CCGCUGUU 


12714 


AACAGCGG GGCTAGCTACAACGA AACACTCC 


33096 


3774 


7256 


GUGUUGCC G CUGUUACC 


12715 


GGTAACAG GGCTAGCTACAACGA GGCAACAC 


33097 


3777 


7253 


UUGCCGCU G UUACCGUA 


12716 


TACGGTAA GGCTAGCTACAACGA AGCGGCAA 


33098 


3783 


7247 


CUGUUACC G UAACGGUG 


12717 


CACCGTTA GGCTAGCTACAACGA GGTAACAG 


33099 


3789 


7241 


CCGUAACG G UGAGGGUG 


12718 


CACCCTCA GGCTAGCTACAACGA CGTTACGG 


33100 


3795 


7235 


CGGUGAGG G UGACUUGU 


12719 


ACAAGTCA GGCTAGCTACAACGA CCTCACCG 


33101 


3802 


7228 


GGUGACUU G UCCCCAGC 


12720 


GCTGGGGA GGCTAGCTACAACGA AAGTCACC 


33102 


3809 


7221 


UGUCCCCA G CAUCCGGC 


12721 


GCCGGATG GGCTAGCTACAACGA TGGGGACA 


33103 


3816 


7214 


AGCAUCCG G CUGCUAGC 


12722 


GCTAGCAG GGCTAGCTACAACGA CGGATGCT 


33104 


3819 


7211 


AUCCGGCU G CUAGCAGG 


12723 


CCTGCTAG GGCTAGCTACAACGA AGCCGGAT 


33105 


3823 


7207 


GGCUGCUA G CAGGAGAG 


12724 


CTCTCCTG GGCTAGCTACAACGA TAGCAGCC 


33106 


3831 


7199 


GCAGGAGA G CCGACACU 


12725 


AGTGTCGG GGCTAGCTACAACGA TCTCCTGC 


33107 


3860 


7170 


AAGGGGAA G CCUCGCGC 


12726 


GCGCGAGG GGCTAGCTACAACGA TTCCCCTT 


33108 


3865 


7165 


GAAGCCUC G CGCGAGUG 


12727 


CACTOGCG GGCTAGCTACAACGA GAGGCTTC 


33109 


3867 


7163 


AGCCUCGC G CGAGUGUG 


12728 


CACACTCG GGCTAGCTACAACGA GCGAGGCT 


33110 


3871 


7159 


UCGCGCGA G UGUGAAUA 


12729 


TATTCACA GGCTAGCTACAACGA TCGCGCGA 


33111 


3873 


7157 


GCGCGAGU G UGAAUAGU 


12730 


ACT ATT CA GGCTAGCTACAACGA ACTCGCGC 


33112 


3880 


7150 


UGUGAAUA G UGCACUUG 


12731 


CAAGTGCA GGCTAGCTACAACGA TATTCACA 


33113 


3882 


7148 


UGAAUAGU G CACUUGCC 


12732 


GGCAAGTG GGCTAGCTACAACGA ACTATTCA 


33114 


3888 


7142 


GUGCACUU G CCUGAACG 


12733 


CGTTCAGG GGCTAGCTACAACGA AAGTGCAC 


33115 


3896 


7134 


GCCUGAAC G UUUAUUGA 


12734 


TCAATAAA GGCTAGCTACAACGA GTTCAGGC 


33116 


3906 


7124 


UUAUUGAG G UCAAUGAG 


12735 


CTCATTGA GGCTAGCTACAACGA CTCAATAA 


33117 


3915 


7115 


UCAAUGAG G UGUUGAUG 


12736 


CATCAACA GGCTAGCTACAACGA CTCATTGA 


33118 


3917 


7113 


AAUGAGGU G UUGAUGUA 


12737 


TACATCAA GGCTAGCTACAACGA ACCTCATT 


33119 


3923 


7107 


GUGUUGAU G UAAUCUGA 


12738 


TCAGATTA GGCTAGCTACAACGA ATCAACAC 


33120 


3933 


7097 


AAUCUGAC G UGAUCAAA 


12739 


TTTGATCA GGCTAGCTACAACGA GTCAGATT 


33121 


3943 


7087 


GAUCAAAU G CUUUAGCA 


12740 


TGCTAAAG GGCTAGCTACAACGA ATTTGATC 


33122 


1 OA Q 


/Uol 


AUGCUUUA G CAGUGGAG 


12741 


CTCCACTQ GGCTAGCTACAACGA TAAAGCAT 


33123 


3952 


7078 


CUUUAGCA G UGGAGUGA 


12742 


TCACTCCA GGCTAGCTACAACGA TGCTAAAG 


33124 


3957 


7073 


GCAGUGGA G UGAGGACC 


12743 


GGTCCTCA GGCTAGCTACAACGA TCCACTGC 


33125 


3966 


7064 


UGAGGACC G CUGUUGUC 


12744 


GACAACAG GGCTAGCTACAACGA GGTCCTCA 


33126 


3969 


7061 


GGACCGCU G UUGUCACA 


12745 


TGTGACAA GGCTAGCTACAACGA AGCGGTCC 


33127 


3972 


7058 


CCGCUGUU G UCACAGCG 


12746 


CGCTGTGA GGCTAGCTACAACGA AACAGCGG 


33128 


3978 


7052 


UUGUCACA G CGUACAGU 


12747 


ACTGTACG GGCTAGCTACAACGA TGTGACAA 


33129 
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3980 


7050 


GUCACAGC G UACAGUGA 


12748 


TCACTGTA GGCTAGCTACAACGA GCTGTGAC 


33130 


3985 


7045 


AGCGUACA G UGACCAGG 


12749 


CCTGGTCA GGCTAGCTACAACGA TGTACGCT 


33131 


3993 


7037 


GUGACCAG G CUGUUGCC 


12750 


GGCAACAG GGCTAGCTACAACGA CTGGTCAC 


33132 


3996 


7034 


ACCAGGCU G UUGCCGGC 


12751 


GCCGGCAA GGCTAGCTACAACGA AGCCTGGT 


33133 


3999 


7031 


AGGCUGUU G CCGGCCUC 


12752 


GAGGCCGG GGCTAGCTACAACGA AACAGCCT 


33134 


4003 


7027 


UGUUGCCG G CCUCAAGU 


12753 


ACTTGAGG GGCTAGCTACAACGA CGGCAACA 


33135 


4010 


7020 


GGCCUCAA G UCCAAAAG 


12754 


CTTTTGGA GGCTAGCTACAACGA TTGAGGCC 


33136 


4031 


6999 


UCUCCCAU G CUGAAAUU 


12755 


AATTTCAG GGCTAGCTACAACGA ATGGGAGA 


33137 


4060 


6970 


AAUUCUUU G CCCAAACA 


12756 


TGTTTGGG GGCTAGCTACAACGA AAAGAATT 


33138 


4073 


6957 


AACAAACU G CUUAUGUC 


12757 


GACATAAG GGCTAGCTACAACGA AGTTTGTT 


33139 


4079 


6951 


CUGCUUAU G UCACUCUU 


12758 


AAGAGTGA GGCTAGCTACAACGA ATAAGCAG 


33140 


4089 


6941 


CACUCUUG G UCUUAUCU 


12759 


AGATAAGA GGCTAGCTACAACGA CAAGAGTG 


33141 


4099 


6931 


CUUAUCUA G CCAACCCA 


12760 


TGGGTTGG GGCTAGCTACAACGA TAGATAAG 


33142 


4112 


6918 


CCCAUCUC G UUGGCUGC 


12761 


GCAGCCAA GGCTAGCTACAACGA GAGATGGG 


33143 


4116 


6914 


UCUCGUUG G CUGCCACU 


12762 


AGTGGCAG GGCTAGCTACAACGA CAACGAGA 


33144 


4119 


6911 


CGUUGGCU G CCACUGCG 


12763 


CGCAGTGG GGCTAGCTACAACGA AGCCAACG 


33145 


4125 


6905 


CUGCCACU G CGCUCACA 


12764 


TGTGAGCG GGCTAGCTACAACGA AGTGGCAG 


33146 


4127 


6903 


GCCACUGC G CUCACAAG 


12765 


CTTGTGAG GGCTAGCTACAACGA GCAGTGGC 


33147 


4137 


6893 


UCACAAGG G UCAUGACA 


12766 


TGTCATGA GGCTAGCTACAACGA CCTTGTGA 


33148 


4161 


6869 


GGAACACG G CUAGCUGG 


12767 


CCAGCTAG GGCTAGCTACAACGA CGTGTTCC 


33149 


4165 


6865 


CACGGCUA G CUGGUUGU 


12768 


ACAACCAG GGCTAGCTACAACGA TAGCCGTG 


33150 


4169 


6861 


GCUAGCUG G UUGUCUGU 


12769 


ACAGACAA GGCTAGCTACAACGA CAGCTAGC 


33151 


4172 


6858 


AGCUGGUU G UCUGUCUG 


12770 


CAGACAGA GGCTAGCTACAACGA AACCAGCT 


33152 


4176 


6854 


GGUUGUCU G UCUGCGAA 


12771 


TTCGCAGA GGCTAGCTACAACGA AGACAACC 


33153 


4180 


6850 


GUCUGUCU G CGAACGUU 


12772 


AACGTTCG GGCTAGCTACAACGA AGACAGAC 


33154 


4186 


6844 


CUGCGAAC G UUGCUUCU 


12773 


AGAAGCAA GGCTAGCTACAACGA GTTCGCAG 


33155 


4189 


6841 


CGAACGUU G CUUCUCUG 


12774 


CAGAGAAG GGCTAGCTACAACGA AACGTTCG 


33156 


4198 


6832 


CUUCUCUG G CUCAGGAA 


12775 


TTCCTGAG GGCTAGCTACAACGA CAGAGAAG 


33157 


4210 


6820 


AGGAAUUA G CACAAUCA 


12776 


TGATTGTG GGCTAGCTACAACGA TAATTCCT 


33158 


4234 


6796 


AAGGGAGA G CAGCAACA 


12777 


TGTTGCTG GGCTAGCTACAACGA TCTCCCTT 


33159 


4237 


6793 


GGAGAGCA G CAACAUUC 


12778 


GAATGTTG GGCTAGCTACAACGA TGCTCTCC 


33160 


4248 


6782 


ACAUUCCG G CGAUCUUC 


12779 


GAAGATCG GGCTAGCTACAACGA CGGAATGT 


33161 


4257 


6773 


CGAUCUUC G UUCCUGGA 


12780 


TCCAGGAA GGCTAGCTACAACGA GAAGATCG 


33162 


4272 


6758 


GAACUUCA G CCAUCCAA 


12781 


TTGGATGG GGCTAGCTACAACGA TGAAGTTC 


33163 


4290 


6740 


AGAAAAAG G UCGCGACU 


12782 


AGTOGCGA GGCTAGCTACAACGA CTTTTTCT 


33164 


4293 


6737 


AAAAGGUC G CGACUCCC 


12783 


GGGAGTCG GGCTAGCTACAACGA GACCTTTT 


33165 


4308 


6722 


CCAAGACA G CGCCUCCC 


12784 


GGGAGGCG GGCTAGCTACAACGA TGTCTTGG 


33166 


4310 


6720 


AAGACAGC G CCUCCCAA 


12785 


TTGGGAGG GGCTAGCTACAACGA GCTGTCTT 


33167 


4334 


6696 


UUUCCAAU G CCCUUCCG 


12786 


CGGAAGGG GGCTAGCTACAACGA ATTGGAAA 


33168 


4342 


6688 


GCCCUUCC G CUGCAUGA 


12787 


TCATGCAG GGCTAGCTACAACGA GGAAGGGC 


33169 


4345 


6685 


CUUCCGCU G CAUGAGGA 


12788 


TCCTCATG GGCTAGCTACAACGA AGCGGAAG 


33170 


4371 


6659 


CUCCCAUG G UCAUCACA 


12789 


TGTGATGA GGCTAGCTACAACGA CATGGGAG 


33171 


4389 


6641 


UCAAUAAG G CAAUCAAG 


12790 


CTTGATTG GGCTAGCTACAACGA CTTATTGA 


33172 


4398 


6632 


CAAUCAAG G CAAUUGUC 


12791 


GACAATTG GGCTAGCTACAACGA CTTGATTG 


33173 


4404 


6626 


AGGCAAUU G UCUGAAGA 


12792 


TCTTCAGA GGCTAGCTACAACGA AATTGCCT 


33174 


4413 


6617 


UCUGAAGA G CAUCUGGC 


12793 


GCCAGATG GGCTAGCTACAACGA TCTTCAGA 


33175 


4420 


6610 


AGCAUCUG G CAGUUCCU 


12794 


AGGAACTG GGCTAGCTACAACGA CAGATGCT 


33176 


4423 


6607 


AUOJGGCA G UUCCUCCA 


12795 


TGGAGGAA GGCTAGCTACAACGA TGCCAGAT 


33177 


4434 


6596 


CCUCCAGG G CCAUUCUG 


12796 


CAGAATGG GGCTAGCTACAACGA CCTGGAGG 


33178 


4442 


6588 


GCCAUUCU G UGAGCUCU 


12797 


AGAGCTCA GGCTAGCTACAACGA AGAATGGC 


33179 


4446 


6584 


UUCUGUGA G CUCUUCCU 


12798 


AGGAAGAG GGCTAGCTACAACGA TCACAGAA 


33180 


4464 


6566 


CUUUCUCU G CAGUGGCC 


12799 


GGCCACTG GGCTAGCTACAACGA AGAGAAAG 


33181 


4467 


6563 


UCUCUGCA G UGGCCACA 


12800 


TGTGGCCA GGCTAGCTACAACGA TGCAGAGA 


33182 


4470 


6560 


CUGCAGUG G CCACAACG 


12801 


CGTTGTGG GGCTAGCTACAACGA CACTGCAG 


33183 


4478 


6552 


GCCACAAC G UACAUGGU 


12802 


ACCATGTA GGCTAGCTACAACGA GTTGTGGC 


33184 


4485 


6545 


CGUACAUG G UGUCAAGU 


12603 


ACTTGACA GGCTAGCTACAACGA CATGTACG 


33185 


4487 


6543 


UACAUGGU G UCAAGUGC 


12804 


GCACTTGA GGCTAGCTACAACGA ACCATGTA 


33186 


4492 


6538 


GGUGUCAA G UGCUUCCC 


12805 


GGGAAGCA GGCTAGCTACAACGA TTGACACC 


33187 


4494 


6536 


UGUCAAGU G CUUCCCAU 


12806 


ATGGGAAG GGCTAGCTACAACGA ACTTGACA 


33188 


4503 


6527 


CUUCCCAU G UCUUCCCC 


12807 


GGGGAAGA GGCTAGCTACAACGA ATGGGAAG 


33189 


4517 


6513 


CCCA0GAA G UGCUCAGG 


12808 


CCTGAGCA GGCTAGCTACAACGA TTCATGGG 


33190 


4519 


6511 


CAUGAAGU G CUCAGGCA 


12809 


TGCCTGAG GGCTAGCTACAACGA ACTTCATG 


33191 


4525 


6505 


GUGCUCAG G CAUCUUUC 


12810 


GAAAGATG GGCTAGCTACAACGA CTGAGCAC 


33192 
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4549 


6481 


mpzuvTifiJv n pppitattptt 


1 1 


AOATAGGG GGCTAGCTACAACGA TCATTGAG 


33193 


4564 


6466 


piTnariR an cl ttttttt TPfvn 

CUuAwiAG \3 UUUUtLLo 




rfi(3nAAAA GGCTAGCTACAACGA GTTCTCAG 


33194 


4575 


6455 


ttttptp^pv^ ap^ p* P"Y^ a AnTPT" 
UULGGajAG G LAjAAo U LA_ 




\T^i7P\^»- X X vjuuinvju inwvivun vivjwuvjnn 


33195 


4580 


6450 


p^ap^p^pv' a a r» ttpvttttp^aa 






JOX3D 


4590 


6440 


PV^l ij js* »>(i n piPTTT n 1 T\ P^TT 

CCUUGAAG G GGUUUAGU 


IODIC 


arTfiMinr: nnpTARPTAPAAPOJi ryrrpAAnn 


JJXJ p 


4597 


6433 


CGCCUUUA G UGGCUGGU 




TAPPAfSTlPA fSfST^PAnPTAPAAPRtt TAAAHnPfl 


QP 
JJX7D 


4599 


6431 


/vit TT IT T A ^"*T T P - * OPT/TP^^T/TP" 1 TV 

CCUUUAGU G CCUGGUGA 


1 O O 1 *7 

l^ol / 


Toa^ H ^ , 2i^^ , f2/^r w rzi.f3r , Tar , aiiPPzv ziottah ann 

1 UnLUiUVJ ovjL. InuL XJv-J\t\\A3n nV. 1 >irxrtVjO 


"I'll QQ 


4604 


6426 


TV P*T T/^ /~*/"*T TP" P^ TTP" 1 ATTP^PV 1 A 

AGUGGGUG G UuAULLuA, 




TPnfiaTPA nfiPTAnPTAPAAfrTlA PAOHPAPT 


*3^9fin 


4613 


6417 


tip* attp^pv* a r« tta o a pt'ptt 
UGAUGGGA u UALALLUJ 




AfSRRTOTA RGPTAGPTAPAAPGA TPRflATPA 


33201 


4623 


6407 


TtnUPPPITP P^ P'V^TTP'A ATTP* 

ACACCCUG G CGUCAAUC 




nUTTYiaPH fZftPTAfSPTAPAAPnA PAfWVmT 


J JAVA 


4625 


6405 


ACCCUGGC G UGAAUGGA 




TfSfSTiTTfJTx nfiPTAftPTAPiiTiPnA cincAczczryv 


JJ*UJ 


4634 


6396 


ttp^tv attpvia r< nnPPPPrtT 
UCAAUCCA G CGCGGCCU 




nnnrwifYi nrspTAP-PTAPaArv^a TfinnTrnA 




4636 


6394 


t\ MToriTs p«p^ pw^p^pttp^a 
AAUCCAGC G GGGLGUGA 




»m7xf2fippf2 finrTimrTiiPTizirvia finifin a tt 

X\aHwA«jV.\-V3 vxo\^ X /i.oV_ X rl^i-i/W—va/i ULIVTOHX 1 




4639 


6391 


CCAGCGCG g ccucagaa 


12824 




JJZUo 


4663 


6367 


UUCACCAA G CUUCGUGA 


12825 


TPTiPiP A AP3 P^P^P^T A P* P^T A P* A A PV^ A »T w TV50 r PP^A A 

XCAGGAAG GGGIAGGIAUAAGGA IxviGlvxAA 


O "5 O AT 


4668 


6362 


caagcuuc g ugaugacu 


12826 


T\ pUPTiTPr, npnqi I\PP»Ii71 OA a pv^ a p^a ap^p^twtv^ 
AGIGA1UA GGLlAGGxAtt-AAGGA VjAAGG11\j 




4685 


6345 


UCCACUUC G UUGUUGuC 


12627 


PTipjiTipaTi P'p'p^BPP'rapjvTtppji pun r* r Pfir t t\ 
GAuAACAA GGGlAGGxAGAAGGA GAAGxviGA 




4688 


6342 


TV /TT TT T/*X/*TTTT T Pi T TT TOTTfTY TT Tf"1 

ACUUCGUU G UUGUCUUC 




P""A JiPftPB A P20 P 1 T A firuV A r 1 A 74 PP A A A PV' 1 A A PIT 1 
wAAGAv^AA GGl* 1 A\j C X ALJiAUviA MLuHAu X 




4691 


6339 


TY/^/*1TTTT^TTT T f> T TfVt TT T/^T T A 7V 

UCGUUGUU G UCUuCUaA 


12829 


TTAPMiPs nnr^'v a o p^p upsii pv^ a taaoaapvta 
X XAGAAUA VtGCxAGGIAUAAUGA AALJ^LAiA 


JJZXX 


4704 


6326 


/-tttti t\ 7\ 7\TTTT P 1 TTP^TTTTTTP'TTP"' 

CVAAAAUU G UGUUUGUG 




P^7AP7X A ar*7A PVVTafSPTAPAafYJTl AATTTTTin 




4706 


6324 


TV 7\ TV ATTTTPMT P"* T TT TT TPT TP^PT T 

AAAAUUGU G UUUGUGGU 


1 O O 1 1 


zirrsAPA aa pjpsr'TZinpTAPAZir'na apaatttt 


^"*91 7 
J O ZXJ 


4710 


6320 






TPPTafJPa fTTlPTAnPTAPAAPPA AAAPAPAA 


33214 


4727 


6303 


PPMTPB TA A P" 1 P^AP^f 1 APVIT 

LGAUGAAA G GAGL^V-UU 




AnrnwzTn nnpranrTAPA Arvza tthttiatpp 


JJ4X3 


4739 


6291 


r*Ttr*mir>r*f* r* ttpt , ttpt_p2.tta 
GAGGUGGG G UGGUolaUA 




Tarrarna ^zfiPTAnPTAPAArYZA PCRAonTn 




4742 


6288 


PITPrWTTP P"» TTP'/* , T TATTP 1 A 

LULCGGUL G UGGUAUGA 




TPBTirra nrsPTAf2PTAPAAPf37A pia ppvyiLf; 


JJaX / 


4745 


6285 


PVP'TTPV^TTP^ /*• TT ATTP« A PAP 

CGGUCGUG G UAUGAGAC 




rtTfiTPATa rzfiPTTifsrTar'TiaPfSA PAPf^APPn 


•a ooi r 


4758 


6272 


ACACUCCA G CCXiCUGCA 


1^837 


•TWlTiPPPP PUVTBPiP'TliPTiTAPP'a rp/^y-1 7\ ^nv-irp 

XGV-AGGGu GGG I AGG X AGAAGGA X GGAG Xvj X 


HOI o 


4761 


6269 


/~it TrriAPrir 1 r* pttpptitvpp 

CUCCAGCC G CUGGAACC 




GGXXvtUAG WjL 1 AvjC 1 ALAAUjA VsljGXwijAtj 


noon 


4764 


6266 


nikonnnnrT Pi oiv A P»f*TTTTf^ 

CAGCCGCU G CAACCUUG 


12839 


P^A AP3P^fWt»P^ PPPTTlPPTlAPR APVA TjPPWPn'P 

CAAGGTTG GGCTAGCIACAAGGA AGGGGdG 


J322J. 


4772 


6258 


gcaaccuu G UAAGCCAG 


12840 


OTPPPTTTl PPPTTAPPTTiPRRPPTl Ji j\Op miiiz-r 

G1GGG1XA GGG1AGG1ALAAGGA AAGGX xGG 


ooooo 


4776 


6254 


CCUuGUAA g CCAGCCAA 


12841 


1T'TV^P/" , TV" , P > « PPPT'APP'PTtPTlTiPPTi TTTVPRTlPP 

I XuGG XGG GGL 1 AGG 1 AGAALGA 1 x AGAAGG 


33223 


4780 


6250 


GUAAGCCA G CCAAACUG 


12842 


PRPn*T"PPP PPPTSPPTTiPTiIiPPA «TV7</" , P"' r ru I'A P^ 

GAG X X I GG GGG 1 AGG 1 AGAAGGA XGG C X X AG 




4789 


6241 


CCAAACUG G CAGAUCUG 


12843 


PAPAT 1 P^T 1 /""' PPPTTjPPTTiPHTjPPTI PTlPTVPTPP 

GAGAXGXG GGG1 AGG 1 AGAAGGA GAGxxxGG 




4797 


6233 


PPUPMTPTT /~i /^TV/^TTf^/^TTr^ 

GCAGAUCU G C-AGUCCUC 


X^o44 


ptappsptt 1 n/"*r , TAnp" w PA p*»a a py!!a APiA r rP v T , nr^ 

liAoliALxu uVjL X AbU i ALAAUjA AliftlLlbL 




4800 


6230 


GAUCUGCA G UCCUCAAC 


12845 


PTTiPAPP A PPPTRPPTSPTlRPPR TPPJ\PATP 

G xTGAGGA GGG X AGG 1 AGAAGGA X GGAGA X G 


O TOOO 


4810 


6220 


CCUCAACA G UUCCAGAA 


JL<so4d 


TTPWPTi A <VPT7iPP«riVPTiTiPPTi TP1TTP2AP1P2 
X iLxouAA GGUX AGGXAGAAlAzA lul XviAbo 


ooooft 
JJZzo 


4820 


6210 


TTP/lllPKItTl /"t T TT TT TT TT TT T7"Tr T 

UCCAGAAA G UUUUUUCu 


l^ib4 / 


AP^AAAAAA PlPTwp A PiP Tr t T A ^* A APT* A TTTP^TWA 

AuAAAAAA GGL.X AGGXAGAAUGA liltluuA 




4843 


6187 


UCCTJCUGA G CCGGUAUU 


12848 


TiRfRPPPP f^F* P^T* A P^ P^T 1 A P^ A A fV^A TPTaPSPPH 

AA TAG GGG GGG i AGG 1 AGAAGGA XGAGAGGA 




4847 


6183 


cugagccg g uauucccc 


12849 


W^PSSTR PPPT»PP<TITjPTi UPPR /Ipi pi prtlp T\ pi 

GGGGAATA GGGxAGGTACAAGGA CGGCTCAG 


1 *a no i 


4863 


6167 


/"17V Ttnr'» TT/~< /T TTATTATTA 

CAUCCAUG G UAUAUACC 


1 *5 O CPl 

12850 


PPTJITBTS P2P 1 P' w rAP!!P^ , PAP^A APV*A P* 1 A TV3P^ A •fP™ 1 

GGXAXAX A GGG X AGG I AGAAGGA GAI\jtiAX\j 


■a *5 o "a o 


4879 


6151 


/-It -tt T/T Tr^ 7\ O r~» /~rr T/TT/^/TTTT 

CUUCUCAC G CUCUGGUU 


12851 


TjSPPJIPTIP p^r^ptrp A PJP*"! 1 A P^ A A PV^ A PTVUPTaTaP 

AAGGAGAG GGG X AGG X AGAAGGA bl\jAUAAb 


o. *a o *a *a 
33233 


4885 


6145 


ACGCUCUG G UUGGUAGA 


12852 


TPTiTtPPA A /^/-' P^T" A PLP^T 1 A P^ TV A P'P 1 A PRPRIVPT 1 

xGxAGGAA GGLl AGG 1 AGAAGGA GAGAGGGJL 


"J *3 O "3 yi 
33^34 


4889 


6141 


TT/TTT^^T TT T/*1 f** 1TTV /T TV A TTTT^ 

UCUGGUUG G UAGAAUUG 


12653 


PTiTiT'TP'T'Ti PPPT'TiPPTJiPTlTlPPTi PT A A PPTiP A 

CAATTCTA GGG I AGG X AGAAGGA GAAGGAGA 


33235 


4899 


6131 


*p* ATTf XT' A C^r* A T TP^ A r^TT 

AGAAUUGA G CGAUCAGU 


1J854 


arwiTPr 1 nr* p^p a pip^t a p" 1 a a pv^ a TraaTTPT 

AGXuAXUG viwL. X AUA_ X AL-AAUVjA xLAAllLl 




4906 


6124 


TiPPPTtTTPT. TTr»0/^TTTTTT^ 

AGCGAUCA G UCCGUUUG 


12855 


P^AAAPWA PPPTRPpiPTlPTiTiPPTi TV^ A TOP* P^T 

GAAAGGGA GGL 1 AGL 1 AGAALGA 1 viA X GGL X 


33^3 / 


4910 


6120 


tv T TO TV P^T TPP T TTTTT/TP" , OATT 

AUCAGUCC G UUUGGGAU 




RTPPPS A A P2/^r"T7if2r , T7An7i7irY 1 7i n/SHPTflTXT 
AXGrGLAAA ouLl AljC XAL-AALAiA uuALXuAX 




4915 


6115 


lTr^rV^TTTTTTr» PTiITPTT?TPT4 

UCCGUUUG G CAUGUUGA 


12857 


TPTiTiPRfP PJlPTlPPTTiPTiTAPPJl PJiRRPPPTi 

XGAAGAXo GGG 1 AGG X AGAAGGA GAAAGGGA 


1 "300 O 


4919 


6111 


TTtTririprtUT T P f TTTP At T/MTTT 

UUUGGCAU G UUGAUGUU 


12858 


A TV PATP A A P?pTprrp7\ p»/-trpT\ pTTV A PV" A 7\ ryv* , P , P^ A A A 

AAGAIGAA GGG 1 AGG X AGAAGGA AXvaGGAAA 


33Z4U 


4925 


6105 


T\ T TpT TT Tr~! ATT pi 1 TTTP^TTrV»AP^ 

AUGUUGAU G UUGUGv-AG 


xzbby 


P^TWAP^AA PPPT A P^ r^V APATi PV~" A BTPBhPI\T 

G1GGAGAA GGGi AGG 1 AGAAGGA AlLAAvjAl 


OlOAl 
JJ/4X 


4928 


6102 


TTTTP ATTP*«TTTT rt TTPPTiPPTiTT 

UUGAUGUU G ULGAGUAU 


lzbbu 


TiTWPTPPTi P1P5PT APJP^T AP">A APV1A A A P^ A TP* 1 A A 

AlAiGxvjGA GGGI AGG 1 AGAAGGA AALAXLAA 


TJOAO 


4933 


6097 


T TT TP^T TP^P^ A P* P'lATTP* ATTTTP^ 

GUUGUCCA G CAUGAUUC 


nod 
12861 


PATiTPTAKP P1P^P»PAP5/^*PAP^A APVA TV^PI TiPA&P 

GAAxGATG GGG X AGG 1 AGAAGGA XuGAGAAL. 


J3Z43 


4942 


C f\ O Q 


PTATTP* AtTTTP^ r* TTP'P^P^TTOA P^ 

GAUGAUUU G UGGGUCAG 


128o2 


P^TV^APSP^P^A PIP'P^T^APIP^'PAP^A AHP1A P? A ATP^AfPS 
GXGAGGGA GGGXAGGIAUAAIJGA VsAAXVJAXvj 


HOAA 


A A 
45*44 


dUoo 


UGAUUUGU G LX.UUAGUL. 




P^ AP^TYIA^PI PV^rTAPlf^TAOATAPPlA AfYlaATPJi 
GAGl\sAGG uuLinuL XAuAAUjA AUiflAltA 


O^OAR 


X OCA 


bUoU 


PTTP2P , P >, TTP , A P^ TTPVA AITP^P^ 

GUGGGUCA G UCGAAUGG 


i o a px 
128o4 


PP!iTTVnTl P^PirwT 1 AnP^PAP^A RPPTi TVJAPIP^P^ A P^ 

GGAi xGGA GGGI AGG X AGAAGGA XGAuvaUAU 


•5'IOAC 
33^40 


4959 


6071 


rTPVTV RTTP , P ,> O /VI J\ }\ p*TTT TP^ 

UGGAAUGG G GGAAGUUG 


12865 


PMVPTpmnP p>p»«fn7\ p^pvpw /^tv APV^ A PPRT'n^PTi 
GAAGX X GG GGG L AGG x AGAAGGA GGAi XoGA 


33247 


4964 


oUoo 


tlPfl/WATi pr TTTTPVAPTTT/*^ 

UGGGGGAA G UUCGAGUC 


12866 


PTtPTipPTtTV PPPTTlPPTTipTiTippTi f P*T*PV , r , P , P , & 

GACTGGAA GGGi AGG x AGAAGGA iiGGGGGA 


33z4o 


4970 


6060 


AAGUUCGA G UCf3UCUTJC 

nnuuuv<un w uv_vjlj\_u vjv_< 


12867 


RAARAPRA GGPTAGP/TACAAPGA. TCGAACTT 


33249 


4973 


6057 


UUCGAGUC G UCUUCAUU 


12868 


AATGAAGA GGCTAGCTACAACGA GACTCGAA 


33250 


4983 


6047 


CUUCAUUC G UGUGCCCC 


12869 


GGGGCACA G^sCTAQCTACAACGA GAATGAAG 


33251 


4985 


6045 


UCAUUCGU G UGCCCCCC 


12870 


GGGGGGCA GGCTAGCTACAACGA ACGAATGA 


33252 


4987 


6043 


AUUCGUGU G CCCCCCAU 


12871 


ATGGGGGG GGCTaGCTACAaCGA ACACGAAT 


33253 


5000 


6030 


CCAUAACA G UACUCAUC 


12872 


GATGAGTA GGCTAGCTACAACGA TGTTATGG 


33254 


5017 


6013 


ACCAACUU G CGACGGAU 


12873 


ATCCGTCG GGCTAGCTACAACGA AAGTTGGT 


33255 
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5038 


5992 


ACCGAUAC G UCCACGUC 


12874 


LjAvJO i VjViA vjUCIAvjL. J^U-AAvAiA olAlvJvivji 




5044 


5986 


ACGUCCAC G UCUCUGGG 


12875 


CCCAGAbA GGCIAULIAuAALajA GTGGACGT 


33257 


5052 


5978 


GUCUCUGG G CGGCACUA 


12876 


TAGTGCCG GGCTAGCTACAACGA CCAGAGAC 


33258 


5055 


5975 


UCUGGGOG G CACUAGCU 


12877 


AGCTAGTG GGCTAGCTACAACGA CGCCCAGA 


33259 


5061 


5969 


CGGCACUA G CUGCUGUC 


12878 


GACAGCAG GGCTAGCTACAACGA TAGTGCCG 


33260 


5064 


5966 


CACUAGCU G CUGUCACU 


12879 


AGTGACAG GGCTAGCTACAACGA AGCTAGTG 


33261 


5067 


5963 


UAGCUGCU G UCACUGCA 


12880 


TGCAGTGA GGCTAGCTACAACGA AGCAGCTA 


33262 


5073 


5957 


CUGUCACU G CAGAUGGU 


12881 


ACCATCTG GGCTAGCTACAACGA AGTGACAG 


33263 


5080 


5950 


UGCAGAUG G UUCUCCCA ! 


12882 


TGGGAGAA GGCTAGCTACAACGA CATCTGCA 


33264 


5112 


5918 


CUCCUUCU G UUAUGAUG 


12883 


CATCATAA GGCTAGCTACAACGA AGAAGGAG 


33265 


5121 


5909 


UUAUGAUG G UUGGUUUC 


12884 


GAAACCAA GGCTAGCTACAACGA CATCATAA 


33266 


5125 


5905 


GAUGGUUG G UUUCACAC 


12865 


GTGTGAAA GGCTAGCTACAACGA CAACCATC 


33267 


5141 


5889 


CUCUUCCG G CUGUCAAU 


12866 


ATTGACAG GGCTAGCTACAACGA CGGAAGAG 


33268 


5144 


5886 


UUCCGGCU G UCAAUCAC 


12887 


GTGATTGA GGCTAGCTACAACGA AGCCGGAA 


33269 


5156 


5874 


AUCACCCU G CUCGCCUU 


12888 


AAGGCGAG GGCTAGCTACAACGA AGGGTGAT 


33270 


5160 


5870 


CCCUGCUC G CCUUGAAG 


12889 


CTTCAAGG GGCTAGCTACAACGA GAGCAGGG 


33271 


5168 


5862 


GCCUUGAA G UUAGCCCC 


12890 


GGGGCTAA GGCTAGCTACAACGA TTCAAGGC 


33272 


5172 


5858 


UGAAGUUA G CCCCCAUU 


12891 


AATGGGGG GGCTAGCTACAACGA TAACTTCA 


33273 


5189 


5841 


UCAGAUAU G UCUGUUGU 


12892 


ACAACAGA GGCTAGCTACAACGA ATATCTGA 


33274 


5193 


5837 


AUAUGUCU G UUGUGAUA 


12893 


TATCACAA GGCTAGCTACAACGA AGACATAT 


33275 


5196 


5834 


UGUCUGUV G UGAUAACA 


12894 


TGTTATCA GGCTAGCTACAACGA AACAGACA 


33276 


5207 


5823 


AUAACAAA G UCCCAAUC 


12895 


GATTGGGA GGCTAGCTACAACGA TTTGTTAT 


33277 


5219 


5811 


CAAUCAUC G UUCUUACA 


12896 


TGTAAGAA GGCTAGCTACAACGA GATGATTG 


33278 


5234 


5796 


CAUUUUGG G UACUCCGU 


12897 


ACGGAGTA GGCTAGCTACAACGA CCAAAATG 


33279 


5241 


5789 


GGUACUCC G UCUCGUAC 


12898 


GTACGAGA GGCTAGCTACAACGA GGAGTACC 


33280 


5246 


5784 


UCCGUCUC G UACGACUU 


12899 


AAGTCGTA GGCTAGCTACAACGA GAGACGGA 


33281 


5258 


5772 


GACUUUCtt G UUCAAUUG 


12900 


CAATTGAA GGCTAGCTACAACGA AGAAAGTC 


33282 


5283 


5747 


UCUUUCCA G CACGUUGU 


12901 


ACAACGTG GGCTAGCTACAACGA TGGAAAGA 


33283 


5287 


5743 


UCCAGCAC G UUGUAGGC 


12902 


GCCTACAA GGCTAGCTACAACGA GTGCTGGA 


33284 


5290 


5740 


AGCACGUU G UAGGCAAA 


12903 


TTTGCCTA GGCTAGCTACAACGA AACGTGCT 


33285 


5294 


5736 


CGUUGUAG G CAAAGGGC 


12904 


GCCCTTTG GGCTAGCTACAACGA CTACAACG 


33286 


5301 


5729 


GGCAAAGG G CAAUCUCA 


12905 


TGAGATTG GGCTAGCTACAACGA CCTTTGCC 


33287 


5329 


5701 


GACACUAG G CACAAACC 


12906 


GGTTTGTG GGCTAGCTACAACGA CTAGTGTC 


33288 


5343 


5687 


ACCAAACC G UCUUCCCG 


12907 


CGGGAAGA GGCTAGCTACAACGA GGTTTGGT 


33289 


5352 


5678 


UCUUCCCG G UGUAUUCU 


12908 


AGAATACA GGCTAGCTACAACGA CGGGAAGA 


33290 


5354 


5676 


UUCCCGGU G UAUUCUGU 


12909 


ACAGAATA GGCTAGCTACAACGA ACCGGGAA 


33291 


5361 


5669 


UGUAUUCU G UGAUCCAU 


12910 


ATGGATCA GGCTAGCTACAACGA AGAATACA 


33292 


5372 


5658 


AUCCAUUC G UAUCCAGA 


12911 


TCTGGATA GGCTAGCTACAACGA GAATGGAT 


33293 


5381 


5649 


UAUCCAGA G UUCCAAGC 


12912 


GCTTGGAA GGCTAGCTACAACGA TCTGGATA 


33294 


5388 


5642 


AGUUCCAA G CUCGAUCC 


12913 


GGATCGAG GGCTAGCTACAACGA TTGGAACT 


33295 


5406 


5624 


GGAUCUCA G UCUGUAAG 


12914 


CTTACAGA GGCTAGCTACAACGA TGAGATCC 


33296 


5410 


5620 


CUCAGUCU G UAAGUCGG 


12915 


CCGACTTA GGCTAGCTACAACGA AGACTGAG 


33297 


5414 


5616 


GUCUGUAA G UCGGAAAU 


12916 


ATTTCCGA GGCTAGCTACAACGA TTACAGAC 


33298 


5425 


5605 


GGAAAUUG G UGAAUUGG 


12917 


CCAATTCA GGCTAGCTACAACGA CAATTTCC 


33299 


5454 


5576 


GAUCUGAA G UGCCUGGU 


12918 


ACCAGGCA GGCTAGCTACAACGA TTCAGATC 


33300 


5456 


5574 


UCUGAAGU G CCUGGUGG 


12919 


CCACCAGG GGCTAGCTACAACGA ACTTCAGA 


33301 


5461 


5569 


AGUGCCUG G UGGGGUGG 


12920 


CCACCCCA GGCTAGCTACAACGA CAGGCACT 


33302 


5466 


5564 


CUGGUGGG G UGGCUGUC 


12921 


GACAGCCA GGCTAGCTACAACGA CCCACCAG 


33303 


5469 


5561 


GUGGGGUG G CUGUCAUG 


12922 


CATGACAG GGCTAGCTACAACGA CACCCCAC 


33304 


5472 


5558 


GGGUGGCU G UCAUGAAU 


12923 


ATTCATGA GGCTAGCTACAACGA AGCCACCC 


33305 


5484 


5546 


UGAAUAUU G CCGCCGCC 


12924 


GGCGGCGG GGCTAG CTACAACGA AATATTCA 


33306 


5487 


5543 


AUAUUGCC G CCGCCUCC 


12925 


GGAGGCGG GGCTAGCTACAACGA GGCAATAT 


33307 


5490 


5540 


UUGCCGCC G CCUCCCCU 


12926 


AGGGGAGG GGCTAGCTACAACGA GGCGGCAA 


33308 


5500 


5530 


CUCCCCUA G CUCGACCU 


12927 


AGGTCGAG GGCTAGCTACAACGA TAGGGGAG 


33309 


5511 


5519 


CGACCUUU G UGGAAAUG 


12928 


CATTTCCA GGCTAGCTACAACGA AAAGGTCG 


33310 


5519 


5511 


GUGGAAAU G UAACCUCU 


12929 


AGAGGTTA GGCTAGCTACAACGA ATTTCCAC 


33311 


5529 


5501 


AACCUCUU G CUGCAAUG 


12930 


waxiuuu uuwinu^i nuuiMjn nti\juvO\j±x 




5532 


5498 


CUCUUGCU G CAAUGCUA 


12931 


TAGCATTG GGCTAGCTACAACGA AGCAAGAG 


33313 


5537 


5493 


GCUGCAAU G CUAGCUGG 


12932 


CCAGCTAG GGCTAGCTACAACGA ATTGCAGC 


33314 


5541 


5489 


CAAUGCUA G CUGGGUCG 


12933 


CGACCCAG GGCTAGCTACAACGA TAGCATTG 


33315 


5546 


5484 


CUAGCUGG G UCGGUGAA 


12934 


TTCACCGA GGCTAGCTACAACGA CCAGCTAG 


33316 


5550 


5480 


CUGGGUCG G UGAAAUGA 


12935 


TCATTTCA GGCTAGCTACAACGA CGACCCAG 


33317 


5559 


5471 


UGAAAUGA G CCUCAUCC 


12936 


GGATGAGG GGCTAGCTACAACGA TCATTTCA 


33318 
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5579 


5451 


ACGAAGAG G UUwUAuUU 


1 OQ"17 


aaotaCAA GGCTAGCTACAACGA ctgttcgt 


33319 


5582 


5448 


-» n /-» t\ o / ii n t o ttaoi htppo 
AAGAGGU U G UAuUUUivj 




rfWAACTA GGCTAGCTACAACGA AACCTGTT 


33320 


5585 


5445 


7« /"»/"»TTt TOTTA O TTTTP/2/2PAP 
AGGUUGUA V? UULVjrVJrWiL 




OTYtTTGAA GGCTAGCTACAACGA TACAACCT 


33321 


5590 


5440 


ottaottttoo o OA oopttpit 




AOTvoooTG GGCTAGCTACAACGA CGAACTAC 


33322 


5597 


5433 


GGGAGGGU G UVjAwaAwA 




TCTCCTCA GGCTAGCTACAACGA AGGGTGCC 


33323 


5611 


5419 


AO A OATTOA o OOT in topo 




oppAonnG GGCTAGCTACAACGA TGATGTCT 


33324 


5615 


5415 


AUGAGGGU G UIjvjoUIjAVj 




PTCAPrCA GGCTAGCTACAACGA AGGCTGAT 


33325 


5619 


5411 


/vnTfTirr p ttoappptta 




TACCCTCA GGCTAGCTACAACGA CCACAGGC 

lr»w>vW Jl Vi«*« www a nv v 4«nwinw wto ww^wfWJww 


33326 


5625 


5405 


GGGUGAGG v? UAwUiUwt 




TCATGCTA GGCTAGCTACAACGA CCTCACCC 


33327 


5628 


5402 


iT^BflrrTra n oattpapap 




OTGTCATG GGCTAGCTACAACGA TACCCTCA 


33328 


5665 


5365 


TTPV^ATTTTATT rt TTTTPTTPTTPP 
U LuiU U AU G UULUCUuu 


1 OQA7 


CCAGRGAA GGCTAGCTACAACGA ATAATGGA 


33329 


5674 


5356 


TTTTOTTOTT)f7_P O PBfTTWnT! 

UULUGUGG G GAUUGGvjvj 


1 OQAR 


rnCZTAmYZ fVSPTAnPTACAACGA CCAGAGAA 


33330 


5679 


5351 


UGGGCACU G CGGAUGUG 


1 OQAQ 


rtaraTrn, fTRrTArtPTACAAPGA AO r W3rcrA 


33331 


5685 


5345 


»TT T«-» r"« 7V T T O TTOTTOPTTAP ' 

GUGGGGAU G UGUGGUAG 








5690 


5340 


GAUGUCUG G UACCGGAU 


i^ybi 


A T'OPVT'OT" R PPPT&flPTRPB ftp/jn O A/9TV.O A'PO 
Al wvAiiA uuL X AuL 1 ALAAUJtA wiUnwilU 


99999 


5701 


5329 


<^ fV^ /-I TV T T/^ O O 7\ /"TT TO prr tp 

CCGGAuGG G CAGuGGUG 


bz 


O Ann^PTYZ rV^r^ArjornAOA AOOA PPA/PPPCtP* 


9999A 


5704 


5326 


/r TV TT/^rTI /"*7V O TTOOTTOTTOA 

GAUGGGCA g ucguguga 


x«s y b J 


TY^nOAOOA oop<pAOp*pA oa a oojv THPPPATP 
X VjAoA\3UtA OUL 1 i-ioL. X xlV^nAVASA 1 VjwLA X w 


JJJJ J 


5713 


5317 


TTrl/ir T/^tT T/^ ^ O TTOOTTTTOAO 

UCCUCUCA G UGGUUCAG 


izy b^ 


ot»o a a o o a pyiPTap/Tapaap^a to snannTi 

L> iuAAuLA o\aU 1 AOL X aUiaLUa 1 vj^w^uvjrV 


9799fi 


5715 


5315 


CUCUCAGU G CuUCAGCG 




p>o OTO A AO nOOTTi^PTPlVPAIirYJJi 7iPTY^A.OAO 
viVjU. 1 VjAAVj kioU 1 auL 1 AL^iALAaA A*w IuauaIj 


99"*99 


5721 


5309 


AWT/^/'^TTYTO TV /-i/^7\ TTOTTf ft 

GUGCUUCA G GGAUGUGA 


i once 

i£ y bo 


TranaTP/j oop^Tvpp^A oa t\ ppjA TfiAAfSPap 


33338 


5730 


5300 


f~lf^ 7\ T T/TT "A O OAOOOA P7\ 

CGAUCUCA G GAGGGAGA 


1 OQCT 

j.zyb / 




JJJJ? 


5733 


5297 


TTZ-^TTOA p» PPSPStinP 

UGUGAGGA G LLAUyiv-L 


±£ y bo 




JJJ1U 


5745 


5285 


/1» SHnATTP O TTTTOOTTOPTT 

CAACCCUG G UUGGUGt-U 


1 OQC O 

±^y b y 


artPlPPai P-fiPTTifSPTAPAZiPnA PAfWITTP. 


JJ Jtl 


5749 


5281 


O/TTOOTTTTO P TTPPTTAPPA. 

CGUGGUUG G UuLUAuUi 




T(TPTaf2P2i RnPTanrTAPAaPRR PAAPPAfiT! 


jjji* 


5751 


5279 


TTP!OTTTTOOTT O prfTA pp^ p/J 

UGGUUGGU G L UAGUAL.br 




pntYiPTafi nnpTanPTipaapRA appaappa 

LuJlC^lAw UUL 1 aUU 1 aLaaLUa a^ViAaULa 


97949 
JJJiJ 


5755 


5275 


ttop'ttoptta o o a p*oo ot to 
UGGUGGUA G GAGGtjGLHj 


1 OQCO 

xzy o« 


partppnTY3 finprafiPTaraapfia ta^spappa 


97744 

J J J *4*x 


5760 


5270 


OTTAr"»f"17V OO O OT TOT TT T/^T TO 

CUAGCACG G CUGUUCUG 


lzyo J 


OAOAAOAO PPPTR^PTfiPA 7\ On r fV20T71<9 
GAGAAGALj GG G i AbC 1 ALAALuA \Jj iuU X Aur 


9774. 
J J J**D 


5763 


5267 


PPRPPPPTT /"i T TT TPT TP 1 7\ OT T 

GCACGGCU G UULUCAGU 




aonYianaa frnrTAnpTAPAannzi afiprviTnp 

AL- luAuAA bbL X r\x3\~ 1 /iV-rtr\UV*rv /Uj*wv.vjr X VjrL* 


7 7 74fi 
J J J *± O 


5770 


5260 


TTrrniTPTTftE o t Tr'TTTTrr tptt 
UGUUCUCA G UGUUGUGU 


JLz y bb 


apanaapa f^PTap.PTaPAJir'rtA Tnanaapa 

AL-AIjAAVjA LAjL. X AvjV^ X AL^iAL.V5A X VaAvaAAUA 


9 7749 
J J J*± / 


5777 


5253 


TV OTTOTTTTPTTT O T TTTTT7V TTOP*0 

AGUCUUCU G UUUAUGGG 


lz y DO 


OOOATAAA OOOT AOOT 1 AO A AOT2A AO A Afl A PT 
GGGA X AAA GGG X AGG X ALAALuA AoAAuAG X 


97 7 AC 
J J J*cO 


5784 


5246 


t t/tt TT TT T TV T TP O OOTTOTTTTTTO 

UGUUUAUG G GGUGUUUG 


izyo / 


PRllPBPrt OOOT AOOT AOA A0^2 A PlVTlVJlIiPIi 
LAAnuAbvj oVa iAuc X ALAAvw U\1aaaUa 


9774Q 
J J J43 


5800 


5230 


PHTTPRTTnTT O T TP* PP1\P A A 

GAuGAUCU G UGGLAGAA 




TTOTOOOA OOOTAOOT AO A AO^IA I^IRTP&TP 
1 ILiuLLA UUL 1 AuL 1 AwiALua AunlLAlL 


jJJjU 


5803 


5227 


GAuCUGUG G CAGAAULG 


iz yoy 


OO ATTOTVZ finPTArZPT'APA APY3A PAPHrZATP 
uua! X U X VJ ouL IauL IaUaaLua L>fiwiVjn.X V* 


777*^1 
JJJjI 


5817 


5213 


TTOpirTOPTTTT r» TTTTTTTTTV PTV" 1 

UGLUL-V.UU G UUUUALUj 


x«y /u 


rVIrtTAAAA rSTJPTAOPTAPAAPrJA AaonARTJa 
UjuIaaaa UuL X >»'<b-rirlL.O*> nivjunuVjn 


33352 


5826 


eft ft /l 

5204 


TTTTITT TA PPP O PPPPPftPR 


l£ 7 / i. 


'VCCCdnnfl rtfZr , TAf3PT , APA2ifV*A PflTITAAAA 


777^7 

J J J 3 J 


5828 






1 9Q79 


PATPPrWl GOPTAGPTAPAAPGA GPPGGTAA 


33354 


5845 


blob 


UAUAULLn Vj UAUftuUWi 




TPAPTY5TA GP.PTAGPTAPAAPGA TGRATPTP 


7775R 
jjjjj 


5850 


5180 


CCAGUAGA G UGAUGUoU 


1 9 Q7 A 


liPArSZ^TPTl P.P-PTAP.PTaPAl\PflA TflTAPTfSn 
AVJAvjAX w\ VjVjV— l.rl'Ov. X i\wxr!C>V3(n X ulnU X VJ\J 


J J J JO 


5857 


5173 


AGUGAUCU G UUVJUUUCC 


1 O one 

i<iy /b 


OO A A A A A A PPPTAPPTS OA APVTITA SPRTPAPT 

GGAAAAAA GGGXAGGXAGAAGGA AuAiLAti 


*a Q 9 C*7 

j J Jb / 


5869 


5161 


UUUCCaJCA g caucucag 


12976 


omOAOATiO OOOT 1 A OOT" A OA A P*0 A TOAP-PAAA 

G1GAGA1G GGGXAGGXAUAAGGA XGAoGAAA 


9 9 9 C O 

j j j b o 


5878 


5152 


CAUCUCAG G UUCGAAUG 


T *5 0*71 

12977 


O A fTPP A A OOOT* AO OTf AO A AOOA OTV^ A O A TO 
GAX X GGAA GLiG X AVjG X Al-AAvJGA G I TjAIjA X G 


97 ICQ 
J J Jb9 


5889 


5141 


CGAAUCCG G CUGGGAUU 


12978 


TVA*POOOAO OOPwrAOP^PAOA A OO A OOO A TT OO 

AAxGGGAG GGGXAGGXAGAAL\iA GGGAX XGG 


"3 *J "J C ft 

J J JbU 


5899 


5131 


T T^/^<*< TV T TT T/^ n mtn TV T TP/^TV 

UGGGAUUG g CUCaUCCA 


12979 


•POOATVAO PPPT A OOT 1 A O A A P*0 A OA ATOOO A 

XuGAXuAG GGGXAGGXAGAAGGA GAAXGL.GA 


j J jb X 


5920 


5110 


TlTTPTl^ftftfT O /*17V OTT7VTTOO 

UUCACCCU G CACUAUCG 


n i a a ft 
12 980 


OOATAOTO OOOTAPOTAPA APOA A OOO TO A A 

GGAXAGXvj GGGXAGGXAGAAGGA AuGoXuAA 


999«C9 
J J J02 


5928 


C "1 ft ft 

5102 


PP7VP7TJMTP P" pTOOTTTTnTTO 

GCAGUAUU G CGGUUAUG 


1 9 QQ1 


OATA AOP^3 f2^2PT2VnP*T2iPAAPnZl OATAHTY1P 
LAXAAGGG OVjV- X A\jV^ X Aw^AvAiA uaIaoIva. 


999^9 
J J JO J 


5930 


C 1 ft A 

5100 


T\ OTTATTPVO O PT TT T A T TOT T A 

ALUAUUbu G L-UUAULtUA 


1 9 QU9 


TfiPlTaan P^3P*TArtPTAPAAPrtA nPfJATAfiT 
lAV^AXAAIa VaA« 1 aVjI* 1 nvnnVAXA V>L>unlnv>x 


777£4 
J J JO** 


5936 


5094 


rTVPTTTTRTT O TTfiTTPAPPP 

GGGv-UUAU G UAUGAGUG 




OO OTO AT A fV!PT21f2PTAPA APP-Zi ATAARPHP 
UUV/LLKIA uV3\^ 1 AV9v 1 AUviVAvi i\XAAV9V«V3 , w 


999CR 
J J JO D 


5942 


5088 


7\ TTOT T7V TTO A O PPPTTTTPPP 

AULjUAUGA g ggguuggg 


1 9 Q Q/ 

xzy a4 


pppaarvri pj7ptap.ptapaapp.a tpatapat 


977CC 
J J J OO 


C Q A C 

5945 


c n □ c 

5085 


TT 7V T TO AO OO O TTTTPPPPJ1TT 

UAUGAGGG G UUGuGGAU 




A TO PPP A A POOTAf^PT APA APPA PPPTP ATA 
AiuLUJAA vjvrt_X AuU i ALAAUiA outlVJilA 


999C9 
JJJO / 


5950 


5080 


PPPPTTTTPP O O ATTTTATTOA 

GGGGuUGG G GAUUAUGA 


DO 


TP ATA ATTS PPPT 1 APPT A PA A PY1A PPA APPPiP 
XGAXAAXvi IjVj\-XA*jUX AV_AAVJ\jA UUAAWVToC 


999 ^ P 


5966 


5064 


7V OT TOO A TTTT O PPAITAAAfl 

ACUCCAUU G CCAUAAAG 


12987 


PTTTATVyi OOPT AO P^P A OA APPA A A 1*00 A OT 
GllXAxGG GGGXAGGXAGAAGGA AAXvjVjAGX 


9 71C O 

j j joy 


5974 


5056 


OOOATTA A A O OOOAATTOA 

GCCAUAAA G CCCAAUCA 


noon 
12988 


*T*0 ATTV^OO PPPTRPPTftPJi A OOA T tt T»P ATOOO 

XuAXJlGGG GGGXAGGXAGAAGGA X X X AX\jGG 


9 9 1*7 ft 
J J J /U 


5990 


5040 


AOATTOIVOO O T TT TT TT TT TOT TO 

ACAUCACC G UUUUUGUC 


12989 


OAOAAAAA PPPTAPPTAPA AOO A PPTPATPT 

GAGAAAAA GGGXAGGXAGAAGGA GGxUAXuX 


111*11 
J J J / X 


5996 


5034 


O/^TTTTTTITTT O T TOO TV OTTTVTT 

CCGUUUUU G UCCACUAU 


12990 


A f A OT»00 A /^OOT" A OOT*T\ OA A OOA A A A A A PVV 

ATAGTGGA GGGTAGGIAGAAGGA AAAAAGGG 


jj J /2 


6007 


5023 


r^3\OTTATTTTO O TTOAOOOTTO 

CACUAUUG G UGAGCCUG 


12991 


OA 000^*0 A PPPTS ppmx OA A P*0 A OA A TAPfP 

GAGGGxGA GGGXAGGXAGAAGGA GAAXAGXTj 


^*i^*ji 
jj J /J 


6011 


C ft 1 Q 


TV T TT TOOT TO A O OOTTOATTOTT 

AUUGGUGA G GGUGAUGU 


12992 


AOATPAOO PPPTA PP°PA OA A OOA TPAPPAAT 

AGA iGAGG GGG X AGG X AGAAGGA X GAL. LAA X 


999 94 
J J J /** 


6018 


5012 


AGCCUGAU G UUCCAGUG 


12993 


CACTGGAA GX3CTAGCTACAACGA ATCAGGCT 


33375 


6024 


5006 


AUGUUCCA G UGGGGAAG 


12994 


CTTCCCCA GGCTAGCTACAACGA TGGAACAT 


33376 


6032 


4998 


GUGGGGAA G UCCAAAGU 


12995 


ACTTTGGA GGCTAGCTACAACGA TTCCCCAC 


33377 


6039 


4991 


AGUCCaaA g UCACGGCC 


12996 


GGCCGTGA GGCTAGCTACAACGA TTTGGACT 


33378 


6045 


4985 


AAGUCACG G CCCCGAUU 


12997 


AATCGGGG GGCTAGCTACAACGA CGTGACTT 


33379 


6064 


4966 


UCCUUCAG G UGUUUUGA 


12998 


TCAAAACA GGCTAGCTACAACGA CTGAAGGA 


33380 


6066 


4964 


cuucaggu g uuuugaac 


12999 


GTTCAAAA GGCTAGCTACAACGA ACCTGAAG 


33381 
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6082 


4948 


CACCCCUG G UUUCGUCU 


13000 


AGACGAAA GGJTTAGCTALAAtXSA CAGGGGTG 


*5 *a o q*i 


6087 


4943 


CUGGUUUC G UCUGGACG 


13001 


CGTCCAGA GGCTAGCTAUAAvJUA GAAACCAG 


33383 


6095 


4935 


GUCUGGAC G UUCUUAAC 


13002 


GTTAAQAA GGCTAUCTAUAAUiA UTUUAUAU 


33384 


6104 


4926 


UUCUUAAC G UUCUUGCC 


13003 


O S"< fl A A A A f*f* f *T> A /T^Vp A f~*T\ft A /^fropTV A<^A T\ 

GGCAAGAA GGCUAGCIALiAALXaA Lrl xAAGAA 


3338b 


6110 


4920 


ACGUUCUU G CCAGGUUC 


13004 


GAACCTGG GGCTAGCTACAACGA AAGAACGT 


33386 


6115 


4915 


CUUGCCAG G UUCCACCA 


13005 


TGGTGGAA GGCTAGCTACAACGA CTGGCAAG 


33387 


6133 


4897 


AAUCAUCU G CACCUCAU 


13006 


ATGAGGTG GGCTAGCTACAACGA AGATGATT 


33388 


6145 


4885 


CUCAUCCU G CCCGUUCC 


13007 


rriMvrvnp or»r w PTv/ , /^'P »p» a^v> a tv/^otvtv^tv/^ 
GGAACGGG GGCTAGCTACAACGA AGGATGAG 


33389 


6149 


4881 


UCCUGCCC G UUCCACUU 


13008 


AAGTGGAA GGCTAGCTACAACGA GGGCAGGA 


^ T T t\ r\ 

33390 


6158 


4672 


UUCCACUU G UGCUGCAA 


13009 


nvnnnnnnit /v^/vnnnnmiv f*A k/viiv aa/^ttv^oaa 

TTGCAGCA GGCTAGCTACAACGA AAGTGGAA 


33391 


6160 


4870 


CCACUUGU G CUGCAAUU 


13010 


AATTGCAG GGCTAGCTACAACGA ACAAGTGG 


33392 


6163 


4867 


CUUGUGCU G CAAUUUCC 


13011 


GGAAATTG GGCTAGCTACAACGA AGCACAAG 


33393 


6175 


4855 


UUUCCAGG G UCCUCCGU 


13012 


ACGGAGGA GGCTAGCTACAACGA CCTGGAAA 


33394 


6182 


4848 


GGUCCUCC G UAACAAAG 


13013 


CTTTGTTA GGCTAGCTACAACGA GGAGGACC 


33395 


6190 


4840 


GUAACAAA G UCGAUCCU 


13014 


m.MMmm^*M% mmmth *i MM»*»m, ^^n. » mm » mmm/inVTiiv n 

AGGATCGA GGCTAGCTACAACGA TTTGTTAC 


33396 


6209 


4821 


UUGACACU G CCCCAGUA 


13015 


TACTGGGG GGCTAGCTACAACGA AGTGTCAA 


33397 


6215 


4815 


CUGCCCCA G UAUGGGUC 


13016 


GACCCATA GGCTAGCTACAACGA TGGGGCAG 


33398 


6221 


4609 


CAGUAUGG G UCCAGGCG 


13017 


CGCCTGGA GGCTAGCTACAACGA CCATACTG 


33399 


6227 


4803 


GGGUCCAG G CGGCCCUC 


13018 


GAGGGCCG GGCTAGCTACAACGA CTGGACCC 


33400 


6230 


4800 


UCCAGGCG G CCCUCUCC 


13019 


GGAGAGGG GGCTAGCTACAACGA CGCCTGGA 


33401 


6239 


4791 


CCCUCUCC G CUCAUCAA 


13020 


TTGATGAG GGCTAGCTACAACGA GGAGAGGG 


33402 


6249 


4781 


UCAUCAAA G CGGCUCCU 


13021 


m M^^m *^^^MM MM MJH H M MJ lllv M, H m. MM m mfflm/1 m. m/1 m 

AGGAGCCG GGCTAGCTACAACGA TTTGATGA 


33403 


6252 


4778 


UCAAAGCG G CUCCUUUU 


13022 


AAAAGGAG GGCTAGCTACAACGA CGCTTTGA 


33404 


6261 


4769 


CUCCUUUU G UUGUAUGC 


13023 


GCATACAA GGCTAGCTACAACGA AAAAGGAG 


33405 


6264 


4766 


CUUUUGUU G UAUGCCAA 


13024 


TTGGCATA GGCTAGCTACAACGA AACAAAAG 


33406 


6268 


'4762 


UGUUGUAU G CCAAAGGG 


13025 


CCCTTTGG GGCTAGCTACAACGA ATACAACA 


33407 


6276 


4754 


GCCAAAGG G UGUGGAAA 


13026 


TTTCCACA GGCTAGCTACAACGA CCTTTGGC 


33408 


6278 


4752 


CAAAGGGU G UGGAAAAC 


13027 


GTTTTCCA GGCTAGCTACAACGA ACCCTTTG 


33409 


6302 


4728 


ACCAUCAC G CCCGCUCC 


13028 


GGAGCGGG GGCTAGCTACAACGA GTGATGGT 


33410 


6306 


4724 


UCACGCCC G CUCCUGCU 


13029 


AGCAGGAG GGCTAGCTACAACGA GGGCGTGA 


33411 


6312 


4718 


CCGCUCCU G CUUGAUAA 


13030 


TTATCAAG GGCTAGCTACAACGA AGGAGCGG 


33412 


6323 


4707 


UGAUAACU G CCGAGCAG 


13031 


Mm*"« rx*v+ ^^A m t^ m % MMMmn MMmm nit n MMm ^ I'ifiMH* mMm 

CTGCTCGG GGCTAGCTACAACGA AGTTATCA 


33413 


6328 


4702 


ACUGCCGA G CAGCCCAC 


13032 


GTGGGCTG GGCTAGCTACAACGA TCGGCAGT 


33414 


6331 


4699 


GCCGAGCA G CCCACGAG 


13033 


CTCGTGGG GGCTAGCTACAACGA TGCTCGGC 


33415 


6339 


4691 


GCCCACGA G UCAUGAUC 


13034 


GATCATGA GGCTAGCTACAACGA TCGTGGGC 


33416 


6350 


4680 


AUGAUCCU G UAGACGCC 


13035 


GGCGTCTA GGCTAGCTACAACGA AGGATCAT 


33417 


6356 


4674 


CUGUAGAC G CCGGUGGU 


13036 


ACCACCGG GGCTAGCTACAACGA GTCTACAG 


33418 


6360 


4670 


AGACGCCG G UGGUCGUG 


13037 


CACGACCA GGCTAGCTACAACGA CGGCGTCT 


33419 


6363 


4667 


CGCCGGUG G UCGUGUCC 


13038 


GGACACGA GGCTAGCTACAACGA CACCGGCG 


33420 


6366 


4664 


CGGUGGUC G UGUCCCCC 


13039 


GGGGGACA GGCTAGCTACAACGA GACCACCG 


33421 


6368 


4662 


GUGGUCGU G UCCCCCUU 


13040 


AAGGGGGA GGCTAGCTACAACGA ACGACCAC 


33422 


6380 


4650 


CCCUUUUU G UACUCCUU 


13041 


AAGGAGTA GGCTAGCTACAACGA AAAAAGGG 


33423 


6391 


4639 


CUCCUUUG G UGAGGGAG 


13042 


CTCCCTCA GGCTAGCTACAACGA CAAAGGAG 


33424 


6399 


4631 


GUGAGGGA G UGUCCCAC 


13043 


GTGGGACA GGCTAGCTACAACGA TCCCTCAC 


33425 


6401 


4629 


GAGGGAGU G UCCCACAA 


13044 


TTGTGGGA GGCTAGCTACAACGA ACTCCCTC 


33426 


6413 


4617 


CACAACAC G CCUCCUCU 


13045 


AGAGGAGG GGCTAGCTACAACGA GTGTTGTG 


33427 


6426 


4604 


CUCUCUUU G UGUAUUGG 


13046 


CCAATACA GGCTAGCTACAACGA AAAGAGAG 


33428 


6428 


4602 


CUCUUUGU G UAUUGGAG 


13047 


CTCCAATA GGCTAGCTACAACGA ACAAAGAG 


33429 


6438 


4592 


AUUGGAGA G UUAUCCAA 


13048 


TTGGATAA GGCTAGCTACAACGA TCTCCAAT 


33430 


6463 


4567 


UACUGAGG G CAAGAUUG 


13049 


CAATCTTG GGCTAGCTACAACGA CCTCAGTA 


33431 


6471 


4559 


GCAAGAUU G CCCAGGGG 


13050 


CCCCTGGG GGCTAGCTACAACGA AATCTTGC 


33432 


6480 


4550 


CCCAGGGG G UGUACGCA 


13051 


TGCGTACA GGCTAGCTACAACGA CCCCTGGG 


33433 


6482 


4548 


CAGGGGGU G UACGCACU 


13052 


AGTGCGTA GGCTAGCTACAACGA ACCCCCTG 


33434 


6486 


4544 


GGGUGUAC G CACUAAUC 


13053 


GATTAGTG GGCTAGCTACAACGA GTACACCC 


33435 


6495 


4535 


CACUAAUC G CGAGACAG 


13054 


CTGTCTCG GGCTAGCTACAACGA GATTAGTG 


33436 


6514 


4516 


CAUUCUGA G CAUCCAUA 


13055 


TATGGATG GGCTAGCTACAACGA TCAGAATG 


33437 




4498 


nTIirT'ATVrt CX TinrTTfTTTn 
LUULLnnU w UuLULuUu 


i 

IjUDO 




3343 8 


6534 


4496 


UCCAAGGU G CUCCUGGA 


13057 


TCCAGGAG GGCTAGCTACAACGA ACCTTGGA 


33439 


6553 


4477 


AUUCAUGA G CUGGAAGU 


13058 


ACTTCCAG GGCTAGCTACAACGA TCATGAAT 


33440 


6560 


4470 


AGCUGGAA G UUUCCAUC 


13059 


GATGGAAA GGCTAGCTACAACGA TTCCAGCT 


33441 


6577 


4453 


AUCAUCAA G CCGCACAU 


13060 


ATGTGCGG GGCTAGCTACAACGA TTGATGAT 


33442 


6580 


4450 


AUCAAGCC G CACAUCAA 


13061 


TTGATGTG GGCTAGCTACAACGA GGCTTGAT 


33443 


6596 


4434 


ACUCUUUC G CUCGAGCC 


13062 


GGCTOGAG GGCTAGCTACAACGA GAAAGAGT 


33444 
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6602 


4428 


UCGCUCGA G CCUGUAAU 


13063 


ATTACAGG GGCTAGCTACAACGA TCGAGCGA 


33445 


6606 


4424 


UCGAGCCU G UAAUUUCU 


13064 


AGAAATTA GGCTAGCTACAACGA AGGCTCGA 


33446 


6615 


4415 


UAAUUUCU G CAUCACUU I 


13065 


AAGTGATG GGCTAGCTACAACGA AGAAATTA 


33447 


6635 


4395 


CAGGAAAU G UCCGCCGU 


13066 


ACGGCGGA GGCTAGCTACAACGA ATTTCCTG 


33448 


6639 


4391 


AAAUGUCC G CCGUUCUC 


13067 


GAGAACGG GGCTAGCTACAACGA GGACATTT 


33449 


6642 


4388 


UGUCCGCC G UUCUCUCA 


13068 


TGAGAGAA GGCTAGCTACAACGA GGCGGACA 


33450 


6663 


4367 


ACAUAUCU G UUGAUUUC 


13069 


GAAATCAA GGCTAGCTACAACGA AGATATGT 


33451 


66B7 


4343 


UCACGAAA G CAGCAAAC 


13070 


GTTTGCTG GGCTAGCTACAACGA TTTCGTGA 


33452 


6690 


4340 


CGAAAGCA G CAAACAUG 


13071 


CATGTTTG GGCTAGCTACAACGA TGCTTTCG 


33453 


6700 


4330 


AAACAUGA G CCCCGCGA 


13072 


TCGCGGGG GGCTAGCTACAACGA TCATGTTT 


33454 


6705 


4325 


UGAGCCCC G CGAUAGUC 


13073 


GACTATCG GGCTAGCTACAACGA GGGGCTCA 


33455 


6711 


4319 


CCGCGAUA G UCAUUGGA 


13074 


TCCAATGA GGCTAGCTACAACGA TATCGCGG 


33456 


6723 


4307 


UUGGAAUG G CCAUGGAG 


13075 


CTCCATGG GGCTAGCTACAACGA CATTCCAA 


33457 


6731 


4299 


GCCAUGGA G UCAAUGUC 


13076 


GACATTGA GGCTAGCTACAACGA TCCATGGC 


33458 


6737 


4293 


GAGUCAAU G UCAAGCUC 


13077 


GAGCTTGA GGCTAGCTACAACGA ATTGACTC 


33459 


6742 


4288 


AAUGUCAA G CUCUGCCA 


13078 


TGGCAGAG GGCTAGCTACAACGA TTGACATT 


33460 


6747 


4283 


CAAGCUCU G CCAGCCCU 


13079 


AGGGCTGG GGCTAGCTACAACGA AGAGCTTG 


33461 


6751 


4279 


CUCUGCCA G CCCUCCGA 


13080 


TCGGAGGG GGCTAGCTACAACGA TGGCAGAG 


33462 


6765 


4265 


CGACGAUG G CAAACAUU 


13081 


AATGTTTG GGCTAGCTACAACGA CATCGTCG 


33463 


6776 


4254 


AACAUUAG G CCGACAGC 


13082 


GCTGTCGG GGCTAGCTACAACGA CTAATGTT 


33464 


6783 


4247 


GGCCGACA G CUGUCAUC 


13083 


GATGACAG GGCTAGCTACAACGA TGTCGGCC 


33465 


6786 


4244 


CGACAGCU G UCAUCACU 


13084 


AGTGATGA GGCTAGCTACAACGA AGCTGTCG 


33466 


6798 


4232 


UCACUUCA G UUGCGGGC 


13085 


GCCCGCAA GGCTAGCTACAACGA TGAAGTGA 


33467 


6801 


4229 


CUUCAGUU G CGGGCCAU 


13086 


ATGGCCCG GGCTAGCTACAACGA AACTGAAG 


33468 


6805 


4225 


AGUUGCGG G CCAUCCGC 


13087 


GCGGATGG GGCTAGCTACAACGA CCGCAACT 


33469 


6812 


4218 


GGCCAUCC G CGUUUACG 


13068 


CGTAAACG GGCTAGCTACAACGA GGATGGCC 


33470 


6814 


4216 


CCAUCCGC G UUUACGGU 


13089 


ACCGTAAA GGCTAGCTACAACGA GCGGATGG 


33471 


6821 


4209 


CGUUUACG G UUGGGAUC 


13090 


GATCCCAA GGCTAGCTACAACGA CGTAAACG 


33472 


6834 


4196 


GAUCACAU G CAAUCAGU 


13091 


ACTGATTG GGCTAGCTACAACGA ATGTGATC 


33473 


6841 


4189 


UGCAAUCA G UCCAGCAG 


13092 


CTGCTGGA GGCTAGCTACAACGA TGATTGCA 


33474 


6846 


4184 


UCAGUCCA G CAGCAAGG 


13093 


CCTTGCTG GGCTAGCTACAACGA TGGACTGA 


33475 


6849 


4181 


GUCCAGCA G CAAGGAUC 


13094 


GATCCTTG GGCTAGCTACAACGA TGCTGGAC 


33476 


6863 


4167 


AUCAUGGG G UUGAAAAG 


13095 


CTTTTCAA GGCTAGCTACAACGA CCCATGAT 


33477 


6871 


4159 


GUUGAAAA G UCCUGUUG 


13096 


CAACAGGA GGCTAGCTACAACGA TTTTCAAC 


33478 


■ 6876 


4154 


AAAGUCCU G UUGAGGCU 


13097 


AGCCTCAA GGCTAGCTACAACGA AGGACTTT 


33479 


6882 


4148 


CUGUUGAG G CUAGAGCC 


13098 


GGCTCTAG GGCTAGCTACAACGA CTCAACAG 


33480 


6888 


4142 


AGGCUAGA G CCAAGCAU 


13099 


ATGCTTGG GGCTAGCTACAACGA TCTAGCCT 


33481 


6893 


4137 


AGAGCCAA G CAUAGCAG 


13100 


CTGCTATG GGCTAGCTACAACGA TTGGCTCT 


33482 


6898 


4132 


CAAGCAUA G CAGACUUG 


13101 


CAAGTCTG GGCTAGCTACAACGA TATGCTTG 


33483 


6906 


4124 


GCAGACUU G CUCCUUUC 


13102 


GAAAGGAG GGCTAGCTACAACGA AAGTCTGC 


33484 


6921 


4109 


UCUUUUUU G CAGCUGCA 


13103 


TGCAGCTG GGCTAGCTACAACGA AAAAAAGA 


33485 


6924 


4106 


UUUUUGCA G CUGCACUC 


13104 


GAGTGCAG GGCTAGCTACAACGA TGCAAAAA 


33486 


6927 


4103 


UUGCAGCU G CACUCCUC 


13105 


GAGGAGTG GGCTAGCTACAACGA AGCTGCAA 


33487 


6950 


4080 


CUGAUCAA G CUGCCUAU 


13106 


ATAGGCAG GGCTAGCTACAACGA TTGATCAG 


33488 


6953 


4077 


AUCAAGCU G CCUAUUCC 


13107 


GGAATAGG GGCTAGCTACAACGA AGCTTGAT 


33489 


6973 


4057 


CAUCAACA G CAGUAUCC 


13108 


GGATACTG GGCTAGCTACAACGA TGTTGATG 


33490 


6976 


4054 


CAACAGCA G UAUCCUGU 


13109 


ACAGGATA GGCTAGCTACAACGA TGCTGTTG 


33491 


6983 


4047 


AGUAUCCU G UACACAUC 


13110 


GATGTGTA GGCTAGCTACAACGA AGGATACT 


33492 


7001 


4029 


AGAUUCAA G CAUCUCAG 


13111 


CTGAGATG GGCTAGCTACAACGA TTGAATCT 


33493 


7009 


4021 


GCAUCUCA G CCCGGGUG 


13112 


CACCCGGG GGCTAGCTACAACGA TGAGATGC 


33494 


7015 


4015 


CAGCCCGG G UGUUAGCA 


13113 


TGCTAACA GGCTAGCTACAACGA CCGGGCTG 


33495 


7017 


4013 


GCCCGGGU G UUAGCAGG 


13114 


CCTGCTAA GGCTAGCTACAACGA ACCCGGGC 


33496 


7021 


4009 


GGGUGUUA G CAGGGCUA 


13115 


TAGCCCTG GGCTAGCTACAACGA TAACACCC 


33497 


7026 


4004 


UUAGCAGG G CUAGCAGC 


13116 


GCTGCTAG GGCTAGCTACAACGA CCTGCTAA 


33498 


7030 


4000 


CAGGGCUA G CAGCGGAA 


13117 


TTCCGCTG GGCTAGCTACAACGA TAGCCCTG 


33499 


703 J 


3997 


GGCUAGCA G CGGAACAA 


13118 


TTGTTCCG GGCTAGCTACAACGA TGCTAGCC 


33500 


7046 


3984 


ACAACCAC G UUUGAUGU 




nUiiUuui UOU lnu\> InWviLun VjIWI tvl 


J J DUX 


7053 


3977 


CGUUUGAU G UCGUUGUG 


13120 


CACAACGA GGCTAGCTACAACGA ATCAAACG 


33502 


7056 


3974 


UUGAUGUC G UUGUGAAU 


13121 


ATTCACAA GGCTAGCTACAACGA GACATCAA 


33503 


7059 


3971 


AUGUCGUU G UGAAUGUU 


13122 


AACATTCA GGCTAGCTACAACGA AACGACAT 


33504 


7065 


3965 


UUGUGAAU G UUAUGGCU 


13123 


AGCCATAA GGCTAGCTACAACGA ATTCACAA 


33505 


7071 


3959 


AUGUUAUG G CUCUCAGU 


13124 


ACTGAGAG GGCTAGCTACAACGA CATAACAT 


33506 


7078 


3952 


GGCUCUCA G UAUCAUCC 


13125 


GGATGATA GGCTAGCTACAACGA TGAGAGCC 


33507 
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7089 


3941 


UCAUCCAA G CUACCGCC 


13126 


uKjvJVjO 1 rt.vj V?V7V~ X /Vurl* X *\\—tiS\\~\2*\ ± I OVxM 1 \JJ\ 


JJJWO 


7095 


3935 


AAGCUACC g CCAGUGAA 


13127 


X i. V«AV» lUU InUL lAUn/iUSft VSV» X X X 


JJ3U5 


7099 


3931 


UACCGCCA G UGAAUUCA 


13128 


luivil 1 V-A V3\7V«Xn\9^XA\«ivi^V3ri XV3VJVA3V7XrV 


JJ31U 


7129 


3901 


CUCCCAGA G CAGAAUUU 






JJ31X 


7139 


3891 


AGAAUUUG G CGGGCAUC 


13130 


lift XViGGGo iiiyL 1 ALAALAjA UuUiliLl 




7143 


3887 


UUUGGCGG G CAUCGUGA 


13131 


TCACGAXV GGGXAGCXAL«AHi*\3tH GVGGGAAA 


J Jji J 


7148 


3882 


CGGGCAUC G UGAUAAGC 


13132 


GCTTATCA GGGXAGGiAUAAGGA GA X \j GGGGr 




7155 


3875 


CGUGAUAA G CCAUUUGA 


13133 


TUAAAiovj GGCXAGGlALAAGviA X1A1GAGG 


■J1C1 c 


7173 


3857 


AGAAAACA G CCGCCAAC 


13134 


GTTGGCGo GG CI AG C 1ACAAGGA TGxx 1 IXTT 


3 JDXO 


7176 


3854 


AAACAGCC G CCAACAUC 


13135 


GA 1 viTTGG Wit- 1AGG I ALAAGGA bbt XG XXX 


/ 


7193 


3837 


AACAAAAU G UUCUCCUG 


13136 


CAGGAGAA GGCTAGCXAGAAGGA JVx"1~1~x\jTT 


33518 


7202 


3828 


UUCUCCUG G UUGGUCCA 


13137 


TGGACCAA GGCTAG CI AGAAGGA CAGGAGAA 




7206 


3824 


CCUGGUUG G UCCAUCUC 


13138 


GAGAXGGA GGGXAGGX AGAAGGA UvALUlw 


con 


7215 


3815 


UCCAUCUC G CUUUGAGA 


13139 


XG X GAAAG GGG X AGG X AGAAGGA GAGA XviiiA 


3JO 41 


7230 


3800 


GAAACGAU G CCACCAUA 


13140 


TATGGTGG GGCX AG CI AGAAGGA AICGIX XG 


33!>ZZ 


7246 


3784 


AAACACUG G UUGUAUCU 


13141 


AGATACAA GGG 1 AG CL AGAAGGA GAGTG i X X 


J3d23 


7249 


3781 


CACUGGUU G UAUCUUGA 


13142 


TCAAGATA GGCTAGCTACAACGA aagcagtg 


33524 


7260 


3770 


UCUUGAAG G UCGCCAUG 


13143 


CATGGCGA GGCTAGCTACAACGA CTTCAAGA 


33525 


7263 


3767 


UGAAGGUC G CCAUGAGC 


13144 


GCTCATGG GGCTAGCTACAACGA GACCTTCA 


33526 


7270 


3 760 


CGCCAUGA G CGCCAAGU 


13145 


ACTTGGCG GGCTAGCTACAACGA TCATGGCG 


33527 


7272 


3758 


CCAUGAGC G CCAAGUGU 


13146 


ACACTTGG GGCTAGCTACAACGA GCTCATGG 


33528 


7277 


3753 


AGCGCCAA G UGUACCAC 


13147 


GTGGTACA GGCTAGCTACAACGA TTGGCGCT 


33529 


7279 


3751 


CGCCAAGU G UACCACGU 


13148 


ACGTGGTA GGCTAGCTACAACGA ACTTGGCG 


33530 


7286 


3744 


UGUACCAC G UCUCCUCC 


13149 


GGAGGAGA GGCTAGCTACAACGA GTGGTACA 


33531 


7308 


3722 


UAGAUUCU G CGAAAGCU 


13150 


AGC l X X CG GGCTAGCTACAACGA AGAATCTA 


33532 


7314 


3716 


CUGCGAAA G CUGCCCCC 


13151 


GGGGGCAG GGCTAGCTACAACGA TTTCGCAG 


33533 


7317 


3713 


CGAAAGCU G CCCCCACC 


13152 


GGTGGGGG GGCTAG CTACAACGA AGCTTTCG 


33534 


7337 


3693 


AUGACAUA G CGUAACAC 


13153 


GTGTTACG GGCTAGCTACAACGA TATGTCAT 


33535 


7339 


3691 


GACAUAGC G UAACACAU 


13154 


ATGTGTTA GGGTAGCrTACAACGA GCTATGTC 


33536 


7350 


3680 


ACACAUCA G UGUAAGUA 


13155 


TACTTACA GGCTAGCTACAACGA TGATGTGT 


33537 


7352 


3678 


ACAUCAGU G UAAGUAAU 


13156 


ATTACTTA GGCTAGCTACAACGA ACTGATGT 


33538 


7356 


3674 


CAGUGUAA G UAAUGCCC 


13157 


GGGCATTA GGCTAGCTACAACGA TTACACTG 


33539 


7361 


3669 


UAAGUAAU G CCCCCAAA 


13158 


TTTGGGGG GGCTAGCTACAACGA ATTACTTA 


33540 


7381 


3649 


CAGGACUA G CAGAGCAA 


13159 


TTGCTCTG GGCTAGCTACAACGA TAGTCCTG 


33541 


7386 


3644 


CUAGCAGA G CAAUCAGU 


13160 


ACTGATTG GGCTAGCTACAACGA TCTGCTAG 


33542 


7393 


3637 


AGCAAUCA G UAUAGCUG 


13161 


/ixnnrniMTiii />^/tit^tv /*^o»iitv ^ tv tv nn ts mn tv rnrrw™i /mi 

CAGCTATA GGCTAGCTACAACGA TGATTGCT 


33543 


7398 


3632 


UCAGUAUA G CUGGCAUG 


13162 


CATGCCAG GGCTAGCTACAACGA TATACTGA 


33544 


7402 


3628 


UAUAGCUG G CAUGCUGA 


13163 


TCAGCATG GGCTAGCTACAACGA CAGCTATA 


33545 


7406 


3624 


GCUGGCAU G CUGAUCUU 


13164 


AAGATCAG GGCTAGCTACAACGA ATGCCAGC 


33546 


7416 


3614 


UGAUCUUG G CUGUCCAC 


13165 


GTGGACAG GGCTAGCTACAACGA CAAGATCA 


33547 


7419 


3611 


UCUUGGCU G UCCACCUC 


13166 


GAGGTGGA GGCTAGCTACAACGA AGCCAAGA 


33548 


7430 


3600 


CACCUCUU G CGAAGGAC 


13167 


GTCCTTCG GGCTAGCTACAACGA AAGAGGTG 


33549 


7446 


3584 


CCUCCUGG G UGGCCAAG 


13168 


CTTGGCCA GGCTAGCTACAACGA CCAGGAGG 


33550 


7449 


3581 


CCUGGGUG G CCAAGAAC 


13169 


GTTCTTGG GGCTAGCTACAACGA CACCCAGG 


33551 


7469 


3561 


ACCAGAAG G CCCAACUG 


13170 


CAGTTGGG GGCTAGCTACAACGA CTTCTGGT 


33552 


7484 


3546 


UGAAAAGG G UCAAUCAU 


13171 


ATGATTGA GGCTAGCTACAACGA CCTTTTCA 


33553 


7497 


3533 


UCAUAUCA G CAUUAUAA 


13172 


TTATAATG GGCTAGCTACAACGA TGATATGA 


33554 


7506 


3524 


CAUUAUAA G CAUUCACU 


13173 


AGTGAATG GGCTAGCTACAACGA TTATAATG 


33555 


7516 


3514 


AUUCACUU G UGACUGCA 


13174 


TGCAGTCA GGCTAGCTACAACGA AAGTGAAT 


33556 


7522 


3508 


UUGUGACU G CACGAGGG 


13175 


CCCTCGTG GGCTAGCTACAACGA AGTCACAA 


33557 


7530 


3500 


GCACGAGG G UCUUUUCA 


13176 


TGaaaAGa GGCTAGCTACAACGA CCTCGTGC 


33558 


7543 


3487 


UUCAUCAU G UCUCUGUG 


13177 


/lH #l«/^Tk ^AAMIV/I^lfnit^lk TlfTI/TT4fn/lTi Ti 

CACAGAGA GGCTAGCTACAACGA ATGATGAA 


33559 


7549 


3481 


AUGUCUCU G UGGUCUGA 


13178 


TCAGACCA GGCTAGCTACAACGA AGAGACAT 


33560 


7552 


3478 


UCUCUGUG G UCUGAUCU 


13179 


TV f% T\ fTV^TA TV ^Affft TV ^ / ll'OTV TV TV fV* TV ^ TV n TV TV TV 

AGATCAGA GGCTAGCTACAACGA CACAGAGA 


33561 


7577 


3453 


UACCAACA G CCGCUGUC 


13180 


TV /"l TA J* ^T A/T1 TA / «J II T4 TV TV TA fll^nui ^PV^^f^TA 

GACAGCGG GGCTAGCTACAACGA TGTTGGTA 


33562 


7580 


3450 


CAACAGCC G CUGUCAGU 


13181 


T\Ofn/iT\mtn /"vi rt tv ^ y til itv ^itv t\ /vi TV /i /*< «»m rv*r inn i/"^ 

ACTGACAG GGCTAGCTACAACGA GGCTGTTG 


33563 






UAoLLUCU ur UL/iuUUUlj 




\~nnn\+X V3A uu V< 1 /twv« 1 a W» w/i /iucuwn- J. 


JJ JWTl 


7587 


3443 


CGCUGUCA G UUUGGUAG 


13183 


CTACCAAA GGCTAGCTACAACGA TGACAGCG 


33565 


7592 


3438 


UCAGUUUG G UAGCGCAG 


13184 


CTGCGCTA GGCTAGCTACAACGA CAAACTGA 


33566 


7595 


3435 


GUUUGGUA G CGCAGUGG 


13185 


CCACTGCG GGCTAGCTACAACGA TACCAAAC 


33567 


7597 


3433 


UUGGUAGC G CAGUGGUG 


13186 


CACCACTG GGCTAGCTACAACGA GCTACCAA 


33568 


7600 


3430 


GUAGCGCA G UGGUGGUA 


13187 


TACCACCA GGCTAGCTACAACGA TGCGCTAC 


33569 


7603 


3427 


GCGCAGUG G UGGUAAGG 


13188 


CCTTACCA GGCTAGCTACAACGA CACTGCGC 


33570 
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7606 


3424 


CAGUGGUG G UAAGGUGC | 


13189 


GCACCTTA GGCTAGCTACAACGA CACCACTG 


33571 


7611 


3419 


GUGGUAAG G UGCAGCUC 


13190 


GAGCTGCA GGCTAGCTACAACGA CTTACCAC 


33572 


7613 


3417 


GGUAAGGU G CAGCUCCU 


13191 


AGGAGCTG GGCTAGCTACAACGA ACCTTACC 


33573 


7616 


3414 


AAGGUGCA G CUCCUGCA 


13192 


TGCAGGAG GGCTAGCTACAACGA TGCACCTT 


33574 


7622 


3408 


CAGCUCCU G CAGCACCA 


13193 


TGGTGCTG GGCTAGCTACAACGA AGGAGCTG 


33575 


7625 


3405 


CUCCUGCA G CACCAAUC 


13194 


GATTGGTG GGCTAGCTACAACGA TGCAGGAG 


33576 


7635 


3395 


ACCAAUCU G UUAUCAAC 


13195 


GTTGATAA GGCTAGCTACAACGA AGATTGGT 


33577 


7649 


3381 


AACUUUCC G CUCUCUGU 


13196 


ACAGAGAG GGCTAGCTACAACGA GGAAAGTT 


33578 


76S6 


3374 


CGCUCUCU G UGGUGGUG 


13197 


CACCACCA GGCTAGCTACAACGA AGAGAGCG 


33579 


7659 


3371 


UCUCUGUG G UGGUGCGA 


13198 


TCGCACCA GGCTAGCTACAACGA CACAGAGA 


33580 


7662 


3368 


CUGUGGUG G UGCGAGUG 


13199 


CACTCGCA GGCTAGCTACAACGA CACCACAG 


33581 


7664 


3366 


GUGGUGGU G CGAGUGGC 


13200 


GCCACTCG GGCTAGCTACAACGA ACCACCAC 


33582 


7668 


3362 


UGGUGCGA G UGGCAGGU 


13201 


ACCTGCCA GGCTAGCTACAACGA TCGCACCA 


33583 


7671 


3359 


UGCGAGUG G CAGGUCCA 


13202 


TGGACCTG GGCTAGCTACAACGA CACTCGCA 


33584 


7675 


3355 


AGUGGCAG G UCCACGGU 


13203 


ACCGTGGA GGCTAGCTACAACGA CTGCCACT 


33585 


7682 


3348 


GGUCCACG G UGUCCGCA 


13204 


TGCGGACA GGCTAGCTACAACGA CGTGGACC 


33586 


7684 


3346 


UCCACGGU G UCCGCAGC 


13205 


GCTGCGGA GGCTAGCTACAACGA ACCGTGGA 


33587 


7688 


3342 


CGGUGUCC G CAGCUCUC 


13206 


GAGAGCTG GGCTAGCTACAACGA GGACACCG 


33568 


7691 


3339 


UGUCCGCA G CUCUCACU 


13207 


AGTGAGAG GGCTAGCTACAACGA TGCGGACA 


335B9 


7704 


3326 


CACUCAGG G UGACCGUA 


13208 


TACGGTCA GGCTAGCTACAACGA CCTGAGTG 


33590 


7710 


3320 


GGGUGACC G UAGUUCCU 


13209 


AGGAACTA GGCTAGCTACAACGA GGTCACCC 


33591 


7713 


3317 


UGACCGUA G UUCCUGGG 


13210 


CCCAGGAA GGCTAGCTACAACGA TACGGTCA 


33592 


7721 


3309 


GUUCCUGG G CAGUAAUC 


13211 


GATTACTG GGCTAGCTACAACGA CCAGGAAC 


33593 


7724 


3306 


CCUGGGCA G UAAUCGAA 


13212 


TTCGATTA GGCTAGCTACAACGA TGCCCAGG 


33594 


7733 


3297 


UAAUCGAA G UCAAUCUC 


13213 


GAGATTGA GGCTAGCTACAACGA TTCGATTA 


33595 


7748 


3282 


UCUACCCG G CCUUCGUC 


13214 


GACGAAGG GGCTAGCTACAACGA CGGGTAGA 


33596 


7754 


3276 


CGGCCUUC G UCCCAUGG 


13215 


CCATGGGA GGCTAGCTACAACGA GAAGGCCG 


33597 


7763 


3267 


UCCCAUGG G CCCUGGUU 


13216 


AACCAGGG GGCTAGCTACAACGA CCATGGGA 


33598 


7769 


3261 


GGGCCCVG G UUUUGUGU 


13217 


ACACAAAA GGCTAGCTACAACGA CAGGGCCC 


33599 


7774 


3256 


CUGGUUUU G UGUCUUGU 


13218 


ACAAGACA GGCTAGCTACAACGA AAAACCAG 


33600 


7776 


3254 


GGUUUUGU G UCUUGUAC 


13219 


GTACAAGA GGCTAGCTACAACGA ACAAAACC 


33601 


7781 


3249 


UGUGUCUU G UACCCAGG 


13220 


CCTGGGTA GGCTAGCTACAACGA AAGACACA 


33602 


7789 


3241 


GUACCCAG G UCUCCGAU 


13221 


ATCGGAGA GGCTAGCTACAACGA CTGGGTAC 


33603 


7799 


3231 


CUCCGAUU G UGAUUGCU 


13222 


AGCAATCA GGCTAGCTACAACGA AATCGGAG 


33604 


7805 


3225 


UUGUGAUU G CUUCGUGG 


13223 


CCACGAAG GGCTAGCTACAACGA AATCACAA 


33605 


7810 


3220 


AUUGCUUC G UGGUCCCG 


13224 


CGGGACCA GGCTAGCTACAACGA GAAGCAAT 


33606 


7813 


3217 


GCUUCGUG G UCCCGCCA 


13225 


TGGCGGGA GGCTAGCTACAACGA CACGAAGC 


33607 


7818 


3212 


GUGGUCCC G CCAGUGUG 


13226 


CACACTGG GGCTAGCTACAACGA GGGACCAC 


33608 


7822 


3208 


UCCCGCCA G UGUGACUG 


13227 


CAGTCACA GGCTAGCTACAACGA TGGCGGGA 


33609 


7824 


3206 


CCGCCAGU G UGACUGGU 


13228 


ACCAGTCA GGCTAGCTACAACGA ACTGGCGG 


33610 


7831 


3199 


UGUGACUG G UAUUAUCA 


13229 


TGATAATA GGCTAGCTACAACGA CAGTCACA 


33611 


7841 


3189 


AUUAUCAA G UCACUCUC 


13230 


GAGAGTGA GGCTAGCTACAACGA TTGATAAT 


33612 


7862 


3168 


AUUCCAUC G CCCCACAA 


13231 


TTGTGGGG GGCTAGCTACAACGA GATGGAAT 


33613 


7872 


3158 


CCCACAAG G UAUGCGUC 


13232 


GACGCATA GGCTAGCTACAACGA CTTGTGGG 


33614 


7876 


3154 


CAAGGUAU G CGUCUCAG 


13233 


CTGAGACG GGCTAGCTACAACGA ATACCTTG 


33615 


7878 


3152 


AGGUAUGC G UCUCAGGC 


13234 


GCCTGAGA GGCTAGCTACAACGA GCATACCT 


33616 


7885 


3145 


CGUCUCAG G CCACGUAC 


13235 


GTACGTGG GGCTAGCTACAACGA CTGAGACG 


33617 


7890 


3140 


CAGGCCAC G UACAUGAU 


13236 


ATCATGTA GGCTAGCTACAACGA GTGGCCTG 


33618 


7917 


3113 


CCAGAACU G CCCUUUCA 


13237 


TGAAAGGG GGCTAGCTACAACGA AGTTCTGG 


33619 


7927 


3103 


CCUUUCAA G CUUCCACG 


13238 


CGTGGAAG GGCTAGCTACAACGA TTGAAAGG 


33620 


7935 


3095 


GCUUCCAC G UAUCAUUG 


13239 


CAATGATA GGCTAGCTACAACGA GTGGAAGC 


33621 


7945 


3085 


AUCAUUGA G CCUGCUUU 


13240 


AAAGCAGG GGCTAGCTACAACGA TCAATGAT 


33622 


7949 


3081 


UUGAGCCU G CUUUCAAU 


13241 


ATTGAAAG GGCTAGCTACAACGA AGGCTCAA 


33623 


7970 


3060 


UAGGACAG G UCACUGUG 


13242 


CACAGTGA GGCTAGCTACAACGA CTGTCCTA 


33624 


7976 


3054 


AGGUCACU G UGGAUCGC 


13243 


GCGATCCA GGCTAGCTACAACGA AGTGACCT 


33625 


7983 


3047 


UGUGGAUC G CCAAGUUG 


13244 


CAACTTGG GGCTAGCTACAACGA GATCCACA 


33626 


7988 


3042 


AUCGCCAA G UUGUUCUU 


13245 


AAGAACAA GGCTAGCTACAACGA TTGGCGAT 


33627 


7991 


3039 


GCCAAGUU G UUCUUGAC 


13246 


GTCAAGAA GGCTAGCTACAACGA AACTTGGC 


33628 


8001 


3029 


UCUUGACA G CCGUUCCA 


13247 


TGGAACGG GGCTAGCTACAACGA TGTCAAGA 


33629 


8004 


3026 


UGACAGCC G UUCCAAUG 


13248 


CATTGGAA GGCTAGCTACAACGA GGCTGTCA 


33630 


8021 


3009 


AUCUUCGA G UCACAUUC 


13249 


GAATGTGA GGCTAGCTACAACGA TCGAAGAT 


33631 


8031 


2999 


CACAUUCA G UUGUGUUG 


13250 


CAACACAA GGCTAGCTACAACGA TGAATGTG 


33632 


8034 


2996 


AUUCAGUU G UGUUGCUC 


13251 


GAGCAACA GGCTAGCTACAACGA AACTGAAT 


33633 
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8036 


2994 


UCAGUUGU G UUGCUCUC 


13252 


GAGAGCAA GGCTAGCTACAACGA ACAACTGA 


33634 


8039 


2991 


GUUGUGUU Q CUCUCUCU 


13253 


AGAGAGAG GGCTAGCTACAACGA AACACAAC 


33635 


8067 


2963 


ACAUCCGA G UGCUGGUG 


13254 


CACCAGCA GGCTAGCTACAACGA TCGGATGT 


33636 


8069 


2961 


AUCCGAGU G CUGGUGAG 


13255 


CTCACCAG GGCTAGCTACAACGA ACTCGGAT 


33637 


8073 


2957 


GAGUGCUG G UGAGACCA 


13256 


TGGTCTCA GGCTAGCTACAACGA CAGCACTC 


33638 


8105 


2925 


ACUUCUAA G CUAUUCCA 


13257 


TGGAATAG GGCTAGCTACAACGA TTAGAAGT 


33639 


8115 


2915 


UAUUCCAA G CGCGAUUC 


13258 


GAATCGCG GGCTAGCTACAACGA TTGGAATA 


33640 


8117 


2913 


UUCCAAGC G CGAUUCUG 


13259 


CAGAATCG GGCTAGCTACAACGA GCTTGGAA 


33641 


8127 


2903 


GAUUCUGA G UCGGACAU 


13260 


ATGTCCGA GGCTAGCTACAACGA TCAGAATC 


33642 


8142 


2888 


AUUCCUUG G TJCUCCGGA 


13261 


TCCGGAGA GGCTAGCTACAACGA CAAGGAAT 


33643 


8166 


2864 


CCACAAAG G UGUUGUUG 


13262 


CAACAACA GGCTAGCTACAACGA Ci'TrGiXiti 


33644 


8168 


2862 


ACAAAGGU G UUGUUGGC 


13263 


GCCAACAA GGCTAGCTACAACGA ACCTTTGT 


33645 


8171 


2859 


AAGGUGUU G UUGGCGAG 


13264 


CTCGCCAA GGCTAGCTACAACGA AACACCTT 


33646 


8175 


2855 


UGUUGUUG G CGAGUUCU 


13265 


AGAACTCG GGCTAGCTACAACGA CAACAACA 


33647 


8179 


2851 


GUUGGCGA G UUCUGGUG 


13266 


CACCAGAA GGCTAGCTACAACGA TCGCCAAC 


33648 


8185 


2845 


GAGUUCUG G UGCAAAUA 


13267 


TATTTGCA GGCTAGCTACAACGA CAGAACTC 


33649 


8187 


2843 


GUUCUGGU G CAAAUAAA 


13268 


TTTATTTG GGCTAGCTACAACGA ACCAGAAC 


33650 


8211 


2819 


UUCCCCAG G CCUUCCAG 


13269 


CTGGAAGG GGCTAGCTACAACGA CTGGGGAA 


33651 


8219 


2811 


GCCUUCCA G CCAAUUUC 


13270 


GAAATTGG GGCTAGCTACAACGA TGGAAGGC 


33652 


8238 


2792 


AUUUUUCC G UGGUGGCG 


13271 


CGCCACCA GGCTAGCTACAACGA GGAAAAAT 


33653 


8241 


2789 


UUUCCGUG G UGGCGGUG 


13272 


CACCGCCA GGCTAGCTACAACGA CACGGAAA 


33654 


8244 


2786 


CCGUGGUG G CGGUGAGG 


13273 


CCTCACCG GGCTAGCTACAACGA CACCACGG 


33655 


8247 


2783 


UGGUGGCG G UGAGGCGU 


13274 


ACGCCTCA GGCTAGCTACAACGA CGCCACCA 


33656 


8252 


2778 


GCGGUGAG G CGUUUAGG 


13275 


CCTAAACG GGCTAGCTACAACGA CTCACCGC 


33657 


8254 


2776 


GGUGAGGC G UUUAGGUG 


13276 


CACCTAAA GGCTAGCTACAACGA GCCTCACC 


33658 


8260 


2770 


GCGUUUAG G UGCUGACU 


13277 


AGTCAGCA GGCTAGCTACAACGA CTAAACGC 


33659 


8262 


2768 


GUUUAGGU G CUGACUUG 


13278 


CAAGTCAG GGCTAGCTACAACGA ACCTAAAC 


33660 


8270 


2760 


GCUGACUU G UACAUUCC 


13279 


GGAATGTA GGCTAGCTACAACGA AAGTCAGC 


33661 


8284 


2746 


UCCCUCCU G UUUCUCAA 


13280 


TTGAGAAA GGCTAGCTACAACGA AGGAGGGA 


33662 


8306 


2724 


ACACUAAG G UCCACACC 


13281 


GGTGTGGA GGCTAGCTACAACGA CTTAGTGT 


33663 


8331 


2699 


UCAAAAGA G UGUUCAGC 


13282 


GCTGAACA GGCTAGCTACAACGA TCTTTTGA 


33664 


8333 


2697 


AAAAGAGU G UUCAGCUC 


13283 




33665 


8338 


2692 


AGUGUUCA G CUCGUCCU 


13284 


AGGACGAG GGCTAGCTACAACGA TGAACACT 


33666 


8342 


2688 


UUCAGCUC G UCCUUCAC 


13285 


GTGAAGGA GGCTAGCTACAACGA GAGCTGAA 


33667 


8352 


2678 


CCUUCACU G CUUCCCAC 


13286 


GTGGGAAG GGCTAGCTACAACGA AGTGAAGG 


33668 


8368 


2662 


CAUUUGAU G CUCCAGUC 


13287 


GACTGGAG GGCTAGCTACAACGA ATCAAATG 


33669 


8374 


2656 


AUGCUCCA G UCUGGAAA 


13288 


TTTCCAGA GGCTAGCTACAACGA TGGAGCAT 


33670 


8389 


2641 


AACUGAUC G UAGACCGC 


13289 


GCGGTCTA GGCTAGCTACAACGA GATCAGTT 


33671 


8396 


2634 


CGUAGACC G CACACUCC 


13290 


GGAGTGTG GGCTAGCTACAACGA GGTCTACG 


33672 


8415 


2615 


CCUUAUGA G CUUUCUGA 


13291 


TCAGAAAG GGCTAGCTACAACGA TCATAAGG 


33673 


8433 


2597 


UGAUCUUG G CUAGGCCU 


13292 


AGGCCTAG GGCTAGCTACAACGA CAAGATCA 


33674 


8438 


2592 


UUGGCUAG G CCUUGUGG 


13293 


CCACAAGG GGCTAGCTACAACGA CTAGCCAA 


33675 


8443 


2587 


UAGGCCUU G UGGCGUUU 


13294 


AAACGCCA GGCTAGCTACAACGA AAGGCCTA 


33676 


8446 


2584 


GCCUUGUG G CGUUUCAG 


13295 


CTGAAACG GGCTAGCTACAACGA CACAAGGC 


33677 


8448 


2582 


CUUGUGGC G UUUCAGGG 


13296 


CCCTGAAA GGCTAGCTACAACGA GCCACAAG 


33678 


8456 


2574 


GUUUCAGG G UAAUACUU 


13297 


AAGTATTA GGCTAGCTACAACGA CCTGAAAC 


33679 


8465 


2565 


UAAUACUU G UACCGGUC 


13298 


GACCGGTA GGCTAGCTACAACGA AAGTATTA 


33680 


8471 


2559 


UUGUACCG G UCCAUCCA 


13299 


TGGATGGA GGCTAGCTACAACGA CGGTACAA 


33681 


8481 


2549 


CCAUCCAA G CCUCCACA 


13300 


TGTGGAGG GGCTAGCTACAACGA TTGGATGG 


33682 


8495 


2535 


ACAUCAUU G UGUAUGAA 


13301 


TTCATACA GGCTAGCTACAACGA AATGATGT 


33683 


8497 


2533 


AUCAUUGU G UAUGAACA 


13302 


TGTTCATA GGCTAGCTACAACGA ACAATGAT 


33684 


8524 


2506 


ACAUCUCA G CUCUUGCC 


13303 


GGCAAGAG GGCTAGCTACAACGA TGAGATGT 


33685 


8530 


2500 


CAGCUCUU G CCGGCUGA 


13304 


TCAGCCGG GGCTAGCTACAACGA AAGAGCTG 


33686 


8534 


2496 


UCUUGCCG G CUGAUGUC 


13305 


GACATCAG GGCTAGCTACAACGA CGGCAAGA 


33687 


8540 


2490 


CGGCUGAU G UCUAUGGC 


13306 


GCCATAGA GGCTAGCTACAACGA ATCAGCCG 


33688 


8547 


2483 


UGUCUAUG G CACACCCA 


13307 


TGGGTGTG GGCTAGCTACAACGA CATAGACA 


33689 


6556 


2474 




IJJUo 




j jo y u 


8558 


2472 


CACCCAGU G UCAGCGUG 


13309 


CACGCTGA GGCTAGCTACAACGA ACTCGGTG 


33691 


8562 


2468 


CAGUGUCA G CGUGCACG 


13310 


CGTGCACG GGCTAGCTACAACGA TGACACTG 


33692 


8564 


2466 


GUGUCAGC G UGCACGUU 


13311 


AACGTGCA GGCTAGCTACAACGA GCTGACAC 


33693 


8566 


2464 


GUCAGCGU G CACGUUCA 


13312 


TGAACGTG GGCTAGCTACAACGA ACGCTGAC 


33694 


8570 


2460 


GCGUGCAC G UUCACGGA 


13313 


TCCGTGAA GGCTAGCTACAACGA GTGCAOGC 


33695 


8587 


2443 


GAGGAAGA G CAGAACUC 


13314 


GAGTTCTG GGCTAGCTACAACGA TCTTCCTC 


33696 
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8604 


2426 


CUCCAACU G CGAGAAAC 


13315 


GTTTCTCG GGCTAGCTACAACGA AGTTGGAG 


33697 


8613 


2417 


CGAGAAAC G UGAGAGCU 


13316 


AGCTCTCA GGCTAGCTACAACGA GTTTCTCG 


33698 


8619 


2411 


ACGUGAGA G CUAUGGAC 


13317 


GTCCATAG GGCTAGCTACAACGA TCTCACGT 


33699 


8637 


2393 


UAUCACGA G CAUUGAUG 


13318 


CATCAATG GGCTAGCTACAACGA TCGTGATA 


33700 


8645 


2365 


GCAUUGAU G CCCAUCCA 


13319 


TGGATGGG GGCTAGCTACAACGA ATCAATGC 


33701 


8664 


2366 


ACAGGAGA G CCCCCAGC 


13320 


GCTGGGGG GGCTAGCTACAACGA TCTCCTGT 


33702 


8671 


2359 


AGCCCCCA G CAAUCCUU 


13321 


AAGGATTG GGCTAGCTACAACGA TGGGGGCT 


33 703 


8680 


2350 


CAAUCCUU G CGUUAUCC 


13322 


GGATAACG GGCTAGCTACAACGA AAGGATTG 


33704 


8682 


2348 


AUCCUUGC G UUAUCCAG 


13323 


CTGGATAA GGCTAGCTACAACGA GCAAGGAT 


33705 


6696 


2334 


CAGGACAU G CCUCCGAA 


13324 


TTCGGAGG GGCTAGCTACAACGA ATGTCCTG 


33706 


8707 


2323 


UCCGAACA G UGAGCGGA 


13325 


TCCGCTCA GGCTAGCTACAACGA TGTTCGGA 


33707 


8711 


2319 


AACAGUGA G CGGAAUGC 


13326 


GCATTCCG GGCTAGCTACAACGA TCACTGTT 


33708 


8718 


2312 


AGCGGAAU G CUCCUCCG 


13327 


CGGAGGAG GGCTAGCTACAACGA ATTCCGCT 


33709 


8742 


2288 


GAUGGACA G CCUUCCCA 


13328 


TGGGAAGG GGCTAGCTACAACGA TGTCCATC 


33710 


8757 


2273 


CAACUGAG G UGAACACC 


13329 


GGTGTTCA GGCTAGCTACAACGA CTCAGTTG 


33711 


8783 


2247 


GAUCCAAA G UCCCAAGC 


13330 


GCTTGGGA GGCTAGCTACAACGA TTTGGATC 


33712 


8790 


2240 


AGUCCCAA G CUGUGUCU 


13331 


AGACACAG GGCTAGCTACAACGA TTGGGACT 


33713 


8793 


2237 


CCCAAGCU G UGUCUCCU 


13332 


AGGAGACA GGCTAGCTACAACGA AGCTTGGG 


33714 


8795 


2235 


CAAGCUGU G UCUCCUAG 


13333 


CTAGGAGA GGCTAGCTACAACGA ACAGCTTG 


33715 


8805 


2225 


CUCCUAGA G CGGCUAGU 


13334 


ACTAGCCG GGCTAGCTACAACGA TCTAGGAG 


33716 


8808 


2222 


CUAGAGCG G CUAGUCUC 


13335 


GAGACTAG GGCTAGCTACAACGA CGCTCTAG 


33717 


8812 


2218 


AGCGGCUA G UCUCUGCG 


13336. 


CGCAGAGA GGCTAGCTACAACGA TAGCCGCT 


33718 


8818 


2212 


UAGUCUCU G CGCUCCUU 


13337 


AAGGAGCG GGCTAGCTACAACGA AGAGACTA 


33719 


8820 


2210 


GUCUCUGC G CUCCUUUG 


13338 


CAAAGGAG GGCTAGCTACAACGA GCAGAGAC 


33720 


8832 


2198 


CUUUGAGG G UGGUUGUA 


13339 


TACAACCA GGCTAGCTACAACGA CCTCAAAG 


33721 


8835 


2195 


UGAGGGUG G UUGUAAAG 


13340 


CTTTACAA GGCTAGCTACAACGA CACCCTCA 


33722 


8838 


2192 


GGGUGGUU G UAAAGGCU 


13341 


AGCCTTTA GGCTAGCTACAACGA AACCACCC 


33723 


8844 


2186 


UUGUAAAG G CUUUGCCA 


13342 


TGGCAAAG GGCTAGCTACAACGA CTTTACAA 


33724 


8849 


2181 


AAGGCUUU G CCAAUGCU 


13343 


AGCATTGG GGCTAGCTACAACGA AAAGCCTT 


33725 


8855 


2175 


UUGCCAAU G CUGCUUCC 


13344 


GGAAGCAG GGCTAGCTACAACGA ATTGGCAA 


33726 


8858 


2172 


CCAAUGCU G CUUCCAGA 


13345 


TCTGGAAG GGCTAGCTACAACGA AGCATTGG 


33727 


8870 


2160 


CCAGACUU G UGCCAAUG 


13346 


CATTGGCA GGCTAGCTACAACGA AAGTCTGG 


33728 


8872 


2158 


AGACUUGU G CCAAUGGU 


13347 


ACCATTGG GGCTAGCTACAACGA ACAAGTCT 


33729 


8879 


2151 


UGCCAAUG G UGAUUGAU 


13348 


ATCAATCA GGCTAGCTACAACGA CATTGGCA 


33730 


8890 


2140 


AUUGAUCU G UUGUUCUC 


13349 


GAGAACAA GGCTAGCTACAACGA AGATCAAT 


33731 


8893 


2137 


GAUCUGUU G UUCUCCUC 


13350 


GAGGAGAA GGCTAGCTACAACGA AACAGATC 


33732 


8903 


2127 


UCUCCUCU G CCCACCAC 


13351 


GTGGTGGG GGCTAGCTACAACGA AGAGGAGA 


33733 


8915 


2115 


ACCACUAU G UAUGAGUC 


13352 


GACTCATA GGCTAGCTACAACGA ATAGTGGT 


33734 


8921 


2109 


AUGUAUGA G UCUCCAAA 


13353 


TTTGGAGA GGCTAGCTACAACGA TCATACAT 


33735 


8932 


2098 


UCCAAAGG G UGGUUCCA 


13354 


TGGAACCA GGCTAGCTACAACGA CCTTTGGA 


33736 


8935 


2095 


AAAGGGUG G UUCCAAUU 


13355 


AATTGGAA GGCTAGCTACAACGA CACCCTTT 


33737 


8958 


2072 


GGACCUUA G CGUUGGCC 


13356 


GGCCAACG GGCTAGCTACAACGA TAAGGTCC 


33738 


8960 


2070 


ACCUUAGC G UUGGCCGU 


13357 


ACGGCCAA GGCTAGCTACAACGA GCTAAGGT 


33739 


8964 


2066 


UAGCGUUG G CCGUGGCC 


13358 


GGCCACGG GGCTAGCTACAACGA CAACGCTA 


33740 


8967 


2063 


CGUUGGCC G UGGCCACU 


13359 


AGTGGCCA GGCTAGCTACAACGA GGCCAACG 


33741 


8970 


2060 


UGGCCGUG G CCACUGAA 


13360 


TTCAGTGG GGCTAGCTACAACGA CAOGGCCA 


33742 


8987 


2043 


ACAAAAGG G UUGACAGU 


13361 


ACTGTCAA GGCTAGCTACAACGA CCTTTTGT 


33743 


8994 


2036 


GGUUGACA G UGACCAAU 


13362 


ATTGGTCA GGCTAGCTACAACGA TGTCAACC 


33744 


9005 


2025 


ACCAAUCU G CCCACUGG 


13363 


CCAGTGGG GGCTAGCTACAACGA AGATTGGT 


33745 


9013 


2017 


GCCCACUG G CGUUAGGU 


13364 


ACCTAACG GGCTAGCTACAACGA CAGTGGGC 


33746 


9015 


2015 


CCACUGGC G UUAGGUCG 


13365 


CGACCTAA GGCTAGCTACAACGA GCCAGTGG 


33747 


9020 


2010 


GGCGUUAG G UCGUUCAA 


13366 


TTGAACGA GGCTAGCTACAACGA CTAACGCC 


33748 


9023 


2007 


GUUAGGUC G UUCAAUGA 


13367 


TCATTGAA GGCTAGCTACAACGA GACCTAAC 


33749 


9033 


1997 


UCAAUGAA G CCACUGAC 


13368 


GTCAGTGG GGCTAGCTACAACGA TTCATTGA 


33750 


9056 


1974 


GGAACUUU G CAAGGUCC 


13369 


GGACCTTG GGCTAGCTACAACGA AAAGTTCC 


33751 


9061 


1969 


UUUGCAAG G UCCAUCCG 


13370 


CGGATGGA GGCTAGCTACAACGA CTTGCAAA 


33752 


9069 


1961 




J.J J f X 


L-A.L IXaGLA CjGCTAGCTACAACGA ggatggac 


33753 


9071 


1959 


CCAUCCGU G CCAGUGUA 


13372 


TACACTGG GGCTAGCTACAACGA ACGGATGG 


33754 


9075 


1955 


CCGUGCCA G UGUACUGC 


13373 


GCAGTACA GGCTAGCTACAACGA TGGCACGG 


33755 


9077 


1953 


GUGCCAGU G UACUGCAA 


13374 


TTGCAGTA GGCTAGCTACAACGA ACTGGCAC 


33756 


9082 


1948 


AGUGUACU G CAAUUCCA 


13375 


TGGAATTG GGCTAGCTACAACGA AGTACACT 


33757 


9099 


1931 


ACACCACA G UGCCGUGA 


13376 


TCACGGCA GGCTAGCTACAACGA TGTGGTGT 


33758 


9101 


1929 


ACCACAGU G CCGUGACC 


13377 


GGTCACGG GGCTAGCTACAACGA ACTGTGGT 


33759 
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9104 


1926 


ACAGUGCC G UGACCUGU 


13378 


ACAGGTCA GGCTAGCTACAACGA GGCACTGT 


33760 


9111 


1919 


CGUGACCU G UGUCUGCG 


13379 


CGCAGACA GGCTAGCTACAACGA AGGTCACG 


33761 


9113 


1917 


UGACCUGU G UCUGCGGG 


13380 


CCCGCAGA GGCTAGCTACAACGA ACAGGTCA 


33762 


9117 


1913 


CUGUGUCU G CGGGAGUC 


13381 


GACTCCCG GGCTAGCTACAACGA AGACACAG 


33763 


9123 


1907 


CUGCGGGA G UCCCAAGA 


13382 


TCTTGGGA GGCTAGCTACAACGA TCCCGCAG 


33764 


9141 


1889 


ACUUGAAA G CCUUUGAA 


13383 


TTCAAAGG GGCTAGCTACAACGA TTTCAAGT 


33765 


9155 


1875 


GAACAGAC G CCAUAGGU 


13384 


ACCTATGG GGCTAGCTACAACGA GTCTGTTC 


33766 


9162 


1868 


CGCCAUAG G UUGUUCCC 


13385 


GGGAACAA GGCTAGCTACAACGA CTATGGCG 


33767 


9165 


1865 


CAUAGGUU G UUCCCUUC 


13386 


GAAGGGAA GGCTAGCTACAACGA AACCTATG 


33768 


9178 


1852 


CUUCAACU G CAAUUUUU 


13387 


AAAAATTG GGCTAGCTACAACGA AGTTGAAG 


33769 


9219 


1811 


GACCCGAC G UCAACUUG 


13388 


CAAGTTGA GGCTAGCTACAACGA GTCGGGTC 


33770 


9231 


1799 


ACUUGACA G UGUUGCUU 


13389 


AAGCAACA GGCTAGCTACAACGA TGTCAAGT 


33771 


9233 


1797 


UUGACAGU G UUGCUUGA 


13390 


TCAAGCAA GGCTAGCTACAACGA ACTGTCAA 


33772 


9236 


1794 


ACAGUGUU G CUUGAAAA 


13391 


TTTTCAAG GGCTAGCTACAACGA AACACTGT 


33773 


9258 


1772 


CAGGAAUG G CUCCAGCC 


13392 


GGCTGGAG GGCTAGCTACAACGA CATTCCTG 


33774 


9264 


1766 


UGGCUCCA G CCAAAGCU 


13393 


AGCTTTGG GGCTAGCTACAACGA TGGAGCCA 


33775 


9270 


1760 


CAGCCAAA G CUUGAUGC 


13394 


GCATCAAG GGCTAGCTACAACGA TTTGGCTG 


33776 


9277 


1753 


AGCUUGAU G CAGAGCUC 


13395 


GAGCTCTG GGCTAGCTACAACGA ATCAAGCT 


33777 


9282 


1748 


GAUGCAGA G CUCCCUCU 


13396 


AGAGGGAG GGCTAGCTACAACGA TCTGCATC 


33778 


9292 


1738 


UCCCUCUU G UGAGCCCA 


13397 


TGGGCTCA GGCTAGCTACAACGA AAGAGGGA 


33779 


9296 


1734 


UCUUGUGA G CCCAAUGC 


13398 


GCATTGGG GGCTAGCTACAACGA TCACAAGA 


33780 


9303 


1727 


AGCCCAAU G CUAUCACA 


13399 


TGTGATAG GGCTAGCTACAACGA ATTGGGCT 


33781 


9316 


1714 


CACAGACU G CUUCGUGG 


13400 


CCACGAAG GGCTAGCTACAACGA AGTCTGTG 


33782 


9321 


1709 


ACUGCUUC G UGGCGUGU 


13401 


ACACGCCA GGCTAGCTACAACGA GAAGCAGT 


33783 


9324 


1706 


GCUUCGUG G CGUGUGGU 


13402 


ACCACACG GGCTAGCTACAACGA CACGAAGC 


33784 


9326 


1704 


UUCGUGGC G UGUGGUUC 


13403 


GAACCACA GGCTAGCTACAACGA GCCACGAA 


33785 


9328 


1702 


CGUGGCGU G UGGUUCCU 


13404 


AGGAACCA GGCTAGCTACAACGA ACGCCACG 


33786 


9331 


1699 


GGCGUGUG G UUCCUCAA 


13405 


TTGAGGAA GGCTAGCTACAACGA CACACGCC 


33787 


9351 


1679 


CCAUUAAC G UCUCUCUG 


13406 


CAGAGAGA GGCTAGCTACAACGA GTTAATGG 


33788 


9359 


1671 


GUCUCUCU G UUCCUCCA 


13407 


TGGAGGAA GGCTAGCTACAACGA AGAGAGAC 


33789 


9372 


1658 


UCCACACA G UACUUCCA 


13406 


TGGAAGTA GGCTAGCTACAACGA TGTGTGGA 


33790 


9381 


1649 


UACUUCCA G CACUGCUC 


13409 


GAGCAGTG GGCTAGCTACAACGA TGGAAGTA 


33791 


9386 


1644 


; CCAGCACU G CUCCAAGG 


13410 


CCTTGGAG GGCTAGCTACAACGA AGTGCTGG 


33792 


9398 


1632 


CAAGGGAG G UUGAGGUC 


13411 


GACCTCAA GGCTAGCTACAACGA CTCCCTTG 


33793 


9404 


1626 


AGGUUGAG G UCCAUGAA 


13412 


TTCATGGA GGCTAGCTACAACGA CTCAACCT 


33794 


9435 


1595 


CCAAGAAC G UCUUUGUU 


13413 


AACAAAGA GGCTAGCTACAACGA GTTCTTGG 


33795 


9441 


1589 


ACGUCUUU G UUCCAACA 


13414 


TGTTGGAA GGCTAGCTACAACGA AAAGACGT 


33796 


9450 


1580 


UUCCAACA G UCAUCACG 


13415 


CGTGATGA GGCTAGCTACAACGA TGTTGGAA 


33797 


9458 


1572 


GUCAUCAC G UAGUAUGC 


13416 


GCATACTA GGCTAGCTACAACGA GTGATGAC 


33798 


9461 


1569 


AUCACGUA G UAUGCAUU 


13417 


AATGCATA GGCTAGCTACAACGA TACGTGAT 


33799 


9465 


1565 


CGUAGUAU G CAUUGGUG 


13418 


CACCAATG GGCTAGCTACAACGA ATACTACG 


33800 


9471 


1559 


AUGCAUUG G UGUCAAUC 


13419 


GATTGACA GGCTAGCTACAACGA CAATGCAT 


33801 


9473 


1557 


GCAUUGGU G UCAAUCCC 


13420 


GGGATTGA GGCTAGCTACAACGA ACCAATGC 


33802 


9487 


1543 


CCCUGACC G UGGUUCAC 


13421 


GTGAACCA GGCTAGCTACAACGA GGTCAGGG 


33803 


9490 


1540 


UGACCGUG G UUCACAGU 


13422 


ACTGTGAA GGCTAGCTACAACGA CACGGTCA 


33804 


9497 


1533 


GGUUCACA G UCCACUGU 


13423 


ACAGTGGA GGCTAGCTACAACGA TGTGAACC 


33805 


9504 


1526 


AGUCCACU G UCACCUCU 


13424 


AGAGGTGA GGCTAGCTACAACGA AGTGGACT 


33806 


9526 


1504 


UUCUCCAA G CUUUAGUG 


13425 


CACTAAAG GGCTAGCTACAACGA TTGGAGAA 


33807 


9532 


1498 


AAGCUUUA G UGUGUAUG 


13426 


CATACACA GGCTAGCTACAACGA TAAAGCTT 


33608 


9534 


1496 


GCUUUAGU G UGUAUGAA 


13427 


TTCATACA GGCTAGCTACAACGA ACTAAAGC 


33809 


9536 


1494 


UUUAGUGU G UAUGAAGG 


13428 


CCTTCATA GGCTAGCTACAACGA ACACTAAA 


33810 


9544 


1486 


GUAUGAAG G CGCCGCAG 


13429 


CTGCGGCG GGCTAGCTACAACGA CTTCATAC 


33811 


9546 


1484 


AUGAAGGC G CCGCAGGA 


13430 


TCCTGCGG GGCTAGCTACAACGA GCCTTCAT 


33812 


9549 


1481 


AAGGCGCC G CAGGAGUG 


13431 


CACTCCTG GGCTAGCTACAACGA GGOGCCTT 


33813 


9555 


1475 


CCGCAGGA G UGAUGCUG 


13432 


CAGCATCA GGCTAGCTACAACGA TCCTGCGG 


33814 


9560 


1470 


GGAGUGAU G CUGAAUCU 


13433 


AGATTCAG GGCTAGCTACAACGA ATCACTCC 


33815 


9573 


1457 


AUCUCCCU G CCUGAGUG 


13434 






9579 


1451 


CUGCCUGA G UGGCUCCA 


13435 


TGGAGCCA GGCTAGCTACAACGA TCAGGCAG 


33817 


9582 


1448 


CCUGAGUG G CUCCAACC 


13436 


GGTTGGAG GGCTAGCTACAACGA CACTCAGG 


33818 


9592 


1438 


UCCAACCU G UGUGGAGU 


13437 


ACTCCACA GGCTAGCTACAACGA AGGTTGGA 


33819 


9594 


1436 


CAACCUGU G UGGAGUAG 


13438 


CTACTCCA GGCTAGCTACAACGA ACAGGTTG 


33820 


9599 


1431 


UGUGUGGA G UAGUUUCC 


13439 


GGAAACTA GGCTAGCTACAACGA TCCACACA 


33821 


9602 


1428 | GUGGAGUA G UUUCCGUG 


13440 


CACGGAAA GGCTAGCTACAACGA TACTCCAC 


33822 
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9608 


1422 


UAGUUUCC G UGlXSACUC 


13441 


/-i it t^rn/~ifir* A PIP*P , T , AP , 1 P w ^ , &/" , A AfYJA ClfZH Z17A<TA 


33823 


9610 


1420 ! 


GUUUCCGU G CGACUCCA 


13442 


nw«7vr»»Tws /^/VTTv^nTafaiirYJiv AfYinAAAr* 

1 oGAo 1 V»o OoL. 1 AO L J. ALnnUUn /ivuuHHAVtf 


JJOtT 


9621 


1409 


ACUCCACA G UAGUUGGU 


13443 


ACCAACxA GGv-1 AGuiALAALAaA IuxvsVjAuI 


1 0 DOC 


9624 


1406 


CCACAGUA G UUGGUCCA 


13444 


1 Vjvj/IL. wiri (JUL 1 /iuL 1 I\\+JvvJ\2r% XAU lu 1 vjVj 




9628 


1402 


AGUAGUUG G UCCAUGGA 


13445 




33827 


9645 


1385 


/i T\ TV 7\ TV TV T tt~* P» PV 1 Af^TTTTP'Pl 

CAAAAAuG G L-LALUULo 


1 ~XA A C 


Lunnuluu UUvIAxiLlALnnLun UliililU 


33828 


9653 


1377 


/*i/T/*«T\ /TTTT/T TTA PTTTTP 1 7\TT 

GCCACUUC G UALUUGAU 


1 1 A A *7 




33829 


9678 


1352 


TTP*A AP* ATTP* TTTtY^I IITP'P'I T 

ULAAGAUG o UULUUcLU 


1 OAAQ 
±j t t*±0 




33830 


9690 


1340 


UUCCUAUU G GGUUGGUA 






33831 


9696 


1334 


T TT T/** /"l^VT TT P« TTTV ^ TV P 1 ^ TV P? 

UUGCCUUG G UAGAGCAG 




pTw^rr^rA nnrTAnr*TAnAAPRA PAAnopaa 

v^lV7v>XV^Xi4 Ww inlaw 1 nU/invUn v— ri-rlOv_j\_~rUA 


33832 


9701 


1329 


UUGGUAGA G CAGGCAAA 


13451 


r T a r r mr t n r m n/if^ , Afir , TAPAArYZA tptappaa 


JJOJJ 


9705 


1325 


UAGAGCAG G CAAAUUUG 


13452 


^TT\ TV TV'PM'MVI ^rtPT' J\ ' * 1 1 & 7\ ?\ rVl A /"if I 7i 
WlAAX X 1 VJ uoUXiUjl^XiiwiAUUn LlcCltln 


JjOjt 


9714 


1316 


CAAAUUUG G CGCAUGUG 


13453 


LiAvJAlGVAi VjvjL. 1 AtiC 1 Aw\AvJvirV LAnAillu 


JjOJ D 


9716 


1314 


AAUUUGGC G CAUGUGUC 


1 "} A C A 

13454 


UAUiUi X G ov3\- lAoL X AUiALvin uLwuihJ X 


JJojD 


9720 


1310 


UGGCGCAU G UGUCAAUG 


13455 


vJA 1 X viAUA GGL> X nuL X Aw^LuA A lvjUvjUUA 


JJOJ / 


9722 


1308 


GCGCAUGU G UCAAUGCU 


13456 


AGGA1 IliA GGL.lAGCXAuAAvGA AL-A l\i\Jvi\- 


•3 *> On Q 


9728 


1302 


GUGUCAAU G CUUCCUUU 


13457 


AAAGGAAG oGL.XAouXALAAL.V3A AX XoALAL. 


J Jo J J 


9737 


1293 


CUUCCUUU G CCAAAUAA 


13458 


X X A X i X Go ooL X AoL. X ALAALoA AAALtoAALt 




9749 


1281 


AAUAAUCC G CAGCCGUU 


1345? 


AA\JooL. X O UULlnuL lAUinLUn Uon X liil X 




9752 


1278 


AAUCCGCA G CCGUUGCC 


i i a c n 
134 bu 


f2fif i 7i'h.Hf2ti nnr'TAfinTAPAaryzA TnmnaTT 

OOLAALlOO ubLlnuL I AUviLUn luwuni 1 




9755 


1275 


CCGCAGCC G UUGCCCCA 


13461 


X OOOO UAA OO L 1 v- X ALAAVAjA uuU luUUU 




9758 


1272 


CAGCCGUU G CCCCAGCC 


13462 


OoLXooGo ooL.XAoL.X ALAALoA AAL.ooL.Xo 


J JQ^Ift 


9764 


1266 


UUGCCCCA G CCCCUGUC 


13463 


GACAGGGG GGUTAGL XAuAALoA XooooLAA 


33 o4o 


9770 


1260 


CAGCCCCU G UCCACCAC 


13464 


GTGGTGGA GGCTAGLTxAGAACGA AoLtoGCTo 


JJOlO 


9784 


1246 


CACUCCUU G UCUGCACA 


13465 


HV^*TV^^iT\/*»TV r'/iPT'H PPip Jl Ti HPR HRPPHPW 

TGTGCAGA GGCTAGCTACAACGA AAGGAGTo 


33 o4 / 


9788 


1242 


CCUUGUCU G CACACAAA 


13466 


TTTGTGTG GGCTAGCTACAACGA AGACAAGG 


*2 1 Q /I O 

33o4o 


9798 


1232 


ACACAAAA G CUGGGUCA 


13467 


TGACCCAG GGCTAGCTACAACGA TTTTGTGT 


33o49 


9803 


1227 


AAAGCUGG G UCAGCACG 


13468 


CGTGCTGA GGCTAGCTACAACGA L.CAGCTTT 


33 CJ5U 


9807 


1223 


CUGGGUCA G CACGUUUG 


13469 


^MiSrVTiP PPr'TRPPTTlPRSPPS TPRPPPTiP 

CAAACGTG GGCi AGLrlAUAACGA TGACCCAG 


33 o51 


9811 


1219 


GUCAGCAC G UUUGUCAU 


13470 


A'Pr'AP^AAA rTTOPTiPPTTiPTilinPTi pmpPTPRP 

AIGALAAA G0L.XA0L.XALAAU0A 0X0L.XGAL. 


1 1 Q CO 

3 J odZ 


9815 


1215 


GCACGUUU G UCAUUGUG 


13471 


CACAATGA Go LlAoLX ALAALoA AAAGGxoL. 


T 1 Q CO 

33 o53 


9821 


1209 


UUGUCAUU G UGAGCUUC 


13472 


PSSPPTPR PlP'P'T A/^iP"! 1 A P"A APV^R RJTPTiPi A 

0AA0LXLIA 00L.IA0L.X ALAALoA AAloALAA 


1 1 QCA 


9825 


1205 


^Tt TTTT^T T^TA /'Iff TT T/ "1 f T^^^^^ 

CAUUGUGA G CUUCUCCC 


13473 


r>n/~> A P< A A PT'P ,T T 1 A Pl/^T 1 A P 1 A AP'/^JV T'P'AP'A TATP" 

00GA0AA0 00L. 1 AJLtL. 1 ALAALoA XLALAAXo 


33 odd 


9837 


1193 


CUCCCAUG G UCGGGCAC 


13474 


p"TW«p»i^r , A pvr» T rAr , p ,r PA p 1 a a ptia p* a TPi/tirs a p» 
0 1 0LLL0A 00L X AoL. X ALAALoA LA 1 000A0 




9842 


1188 


AUGGUCGG G CACGCAGC 


13475 


PIP^TV^/V^nV PPPTRPPTTiPTiTir'Pa P'P'P 1 A P'P 1 A T 1 

GL. i 0CGT0 00L X AoL. i ALAALoA LLoALLA X 


33o3 / 


9846 


1184 


T1/VTn/T/1HO /"I ^tlV *~»/"lTTTTTT^ 

UCGGGCAC G CAGCUUUG 


1 1 A O C 

13470 


/-1 A A AP'P W TV*" nP'P'T'APlP'TA P»A APV^TA PiTVlP'P'P'/IA 

LAAAoL X 0 Gov 1 AoL. X ALAALoA 0 X0AJL.L0A 


"3 0 OCR 
J JO Do 


9849 


1181 


GGCACGCA G CUUUGGUG 


13477 


LALLAAAo 00L X AoL. X ALAALoA X 0L0 XoL-L. 
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GPTT'AAAA GGPTAGrTAPAAPGA AAAAGAAA 


33957 


10637 


393 


TT/*^TTTTTTTTP A P fflTP^V!/Wl 

UGUUUUGA G L.U LL\jtL,L.vj 




PGGPGGAG GGrTAGrTAPAArfrA TGAAAAPA 


33958 


10642 


388 


TT/^K/f/irT/Vt /"I «/vi J\t"TTTPJ.A 

UGAGCUCC G CCGAUUGA 


lib / / 


TV^anTTVlG fiHTT AGPTAGAAPGA GGAGTHY^A 




10653 


377 


*"1T* t"YT T/"l T* TTTA /*» /"1TV /TTTP'^TT^ 

GAUUGAUA G CACUGGUC 




nanPAGTVl GGT , TAGr t TAPAAfY»A TATGAATT 1 


JJ7PU 


10659 


371 


T T TV /"T /""< TV /^T TP P TT/1 7\ T\ ppttp 

UAGCACUG G UCAAGGUC 




ftAPGTTGA GGGTAGGTAGAAGGA PAGTGGTA 


J J? OX 


10665 


365 


TTPOIT^Jl 7VP « ITPPPTTAPTt 

UGGUCAAG G UCLCUAGU 


neon 


aPTAGGGA GGPTAGPTAPAAPGA PTTGAPPA 




10672 


358 


GGUCCCUA G UUCCOTCU j 


13581 


iUiAAGGnii LiiiCiAGLlALAALvirt. XiiuV3ULrlL.\« 




10694 


336 


^ TT/*i t tt WTPTVTT 

CUCAGAAG G UGUUUCAU 


1 1COO 

13504 


RlVaaaPl n/^PTAriPTAPAArYSA PTTPTfilAra 




10696 


334 


CAGAAGGU G UUUCAUCG 


Ubo 3 


rVRT'PAAA rWTAnPTAPA APfZA APPTTPTH 


J JJOD 


10704 


326 


GUUUCAUC G CUGUUUGU 


13584 


xpn7\ nPAT /V2/ , wp7if , nTan7i74PrJA nAIVxAATVP 
i\\ g J\t\n.\-A\3 VjoL 1 AvjV^ 1 n\-*\t\\A£n. Utn X Unnn^ 


•a *a ace 

OJ30D 


10707 


323 


UCAUCGCU G UUUGUUUG 


13585 


LAAALAftn LtLjL 1 AOL lAl^AAvAaii AuLoAlljA 


J JPw / 


10711 


319 


CGCuGUUU G UIJUGUUCA 


1 JDOO 


TPaaPaaa f!nrTZiPP f PZVPZiarY2A AAAPAPPP 




10715 


315 


/TTTT TTT/TT It It T ^T T TT T/^ Tt PITV PT/T 

GUUUGUUU G UUCALALL 




rT"~T/~' TP A A I'^n/TZVfZr'TZiPaZiPflA AZiAPAJIiAP 




10738 


292 


UCGAUCCA G CACUGCUC 


13588 


pnppfi n'Vfi /inrTh.finr'hr^'h.'h.r'n'b twsatppa 


JJ7/U 


10743 


287 


/T^T TV XT XT Tt XTT T rT /TfT/l/'in/'TTri 

CCAGCACU G CUCGGGUC 


13589 


paprrnan nnrTa^rTaraarca agtgptpts 

LtAL LL AjALt LjvjL 1 AvjL X ALAALvjA Alj luL X oo 


J J7 / X 


10749 


281 


CUGCUCGG G UCGGAGCA 


i *j con 


iuLiLLu/i urLK^XAuLlALAALAjA ULuAuLAv? 


JJJ / * 


10755 


275 


/•"I/"*/"!! TP/"*/"! TV <T HIV TV T TT Y/T /TT T 

GGGUCGGA G CAAUUGCU 


13591 


ALrLAA 1 i vj (jvjL i AvjL 1 ALAALvjA X LLA3AL.L.L. 




10761 


269 


TV TTTT pi AITrTTPRSr 

GAGCAAUU G CUGUGAAC 




/-rrprp/TTv pT. o rifiPTAGPTAPAAPGA AATTGPTP 




10764 


266 


CAAUUGCU G UGAACCUG 


13593 


/-i 7\ r-i |»irprp/-T t\ /T^/TTpTir^rTrpTX riT\ 7\ pfTi a/V7i3VT , TP 
LAGG 1 1 LA GGL X AGL 1 ALAALGA ALrLAAl 1 Vj 


33 y /j 


10779 


251 


UGAAGAAC G CCAAGAGA 


13594 


xCTL.IIvtG GGL1AGL1ALAALGA uliLllLA 




10788 


242 


CCAAGAGA G CCAACACA 


13595 


IGIGl IvjG GGLIAGLIALAALajA ItlLlibb 


*3 "J Q'7'7 
JJJ// 


10801 


229 


CACAAAUC G UAUUGGCC 


13596 


GGL*LAA1A LtvjLIALtLI ALAALLjA VjAl 1 Xvj Ivj 




10807 


223 


UCGUAUUG G CCCCUUGC 


13597 


GL AAGLtGG GGL 1 AGL i ALAALGA LAA i AL.GA 


33 y /y 


10814 


216 


/T,pi ptPtplPtTTTT /*• PPPTTPPATT 

GGCCCCUU G CCGUCGAU 


i jby o 


AILajALVjvj stVjL liUjL InLmLvin AALjoVsvaV^v 


j j y ou 


10817 


213 


rtrt/STTTTr'/'^O P T T/""V^ 7\ T TP 7\ P 

CCCUUGCC G UCGAUCAG 


13599 


L iVjAl LVjA VjvjL 1 AvjL 1 ALAALVjA vjvjWiftijvjlj 


j 3 y oi 


10826 


204 


ttppt\ttpi\p p rntnivftPSTT 

UCGAUCAG G CUCAALAU 


X3bUU 


anvTTPap f2f2PTar2P*nAPA2kPfSA ptpatpp.a 
Ai vjJ. IoALj VjvjL. X AoL 1 ALAALVxrt, LavjAIL-vjA 


jJjO« 


10836 


194 


UCAACAUA G CCCUL.UUL. 


13oUl 


GAALiAGLrG o vjL i. AL»L 1 ALAALajA XAIvjUvjA 


JJ JOJ 


10846 


184 


^T/"TT T/TT TT T/T TV /T TT^I/^TV TV TTP TV 

CCUCUUCA G UCCAAUCA 


1 Jb Uz 


IviAi IovjA Vjvjv^IAvj Li ALAALajA iVjAftwAVjVj 


j jy oft 


10865 


165 


/T TV PTTV T\ PI TV P» /-I /VI«ri/T/^7\TT 

GACAACAC G CGGGGCAU 


1 JoU 3 


AluLLULu WjL 1 AvjL 1 ALAALVjA (jlullVilV. 


j jy ob 


10870 


160 


z-i Ti n/i « pit* tit tPPPP 

CACGCGGG G CAUUCCGC 


13oU4 


VjUGGAAIvj VjvjL 1 AvjL 1 ALAALVjA LLLVjUj IVj 


■5 3y oo 


10877 


153 


GGCAUUCC G CGUUUUAG 


13605 


CTAAAACG GGCTAGCTACAACGA GGAATGLvJ 


33987 


10879 


151 


CAUUCCGC G UUUUAGCA 


13606 


rTVTp»rpA AAA P/"»P*T>IVPrwP7V f*7i T\ PP7J. p> PP P A A T»P 

TGCxAAAA GGL i AGL i ALAALVjA GGGLtAAxG 


3 39 oo 


10885 


145 


TT TTTTT TV /"l T\ T TT\ T TT TV"* TV 

GCGUUUUA G CAUAUUGA 


13607 


mp» AT'A'TVl rV"ipip APPT A PA A PP A "PA A A A PPP 

T CAA 1 A 1 u GGL x AGL 1 ALAALGA I AAAAUGL. 


33989 


10896 


134 


UAUUGACA G CCCGGL.UL. 


13b Uo 


PTXPPPPTIP. PPPTAPP^TiPTi A PP.71 TWIT PA 21^71 
VjAVjLVJVjvjvj UULlAuL lAUAALun 1<j1V#AA1A 


noon 
o j y y v 


10901 


129 


ACAGCCCG G CUCUUGCL. 


13609 


nppi\apivp ppp*rAP-P*P7\P7A APP.A r > nnrLr"pn r v 

LtGL-AAVjAVj VjVjL X AGL. i AGAALasA L-VjvjVjL iVjl 


3 3yy j. 


10907 


123 


CGGCUCUU G CCGGGUL.L. 




arwccncsn. rsnpranpraraarvia aagagppg 

VjVjvjLV^UvjVj VjVjL X AVjV- X ALAALuA nHJjAutUj 


j jyy & 


10912 


118 


nrirTPri/v/'i /^/^/^TT/^/>f Trr 

CUUGCCGG G CCCULL.UG 


13ol± 


raPPafifi/'! PiPiPTAPPTAPAAPOA PPPJ^P A An 
LAGGAGVjG VjVaLlA«L.xALAALvaA LUjoLAAu 


j 3y y3 


10921 


109 


/-i/-i|-iTT/-i/-rrT/i O TTT TTT /TTT 7 T\ Z" 1 

CCCUCCUG G UUUCUUAG 


1 ICI 1 

13ol£ 


PTaapaaa nPiPTAPPTAPAAfViA pannafin/3 

L 1 AAVjAAA VjVjL. IAuL X AL^iALUtn v— riVJVJrlVJvjvj 


j 3 y y ft 


10944 


86 


AGAUCUUC G UGCUAAGA 


13613 


mprnm A PP A PPPT»A PPT 1 A PA A PP. A P. A RflRTPT 
XLIIAGLA GGL xALtLI ALAALVjA VjAAVjAXLX 


3 3yyb 


10946 


64 


»f T#rrTTTn/T?V ^ r*tf T IV Ti ^T T4 Ti T4 

AUCUUCGU G CUAAGAAA 


13614 


i iu 1 u ii/TrprpA P PO^TT A PPrp A P A A PP A T\ prpr A A P A T 1 

TxxCTTAG GGCT AG C7x ALAALGA ACGAAGAx 


33996 


10957 


73 


AAGAAACA G CUCGCACU 


13615 


AGTGCGAG GGCTAGCTACAACGA TG x 1 1 LIT 


33997 


10961 


69 


AACAGCUC G CACUGUGXJ 


13616 


« n* /^«/ltn/1 /"l^t/tfflTl Aflfflfl PTTV TV /ip T\ /*T TV PT / UIIPIIIUII 

ACACAGTG GGCTAGCTACAACGA GAGCTGTT 


33998 


10966 


64 


CUCGCACU G UGUUAAUU 


13617 


TV n ii u'n TV TV /TT\ AT^T^TfTI TV / l/HT >Tv /TTV TV pp TV TV PH1P PP R P 

AATTAACA GGCTAGCTACAACGA AGTGCGAG 


33999 


10968 


62 


CGCACUGU G UUAAUUGU 


13618 


T\ /"^ T\ TvrpTTiTV tv PPPTJVPPTA PA A PP. A A P A PTYtlpT^ 

ACAAxxAA GGL 1 AGL 1 ALAALGA ALAVj 1 vjLAj 


34000 


10975 


55 


ftJ^TTTfTTV T4TTTT /"l TTTTrtTTTTTN TVTT 

UGUUAAUU G UUGUUAAU 


13619 


tv rprpTv TV piTv TV PPPTTiPPTRPR A PP. A A ATT A RPR 

Ax TAALAA GGL- 1 AGL. X ALAALGA AAxxAALA 


^ ^ rt fti 
34UQX 


10978 


52 


TTT\ » T TT T/^TT TT T <T TTTTTV T»TT/*V^1T 

UAAUUGUU G UUAAUCCU 


13620 


jv^ipr tv TTrpTv tv PPPTB fyvpTi P71 A PPR aRPaaTTa 
AGGAJL XAA GGL 1 AVjL x ALAALVjA AALAAXXA 


34UUZ 


11002 


28 


ALUAL.UAA G UUUGULIAG 


13621 


pmp a PA A A rtPJPTA^SPTAPA AP/1A fT^AGVAGT 
LlXiALAAA VjVjv^ li^VjU lrtv-J^/^Uvxrt. X InUlnUl 


o ft UU j 


11006 


Z4 


/"ttt A A f ITT TTT O TTOA/^r*TTr , Ik 

CUAALtUUU Lj UvJAGLULA 


136ZZ 


TPAPiPTGA GGPTAGPTAPAAPGA AAAPTTAG 
X\jAVjV_ X\xri VjvjV XrlVjv- X V^/vlV_.vjrV nnnUJl AnU 


J ^* U Uft 


11010 


20 


C3UUUC3UCA G CUCACACA 


13623 


TGTGTGAG GGCTAGCTACAACGA TGACAAAC 


34005 


11020 


10 


UCACACAG G CGAACUAC 


13624 


GTAGTTCG GGXTTAGCTACAACGa CTGTGTGA 


34006 


76 


10954 


AGCAGAAG A UCUCCUAG 


13625 


CTAGGAGA GXjCTAGCTACAACGa CTTCTGCT 


34007 


101 


10929 


AGGUGUCA A UAUGCUGU 


13626 


ACAGCATA GGCTAGCTACAACGA TGACACCT 


34008 


146 


10884 


CUCCACUA A CCUCUAGU 


13627 


ACTAGaGG GGXH'AGCTACAACGa TAGTGGAG 


34009 


165 


10865 


UUCCCCUG A CCUACAGC 


13628 


GCTGTAGG GGCTAGCTACAACGA CaGGX3GAA 


34010 


202 


10828 


CACUUUAA A CCGCGGGG 


13629 


CCCCGCGG GGCTAGCTACAACGA TTAAAGTG 


34011 



407 
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220 


10810 


CUCCUCUA A CCUCUAGU 


13630 


ACTAGAGG GGCTAGCTACAAOGA TAGAGGAG 


34012 


245 


10785 


CCUGGUUA A CACCAUUA 


13631 


TAATGGTG GGCTAGCTACAACGA 7AACCAGG 


34013 


295 


10735 


CUUUGUUA A CCCAGUCC 


13632 


GGACTGGG GGCTAGCTACAACGA TAACAAAG 


34014 


323 


10707 


UAUCGCAG A CUGCACUC 


13633 


GAGTGCAG GGCTAGCTACAACGA CTGCGATA 


34015 


363 


10667 


GUGGUCUG A CAUUGGGC 


13634 


GCCCAATG GGCTAGCTACAACGA CAGACCAC 


34016 


384 


10646 


AAGUUACA A CAUGUGGG 


13635 


CCCACATG GGCTAGCTACAACGA TGTAACTT 


34017 


407 


10623 


CUUCCGAG A CGGUUCUG 


13636 


CAGAACCG GGCTAGCTACAACGA CTCGGAAG 


34018 


429 


10601 


UUACAUGG A UCACUUCG 


13637 


CGAAGTGA GGCTAGCTACAACGA CCATGTAA 


34019 


494 


10536 


UCUACUCA A CUUCCGGU 


13638 


ACCGGAAG GGCTAGCTACAACGA TGAGTAGA 


34020 


510 


10520 


UGGCGGGA A CUUCCCGG 


13639 


CCGGGAAG GGCTAGCTACAACGA TCCCGCCA 


34021 


523 


10507 


CCGGCCUG A CUUUCUCC 


13640 


GGAGAAAG GGCTAGCTACAACGA CAGGCCGG 


34022 


537 


10493 


UCCUCAAA A UUUUCUUA 


13641 


TAAGAAAA GGCTAGCTACAACGA TTTGAGGA 


34023 


546 


10484 


UUUUCUUA A CUAUUUAC 


13642 


GTAAATAG GGCTAGCTACAACGA TAAGAAAA 


34024 


559 


10471 


UUACACUA A CACCACUA 


13643 


TAGTGGTG GGCTAGCTACAACGA TAGTGTAA 


34025 


569 


10461 


ACCACUAA A UACUACUA 


13644 


TAGTAGTA GGCTAGCTACAACGA TTAGTGGT 


34026 


582 


10448 


ACUAUAAA A CUACACUU 


13645 


AAGTGTAG GGCTAGCTACAACGA TTTATAGT 


34027 


619 


10411 


UAUUUACA A UUGAUUAA 


13646 


TTAATCAA GGCTAGCTACAACGA TGTAAATA 


34028 


623 


10407 


UACAAUUG A UUAAAUAU 


13647 


ATATTTAA GGCTAGCTACAACGA CAATTGTA 


34029 


628 


10402 


UUGAUUAA A UAUCUACA 


13648 


TGTAGATA GGCTAGCTACAACGA TTAATCAA 


34030 


651 


10379 


UGUCCUCA A CCAAAGUU 


13649 


AACTTTGG GGCTAGCTACAACGA TGAGGACA 


34031 


683 


10347 


| UUUAGUGA A CUCAUGUA 


13650 


TACATGAG GGCTAGCTACAACGA TCACTAAA 


34032 


692 


10338 


CUCAUGUA A UCCACAUA 


13651 


TATGTGGA GGCTAGCTACAACGA TACATGAG 


34033 


714 


10316 


| CAUCUCCG A UGAUUGCU 


13652 


AGCAATCA GGCTAGCTACAACGA CGGAGATG 


34034 


717 


10313 


CUCCGAUG A UUGCUCUG 


13653 


CAGAGCAA GGCTAGCTACAACGA CATCGGAG 


34035 


726 


10304 


UUGCUCUG A CUUGGUUG 


13654 


CAACCAAG GGCTAGCTACAACGA CAGAGCAA 


34036 


735 


10295 


CUUGGUUG A UAGCCACC 


13655 


GGTGGCTA GGCTAGCTACAACGA CAACCAAG 


34037 


747 


10283 


CCACCUGG A UGUUUUCU 


13656 


AGAAAACA GGCTAGCTACAACGA CCAGGTGG 


34038 


783 


10247 


UUGUGCCA A UCAGGCUG 


13657 


CAGCCTGA GGCTAGCTACAACGA TGGCACAA 


34039 


801 


10229 


CACACCAG A UGUCCUCU 


13658 


AGAGGACA GGCTAGCTACAACGA CTGGTGTG 


34040 


821 


10209 


UUUCCUGA A UAUGGGAC 


13659 


GTCCCATA GGCTAGCTACAACGA TCAGGAAA 


34041 


828 


10202 


AAUAUGGG A CGUCACUC 


13660 


GAGTGACG GGCTAGCTACAACGA CCCATATT 


34042 


888 


10142 


CUAUCCAA A CACGGUUC 


13661 


GAACCGTG GGCTAGCTACAACGA TTGGATAG 


34043 


900 


10130 


GGUUCCAG A CCUCCAAC 


13662 


GTTGGAGG GGCTAGCTACAACGA CTGGAACC 


34044 


907 


10123 


GACCUCCA A CAUGUCCU 


13663 


AGGACATG GGCTAGCTACAACGA TGGAGGTC 


34045 


945 


10085 


CUGCAUGG A UGGACCAC 


13664 


GTGGTCCA GGCTAGCTACAACGA CCATGCAG 


34046 


949 


10081 


AUGGAUGG A CCACGUGG 


13665 


CCACGTGG GGCTAGCTACAACGA CCATCCAT 


34047 


972 


10058 


CGGUAGGG A CCCAAUUC 


13666 


GAATTGGG GGCTAGCTACAACGA CCCTACCG 


34046 


977 


10053 


GGGACCCA A UUCACAGG 


13667 


CCTGTGAA GGCTAGCTACAACGA TGGGTCCC 


34049 


987 


10043 


UCACAGGG A CAGCGGAG 


13668 


CTCCGCTG GGCTAGCTACAACGA CCCTGTGA 


34050 


999 


10031 


CGGAGCAA A UGGCGUUG 


13669 


CAACGCCA GGCTAGCTACAACGA TTGCTCCG 


34051 


1066 


9964 


GGCAUAAG A CUUAGCCA 


13670 


TGGCTAAG GGCTAGCTACAACGA CTTATGCC 


34052 


1076 


9954 


UUAGCCAG A CAAGCAGU 


13671 


ACTGCTTG GGCTAGCTACAACGA CTGGCTAA 


34053 


1092 


9938 


UGUCGCGG A CGUUCCAU 


13672 


ATGGAACG GGCTAGCTACAACGA CCGCGACA 


34054 


1114 


9916 


CCCUGGAG A UAUGCGAG 


13673 


CTCGCATA GGCTAGCTACAACGA CTCCAGGG 


34055 


1135 


9895 


GCCUACCA A UUCAUCCU 


13674 


AGGATGAA GGCTAGCTACAACGA TGGTAGGC 


34056 


1158 


9872 


GGCAUGGA A CCACCAGU 


13675 


ACTGGTGG GGCTAGCTACAACGA TCCATGCC 


34057 


1185 


9845 


CUUUCAUG A UCAAUUCA 


13676 


TGAATTGA GGCTAGCTACAACGA CATGAAAG 


34056 


1189 


9841 


CAUGAUCA A UUCAGUGA 


13677 


TCACTGAA GGCTAGCTACAACGA TGATCATG 


34059 


1199 


9831 


UCAGUGAA A UGGUUUGA 


13678 


TCAAACCA GGCTAGCTACAACGA TTCACTGA 


34060 


1213 


9817 


UGAGCAAA A UGGAACCU 


13679 


AGGTTCCA GGCTAGCTACAACGA TTTGCTCA 


34061 


1218 


9812 


AAAAUGGA A CCUGCUGC 


13680 


GCAGCAGG GGCTAGCTACAACGA TCCATTTT 


34062 


1229 


9801 


UGCUGCCA A UCAUACCA 


13681 


TGGTATGA GGCTAGCTACAACGA TGGCAGCA 


34063 


1246 


9784 


UCCaGUUG A cgguuucc 


13682 


GGAAACCG GGCTAGCTACAACGA CAACTGGA 


34064 


1263 


9767 


ACUCUUGG A UGUCUUUG 


13683 


CAAAGACA GGCTAGCTACAACGA CCAAGAGT 


34065 


1275 


9755 


CUUUGCGA A CCUUUGAC 


13684 


GTCAAAGG GGCTAGCTACAACGA TCGCAAAG 


34066 


1282 


9748 


AACCUUUG A CAUAGCAU 


13685 


ATGCTATG GGCTAGCTACAACGA CAAAGGTT 


34067 


1319 


9711 


gcaaagcg a ucguccag 


13686 




34068 


1356 


9674 


CUCCACUG A CAGCCAUG 


13687 


CATGGCTG GGCTAGCTACAACGA CAGTGGAG 


34069 


1393 


9637 


AUUCUCAA A CAGCCAGG 


13668 


CCTGGCTG GGCTAGCTACAAOGA TTGAGAAT 


34070 


1407 


9623 


AGGUCCUG A CUUUGGGU 


13689 


ACCCAAAG GGCTAGCTACAACGA CAGGACCT 


34071 


1455 


9575 


CUGGGCCA A UCACUCCU 


13690 


AGGAGTGA GGCTAGCTACAACGA TGGCCCAG 


34072 


1491 


9539 


CCAGCUGG A CGGCCAGG 


13691 


CCTGGCCG GGCTAGCTACAAOGA CCAGCTGG 


34073 


1527 


9503 


CGUAGGUG A CAACUUGU 


13692 


ACAAGTTG GGCTAGCTACAACGA CACCTACG 


34074 



408 
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1530 


9500 


AGGUGACA a cuugucca 


13o9 3 


TfinnraAG GGCTAGCTACAACGA TGTCACCT 


34075 


1550 


9480 \ 


CCCCUCUG A UCUUCuGU 


13694 


a^aaaanA GGCTAGCTACAACGA CAGAGGGG 

^tj^4i^j/^i\jn www 4/lUv i Awmvvn wfr^w^»wwv^w 


34076 


1563 


9467 


CUCUGGAG A UAACAUCC 


1 3o9i> 


r^ATHTTA GGCTAGCTACAACGA CTCCAGAG 


34077 


1566 


9464 


* tv f% TV ttTV TA ^^T\ TTf"^/*^ TV TTf^ 

UGGAGAUA A CAUCwAUG 




rriTGGIiTG GGCTAGCTACAACGA TATCTCCA 


3407B 


1575 


9455 


CAUCCAUG A CGGUUCUU 


1369 / 


aaGaaCCG GGCTAGCTACAACGA CATGGATG 


34079 


1614 


9416 


CUUUCACA A CUUUGUGA 


1 J69o 


i \J/il>^iiAxiV3 uwv X nOL inwinvun ivi \jjv%n\3 


34080 


1622 


9408 


ACUUUGUG A CGAUAGGU 


13699 


Lu www Ai"Vwv» XALAn^>wn UlUlnnu X 


34081 


1625 


9405 


UUGUGACG A UAGGUGAG 


13700 




34082 


1638 


9392 


UGAGCUCA A UGAUGGGG i 






34083 


1641 


9389 


GCUCAAUG A UGGCCCUG 


13702 




34084 


1655 


9375 


CUGGCAAG A CGCCGAUG 


13703 


LniuuuUl uoU InuL InUnnUwi wl lu\,UW 


34085 


1661 


9369 


■n rvn nn/Wi x TT/TTf TfW*P* 

AGACGCCG A UGUUCCCC 


1J 


UUUwUiUi ouL JL nuv X nwuiuun w ww wVJ 1V.1 


34086 


1719 


9311 


CUCUCGUG A UGCGGGUG 


1 ^*7rtC 
J.J /Uj 


r'&rWYZPA GGCTAGPTACAArGA CACGAGAG 


34087 


1755 


9275 


CAGCAUAG A UCUUGCCC 


1 J /Uo 


f2/2nPAAf3A GGCTAGPTAPAArGA CTATGPTG 
UiuUvUjn OOwXaww X/XwaAwwa w inlUL Aw 


34088 


1779 


9251 


GGGUGCCA A CuUCACGC 


1 J l\j l 


rTVlTYSAaG GGrTAGCTACAACGA TRGCACCC 

uLUlUfUw wwwX/lwwX AwviVtfUn X ww wx\wv> w 


34089 


1791 


9239 


^VT^T* TV TTPTTTTV TV ^T/^/*l 

CACGCAGG A UGUAACCC 


13708 


ubul InUn uuU ihuL 1 nUuttun ww X www x w 


34090 


1796 


9234 


*l m TV TT/ttTTk TV f^t^r^ TV / B (l II TTT 

AGGAUGUA A CCCAGUUU 


13709 


A/\/\wlOww uuU i nuL InwuiLUn XawxIXwwX 


34091 


1824 


9206 


AGCCCUCG A CACCUCGU 


± J /1U 


aOGanflTG GGPTAGrTACAAPGA PGAGGGCT 

AuUnuulU uulrf InuL InLnnLUn wwTiwwwwX 


34092 


1874 


9156 


TTTTn> TV TV TV /"< /"l /T TV T\ ^T /*T 

UUGAGAAA A CCCAGAGC 


IS /ll 


Vjw Itl www uuU 1 AUv InWinwun xxXwlwAn 


34093 


1888 


9142 


AGCCUCGA A CUCCAGAA 


13 f Id 


X 1 w luunu uoLlnuw inurtnuun x LUnwv, x 


34094 


1918 


9112 


*-*/-T*TV O T\ T T/ 1 ^ Tk TV TV TV TV T T/"^ 

CCACAUGA A CCAAAUGG 


i o *?n -a 
1j / lo 




34095 


1923 


9107 


«t<1 TV TV O^IH TV TV T T^^^TT^TT^ 

UGAACCAA A UGGCUCUG 


13 /14 




34096 


1951 


9079 


CUUUCCGA A CUCUCCGG 


13715 




■ 34097 


1992 


9038 


UGUUGUAA A UGCAAGUG 


13716 


naPTTrsra pppTafipraraarRa ttapaapa 

CALllbui wLliiut iAUuiLUn i Xi4wri/iw*» 




2003 


9027 


CAAGUGUG A CAUUCCCC 


13717 


G GGwAATw- www 1 AuL 1 AUtnLun UiWiU X X\> 




2018 


9012 


CCCCGCAG A UGUGCCUC 


13718 


wAGwCACA www 1 AbU iiiLAALuA LluLwuo 


34100 


2053 


8977 


CUCCCAAA A UUUUGGAU 


13719 


tv mr*r* a n a a r'^iPTAPPTfiPR RfVlA r PT"TPiPl/^17iPl 
AxwwAAAA bbL inuL 1 AUutU»i illuwAu 


13.1 ni 


2060 


8970 


m <h v rvvr tt Tn/"i Tv T t/TTTTT^ TV TV /T 

AAUUUUGG A UCUUCAAC 


13720 


bl luAnun UbL InuL lALAAUvi LUvUUili 


34102 


2067 


8963 


GAUCUUCA A CUGCUUCU 


13721 


Aunnuwiu www i/Aww X/AV»»rtnU\?rt 1 unnurtl w 


J *i XU J 


2093 


8937 


CUCCAUUG A UUCUGCUC 


13722 


Wibuibrtn ubL X AbL iAUAALuA UAA1 OuAU 


34104 


2107 


8923 


-11 r .-~r| tt -|- j — ■ -in «■ «l AH Tfn^nfl ^1 

CUCUUCAA A CAUGGCAC 


13723 


r'TPrT'M'/? r^r , P tr P APLP^T A A A/*V2A 'I"I'P1A API API 

GTG w wAx G uuL I AGw I AwAALXwi X 1 wflAuflu 


3 


2136 


8894 


UGCUGUUG A CCUUUCUU 


13724 


AAuAAAbU uuwlnuUlAwUiUln UviwiUwi 


34106 


2149 


8881 


UCUUAUGA A UUCCUCUC 


13725 


PAPSPPJMl PJP , P» r P AP1P"T AP* A APT1A TPATAAflA 
tJAuAuljArt Lio L. J- AuL 1 ALAAL.UA iLAiAAuH 


131 07 


2174 


8856 


AUUCUGGG A CGUUUUUC 


13726 


IjAAAAALIj X Aww 1 AUiAtw LLUiWift X 


131 Oft 


2194 


8836 


GGCCAAAA A CGCCCACA 


13727 


«t«o»tv"'/"v»/'v* pppTiPPTRpR anr 1 a r T ,r r w T r rnr2.p , P' 
TGxoGGCG vibL 1 Aviu 1 ALMLuA ill lUbLL 


131 f\Q 


2203 


8827 


CGCCCACA A CCAGUUGG 


1372 o 


PPSaPT/7/7 /T/mT AfiPTAP A TAfYi A TnTGGGfY3 
LUviL X UU uul X AUL X AUiAUuA X 0 X wwVjUo 


131 1 n 


2281 


8749 


CUCUUUGA A CACUCGCU 


13729 


Ar'P'P 1 AP"TV2 f^flP'TAfir'TAPAarYiA TPAA&f32VP 
AuLuAb Xw uuL X hue X AwviLun X UinnUnU 


34111 


2331 


8699 


w T^t Ttf^^tT YTV TV T\ T TT T^1# *f 

UGGUGGUA A CAUUCGUG 


13 /3U 


r , AP , HAA r rPi nnpranPTaraarfia tappappa 

VJiLuAAlu uuv< inUV>l AwinUJn Xriww/\wwn 


34112 


2340 


8690 


CAUUCGUG A UGGUGUCC 


13 /31 


r , P7AP , 7ir , P , A nniPTAGPTAPAAPOA PAPGAATf? 


34113 


2370 


8660 


GGAGCCUG A CwAwUCGA 


13 / 32 


TVPiaPTfirS PGPTAGPTAPAAPflA PAGGPTPP 

X vjuAu X UU UUL X rtww lAwTAUVJn WiVJUv. JL ww 


34114 


2382 


8648 


CUCCAUUG A CCAGCGAA 


13 /33 


T"T'OnP ,r Pr2/*l rSfl/^'PAfSP'PAPAAPnA PAA*TGPiAG 
X X www X ww Vjo w X /Avj l_ X AwAAwwn wrlri X Ounu 


34115 


2390 


8640 


ACCAGCGA A CUGGCGGA 


13 /34 


TPPfiPPafi GT4PTAGPTAPAAPf3A TPGPTGGT 


34116 


2420 


8610 


ACAUCAUA A CUGCCGUG 


1373d 


Pa(73fiPart CTiPTAGPTAPAArYJA TATGATGT 
UiUsuUiu uuv« Inut XnUviUun XrlXUx-vxwX 


34117 


2429 


8601 


CUGCCGUG A UAGUUCCA 


13736 


TPPBRPTll P'P*P ,r P AriP^T 1 AP 1 A APV1A OAPWlPIira 
luunALlA butiAuLlALAAujA UiLuuUAu 


1311ft 


2477 


8553 


fm-m. /VTTT^/N TV TV /*tTT/"rf TTV /"Tf t/^i 

CACGUCGA A CUGUACUC 


13737 


PRPTlVPRP P^P" PT A PPT A H7A A PVStt TPr2APV2TT2 
GAG 1 ALAu GG w X iWjw X ALHAtUA X UViriwO L\j 


131 1 Q 

J Til? 


2502 


8528 


GUCGUUCA A UCCUGUUC 


13738 


n^iips/yji ppPTanpTaraaprta tyiaap/^iap 
GAAGAGGA uoL lAuC 1 AUiAUjA 1\1AALuAL 


131 50 


2514 


8516 


UGUUCUUG A UUUUACUG 


13739 


OKOItK TV 1\ ft PPnTRPPTaPSSPPR P'AA^IAAPA 

CAGTAAAA GG CT AGGx ALAAvJGA LAAuAALA 


14101 
34131 


2657 


8373 


UUCACUGA A UGUACCAC 


13740 


nrn/i/lrm^ OK Pn/wPftPPTHPRirVR TIP" A r^TV^ A A 

GTGGTACA GGCTAGCTAwAACGA IGAGXvaAA 


131 0*5 


2681 


8349 


GAAGCUCG A CUCACCCA 


13741 


TGGGTGAG GG Cx AGG 1 ALAAUjA LliAuL liL 


13101 
3 4X33 


2690 


8340 


^mmmm^m^m. J^V^^^^TV 4V ^l1kTT^!Tn 

CUCACCCA A UACAUCUC 


13742 


GAGATGTA GG G X AGG X AGftAGGA X GGo luALj 


1A1 OA 


2708 


8322 


UGCGUGGA A UUCCGUGA 


13743 


»T»r»i\rv5/5AA ppr»ranp*rapaappa Tppapnra 
X GAGGGAA (jut 1 AuL 1 AUHAUsA ILWiWUi 


131 o*; 


2730 


8300 


GGUUUCUG A CCAGUCCC 


13744 


r*nn a p^rnr^ <*3r , P w r7irsr t TAPAArY3A PAfiAAAPP 
G GGAG XoG GGG X AGG 1 AuiAUiA Uwhft/u.U 


131 9fi 


2778 


8252 


UCUCUAUG A CUUUCGGC 


13745 


npppjaap PlPLP'TAflPTAP'A APV1S. PTlTTiOAGA 
uULuAAAu (jtjt IHuC i AUHnUirt UilhUnun 


131 37 


2815 


8215 


CACGCAAA A UUCCCUUG 


13746 


GAAGGGAA GGG X AGG iAuiAUiA X X icwlij 


131 Oft 


2847 


8183 


TV /^-f Tf^i*rn/~% W ft ^VtftTTTTTT/'*ft 

AGUCCUCA A CCAUUUCA 


.13747 


TPASJ11W PPPTRPPTSPa A PVT. A TPifViaPT 
TGAAATGG GGG X AGG X AUHAUaA iuHuwil, X 


131 7Q 


2859 


8171 


UUUCAAGG A CCCGAAUC 


13748 


Pitq«rpppp r*r*r**v?k ppttv hjir fV* A P , r w T M TY2 A A 7i 
GATTCGGG GGCTAGGxAGAAwGA GG 1 iuAAA 


131 in 

J 4 X J U 




ni fit; 


PJP* APPPPA a TTPRTIPPTTA 

w^JfVwwwwXl UwwwwwU.r\. 


13749 


TAGGAPGA GGCTAGCTACAACGA TCGGGTCC 


34131 


2883 


8147 


GCUCUUCA A CCUCAGCA 


13750 


TGCTGAGG GGCTAGCTACAACGA TGAAGAGC 


34132 


2896 


8134 


AGCACUUG A CGAGGACU 


13751 


AGTCCTCG GGCTAGCTACAACGA CAAGTGCT 


34133 


2902 


8128 


UGACGAGG A CUCUCCGA 


13752 


TCGGAGAG GGCTAGCTACAACGA CCTCGTCA 


34134 


2910 


8120 


ACUCUCCG A UGUCACAA 


13753 


TTGTGACA GGCTAGCTACAACGA CGGAGAGT 


34135 


2933 


8097 


GUGUCACA A CACUCAGA 


13754 


TCTGAGTG GGCTAGCTACAACGA TGTGACAC 


34136 


2953 


8077 


UCUGUAGA A CACAUCCA 


13755 


TGGATGTG GGCTAGCTACAACGA TCTACAGA 


34137 
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2979 


8051 


UCAUGGUG A CAAUGOUC 


13756 


GAACATTG GGCTAGCTACAACGA CACCATGA 


34138 


2982 


8048 


UGGUGACA A UGUUCCAU 


13757 


ATGGAACA GGCTAGCTACAACGA TGTCACCA 


34139 


2996 


8034 


CAUCCAUA A CUUUGCAC 


13758 


GTGCAAAG GGCTAGCTACAACGA TATGGATG 


34140 


3029 


8001 


UGUCOGGG A CCGCCCUU 


13759 


AAGGGCGG GGCTAGCTACAACGA CCCGGACA 


34141 


3051 


7979 


ACCCUCUG A CUUCUUGG 


13760 


CCAAGAAG GGCTAGCTACAACGA CAGAGGGT 


34142 


3060 


7970 


CUUCUUGG A CUCUUUUU 


13761 


AAAAAGAG GGCTAGCTACAACGA CCAAGAAG 


34143 


3086 


7944 


AUAUAGUA A CACCAACC | 


13762 


GGTTGGTG GGCTAGCTACAACGA TACTATAT 


34144 


3092 


7938 


UAACACCA A CCGCCUCU 


13763 


AGAGGCGG GGCTAGCTACAACGA TGGTGTTA 


34145 


3117 


7913 


CAAGGUCA A UCACUUUU 


13764 


AAAAGTGA GGCTAGCTACAACGA TGACCTTG 


34146 


3129 


7901 


CUUUUCCG A CCGGUUCG 


13765 


CGAACCGG GGCTAGCTACAACGA CGGAAAAG 


34147 


3142 


7888 


UUCGAGAA A CCUCCGUU 


13766 


AACGGAGG GGCTAGCTACAACGA TTCTCGAA 


34148 


3153 


7877 


UCCGUUCG A CCAGCCAU 


13767 


ATGGCTGG GGCTAGCTACAACGA CGAACGGA' 


34149 


3186 


7844 


CCCUAGAG A CUGGAUGC 


13768 


GCATCCAG GGCTAGCTACAACGA CTCTAGGG 


34150 


3191 


7839 


GAGACUGG A UGCCCUCC 


13769 


GGAGGGCA GGCTAGCTACAACGA CCAGTCTC 


34151 


3204 


7826 


CUCCAGUG A CAUUGCCU ! 


13770 


AGGCAATG GGCTAGCTACAACGA CACTGGAG 


34152 


3242 


7788 


GCUGAGCG A UCGACUUC 


13771 


GAAGTCGA GGCTAGCTACAACGA OGCTCAGC 


34153 


3246 


7784 


AGCGAUCG A CUUCGAUG 


13772 


CATCGAAG GGCTAGCTACAACGA CGATCGCT 


34154 


3252 


7778 


CGACUUCG A UGAUGGCC 


13773 


GGCCATCA GGCTAGCTACAACGA CGAAGTCG 


34155 


3255 


7775 


CUUCGAUG A UGGCCUCU 


13774 


AGAGGCCA GGCTAGCTACAACGA CATCGAAG 


34156 


3280 


7750 


CCUAGUGA A CUCUUCUU 


13775 


AAGAAGAG GGCTAGCTACAACGA TCACTAGG 


34157 


3318 


7712 


CUUUCCAA A CCUCUCCC 


13776 


GGGAGAGG GGCTAGCTACAACGA TTGGAAAG 


34158 


3400 


7630 


UGUUAUGG A UAGACAUG 


13777 


CATGTCTA GGCTAGCTACAACGA CCATAACA 


34159 


3404 


7626 


AUGGAUAG A CAUGACAA 


13778 


TTGTCATG GGCTAGCTACAACGA CTATCCAT 


34160 


3409 


7621 


UAGACAUG A CAACCAAC 


13779 


GTTGGTTG GGCTAGCTACAACGA CATGTCTA 


34161 


3412 


7618 


ACAUGACA A CCAACCCC 


13780 


GGGGTTGG GGCTAGCTACAACGA TGTCATGT 


34162 


3416 


7614 


GACAACCA A CCCCCACG 


13781 


CGTGGGGG GGCTAGCTACAACGA TGGTTGTC 


34163 


3429 


7601 


CACGCAUG A UGUGGCAG 


13782 


CTGCCACA GGCTAGCTACAACGA CATGCGTG 


34164 


3444 


7586 


AGAGUCCG A UGGCAGUU 


13783 


AACTGCCA GGCTAGCTACAACGA CGGACTCT 


34165 


3465 


7565 


CGUUCCAA A CAGAGCUU 


13784 


AAGCTCTG GGCTAGCTACAACGA TTGGAACG 


34166 


3510 


7520 


CGGCCGUG A UCAAAAUU 


13785 


AATTTTGA GGCTAGCTACAACGA CACGGCCG 


34167 


3516 


7514 


UGAUCAAA A UUCCGGCU 


13786 


AGCCGGAA GGCTAGCTACAACGA TTTGATCA 


34168 


3544 


7486 


CUUCACAG A CGGGUUCA 


13787 


TGAACCCG GGCTAGCTACAACGA CTGTGAAG 


34169 


3571 


7459 


AGCUAGAG A CACCAAGA 


13788 


TCTTGGTG GGCTAGCTACAACGA CTCTAGCT 


34170 


3579 


7451 


ACACCAAG A UCAGCAUG 


13789 


CATGCTGA GGCTAGCTACAACGA CTTGGTGT 


34171 


3588 


7442 


UCAGCAUG A UCUGUCCA 


13790 


TGGACAGA GGCTAGCTACAACGA CATGCTGA 


34172 


3597 


7433 


UCUGUCCA A CUUUCUUC 


13791 


GAAGAAAG GGCTAGCTACAACGA TGGACAGA 


34173 


3612 


7418 


UCUGCAUG A UGGGUGUG 


13792 


CACACCCA GGCTAGCTACAACGA CATGCAGA 


34174 


3631 


7399 


GCGCUCUA A UUCUGGGA 


13793 


TCCCAGAA GGCTAGCTACAACGA TAGAGCGC 


34175 


3639 


7391 


AUUCUGGG A CGUCCGUG 


13794 


CACGGACG GGCTAGCTACAACGA CCCAGAAT 


34176 


3654 


7376 


UGGCCACG A UGCCAUCC 


13795 


GGATGGCA GGCTAGCTACAACGA CGTGGCCA 


34177 


3681 


7349 


UCUUCAUG A UUCCGGCC 


13796 


GGCCGGAA GGCTAGCTACAACGA CATGAAGA 


34178 


3731 


7299 


GCUUGCCA A CCGGGAAC 


13797 


GTTCCCGG GGCTAGCTACAACGA TGGCAAGC 


34179 


3738 


7292 


AACCGGGA A CCAUGUAG 


13798 


CTACATGG GGCTAGCTACAACGA TCCCGGTT 


34180 


3786 


7244 


UUACCGUA A CGGUGAGG 


13799 


CCTCACCG GGCTAGCTACAACGA TACGGTAA 


34181 


3798 


7232 


UGAGGGUG A CUUGUCCC 


13800 


GGGACAAG GGCTAGCTACAACGA CACCCTCA 


34182 


3835 


7195 


GAGAGCCG A CACUCCAA 


13801 


TTGGAGTG GGCTAGCTACAACGA CGGCTCTC 


34183 


3843 


7187 


ACACUCCA A CAUCGACG 


13802 


CGTCGATG GGCTAGCTACAACGA TGGAGTGT 


34184 


3849 


7181 


CAACAUCG A CGAAGGGG 


13803 


CCCCTTCG GGCTAGCTACAACGA CGATGTTG 


34185 


3877 


7153 


GAGUGUGA A UAGUGCAC 


13804 


GTGCACTA GGCTAGCTACAACGA TCACACTC 


34186 


3894 


7136 


UUGCCUGA A CGUUUAUU 


13805 


AATAAACG GGCTAGCTACAACGA TCAGGCAA 


34187 


3910 


7120 


UGAGGUCA A UGAGGUGU 


13806 


ACACCTCA GGCTAGCTACAACGA TGACCTCA 


34186 


3921 


7109 


AGGUGUUG A UGUAAUCU 


13807 


AGATTACA GGCTAGCTACAACGA CAACACCT 


34189 


3926 


7104 


UUGAUGUA A UCUGACGU 


13808 


ACGTCAGA GGCTAGCTACAACGA TACATCAA 


34190 


3931 


7099 


GUAAUCUG A CGUGAUCA 


13809 


TGATCACG GGCTAGCTACAACGA CAGATTAC 


34191 


3936 


7094 


CUGACGUG A UCAAAUGC 


13810 


GCATTTGA GGCTAGCTACAACGA CACGTCAG 


34192 


3941 


7089 


GUGAUCAA A UGCUUUAG 


13811 


CTAAAGCA GGCTAGCTACAACGA TTGATCAC 


34193 


3963 


7067 


GAGUGAGG A CCGCUGUU 


13812 


AACAGCGG GGCTAGCTACAACGA CCTCACTC 


34194 


3988 


7042 


GUACAGUG A CCAGGCUG 


13813 


CAGCCTGG GGCTAGCTACAACGA CACTGTAC 


34195 


4021 


7009 


CAAAAGAA A CUCOCCCA 


13814 


TGGGAGAG GGCTAGCTACAACGA TTCTTTTG 


34196 


4037 


6993 


AUGCUGAA A UUCUCCUU 


13815 


AAGGAGAA GGCTAGCTACAACGA TTCAGCAT 


34197 


4047 


6983 


UCUCCUUG A CCUCAAUU 


13816 


AATTGAGG GGCTAGCTACAACGA CAAGGAGA 


34198 


4053 


6977 


UGACCUCA A UUCUUUGC 


13817 


GCAAAGAA GGCTAGCTACAACGA TGAGGTCA 


34199 


4066 


6964 


UUGCCCAA A CAAACUGC 


13818 


GCAGTTTG GGCTAGCTACAACGA TTGGGCAA 


34200 
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4070 


6960 


CCAAACAA A CUGCUUAU 


13819 


ATAAGCAG GGCTAGCTACAACGA TTGTTTGG 


34201 


4103 


6927 


UCUAGCCA A CCCAUCUC 


13820 


GAGATGGG GGCTAGCTACAACGA TGGCTAGA 


34202 


4143 


6887 


GGGUCAUG A CACAAAUC 


13821 


GATTTGTG GGCTAGCTACAACGA CATGACCC 


34203 


4149 


6881 


UGACACAA A UCAGGAAC 


13822 


GTTCCTGA GGCTAGCTACAACGA TTGTGTCA 


34204 


4156 


6874 


AAUCA66A A CACGGCUA 


13823 


TAGCCGTG GGCTAGCTACAACGA TCCTGATT 


34205 


4184 


6846 


GUCUGCGA A CGUUGCUU 


13824 


AAGCAACG GGCTAGCTACAACGA TOGCAGAC 


34206 


4206 


6824 


GCUCAGGA A UUAGCACA 


13825 


TGTGCTAA GGCTAGCTACAACGA TCCTGAGC 


34207 


4215 


6815 


UUAGCACA A UCAUCAAG 


13826 


CTTGATGA GGCTAGCTACAACGA TGTGCTAA 


34208 


4240 


6790 


GAGCAGCA A CAUUCCGG 


13827 


CCGGAATG GGCTAGCTACAACGA TGCTGCTC 


34209 


4251 


6779 


UUCCGGCG A UCUUCGUU 


13828 


AACGAAGA GGCTAGCTACAACGA CGCCGGAA 


34210 


4266 


6764 


UUCCUGGA A CUUCAGCC 


13829 


GGCTGAAG GGCTAGCTACAACGA TCCAGGAA 


34211 


4260 


6750 


GCCAUCCA A CAGAAAAA 


13830 


TTTTTCTG GGCTAGCTACAACGA TGGATGGC 


34212 


4296 


6734 


AGGUCGCG A CUCCCAAG 


13831 


CTTGGGAG GGCTAGCTACAACGA CGCGACCT 


34213 


4305 


6725 


CUCCCAAG A CAGCGCCU 


13832 


AGGCGCTG GGCTAGCTACAACGA CTTGGGAG 


34214 


4319 


6711 


CCUCCCAA A CCUAUCUU 


13833 


AAGATAGG GGCTAGCTACAACGA TTGGGAGG 


34215 


4332 


6698 


UCUUUCCA A UGCCCDUC 


13834 


GAAGGGCA GGCTAGCTACAACGA TGGAAAGA 


34216 


4360 


6670 


GAGGAAGA A UACUCCCA 


13835 


TGGGAGTA GGCTAGCTACAACGA TCTTCCTC 


34217 


4384 


6646 


CACACUCA A UAAGGCAA 


13836 


TTGCCTTA GGCTAGCTACAACGA TGAGTGTG 


34218 


4392 


6638 


AUAAGGCA A UCAAGGCA 


13837 


TGCCTTGA GGCTAGCTACAACGA TGCCTTAT 


34219 


4401 


6629 


UCAAGGCA A UUGUCUGA 


13838 


TCAGACAA GGCTAGCTACAACGA TGCCTTGA 


34220 


4476" 


6554 


UGGCCACA A CGUACAUG 


13839 


CATGTACG GGCTAGCTACAACGA TGTGGCCA 


34221 


4539 


6491 


UUCCCAGA A CCUCAAUG 


13840 


CATTGAGG GGCTAGCTACAACGA TCTGGGAA 


34222 


4545 


6485 


GAACCUCA A UGAGCCCU 


13841 


AGGGCTCA GGCTAGCTACAACGA TGAGGTTC 


34223 


4562 


6468 


AUCUGAGA A CGUUUUCC 


13842 


GGAAAACG GGCTAGCTACAACGA TCTCAGAT 


34224 


4588 


6442 . 


GUCCUUGA A CGCCUUUA 


13843 


TAAAGGCG GGCTAGCTACAACGA TCAAGGAC 


34225 


4607 


6423 


GCCUGGUG A UCCGAGUA 


13844 


TACTCGGA GGCTAGCTACAACGA CACCAGGC 


34226 


4629 


6401 


UGGCGUCA A UCCAGCGC 


13845 


GCGCTGGA GGCTAGCTACAACGA TGACGCCA 


34227 


4647 


6383 


GCCUCAGA A UCUUCGUU 


13846 


AAGGAAGA GGCTAGCTACAACGA TCTGAGGC 


34228 


4671 


6359 


GCUUCGUG A UGACUUCC 


13847 


GGAAGTCA GGCTAGCTACAACGA CACGAAGC 


34229 


4674 


6356 


UCGUGAUG A CUUCCACU 


13848 


AGTGGAAG GGCTAGCTACAACGA CATCACGA 


34230 


4701 


6329 


CUUCUAAA A UUGUGUUU 


13849 


AAACACAA GGCTAGCTACAACGA TTTAGAAG 


34231 


4718 


6312 


GUCCUAGG A CCAUCAAA 


13850 


TTTGATGG GGCTAGCTACAACGA CCTAGGAC 


34232 


4750 


6280 


GUGGUAUG A CACUCCAG 


13851 


CTGGAGTG GGCTAGCTACAACGA CATACCAC 


34233 


4767 


6263 


CCGCUGCA A CCUUGUAA 


13852 


TTACAAGG GGCTAGCTACAACGA TGCAGCGG 


34234 


4785 


6245 


CCAGCCAA A CUGGCAGA 


13853 


TCTGCCAG GGCTAGCTACAACGA TTGGCTGG 


34235 


4793 


6237 


ACUGGCAG A UCUGCAGU 


13854 


ACTGCAGA GGCTAGCTACAACGA CTGCCAGT 


34236 


4807 


6223 


AGUCCUCA A CAGUUCCA 


13855 


TGGAACTG GGCTAGCTACAACGA TGAGGACT 


34237 


4894 


6136 


UUGGUAGA A UUGAGCGA 


13856 


TCGCTCAA GGCTAGCTACAACGA TCTACCAA 


34238 


4902 


6128 


AUUGAGCG A UCAGUCCG 


13857 


CGGACTGA GGCTAGCTACAACGA CGCTCAAT 


34239 


4923 


6107 


GCAUGUUG A UGUUGUCC 


13858 


GGACAACA GGCTAGCTACAACGA CAACATGC 


34240 


4938 


6092 


CCAGCAUG A UUCGUGCC 


13859 


GGCACGAA GGCTAGCTACAACGA CATGCTGG 


34241 


4955 


6075 


UCAGUCCA A UGGGCGAA 


13860 


TTCGCCCA GGCTAGCTACAACGA TGGACTGA 


34242 


4997 


6033 


CCCCCAUA A CAGUACUC 


13861 


GAGTACTG GGCTAGCTACAACGA TATGGGGG 


34243 


5013 


6017 


CAUCACCA A CUUGCGAC 


13862 


GTCGCAAG GGCTAGCTACAACGA TGGTGATG 


34244 


5020 


6010 


AACUUGCG A CGGAUUUC 


13863 


GAAATCCG GGCTAGCTACAACGA CGCAAGTT 


34245 


5024 


6006 


UGCGACGG A UUUCUACC 


13864 


GGTAGAAA GGCTAGCTACAACGA CCGTCGCA 


34246 


5034 


5996 


UUCUACCG A UACGUCCA 


13865 


TGGACGTA GGCTAGCTACAACGA CGGTAGAA 


34247 


5077 


5953 


CACUGCAG A UGGUUCUC 


13866 


GAGAACCA GGCTAGCTACAACGA CTGCAGTG 


34248 


5091 


5939 


CUCCCAGG A UCACUCUC 


13867 


GAGAGTGA GGCTAGCTACAACGA CCTGGGAG 


34249 


5118 


5912 


CUGUUAUG A UGGUUGGU 


13868 


ACCAACCA GGCTAGCTACAACGA CATAACAG 


34250 


5148 


5682 


GGCUGUCA A UCACCCUG 


13869 


CAGGGTGA GGCTAGCTACAACGA TGACAGCC 


34251 


5185 


5845 


CAUUUCAG A UAUGUCUG 


13870 


CAGACATA GGCTAGCTACAACGA CTGAAATG 


34252 


5199 


5831 


CUGUUGUG A UAACAAAG 


13871 


CTTTGTTA GGCTAGCTACAACGA CACAACAG 


34253 


5202 


5826 


UUGUGAUA A CAAAGUCC 


13872 


GGACTTTG GGCTAGCTACAACGA TATCACAA 


34254 


5213 


5817 


AAGUCCCA A UCAUCGUU 


13873 


AACGATGA GGCTAGCTACAACGA TGGGACTT 


34255 


5251 


5779 


CUCGUACG A CUUUCUGU 


13874 


ACAGAAAG GGCTAGCTACAACGA CGTACGAG 


34256 


5263 


5767 


UCUGUUCA A UUGGACUA 


A J O t O 






5268 


5762 


UCAAUUGG A CUACUUUC 


13876 


GAAAGTAG GGCTAGCTACAACGA CCAATTGA 


34258 


5304 


5726 


AAAGGGCA A UCUCAUUC 


13877 


GAATGAGA GGCTAGCTACAACGA TGCCCTTT 


34259 


5322 


5708 


CCAUCUUG A CACUAGGC 


13878 


GCCTAGTG GGCTAGCTACAACGA CAAGATGG 


34260 


5335 


5695 


AGGCACAA A CCAAACCG 


13879 


CGGTTTGG GGCTAGCTACAACGA TTGTGCCT 


34261 


5340 


5690 


CAAACCAA A CCGUCUUC 


13880 


GAAGACGG GGCTAGCTACAACGA TTGGTTTG 


34262 


5364 


5666 


AUUCUGUG A UCCAUUCG 


13881 


CGAATGGA GGCTAGCTACAACGA CACAGAAT 


34263 
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5393 


5637 


CAAGCUOG A UCCGGGAU 


13882 


ATCCCGGA GGCTAGCTACAACGA CGAGCTTG 


34264 


5400 


5630 


GAUCCGGG A UCUCAGUC 


13883 


GACTGAGA GGCTAGCTACAACGA CCCGGATC 


34265 


5421 


5609 


AGUCGGAA A UUGGUGAA 


13884 


TTCACCAA GGCTAGCTACAACGA TTCCGACT 


34266 


5429 


5601 


AUUGGUGA A UUGGACUC 


13885 


GAGTCCAA GGCTAGCTACAACGA TCACCAAT 


34267 


5434 


5596 


UGAAUUGG A CUCUGGGA 


13886 


TCCCAGAG GGCTAGCTACAACGA CCAATTCA 


34268 


5443 


5587 


CUCUGGGA A UGGAUCUG 


13887 


CAGATCCA GGCTAGCTACAACGA TCCCAGAG 


34269 


5447 


5583 


GGGAAUGG A UCUGAAGU 


13888 


ACTTCAGA GGCTAGCTACAACGA CCATTCCC 


34270 


5479 


5551 


UGUCAUGA A UAUUGCCG 


13889 


CGGCAATA GGCTAGCTACAACGA TCATGACA 


34271 


5505 


5525 


CUAGCUCG A CCUUUGUG 


13890 


CACAAAGG GGCTAGCTACAACGA CGAGCTAG 


34272 


5517 


5513 


UUGUGGAA A UGUAACCU 


13891 


AGGTTACA GGCTAGCTACAACGA TTCCACAA 


34273 


5522 


5508 


GAAAUGUA A CCUCUUGC 


13892 


GCAAGAGG GGCTAGCTACAACGA TACATTTC 


34274 


5535 


5495 


UUGCUGCA A UGCUAGCU 


13893 


AGCTAGCA GGCTAGCTACAACGA TGCAGCAA 


34275 


5555 


5475 


UCGGUGAA A UGAGCCUC 


13894 


GAGGCTCA GGCTAGCTACAACGA TTCACCGA 


34276 


5575 


5455 


CAUCACGA A CAGGUUGU 


13895 


ACAACCTG GGCTAGCTACAACGA TCGTGATG 


34277 


5605 


5425 


GUGAGGAG A CAUCAGCC 


13896 


GGCTGATG GGCTAGCTACAACGA CTCCTCAC 


34278 


5633 


5397 


GUAGCAOG A CACAUGAC 


13897 


GTCATGTG GGCTAGCTACAACGA CATGCTAC 


34279 


5640 


5390 


GACACAUG A CAUCAACA 


13898 


TGTTGATG GGCTAGCTACAACGA CATGTGTC 


34280 


5646 


5384 


UGACAUCA A CAAUCUCA 


13899 


TGAGATTG GGCTAGCTACAACGA TGATGTCA 


34281 


5649 


5381 


CAUCAACA A UCUCAUUU 


13900 


AAATGAGA GGCTAGCTACAACGA TGTTGATG 


34282 


5683 


5347 


CACUGCGG A UGUCUGGU 


13901 


ACCAGACA GGCTAGCTACAACGA CCGCAGTG 


34283 


5697 


5333 


GGUACCGG A UGGGCAGU 


13902 


ACTGCCCA GGCTAGCTACAACGA CCGGTACC 


34284 


5739 


5291 


CAGCCACA A CCCUGGUU 


13903 


AACCAGGG GGCTAGCTACAACGA TGTGGCTG 


34285 


5793 


5237 


CCUCUUUG A UGAUCUGU 


13904 


ACAGATCA GGCTAGCTACAACGA CAAAGAGG 


34286 


5796 


5234 


CUUUGAUG A UCUGUGGC 


13905 


GCCACAGA GGCTAGCTACAACGA CATCAAAG 


342B7 


5808 


5222 


GUGGCAGA A UCCUCCUU 


13906 


AAGGAGGA GGCTAGCTACAACGA TCTGCCAC 


34288 


5834 


5196 


GCGCCGGG A UGGAGAUC 


13907 


GATCTCCA GGCTAGCTACAACGA CCCGGCGC 


34289 


5840 


5190 


GGAUGGAG A UCCAGUAC 


13908 


GTACTGGA GGCTAGCTACAACGA CTCCATCC 


34290 


5853 


5177 


GUACAGUG A UCUGUUUU 


13909 


AAAACAGA GGCTAGCTACAACGA CACTGTAC 


34291 


5884 


5146 


AGGUUCGA A UCCGGCUG 


13910 


CAGCCGGA GGCTAGCTACAACGA TCGAACCT 


34292 


5895 


5135 


CGGCUGGG A UUGGCUCA 


13911 


TGAGCCAA GGCTAGCTACAACGA CCCAGCCG 


34293 


5958 


5072 


GCAUUAUG A CUCCAUUG 


13912 


CAATGGAG GGCTAGCTACAACGA CATAATGC 


34294 


5979 


5051 


AAAGCCCA A UCACAUCA 


13913 


TGATGTGA GGCTAGCTACAACGA TGGGCTTT 


34295 


6016 


5014 


UGAGCCUG A UGUUCCAG 


13914 


CTGGAACA GGCTAGCTACAACGA CAGGCTCA 


34296 


6051 


4979 


CGGCCCCG A UUUCUCCU 


13915 


AGGAGAAA GGCTAGCTACAACGA CGGGGCCG 


34297 


6073 


4957 


UGUUUUGA A CACCCCUG 


13916 


CAGGGGTG GGCTAGCTACAACGA TCAAAACA 


34298 


6093 


4937 


UCGUCUGG A CGUUCUUA 


13917 


TAAGAACG GGCTAGCTACAACGA CCAGACGA 


34299 


6102 


4928 


CGUUCUUA A CGUUCUUG 


13918 


CAAGAACG GGCTAGCTACAACGA TAAGAACG 


34300 


6126 


4904 


CCACCACA A UCAUCUGC 


13919 


GCAGATGA GGCTAGCTACAACGA TGTGGTGG 


34301 


6166 


4864 


GUGCUGCA A UUUCCAGG 


13920 


CCTGGAAA GGCTAGCTACAACGA TGCAGCAC 


34302 


6185 


4845 


CCUCCGUA A CAAAGUCG 


13921 


CGACTTTG GGCTAGCTACAACGA TACGGAGG 


34303 


6194 


4836 


CAAAGUCG A UCCUCCUU 


13922 


AAGGAGGA GGCTAGCTACAACGA CGACTTTG 


34304 


6204 


4826 


CCUCCUUG A CACUGCCC 


13923 


GGGCAGTG GGCTAGCTACAACGA CAAGGAGG 


34305 


6285 


4745 


UGUGGAAA A CACCUUCA 


13924 


TGAAGGTG GGCTAGCTACAACGA TTTCCACA 


34306 


6294 


4736 


CACCUUCA A CCAUCACG 


13925 


CGTGATGG GGCTAGCTACAACGA TGAAGGTG 


34307 


6317 


4713 


CCUGCUUG A UAACUGCC 


13926 


GGCAGTTA GGCTAGCTACAACGA CAAGCAGG 


34308 


6320 


4710 


GCUUGAUA A CUGCCGAG 


13927 


CTCGGCAG GGCTAGCTACAACGA TATCAAGC 


34309 


6345 


4685 


GAGUCAUG A UCCUGUAG 


13928 


CTACAGGA GGCTAGCTACAACGA CATGACTC 


34310 


6354 


4676 


UCCUGUAG A CGCCGGUG 


13929 


CACCGGCG GGCTAGCTACAACGA CTACAGGA 


34311 


6409 


4621 


GUCCCACA A CACGCCUC 


13930 


GAGGCGTG GGCTAGCTACAACGA TGTGGGAC 


34312 


6448 


4582 


UAUCCAAA A UCCAACUA 


13931 


TAGTTGGA GGCTAGCTACAACGA TTTGGATA 


34313 


6453 


4577 


AAAAUCCA A CUACUGAG 


13932 


CTCAGTAG GGCTAGCTACAACGA TGGATTTT 


34314 


6468 


4562 


AGGGCAAG A UUGCCCAG 


13933 


CTGGGCAA GGCTAGCTACAACGA CTTGCCCT 


34315 


6492 


4538 


ACGCACUA A UCGCGAGA 


13934 


TCTCGCGA GGCTAGCTACAACGA TAGTGCGT 


34316 


6500 


4530 


AUCGCGAG A CAGACCAU 


13935 


ATGGTCTG GGCTAGCTACAACGA CTCGCGAT 


34317 


6504 


4526 


CGAGACAG A CCAUUCUG 


13936 


CAGAATGG GGCTAGCTACAACGA CTGTCTCG 


34318 


6542 


4488 


GCUCCUGG A UCAUUCAU 


13937 


ATGAATGA GGCTAGCTACAACGA CCAGGAGC 


34319 


6588 


4442 


GCACAUCA A CUCUUUCG 


13938 


CGAAAGAG GGCTAGCTACAACGA TGATGTGC 


34320 


6609 


4421 


AGCCUGUA A UUUCUGCA 


13939 


TGCAGAAA GGCTAGCTACAACGA TACAGGCT 


34321 


6633 


4397 


CCCAGGAA A UGUCCGCC 


13940 


GGCGGACA GGCTAGCTACAACGA TTCCTGGG 


34322 


6651 


4379 


UUCUCUCA A UCCACAUA 


13941 


TATGTGGA GGCTAGCTACAACGA TGAGAGAA 


34323 


6667 


4363 


AUCUGUUG A UUUCCCAG 


13942 


CTGGGAAA GGCTAGCTACAACGA CAACAGAT 


34324 


6678 


4352 


UCCCAGAA A UCACGAAA 


13943 


TTTCGTGA GGCTAGCTACAACGA TTCTGGGA 


34325 


6694 


4336 


AGCAGCAA A CAUGAGCC 


13944 


GGCTCATG GGCTAGCTACAACGA TTGCTGCT 


34326 
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6708 


4322 


GCCCCGCG A UAGUCAUU 


13945 


_ . - I, .. n /in/mi i /"win /v^nn/i/inn 

AATGACTA GGCTAGCTACAACGA CGCGGGGC 


34327 


6720 


4310 


UCAUUGGA A UGGCCADG 


13946 


pi . limn ririTi /^finm*n/ttmv/m « Ann m/m> MnnK 

CATGGCCA GGCTAGCTACAACGA TCCAATGA 


34328 


6735 


4295 


UGGAGUCA A UGUCAAGC 


13947 


GCTTGACA GG i/i AGCTACAACGA TGAutOCA 


34329 


6759 


4271 


GCCCUCCG A CGAUGGCA 


13948 


TGCCATCG GGCTAGCTACAACGA CGGAGGGC 


34330 


6762 


4268 


CUCCGACG A UGGCAAAC 


13949 


GTTTGCCA GGCTAGCTACAACGA CGTCGGAG 


34331 


6769 


4261 


GAUGGCAA A CAUUAGGC 


13950 


GCCTAA*i\5 (jULTA' A(i LTi ALAAUUA TTti<J(JATL; 


34332 


6780 


4250 


UUAGGCCG A CAGCUGUC 


13951 


GACAGCTG Cfo <J" J. AU C I ACAAOiA CGGCCiAA 


34333 


6827 


4203 


CCGUUGGG A UCACAUGC 


13952 


GCATGTGA GGCTAGCTACAACGA CCCAACOG 


34334 


6837 


4193 


CACAUGCA A UCAGUCCA 


13953 


TGGACTGA GGCTAGCTACAACGA TGCATGTG 


34335 


6855 


4175 


CAGCAAGG A UCAUGGGG 


13954 


CCCCATGA GGCTAGCTACAACGA CCTTGCTG 


34336 


6902 


4128 


CAUAGCAG A CUUGCUCC 


13955 


GGAGCAAG GGCTAGCTACAACGA CTGCTATG 


34337 


6945 


4085 


UCUCCCUG A UCAAGCOG 


13956 


CAGCTTGA GGCTAGCTACAACGA CAGGGAGA 


34338 


6963 


4067 


CUAUUCCG A CCAUCAAC 


13957 


GTTGATGG GGCTAGCTACAACGA CGGAATAG 


34339 


6970 


4060 


GACCAUCA A CAGCAGUA 


13958 


TACTGCTG GGCTAGCTACAACGA TGATGGTC 


34340 


6995 


4035 


ACAUCCAG A UUCAAGCA 


13959 


TGCTTGAA GGCTAGCTACAACGA CTGGATGT 


34341 


7038 


3992 


GCAGCGGA A CAACCACG 


13960 


CGTGGTTG GGCTAGCTACAACGA TCCGCTGC 


34342 


7041 


3989 


GCGGAACA A CCACGUUU 


13961 


AAACGTGG GGCTAGCTACAACGA TGTTCCGC 


34343 


7051 


3979 


CACGUUUG A UGUCGUUG 


13962 


CAACGACA GGCTAGCTACAACGA CAAACGTG 


34344 


7063 


3967 


CGUUGUGA A UGUUAUGG 


13963 


CCATAACA GGCTAGCTACAACGA TCACAACG 


34345 


7103 


3927 


GCCAGUGA A UUCAACAC 


13964 


GTGTTGAA GGCTAGCTACAACGA TCACTGGC 


34346 


7108 


3922 


UGAAUUCA A CACAUCAG 


13965 


CTGATGTG GGCTAGCTACAACGA TGAATTCA 


34347 


7119 


3911 


CAUCAGGG A UCUCCCAG 


13966 


CTGGGAGA GGCTAGCTACAACGA CCCTGATG 


34348 


7134 


3896 


AGAGCAGA A UUUGGCGG 


13967 


CCGCCAAA GGCTAGCTACAACGA TCTGCTCT 


34349 


7151 


3879 


GCAUCGUG A UAAGCCAU 


13968 


ATGGCTTA GGCTAGCTACAACGA CACGATGC 


34350 


7170 


3860 


GAAAGAAA A CAGCCGCC 


13969 


GGCGGCTG GGCTAGCTACAACGA TTTCTTTC 


34351 


7180 


3850 


AGCCGCCA A CAUCAACA 


13970 


TGTTGATG GGCTAGCTACAACGA TGGCGGCT 


34352 


7186 


3844 


CAACAUCA A CAAAAUGU 


13971 


ACATTTTG GGCTAGCTACAACGA TGATGTTG 


34353 


7191 


3839 


UCAACAAA A UGUUCUCC 


13972 


GGAGAACA GGCTAGCTACAACGA TTTGTTGA 


34354 


7225 


3805 


UUUGAGAA A CGAUGCCA 


13973 


TGGCATCG GGCTAGCTACAACGA TTCTCAAA 


34355 


7228 j 


3802 


GAGAAACG A UGCCACCA 


13974 


TGGTGGCA GGCTAGCTACAACGA CGTTTCTC 


34356 


7240 


3790 


CACCAUAA A CACUGGUU 


13975 


AACCAGTG GGCTAGCTACAACGA TTATGGTG 


34357 


7298 


3732 


CCUCCCGA A UUAGAUUC 


13976 


GAATCTAA GGCTAGCTACAACGA TCGGGAGG 


34358 


7303 


3727 


CGAAUUAG A UUCUGCGA 


13977 


TCGCAGAA GGCTAGCTACAACGA CTAATTCG 


34359 


7329 


3701 


CCACCAAG A UGACAUAG 


13978 


CTATGTCA GGCTAGCTACAACGA CTTGGTGG 


34360 


7332 


3698 


CCAAGAUG A CAUAGCGU 


13979 


ACGCTATG GGCTAGCTACAACGA CATCTTGG 


34361 


7342 


3688 


AUAGCGUA A CACAUCAG 


13980 


CTGATGTG GGCTAGCTACAACGA TACGCTAT 


34362 


7359 


3671 


UGUAAGUA A UGCCCCCA 


13981 


TGGGGGCA GGCTAGCTACAACGA TACTTACA 


34363 


7369 


3661 


GCCCCCAA A CACCAGGA 


13982 


TCCTGGTG GGCTAGCTACAACGA TTGGGGGC 


34364 


7377 


3653 


ACACCAGG A CUAGCAGA 


13983 


TCTGCTAG GGCTAGCTACAACGA CCTGGTGT 


34365 


7389 


3641 


GCAGAGCA A UCAGUAUA 


13984 


TATACTGA GGCTAGCTACAACGA TGCTCTGC 


34366 


7410 


3620 


GCAUGCUG A UCUUGGCU 


13985 


AGCCAAGA GGCTAGCTACAACGA CAGCATGC 


34367 


7437 


3593 


UGCGAAGG A CCUCCUGG 


13986 


CCAGGAGG GGCTAGCTACAACGA CCTTCGCA 


34368 


7456 


3574 


GGCCAAGA A CACGACCA 


13987 


TGGTCGTG GGCTAGCTACAACGA TCTTGGCC 


34369 


7461 


3569 


AGAACACG A CCAGAAGG 


13988 


CCTTCTGG GGCTAGCTACAACGA CGTGTTCT 


34370 


7474 


! 3556 


AAGGCCCA A CUGAAAAG 


13989 


CTTTTCAG GGCTAGCTACAACGA TGGGCCTT 


34371 


7488 


3542 


AAGGGUCA A UCAUAUCA 


13990 


TGATATGA GGCTAGCTACAACGA TGACCCTT 


34372 


7519 


3511 


CACUUGUG A CUGCACQA 


13991 


TCGTGCAO GGCTAGCTACAACGA CACAAGTG 


34373 


7557 


3473 


GUGGUCUG A UCUCCAUA 


13992 


TATGGAGA GGCTAGCTACAACGA CAGACCAC 


34374 


7574 


3456 


CCAUACCA A CAGCCGCU 


13993 


AGCGGCTG GGCTAGCTACAACGA TGGTATGG 


34375 


7631 


3399 


CAGCACCA A UCUGUUAU 


13994 


ATAACAGA GGCTAGCTACAACGA TGGTGCTG 


34376 


7642 


3388 


UGUUAUCA A CUOUCCGC 


13995 


GCGGAAAG GGCTAGCTACAACGA TGATAACA 


34377 


7707 


3323 


UCAGGGUG A CCGUAGUU 


13996 


AACTACGG GGCTAGCTACAACGA CACCCTGA 


34378 


7727 


3303 


GGGCAGUA A UCGAAGUC 


13997 


GACTTCGA GGCTAGCTACAACGA TACTGCCC 


34379 


7737 


3293 


CGAAGUCA A UCUCUACC 


13998 


GGTAGAGA GGCTAGCTACAACGA TGACTTCG 


34380 


7796 


3234 


GGUCUCCG A UUGUGAUU 


13999 


AATCACAA GGCTAGCTACAACGA CGGAGACC 


34381 


7802 


3228 


CGAUUGUG A UUGCUUCG 


.14000 


CGAAGCAA GGCTAGCTACAACGA CACAATCG 


34382 


7827 


3203 


CCAGUGUG A CUGGUADU 


14001 


AATACCAG GGCTAGCTACAACGA CACACTGG 


34383 


7854 


3176 


UCUCAAGG A UUCCAUCG 


14002 


CGATGGAA GGCTAGCTACAACGA CCTTGAGA 


34364 


7897 


3133 


CGUACAUG A UUUGACUU 


14003 


AAOTCAAA GGCTAGCTACAACGA CATGTACG 


34385 


7902 


3128 


AUGAUUUG A CUUCACCC 


14004 


GGGTGAAG GGCTAGCTACAACGA CAAATCAT 


34386 


7914 


3116 


CACCCAGA A CUGCCCUU 


14005 


AAGGGCAG GGCTAGCTACAACGA TCTGGGTG 


34387 


7956 


3074 


UGCUUUCA A UCCAAUAG 


14006 


CTATTGGA GGCTAGCTACAACGA TGAAAGCA 


34388 


7961 


3069 


UCAAUCCA A UAGGACAG 


14007 


CTGTCCTA GGCTAGCTACAACGA TGGATTGA 


34389 



413 



WO 02/068637 PCTAJS01/48350 



Table XI 



7966 


3064 


CCAAUAGG A CAGGUCAC 


14008 


GTGACCTG GGCTAGCTACAACGA CCTATTGG 


34390 


7980 


3050 


CACUGUGG A UCGCCAAG 


14009 


CTTGGOGA GGCTAGCTACAACGA CCACAGTG 


34391 


7998 


3032 


UGUUCUUG A CAGCCGUU 


14010 


AAOGGCTG GGCTAGCTACAACGA CAAGAACA 


34392 


8010 


3020 


COGUUCCA A UGAUCUUC 


14011 


GAAGATCA GGCTAGCTACAACGA TGGAACGG 


34393 


8013 


3017 


UUCCAAUG A UCUUCGAG 


14012 


CTCGAAGA GGCTAGCTACAACGA CATTGGAA 


34394 


8049 


2981 


UCUCUCUG A CCUUCAGG 


14013 


CCTGAAGG GGCTAGCTACAACGA CAGAGAGA 


34395 


8059 


2971 


CUUCAGGA A CAUCCGAG 


14014 


CTCGGATG GGCTAGCTACAACGA TCCTGAAG 


34396 


8078 


2952 


CUGGUGAG A CCAAAUCC 


14015 


GGATTTGG GGCTAGCTACAACGA CTCACCAG 


34397 


8083 


2947 


GAGACCAA A UCCAAAAU 


14016 


ATTTTGGA GGCTAGCTACAACGA TTGGTCTC 


34398 


8090 


2940 


AAUCCAAA A UCCUCCAC 


14017 


GTGGAGGA GGCTAGCTACAACGA TTTGGATT 


34399 


8120 


2910 


CAAGCGCG A UUCUGAGU 


14018 


ACTCAGAA GGCTAGCTACAACGA CGCGCTTG 


34400 


8132 


2898 


UGAGUCGG A CAUUCCUU 


14019 


AAGGAATG GGCTAGCTACAACGA CCGACTCA 


34401 


8150 


2880 


GUCUCCGG A CCAUCAAC 


14020 


GTTGATGG GGCTAGCTACAACGA CCGGAGAC 


34402 


8157 


2873 


GACCAUCA A CCACAAAG 


14021 


CTTTGTGG GGCTAGCTACAACGA TGATGGTC 


34403 


8191 


2839 


UGGUGCAA A UAAAAUAC 


14022 


GTATTTTA GGCTAGCTACAACGA TTGCACCA 


34404 


8196 


2834 


CAAAUAAA A UACUCUUU 


14023 


AAAGAGTA GGCTAGCTACAACGA TTTATTTG 


34405 


8223 


2807 


UCCAGCCA A UUUCCAAU 


14024 


ATTGGAAA GGCTAGCTACAACGA TGGCTGGA 


34406 


8230 


2800 


AAUUUCCA A UUUUUCCG 


14025 


CGGAAAAA GGCTAGCTACAACGA TGGAAATT 


34407 


8266 


2764 


AGGUGCUG A CUUGUACA 


14026 


TGTACAAG GGCTAGCTACAACGA CAGCACCT 


34408 


8292 


2738 


GUUUCUCA A CCACGACA 


14027 


TGTCGTGG GGCTAGCTACAACGA TGAGAAAC 


34409 


8298 


2732 


CAACCACG A CACUAAGG 


14028 


CCTTAGTG GGCTAGCTACAACGA CGTGGTTG 


34410 


6366 


2664 


CACAUUUG A UGCUCCAG 


14029 


CTGGAGCA GGCTAGCTACAACGA CAAATGTG 


34411 


83B2 


2648 


GUCUGGAA A CUGAUCGU 


14030 


ACGATCAG GGCTAGCTACAACGA TTCCAGAC 


34412 


8386 


2644 


GGAAACUG A UCGUAGAC 


14031 


GTCTACGA GGCTAGCTACAACGA CAGTTTCC 


34413 


8393 


2637 


GAUCGUAG A CCGCACAC 


14032 


GTGTGCGG GGCTAGCTACAACGA CTACGATC 


34414 


8424 


2606 


CUUUCUGA A UGAUCUUG 


14033 


CAAGATCA GGCTAGCTACAACGA TCAGAAAG 


34415 


8427 


2603 


UCUGAAUG A UCUUGOCU 


14034 


AGCCAAGA GGCTAGCTACAACGA CATTCAGA 


34416 


8459 


2571 


UCAGGGUA A UACUUGUA 


14035 


TACAAGTA GGCTAGCTACAACGA TACCCTGA 


34417 


8503 


2527 


GUGUAUGA A CACUCCAC 


14036 


GTGGAGTG GGCTAGCTACAACGA TCATACAC 


34418 


8538 


2492 


GCCGGCUG A UGUCUAUG 


14037 


CATAGACA GGCTAGCTACAACGA CAGCCGGC 


34419 


8592 


2438 


AGAGCAGA A CUCCUCCA 


14038 


TGGAGGAG GGCTAGCTACAACGA TCTGCTCT 


34420 


8601 


2429 


CUCCUCCA A CUGCGAGA 


14039 


TCTCGCAG GGCTAGCTACAACGA TGGAGGAG 


34421 


8611 


2419 


UGCGAGAA A CGUGAGAG 


14040 


CTCTCACG GGCTAGCTACAACGA TTCTCGCA 


34422 


8626 


2404 


AGCUAUGG A CCUAUCAC 


14041 


GTGATAGG GGCTAGCTACAACGA CCATAGCT 


34423 


8643 


2387 


GAGCAUUG A UGCCCAUC 


14042 


GATGGGCA GGCTAGCTACAACGA CAATGCTC 


34424 


8656 


2374 


CAUCCACA A CAGGAGAG 


14043 


CTCTCCTG GGCTAGCTACAACGA TGTGGATG 


34425 


8674 


2356 


CCCCAGCA A UCCUUGCG 


14044 


CGCAAGGA GGCTAGCTACAACGA TGCTGGGG 


34426 


8692 


2338 


UAUCCAGG A CAUGCOJC 


14045 


GAGGCATG GGCTAGCTACAACGA CCTGGATA 


34427 


8704 


2326 


GCCUCCGA A CAGUGAGC 


14046 


GCTCACTG GGCTAGCTACAACGA TCGGAGGC 


34428 


B716 


2314 


UGAGCGGA A UGCUCOJC 


14047 


GAGGAGCA GGCTAGCTACAACGA TCCGCTCA 


34429 


8728 


2302 


UCCUCCGA A CACUUGAU 


14048 


ATCAAGTG GGCTAGCTACAACGA TCGGAGGA 


34430 


8735 


2295 


AACACUUG A UGGACAGC 


14049 


GCTGTCCA GGCTAGCTACAACGA CAAGTGTT 


34431 


8739 


2291 


CUUGAUGG A CAGCCUUC 


14050 


GAAGGCTG GGCTAGCTACAACGA CCATCAAG 


34432 


8751 


2279 


CCUUCCCA A CUGAGGUG 


14051 


CACCTCAG GGCTAGCTACAACGA TGGGAAGG 


34433 


8761 


2269 


UGAGGUGA A CACCCCUC 


14052 


GAGGGGTG GGCTAGCTACAACGA TCACCTCA 


34434 


8772 


2258 


CCCCUCCA A CUGAUCCA 


14053 


TGGATCAG GGCTAGCTACAACGA TGGAGGGG 


34435 


8776 


2254 


UCCAACUG A UCCAAAGU 


14054 


ACTTTGGA GGCTAGCTACAACGA CAGTTGGA 


34436 


8853 


2177 


OJUUGCCA A UGCUGCUU 


14055 


AAGCAGCA GGCTAGCTACAACGA TGGCAAAG 


34437 


8866 


2164 


GCUUCCAG A COUGUGCC 


14056 


GGCACAAG GGCTAGCTACAACGA CTGGAAGC 


34438 


8876 


2154 


UUGUGCCA A UGGUGAUU 


14057 


AATCACCA GGCTAGCTACAACGA TGGCACAA 


34439 


8882 


2148 


CAAUGGUG A IKJGAUCUG 


14058 


CAGATCAA GGCTAGCTACAACGA CACCATTG 


34440 


BB86 


2144 


GGUGAUUG A UCUGUUGU 


14059 


ACAACAGA GGCTAGCTACAACGA CAATCACC 


34441 


8941 


2089 


UGGUUCCA A UUCAAUCA 


14060 


TGATTGAA GGCTAGCTACAACGA TGGAACCA 


34442 


8946 


2084 


CCAAUUCA A UCAGGACC 


14061 


GGTCCTGA GGCTAGCTACAACGA TGAATTGG 


34443 


8952 


2078 


CAAUCAGG A CCTJUAGCG 


14062 


CGCTAAGG GGCTAGCTACAACGA CCTGATTG 


34444 


8979 


2051 


CCACUGAA A CAAAAGGG 


14063 


CCCTTTTG GGCTAGCTACAACGA TTCAGTGG 


34445 


8991 


2039 


AAGGGUUG A CAGUGACC 


14064 


GGTCACTG GGCTAGCTACAACGA CAACCCTT 


34446 


8997 


2033 


UGACAGUG A CCAAUCUG 


14065 


CAGATTGG GGCTAGCTACAACGA CACTGTCA 


34447 


9001 


2029 


AGUGACCA A UCUGCCCA 


14066 


TGGGCAGA GGCTAGCTACAACGA TGGTCACT 


34448 


9028 


2002 


GUCGUUCA A UGAAGCCA 


14067 


TGGCTTCA GGCTAGCTACAACGA TGAACGAC 


34449 


9040 


1990 


AGCCACUG A CGAGAUAG 


14068 


CTATCTCG GGCTAGCTACAACGA CAGTGGCT 


34450 


9045 


1985 


CUGACGAG A UAGGAACU 


14069 


AGTTCCTA GGCTAGCTACAACGA CTCGTCAG 


34451 


9051 


1979 


AGAUAGGA A CTTUUGCAA 


14070 


TTGCAAAG GGCTAGCTACAACGA TCCTATCT 


34452 
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9085 


1945 


GUACUGCA A UUCCAACA 


14071 


TGTTGvsAA out i Aiat- i AV-AAV-VsA i\jwtVjiiiU 




9091 


1939 


CAAUUCCA A CACCACAG 


14072 


CTGTGiaiu Wj^XAyClAV-AAVAxA AvjVjAAI Avar 


14 AC A 


9107 


1923 


GUGCCGUG A CCUGUGUC 


14073 


GACACAuV? ouU i Aviv- 1 AL»HA\AjA LAVA3i7l_Av» 




9133 


1897 


CCCAAGAA A CUUGAAAG 


14074 


Liiiv-ArUj 1 Alji_ 1 AuHHL.»jH i. iv.1 lviuur 




9149 


1881 


GCCUUUGA A CAGACGCC 


14075 


ovjUvj JA- i\3 Aiit 1A^AA\J\3A JLvAAAovA, 


jTk^k J / 


9153 


1877 


UUGAACAG A CGCCAUAG 


14076 


CTATGGCG GGCTAGCTACAACGA CTKjTTCAA 




9175 


1855 


UCCCUUCA A CUGCAAUU 


14077 


a^vT*T•r•^ , n^ , /^/ir D P7\^ir ir r , 2ir , j\ a. /-via iviaiifi/va 

AA 1 iXjLASjr but 1 AuL I ALAAUaA Iu/UUjWjA 




9181 


1849 


CAACUGCA A UUUUuCCA 


14078 


luuAAnnn uiit 1 nuA. 1 ALAALAiA iijwitji lu 




9209 


1821 


CACUUCAA A UGACCCGA 


14079 


XCsjuvjIaJa wLXAUvl AUAAvAaA 1 1 vzAAla i\3 




9212 


1818 


UUCAAAUG A CCCGACGU 


i i Ann 

14080 


Aljvj I LXiov? tsoL, I Asj\, i A\— AAUviA \JA1 1 JajAA 




9217 


1813 


AUGACCCG A CGUCAACU 


14081 


AGTTGAGG GGCTAGClACAACliA CUGCaTCAi 




9223 


1807 


CGACGUCA A CUUGACAG 


14082 


rwiv^nv^ft. ft r« f*v«*T»Ar*fTT\i''»ft. ftfvnft. nv5 A rv*"TW 
CTGTCAAG liliC I AUC 1 AUAAUviA 1 vJ AUvj IVo 


OAA tZA 


9228 


1802 


UCAACUUG A CAGUGUUG 


14083 


CAACACTG GGCTAGCTACAACGA CAAGTTGA 


34465 


9244 


1786 


GCUUGAAA A UUCCACAG 


14084 


CTGTGGAA GGCTAGCTACAACGA TTTCAAGC 


34466 


9255 


1775 


CCACAGGA A UGGCUCCA 


14085 


TGGAGCCA GGCTAGCTACAACGA TCCTGTGG 


34467 


9275 


1755 


AAAGCUUG A UGCAGAGC 


14086 


GCTCTGCA GGCTAGCTACAACGA CAAGCTTT 


34468 


9301 


1729 


UGAGCCCA A UGCUAUCA 


14087 


TGATAGCA GGCTAGCTACAACGA TGGGCTCA 


34469 


9313 


1717 


UAUCACAG A CUGCUUCG 


14088 


CGAAGCAG GGCTAGCTACAACGA CTGTGATA 


34470 


9340 


1690 


UUCCUCAA A CUCCAUUA 


14089 


TAATGGAG GGCTAGCTACAACGA TTGAGGAA 


34471 


9349 


1681 


CUCCAUUA A CGUCUCUC 


14090 


GAGAGACG GGCTAGCTACAACGA TAATGGAG 


34472 


9412 


1618 


GUCCAUGA A CCACUCAC 


14091 


GTGAGTGG GGCTAGCTACAACGA TCATGGAC 


34473 


9422 


1608 


CACUCACG A UGGACCAA 


14092 


TTGGTCCA GGCTAGCTACAACGA CGTGAGTG 


34474 


9426 


1604 


CACGAUGG A CCAAGAAC 


14093 


GTTCTTGG GGCTAGCTACAACGA CCATCGTG 


34475 


9433 


1597 


GACCAAGA A CGUCUUUG 


14094 


CAAAGACG GGCTAGCTACAACGA TCTTGGTC 


34476 


9447 


1583 


UUGUUCCA A CAGUCAUC 


14095 


GATGACTG GGCTAGCTACAACGA TGGAACAA 


34477 


9477 


1553 


UGGUGUGA A UCCCUGAC 


14096 


GTCAGGGA GGCTAGCTACAACGA TGACACCA 


34478 


9484 


1546 


AAUCCCUG A CCGUGGUU 


14097 


AACCACGG GGCTAGCTACAACGA CAGGGATT 


34479 


9558 


1472 


CAGGAGUG A UGCUGAAU 


14098 


ATTCAGCA GGCTAGCTACAACGA CACTCCTG 


34480 


9565 


1465 


GAUGCUGA A UCUCCCUG 


14099 


CAGGGAGA GGCTAGCTACAACGA TCAGCATC 


34481 


9588 


1442 


UGGCUCCA A CCUGUGUG 


14100 


CACACAGG GGCTAGCTACAACGA TGGAGCCA 


34482 


9613 


1417 


UCCGUGCG A CUCCACAG 


14101 


CTGTGGAG GGCTAGCTACAACGA CGCACGGA 


34483 


9636 


1394 


GUCCAUGG A CAAAAAUG 


14102 


CATTTTTG GGCTAGCTACAACGA CCATGGAC 


34484 


9642 


1388 


GGACAAAA A UGGCCACU 


14103 


AGTGGCCA GGCTAGCTACAACGA TTTTGTCC 


34485 


9660 


1370 


CGUACUUG A UAUUCUCU 


14104 


AGAGAATA GGCTAGCTACAACGA CAAGTACG 


34486 


9675 


1355 


CUUUCAAG A UGGUUCUU 


14105 


AAGAACCA GGCTAGCTACAACGA CTTGAAAG 


34487 


9709 


1321 


GCAGGCAA A UUUGGCGC 


14106 


GCGCCAAA GGCTAGCTACAACGA TTGCCTGC 


34488 


9726 


1304 


AUGUGUCA A UGCUUCCU 


14107 


AGGAAGCA GGCTAGCTACAACGA TGACACAT 


34489 


9742 


1288 


UUUGCCAA A UAAUCCGC 


14108 


GCGGATTA GGCTAGCTACAACGA TTGGCAAA 


34490 


9745 


1285 


GCCAAAUA A UCCGCAGC 


14109 


GCTGCGGA GGCTAGCTACAACGA TATTTGGC 


34491 


9863 


1167 


GUGGAGAG A UCGCUGAC 


14110 


GTCAGCGA GGCTAGCTACAACGA CTCTCCAC 


34492 


9870 


1160 


GAUCGCUG A CGGUAGCC 


14111 


GGCTACCG GGCTAGCTACAACGA CAGCGATC 


34493 


9881 


1149 


GUAGCCAA A UAGCAAUA 


14112 


TATTGCTA GGCTAGCTACAACGA TTGGCTAC 


34494 


9887 


1143 


AAAUAGCA A UAACUGCG 


14113 


CGCAGTTA GGCTAGCTACAACGA TGCTATTT 


34495 


9890 


1140 


UAGCAAUA A CUGCGGAC 


14114 


GTCCGCAG GGCTAGCTACAACGA TATTGCTA 


34496 


9897 


1133 


AACUGCGG A CCUCUGCC 


14115 


GGCAGAGG GGCTAGCTACAACGA CCGCAGTT 


34497 


9912 


1116 


CCAGGUUG A CCGCCUCC 


14116 


GGAGGCGG GGCTAGCTACAACGA CAACCTGG 


34498 


9942 


1088 


UCACAUCG A UGGUAGGC 


14117 


GCCTACCA GGCTAGCTACAACGA CGATGTGA 


34499 


9961 


1069 


GUCCUUAG A CAUGAUAG 


14118 


CTATCATG GGCTAGCTACAACGA CTAAGGAC 


34500 


9966 


1064 


UAGACAUG A UAGUCACG 


14119 


CGTGACTA GGCTAGCTACAACGA CATGTCTA 


34501 


9993 


1037 


CUUCGAGA A CCAAAUCC 


14120 


GGATTTGG GGCTAGCTACAACGA TCTCGAAG 


34502 


9998 


1032 


AGAACCAA A UCCACCCA 


14121 


TGGGTGGA GGCTAGCTACAACGA TTGGTTCT 


34503 


10018 


1012 


UGCUCCAG A CACUCCUU 


14122 


AAGGAGTG GGCTAGCTACAACGA CTGGAGCA 


34504 


10090 


940 


CAAAAGCA A UAGCACGA 


14123 


TCGTGCTA GGCTAGCTACAACGA TGCTTTTG 


34505 


10098 


932 


AUAGCACG A CAAACACA 


14124 


TGTGTTTG GGCTAGCTACAACGA CGTGCTAT 


34506 


10102 


928 


CACGACAA A CACAACUC 


14125 


GAGTTGTG GGCTAGCTACAACGA TTGTCGTG 


34507 


10107 


923 


CAAACACA A CUCUCUGC 


14126 


GCAGAGAG GGCTAGCTACAACGA TGTGTTTG 


34508 


10139 


891 




14127 


CTCIATTGG GGCTAGOTACAACQA TGGATGCT 


34509 


10143 


887 


| UCCAACCA A UGACGGCU 


14128 


AGCCGTCA GGCTAGCTACAACGA TGGTTGGA 


34510 


10146 


884 


AACCAAUG A CGGCUGCC 


14129 


GGCAGCCG GGCTAGCTACAACGA CATTGGTT 


34511 


10182 


648 


UCCUCAAG A UCCAUGAU 


14130 


ATCATGGA GGCTAGCTACAACGA CTTGAGGA 


34512 


10189 


841 


GAUCCAUG A UUCUGUUU 


14131 


AAACAGAA GGCTAGCTACAACGA CATGGATC 


34513 


10205 


825 


UUUACCAA A UACCUUGU 


14132 


ACAAGGTA GGCTAGCTACAACGA TTGGTAAA 


34514 


10288 


742 


UGUCAGUG A CCUCCGAC 


14133 


GTCGGAGG GGCTAGCTACAACGA CACTGACA 


34515 
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10295 


735 


GACCUCCG A CUGCvjUCU 


14134 


ar"arv-pan nf3P*paf3PTAPAAPna. rw3a.fifypp 




10338 


692 


CAUACCUG A CGUAGACU 


1413 b 


7\r"pr w rapr2 pfirrappTaPAAPna pafifypaTYJ 




10344 


686 


UGACGU AG A CUGCUGAC 


14136 


r"TV*7AfTr , Ilf! fi/lP*PAf5PTAPa.IlPf.a PTaPfyPPA 




10351 


679 


GACUGCUG A CUUUGUGC 


1413 / 


r^r'ar'a a an nnr i TafJPT , aPaapna PA<vaf2*pp 


J4 b 1 y 


10364 


666 


GUGCACCA A CAGUCGAU 


14138 


t\ rpy-v"« a i^ty^ nnf^TAf-PTapaafYia tyihtviprp 
AlCviAUlVj v^HjCIAOUIAV-AAvJvjA lwluUlv* 


J4bzU 


10371 


659 


« « nit * t T/"*T T^Tt TT T/"TT T 

AACAGUCG A UGUCUUCU 


14139 


Ar»A Ar , ar , a r2r , r°T , af_r w Par , aarY' , a ryar^TVT^T 1 
AGAALiALA ub L. 1 ALA, 1 AUiAUsA LajAL. lb 1 1 


J4bzl 


10382 


648 


uCUUCUGG A UCAUuACC j 


14140 


GGTAATGA GGCTAGC1ALAACGA CCAGAAGA 


34b22 


10396 


634 


ACCAGCCG A CAGCACUG 


14141 


CAGTGCTG GGCTAGCTACAACGA CGGCTGGT 


34523 


10419 


611 


cauaagug a uaguauca 


14142 


TG AT ACT A GGCTAGCTACAACGA CACTTATG 


34524 


10458 


572 


UUGCUCUG A CAAUGCAU 


14143 


AIW^ATWTV^ Of/T A Of^'PA OA A 00 A O A O A OO A TV 

ATGCATTG GGCTAGCIACAACGA LAUAGCAA 


34b2b 


10461 


569 


CUCUGACA A UGCAUAGG 


14144 


/IZ-tTn A TVO A OOOTAi'SOTIiOA AOOA TVOT'O AO A O 

CCTATGCA GGCTAGC1ACAACGA IvalCAGAG 




10491 


539 


CUGUUGGA A UCGUGAUG 


1414b 


onTpar'^s nr , r w Panr M rar , aarv n a TPraap&fi 

V_AJ.UAL.vaA LjVjL, 1 AvjU 1 Al-AAvJ\jA 1L.\_AALAV3 


/ 


10497 


533 


/"HkHTT/VtTH T\ tT/"*TV /^ATTfTT 

GAAUC-GUG A UGACAUCU 


1 A 1 A C 

1414b 


AOATOfoa r»oo«PA.fiOT , aoaaooa 0 a nr a tto 
AGA IVj 1 UA uuL 1 ALrv. 1 AV^AAvJVjA LAUiAl IV. 


j4 3. O 


10500 


530 


UCGUGAUG A CAUCUGUG 


14147 


O A O 7\ O A TT 1 PrTTTl/irTAPS A OP 1 TV PlTPllP/!* 
U A LAw A 1 Vj uuLl ALtV. 1 ALAACuA vJA 1 UA L- vjA 


1/ con 


10509 


521 


CAUCUGUG A CGUCAGUA 


14148 


TACTGACG GGv^AGulACAACGA CACAGATG 


34530 


10563 


467 


AGAGGGUA A CUGCUCCU 


14149 


AGGAGUAG GGL. I AGU 1AUAAL.UA lAUCV-lGl 


343 31 


10581 


449 


CGCUGGCG A UCAGGCCA 


14 150 


rr>/-» <t rii^ipp x nr'nrnTvpp'pjipjiTvprR r*r , r*r , T\FT*r* 
1 viGGL. 1 GA GGL I AGG 1 AGAAGGA GGGGAGUG 


"5 /l C*> O 

34b J 2 


10590 


440 


UCAGGCCA A UCAUGACU 


14151 


AGTCATGA GGCTAGCTACAACGA TGGCCTGA 


34533 


10596 


434 


CAAUCAUG A CUGCAAUU 


14152 


AATTGCAG GGCTAGCTACAACGA CATGATTG 


34534 


10602 


428 


UGACUGCA A UUCCGGUC 


14153 


i\ /-*j^Tr*i/*i t\ t\ /~i /-- /"iiii tv /irn tv /"itv ta /*t^ttv rrt/T tv / hu^ttv 

GACCGGAA GGCTAGCTACAACGA TGCAGTCA 


34535 


10646 


384 


CUCCGCCG A UUGAUAGC 


14154 


GCTATCAA GGCTAGCTACAACGA CGGCGGAG 


34536 


10650 


380 


GCCGAUUG A UAGCACUG 


14155 


CAGTGCTA GGCTAGCTACAACGA CAATCGGC 


34537 


10685 


345 


UUCUUAAA A CUCAGAAG 


14156 


CTTCTGAG GGCTAGCTACAACGA TTTAAGAA 


34538 


10733 


297 


CUCCAUCG A UCCAGCAC 


14157 


GTGCTGGA GGCTAGCTACAACGA CGATGGAG 


34539 


10758 


272 


UCGGAGCA A UUGCUGUG 


14158 


CACAGCAA GGCTAGCTACAACGA TGCTCCGA 


34540 


10768 


262 


UGCUGUGA A CCUGAAGA 


14159 


m/*Miwi t\ fi/*i nnnws ^ i/^hitv /*»tv tv ^v^t\ rn^i tv tv t-i tv 

TCTTCAGG GGCTAGCTACAACGA TCACAGCA 


34541 


10777 


253 


CCUGAAGA A CGCCAAGA 


14160 


TCTTGGCG GGCTAGCTACAACGA TCTTCAGG 


34542 


10792 


238 


GAGAGCCA A CACAAAUC 


14161 


GATTTGTG GGCTAGCTACAACGA TGGCTCTC 


34543 


10798 


232 


/TTV TV y"1TV ^T TV TV TV TTnriTT^\ T TT T/"1 

CAACACAA A UCGUAUUG 


14162 


CAATACGA GGCTAGCTACAACGA TTGTGTTG 


34544 


10821 


209 


UGCCGUCG A UCAGGCUC 


14163 


tv n /vnn ta ^npi ^ ij 1 1 t\ i itv tv ta tv n/iiv o^h^ti 

GAGCCTGA GGCTAGCTACAACGA CGACGGCA 


34545 


10831 


199 


CAGGCUCA A CaUAGCCC 


14164 


GGGCTATG GGCTAGCTACAACGA TGAGCCTG 


34546 


10851 


179 


UCAGUCCA A UCAAGGAC 


14165 


GTCCTTGA GGCTAGCTACAACGA TGGACTGA 


34547 


10858 


172 


AAUCAAGG A CAACACGC 


14166 


GCGTGTTG GGCTAGCTACAACGA CCTTGATT 


34548 


10861 


169 


CAAGGACA A CACGCGGG 


14167 


CCCGCGTG GGCTAGCTACAACGA TGTCCTTG 


34549 


i rv O Q"5 

10893 


137 


GCAUAUUG A UAGUUCviG 


■» A T C Q 
141o o 


r'pnrnPTV! pppTfippTBPaappR pbrtmvjp 
UUviLTVjU 1 vj VjLjL. 1 AGL. 1 Av^AAUviA UAAlAluL 


■3 a cert 


10930 


100 


! UUUCUUAG A CAUCGAGA 


14169 


TCTCGATG GGCTAGCTACAACGA CTAAGAAA 


34551 


10938 


92 


ACAUCGAG A UCUUCGUG 


14170 


CACGAAGA GGCTAGCTACAACGA CTCGATGT 


34552 


10954 


76 


GCUAAGAA A CAGCUCGC 


14171 


GCGAGCTG GGCTAGCTACAACGA TTCTTAGC 


34553 


10972 


58 


CUGUGUUA A UUGUUGUU 


14172 


AACAACAA GGCTAGCTACAACGA TAACACAG 


34554 


10982 


48 


UGUUGUUA A UCCUCACA 


14173 


TGTGAGGA GGCTAGCTACAACGA TAACAACA 


34555 


10992 


38 


CCUCACAA A CACUACUA 


14174 


TAGTAGTG GGCTAGCTACAACGA TTGTGAGG 


34556 



Input Sequence = AP196835_rc. Cut Site - R/Y 
Arm Length « 8. Core Sequence = GGCTAGCTACAACGA 

AF196835_rc reverse complement of West Nile virus strain NY99-f lamingo382- 
99 , complete genome 
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34633 
34634 


34635 
34636 


34637 


34638 


34639 


O 
VO 

ro 


34641 


CN 

vo 
ro 


34643 

! 34G44 


in 

> vo 
• 

i m 


vo 
<a« 
vo 
^ 
ro 


34647 


34648 
3464 9 


34650 


34651 


CN 

in 

ID 

ro 


| 34653 | 


1 34654 1 


34655 


vo 
in 
vo 
^ 
ro 


34657 


| 34658 | 


| 34659 | 


O H 

vo vo 

VO VO 
^ 5li 

ro ro 


34662 
34663 


| 34664 | 


34665 


34667 


| 34668 [ 


CO 

vo 
vo 
5? 
ro 


j 34670 j 


| 34671 | 


| 34672 | 


UCCCGCCA GGAGGAAACU CCCUUC AAGGACAUCGUCCGGG CGGAAGUU 
AGUUCCCG GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG CACCGGAA 


AAGUCAGG GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG CGGGAAGU 


UAAAUAGA GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG AAUAUAAG 


ACACAGUA GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG UGUAGAUA j 


UGAGGACA GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG AGUACUGU | 
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CLAMS 

1. A nucleic acid molecule that modulates replication of West Nile Virus 
(WNV). 

5 2. The nucleic acid molecule of claim 1, wherein said nucleic acid molecule is 
selected from the group consisting of enzymatic nucleic acid, antisense 
nucleic acid, 2',5'-A nucleic acid, triplex forming nucleic acid, and decoy 
nucleic acid molecules. 

3. The nucleic acid molecule of claim 1, wherein said nucleic acid molecule is 
10 effective to treat a condition related to WNV infection, wherein said 

condition is selected from the group consisting of pancreatitis, encephalitis, 
myocarditis, meningitis, neurologic infection, hepatitis, liver failure, 
hepatocellular carcinoma, and cirrhosis. 

4. The nucleic acid molecule of claim 3, wherein said nucleic acid molecule is 
1 5 used in conjunction with one or more other therapies for the treatment of 

said condition. 

5. The nucleic acid molecule of claim 4, wherein said other therapyis selected 
from the group consisting of antivirals and interferons. 

6. The nucleic acid molecule of claim 1, wherein said nucleic acid molecule is 
20 chemically synthesized. 

7. The nucleic acid molecule of claim 1, wherein said nucleic acid molecule 
comprises at least one 2'-sugar modification. 

8. The nucleic acid molecule of claim 1, wherein said nucleic acid comprises at 
least one nucleic acid base modification. 



25 9. 



The nucleic acid molecule of claim 1, wherein said nucleic acid comprises at 
least one phosphate backbone modification. 



10. The nucleic acid molecule of claim 1, wherein said nucleic acid molecule 
comprises at least one 2'-sugar modification and at least one phosphate 
backbone modification. 
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11. The nucleic acid molecule of claim 1, wherein said nucleic acid comprises a 
cap structure, wherein the cap structure is at the 5 '-end or 3 '-end, or both the 
5'-end and the 3 '-end. 

12. The nucleic acid molecule of claim 1, wherein said nucleic acid molecule 
5 comprises between 12 and 100 bases complementary to a RNA molecule of 

WNV. 

13. The nucleic acid of any of claim 1, wherein said nucleic acid molecule 
comprises between 14 and 24 bases complementary to a RNA molecule of 
WNV. 

10 14. A method of down regulating the replication of WNV in a cell, comprising 
the step of contacting said cell with the nucleic acid molecule of claim 1, 
under conditions suitable for said down regulation of WNV replication. 

15. A method of down regulating the replication of WNV in a mammal 
comprising the step of administering the nucleic acid molecule of claim 1 to 

1 5 the mammal, under conditions suitable for said down regulation of WNV 

replication. 

16. A method of reducing WNV activity in a cell, comprising the step of 
contacting said cell with the nucleic acid molecule of claim 1, under 
conditions suitable for said reduction of WNV activity. 

20 17. A method of treating a patient having a condition associated with the level of 
WNV comprising the step of contacting cells of said patient with the nucleic 
acid molecule of claim 1, under conditions suitable for said treatment. 

18. The method of claim 15 further comprising the use of one or more other 
therapies under conditions suitable for said treatment. 

25 19. The method of claim 18, wherein said other therapy is selected from the 
group consisting of antivirals and interferon. 

20. The nucleic acid molecule of claim 2, wherein said enzymatic nucleic acid 
molecule cleaves RNA derived from WNV. 

21. The nucleic acid molecule of claim 2, wherein said eirzymatic nucleic acid 
30 molecule cleaves plus strand RNA derived from WNV. 
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22. The nucleic acid molecule of claim 2, wherein said enzymatic nucleic acid 
molecule cleaves minus strand RNA derived from WNV. 

23. The enzymatic nucleic acid of claim 2 having at least one binding arm 
wherein the binding arm of said enzymatic nucleic acid molecule comprises 
a sequence complementary to any of the sequences of SEQ ID NOs 1-15,308 



24. The enzymatic nucleic acid molecule of claim 2, wherein said enzymatic 
nucleic acid molecule comprises any of the sequences of SEQ ID NOs 
15,309-37,043. 

10 25. The antisense nucleic acid molecule of claim 2, wherein said antisense 
nucleic acid molecule inhibits the activity of RNA derived from WNV. 

26. The antisense nucleic acid molecule of claim 25, wherein said antisense 
nucleic acid molecule inhibits the activity of plus strand RNA derived from 
WNV. 

1 5 27. The nucleic acid molecule of claim 25, wherein said antisense nucleic acid 
molecule inhibits the activity of minus strand RNA derived from WNV. 

28. The antisense nucleic acid molecule of claim 2, wherein said antisense 
nucleic acid molecule comprises a sequence complementary to any of the 
sequences of SEQ ID NOs 1-15,308. 

20 29. An enzymatic nucleic acid molecule that cleaves RNA derived from the 
WNV. 

30. The enzymatic nucleic acid molecule of claim 2 or claim 29, wherein said 
enzymatic nucleic acid molecule is selected from the group consisting of 
Hammerhead, Inozyme, G-cleaver, DNAzyme, Amberzyme and Zinzyme. 

25 31. The enzymatic nucleic acid molecule of claim 2 or claim 29, wherein said 
enzymatic nucleic acid molecule is in a hairpin, hepatitis Delta virus, group I 
intron, VS nucleic acid, or RNAse P nucleic acid motif. 

32. The enzymatic nucleic acid molecule of claim 30, wherein said Hammerhead 
motif comprises a sequence complementary to any of the substrate sequences 
30 in Tables m and Vffl. 
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The enzymatic nucleic acid molecule of claim 30, wherein said Inozyme 
motif comprises a sequence complementary to any of the substrate sequences 
in Tables IV and EX. 

The enzymatic nucleic acid molecule of claim 30, wherein said DNAzyme 
comprises a sequence complementary to any of the substrate sequences in 
Tables VI and XL 

The enzymatic nucleic acid molecule of claim 30, wherein said Zinzyme 
comprises a sequence complementary to any of the substrate sequences in 
Tables V and X. 

The enzymatic nucleic acid molecule of claim 30, wherein said Amberzyme 
comprises sequences complementary to any substrate sequences in Tables 
VII and XII. 

The enzymatic nucleic acid molecule of claim 30, wherein said Hammerhead 
comprises at least five ribose residues, at least ten 2-0-methyl modifications, 
and a 3'- end modification. 

The enzymatic nucleic acid molecule of claim 37, wherein said Hammerhead 
further comprises phosphorothioate linkages on at least three of the 5 ! 
terminal nucleotides. 

The enzymatic nucleic acid molecule of claim 37, wherein said 3'- end 
modification is a 3'-3' inverted abasic moiety. 

The enzymatic nucleic acid molecule of claim 30, wherein said Inozyme 
comprises at least five ribose residues, at least ten 2-O-methyl modifications, 
and a 3'- end modification. 

The nucleic acid molecule of claim 40, wherein said Inozyme further 
comprises phosphorothioate linkages on at least three of the 5 f terminal 
nucleotides. 

The nucleic acid molecule of claim 40, wherein said a 3'- end modification is 
3 '-3 * inverted abasic moiety. 

The enzymatic nucleic acid molecule of claim 30, wherein said DNAzyme 
comprises at least ten 2'-0-methyl modifications. 
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44. The enzymatic nucleic acid molecule of claim 43, wherein said DNAzyme 
further comprises phosphorothioate linkages on at least one of the 5' terminal 
nucleotides. 

45. The enzymatic nucleic acid molecule of claim 44, wherein said DNAzyme 
5 further comprises a 3 '-end modification. 

46. The enzymatic nucleic acid molecule of claim 45, wherein said 3'- end 
modification is a 3 '-3' inverted abasic moiety. 

47. The antisense nucleic acid molecule of claim 2, wherein said antisense 
nucleic acid molecule comprises at least ten 2'-0-methyl modifications. 

10 48. The antisense nucleic acid molecule of claim 2, wherein said antisense 
nucleic acid molecule comprises a region that is an RNAse H activating 
region. 

49. The nucleic acid molecule of claim 48, wherein said RNAse H activating 
region comprises a region having at least five deoxyribonucleotides. 

15 50. The nucleic acid molecule of claim 49, wherein said RNAse H activating 
region further comprises one or more phosphate backbone modification. 

51. The nucleic acid molecule of claim 50, wherein said phosphate backbone 
modification is a phosphorothioate or phosphorodithioate modification. 

52. The antisense nucleic acid molecule of claim 2, wherein said antisense 
20 nucleic acid molecule comprises an RNAse H activating region and a non- 

RNAse H activating region. 

53. The antisense nucleic acid molecule of claim 2, wherein said antisense 
nucleic acid molecule comprises a 5'-end modification, a 3'-end 
modification or both a 5'-end and a 3' -end modification. 

25 54. The antisense nucleic acid molecule of claim 53, wherein said 3'- end 
modification is selected from the group consisting of 3*-3' inverted abasic 
moiety, 3 '-3' inverted nucleotide moiety, and phosphate backbone 
modification. 



30 



55. The antisense nucleic acid molecule of claim 53, wherein said 5 '-end 
modification is selected from the group consisting of 5', 5 '-inverted abasic 
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moiety, 5'-5' inverted nucleotide moiety, and phosphate backbone 
modification. 

56. A method of cleaving WNV RNA comprising contacting the enzymatic 
nucleic acid molecule of claim 2 or claim 29 with said RNA under 

5 conditions suitable for the cleavage of said RNA. 

57. The method of claim 56, wherein said cleavage is carried out in the presence 
of a divalent cation. 

58. The method of claim 57, wherein said divalent cation is Mg 2+ . 

59. An expression vector comprising nucleic acid sequence encoding at least one 
10 nucleic acid molecule of claim 1, in a manner that allows expression of that 

nucleic acid molecule. 

60. The expression vector of claim 59, wherein said nucleic acid molecule is an 
enzymatic nucleic acid molecule. 

61. The expression vector of claim 59, wherein said expression vector further 
1 5 comprises a sequence for an antisense nucleic acid molecule complementary 

to the RNA of WNV genome. 

62. The expression vector of claim 59, wherein said expression vector comprises 
sequence encoding at least two said nucleic acid molecules that can be same 
or different. 

20 63. The expression vector of claim 62, wherein one said nucleic acid molecule 
comprises sequence encoding at least one antisense nucleic acid molecule 
complementary to RNA derived from the WNV. 

64. The expression vector of claim 62, wherein one said nucleic acid molecule 
comprises at least one sequence encoding an enzymatic nucleic acid 

25 molecule complementary to RNA derived from the WNV. 

65. A pharmaceutical composition comprising the nucleic acid molecule of 
claim 1 in a pharmaceutical^ acceptable carrier. 

66. A kit for the treatment of patients infected with WNV comprising the nucleic 
acid molecule of claim 1. 
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67. A kit for detecting WNV in a system comprising the nucleic acid molecule of 
claim 1. 

68. A method of administering to a cell the nucleic acid molecule of claim 1 
comprising contacting said cell with the nucleic acid molecule under 

5 conditions suitable for said administration. 

69. The method of claim 68, wherein said cell is a mammalian cell. 

70. The method of claim 69, wherein said cell is a human cell. 

71. The method of claim 68, wherein said administration is in the presence of a 
delivery reagent. 

1 0 72. The method of claim 71, wherein said delivery reagent is a lipid. 

73. The method of claim 72, wherein said lipid is a cationic lipid. 

74. The method of claim 72, wherein said lipid is a phospholipid. 

75. The method of claim 71, wherein said delivery reagent is a liposome. 
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